
Genp No 


62256 








Strand 








Start 


19889 








End 


20325 






Name 


OJ990619 31. 9922. C8. 


• \J -J . L.UL 


Method 


TBLASTX: 


Maize 




Start 


14775 








End 


15627 






GI 


none 








Score 


91 






Exons 


14775. 


.14870, 


.14786. 


. . 14869, 


14867. . 14926, 14868 


1 4 Q7 s 






14963. 


.15013, 


...14983. 




15018. .15107, 15065 








15068. 


.15112, 


15096. 


. . 15191, 


15097. .15192, 15110 


i si Qn 

. . X .J X _7 U , 






15360, 


.15500, 


15368, 


. . 1 J JUL ^ 


15375. .15503, 15574 


1 R£97 






15575. 


.15625 












Seq. No. 


30162 








Seq. ID 


OJ990619 


■31 QQOO 




Gene No. 


62256 








Strand 








Start 


19889 








End 


20325 






Name 


OJ990619 31. 9922. C8. 


o 1 tm 


Method 


TBLASTX : 1 


Ma "i , "7 o 
L v Jdl ^tr 




Start 


16773 








End 


19626 






GI 


none 








Score 


147 






Exons 


16773. 


.16889, 


16775. 


, .16888, 


16974 . . 17093, 16977 


. .17093, 






16979. 


.17095, 


16979. 


.17095, 


17198. .17299, 17206 


. .17295, 






17207. 


.17296, 


17349. 


.17435, 


17367. .17474, 17368 


1 747S 






17369. 


.17476, 


17369. 


1 7 4 7 Q 


17822. .17902, 17829 


1 7 Qfl ^ 
. . x / J, 






17832. 


. 17933, 


18546. 


1 fi 64 1 


18549. .18629, 18550 








19326. 


.19388, 


19330. 


1 Q4 1 Q 

. X _7 1 X .7 , 


. 19373. .19621, 19389 


. .19595, 






19393. 


.19626, 


19449. 


. 1 9625 




**■ • 






Seq. No. 


30162 








Seq. ID 


OJ990619_ 


J31.9922. 


,C8 


Gene No. 


62256 








Strand 








Start 


19889 








End 


20325 






Name 


OJ990619 31.9922. C8 . 




Method 


TBLASTX: Cress 




Start 


16784 








End 


17095 






GI 


none 








Score 


81 






Exons 


16784 . 


.16888, 


16791. 


• X \J U U \J , 


16974. .17090, 16979 


. .17095 




Seq. No. 


30162 








Seq. ID 


OJ990619_ 


_31.9922. 


,C8 


Gene No. 


62256 








Strand 








Start 


19889 








End 


20325 






Name 


OJ990619 31. 9922. C8 . 




Method 


AAT/GAP 






Start 


19889 








End 


20325 






GI 


none 








Score 


249 






Exons 


19889. 


.19933, 


20108. 


20188 

. L, U 1 u u , 


20282.. 20325 






Seq. No. 


30163 








Seq. ID 


OJ990619_ 


_31.9922. 


C9 


Gene No. 


62257 








Strand 








Start 


681 






_ 


End 


5420 






Name 


OJ990619 31. 9922. C9. 




Method 


GENSCAN 






Start 


681 








End 


4674 






GI 


none 








Score 


.82 






Exons 


681. .728, 879. 


.1239, 


3258 . . : 


3352, 4030. 


.4163, 4263.-4674 




Seq. No. 


30163 








Seq. ID 


OJ990619_ 


^31. 9922. 


C9 


Gene No. 


62257 








Strand 








Start 


681 








End 


5420 






Name 


OJ990619 31. 9922. C9. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


879 








End 


1295 






GI 


none 








Score 


64 






Exons 


879. .998, 879. 


. 1004, 


1005. . : 


L073, 1006. 


. 1074, 1182. . 1295 





30001 



BEST AVAILABLE COPY 




Seq. No. 


30163 








Seq. ID 


OJ990619_31. 9922.C9 


Gene No. 


62257 








Strand 




Start 


681 








End 


5420 


Name 


OJ990619 31 


. 9922 


.C9.o2. 


tw 


Method 




Start 


939 ~ 








End 


1 111 


GI 


none 








Score 


o u 


Exons 


939. . 1214, . 


943 . . 


999,. 1041. .1331, 1082. 


1315 1189 -1117 


Seq. No. 


30163 








Seq. ID 


OJ990619_31. 9922.C9 


Gene No . 


62257 








Strand 




Start 


681 








End 


5420 


Name 


OJ990619 31 


. 9922 


,C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3660 








End 


4684 


GI 


none 








Score 


278 


Exons 


3660. .3692, 


3739 


. .4137, 


3756. 


.3944, 3758. .4156, 3778. .4158, 




3778. .3855, 


3862 


. .3987, 


4162. 


.4242, 4163. .4243, 4243. .4404, 




4250. .4402, 


4251 


. .4412, 


4252. 


.4413, 4396. .4467,. 4408. .4680, 




4408. .4680, 


4412 


. .4684 









hi! 



I'll 



1 if 

it 

□ 

'•i e 
' it 



Sea No 


30163 








Seq. ID 


OJ990619_31.9922.C9 


Gene No . 


62257 








Strand 




Start 


681 








End 


5420 


Name 


OJ990619 31 


.9922, 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat ; 


Start 


3738 








/ End 


4 4 67 ' 


GI 


none ■ 








Score 


161 


Exons 


3738. .3965, 


3746, 


. .4081, 


3778 


. .4083, -4396. .4467 


Seq. No. 


30163 








Seq. ID 


OJ990619_31. 9922.C9 


Gene No. 


62257 








Strand 




Start 


681 








End 


5420 


Name 


OJ990619 31 


. 9922, 


,C9.ol. 


np 


Method 


AAT/NAP 


Start 


3760 








End 


4674 


GI 


3150415 








Score 


1315 


Exons 


3760. .4674 












GI Descrip. 


(AC004165) j 


putative protein 


transport 


protein SEC13 [Arabidopsis 




thaliana] 












Seq. No. 


30163 








Seq. ID 


OJ990619_31.9922.C9 


Gene No. 


62257 








Strand 




Start 


681 








End 


5420 


Name 


OJ990619 31 


.9922. 


,C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3778 








End 


4698 


GI 


none 








Score 


229 


Exons 


3778. .3855, 


3862. 


.3987, 


3862 


..3981, 3986. .4018, 4190. .4399, 




4192. .4404, 


4199. 


.4429, 


4245 


..4412, 4408. .4518, 4408. .4539, 




4412. .4537, 


4534 . 


.4680, 


4547 


..4681, 4597. .4698 



Seq. No. 30163 Seq. ID 

Gene No. 62257 . Strand 

Start 681 End 

Name OJ990619_31 . 9922 . C9 . ol . tm Method 

Start 3850 End 

GI none Score 

Exons 3850.. 4683, 3851.. 4684, 3851. .4684 



OJ990619_31.9922.C9 
5420 ■ 

TBLASTX: Maize 

4684 

1156 



Seq. No. 
Gene No. 



30163 
62257 



Seq. ID 
Strand 



OJ990619 31. 9922. C9 



30002 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



681 



End 

Method 
End 
Score 



5420 
AAT/GAP 
5420 
1610 



OJ990619_31.9922.C9.ol.gp 
3969 

20780_1.R1084 
3969. .4743, 5351. .5420 

'3150415 2.0e-97 (AC004165) secl3-related protein [Arabidopsis 
thaliana] >gi__3420046 (AC004680) sec!3-related protein 
[Arabidopsis thaliana] ' 



30164 
62258 
1178 

OJ990619_31. 9922. C10. ol.np 
1178 
6498441 

1178. .2242, 2573. .3035, 
4863. .6259, 6353. .6634 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_31. 9922. C10 
+ 

6634 
AAT/NAP 
6634 
7111 



3099. .3472, 3656. .3790, 3966. .4691, 



30164 Seq. ID 

62259 Strand 

10869 End 

OJ990619_31. 9922. C10. o3.np Method 

10869 End 

5042454 Score 
108 69. .10923, 11921. .1197 6 

(AC007789) putative polyprotein [Oryza sativa] 



OJ990619_31. 9922 .C10 
+ 

11976 
AAT/NAP 
11976 
74 



30164 
62260 
7262 

OJ990619_31. 9922. C10. o7 . tw 

1330 

none 



Seq. ID OJ990619_31. 9922. C10 
Strand 
End 

Method 
End 
Score 



10915 

TBLASTX: Wheat 

1719 

55 



1330. .1374, 1381. .1479, 1398. .1478, 1446. .1685, 1462. .1719 



30164 
62260 
7262 

OJ990619_31. 9922. C10. o6.tm 
1369 
none 

1369. . 1617, 1371. . 1616 

30164 
62260 
7262 

OJ990619_31. 9922. C10. o2 . tw 
2457 
none 

2457. .2630, 2458. .2943, 2652. .2912 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



30164 
62260 
7262 



Seq. ID 

Strand 

End 



OJ990619_31. 9922. C10 
10915 

TBLASTX : Maize 

1617 

195 



OJ990619_31. 9922. C10 
10915 

TBLASTX: Wheat 

2943 

395 



OJ990619 31. 9922. C10 



10915 



30003 



Name ■ OJ990619_31 . 9922 . CIO . ol . tw 

Start 3107 

GI none 

Exons 3107.. 3562, 3108.. 3569, 3108. 

Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619_31 . 9922 . C10 . ol . tm 

Start 3237 

GI none 

Exons 3237.. 3593, 3272.. 3583, 3477. 

Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619_31 . 9922 . C10 . o5 . tw 

Start 3570 

GI none 

Exons 3570.. 3881, 3578.. 3868 

Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619_31 . 9922 . C10 . o5 . tm 

Start 3620 

GI none 

Exons 3620.. 3898, 3621.. 3899, 3811. 

Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619_31 . 9922 . C10 . ol . ts 

Start 3756 

GI none 

Exons 3756.. 3902, 3773.. 3898, 3898. 

Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619_31 . 9922 . C10 . olO . tw 

Start 3928 

GI none 

Exons 3928.. 4182 



Method 
End 
Score 
,3563 



TBLASTX: Wheat 

3569 

555 



Seq. ID OJ990619_31. 9922. C10 
Strand 

10915 

TBLASTX: Maize 
3593 
388 



End 

Method 
End 
Score 
.3593 



Seq. ID OJ990619_31. 9922. C10 
Strand 

End 10915 

Method TBLASTX : Wheat 

End 3881 

Score 339 



Seq. ID OJ990619_31. 9922. C10 
Strand 

10915 

TBLASTX: Maize 
4005 
283 



End 

Method 
End 
Score 
4005 



Seq. ID OJ990619_31. 9922. C10 
Strand 

10915 

TBLASTX : Soybean 
4158 
155 



End 

Method 
End 
Score 
4158 



Seq. ID OJ990619_31. 9922. C10 
Strand 

End 10915 . 

Method TBLASTX : Wheat 

End 4182 

Score 245 



Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619_31 . 9922 . C10 . 06 . tw 

Start 4538 

GI none 

Exons 4538. .4759, 4562.. 4786, 4627. 

Seq. No. 30164 

Gene No. 62260 

Start 7262 

Name OJ990619 31 . 9922 . C10 . o2 . ts 



Seq. ID OJ990619_31. 9922. C10 
Strand 

End 10915 

Method TBLASTX : Wheat 

End 4996 

Score 223 
.4803, 4847. .4996, 4858. .4995 

Seq. ID OJ990619_31. 9922. C10 
Strand 

End 10915 

Method TBLASTX : Soybean 



30004 




O Lai L 


4685 








End 


5251 




\j i 


5666795 








Score 


74 




XT' V 7^1 c 


4685. .4783, 


4859 


. .4996, 


'5051. 


.5251 






ox ucoLi -^t^ • 


4206306 2.0e-10 


(AF049110) prpol [Zea mays] 




Seq. No. 


30164 








Seq. ID 


OJ990619 31.9922 


.C10 


Gene No. 


62260 








Strand 






Start 


7262 








End 


10915 




LN dlUC 


OJ990619 31, 


.9922 


.C10. oil. tw 


Method 


TBLASTX: Wheat 




u Lai i> 


A QQ Q 














GI 


none 








Score 


194 




Pvnn s 

i—i A w 1 1 o 


4999. .5175, 


5036 






.5311 






Seq. No. 


30164 








Seq. ID 


OJ990619 31.9922 


.C10 


Gene No. 


62260 








Strand 


- 




Start 


7262 








End 


10915 




IN ell lit; 


OJ990619 31. 


.9922 


n o rsO 

• x vj . w z. , 


> LIU 


Method 


TBLASTX: Maize 




O L CI X L 


^ ^ n a 








bna 


cot/; 
OOOO 




VJJ I 


none 








Score 


357 




LiAWllD 


5504. .5827, 


5533 


SP 1 A 
. • O 0 x ft , 




.5836 






Seq. No. 


30164 








Seq. ID 


OJ990619_31.9922 


.C10 


Gene No. 


62260 








Strand 


- 




O L al L 


7262 








End 


10915 




Name 


OJ990619 31. 


,9922 


. LIU .00. 


. LW 


Method 


TBLASTX: Wheat 




Cf a rf 
O LC1I L 


0 0 4 1 








End 


6022 




O J. 


none 








Score 


365 






5641. .5991, 


5642 












Seq. No. 


30164 ; ' 








Seq. ID 


OJ990619_31.9922 


.C10 


Gene No. 


62260 








Strand 






u Lai L 


7262 








End 


10915 




IN dlllt. 


OJ990619 31. 


9922 


• LIU • . 


L W 


Method 


TBLASTX: Wheat 




O Lai L 


OUZO 








End 


6625 




LJ I 


none 








Score 


269 




TT von ^ 


6023. . 6307, 


6028 


. . O _? I ^. , 


64 QQ 

U4 33 . . 


,6621, 6500. .6625 




Seq. No. 


30164 








Seq. ID 


OJ990619J31. 9922 


.C10 


Gene No. 


62260 • 








Strand 






OLai L 


7262 








End 


10915 




Name 


OJ990619 31. 


9922, 


pi n o7 

•LIU.O / . 


L. Ill 


Method 


TBLASTX: Maize 




O Lai L 


D H 3 O 








End 


6637 




vj x 


none 








Score 


184 






6493. . 6633, 


6494, 


. .6637 










Seq. No. 


30164 








Seq. ID 


OJ990619_31.9922, 


.C10 


Gene No. 


62260 








Strand 






O L CI I L 


7262 








End 


10915 




Name 


OJ990619 31. 


9922. 


.C10.o2. 


gs 


Method- 


GENSCAN 




jlalL 


7262 








End 


10915 . 




GI 


none 








Score 


.62 




Exons 


7262. .7455, 


7505. 


, .10515, 


10686 


i. . 10762, 


10856. . 10915 




Seq. No. 


30164 








Seq. ID 


OJ990619_31.9922. 


.C10 


Gene No. 


6^260 








Strand 






Start 


7262 








End 


10915 




Name 


OJ990619 31. 


9922. 


,C10.o2. 


np 


Method 


AAT/NAP 





30005 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7265 End 10496 

6907089 Score . 4311 

7265.. 9132, 9236.. 10496 

(AP001129) hypothetical protein [Oryza sativa] 



30164 
62261 
12907 

OJ990619_31. 9922. C10. o4 . tw 

12907 

none 

12907. .13155, 12908. .13156, 
13151. .13258 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_31. 9922. C10 
13329 

TBLASTX: Wheat 

13260 

281 



12921. .13160, 13123. .13260, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30164 
62261 
12907 

OJ990619_31. 9922. C10. o3.ts 
12910 
none 



13329 

TBLASTX: Soybean 
13329 
71 

12910. .13194, 12911. .13093, 13066 .. 13329, 13118.. 13327 



Seq. ID OJ990619_31. 9922. C10 
Strand 
End 

Method 
End 
Score 



Seq. No. 30164 

Gene No. 62262 

Start 13306 

Name OJ990619_31 . 9922 . C10 . o3 . tm 

Start 13306 

GI none 
Exons 



Seq. ID OJ990619_31. 9922. C10 
Strand 
End 

Method 
End 
Score 



14146 

TBLASTX: Maize 

13680 

39 



13306. .13338, 13306. .13335, 13324. .13641, 13331. .13636, 
13336. .13680, 13380 .. 13655 , 13624.. 13668 



Seq. No. 30164 
Gene No. 62262 
Start 13306 

Name OJ990619_31 . 9922 . C10 . 08 . tw 

Start 13475 
GI none 
Exons 13475. 

13917. 

13998. 

14081. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13516 
13923 



OJ990619 31. 9922. C10 



,13681, 13476. .13682, 

,14021, 13918. .14013, 

,14048, 14010. . 14081, 14012 

14128, 14081. .14146 



14146 

TBLASTX: Wheat 
14146 
270 

13698, 13541 
14021, 13997 



,14080, 14077. 



13720, 
14080, 
14139, 



Seq. No. 30164 Seq. ID 

Gene No. 62262 Strand 

Start 13306 End 

Name OJ990619_31 . 9922 . C10 . o4 . tm Method 

Start 13910 End 

GI none .-Score 

Exons 13910. .14080, 13910 .. 14.080, 

14081. .14125, 14081. .14134 



OJ990619_31. 9922. C10 
14146 

TBLASTX: Maize 
14134 
174 

13917. . 14081, 13918. .14082, 



Seq. No. 30165 Seq. ID 

Gene No. 62263 Strand 

Start 2176 End 

Name UJ99Ubl9_31 . 9922 . Cll . ol . gp Method 

Start 2176 End 

GI 6689925 Score 



OJ990619_31.9922.C11 
+ 

2278 
AAT/GAP 
2278 
162 



30006 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2176.. 2278 

5815410/gb|AAD52659.1|AF177392_l 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza sativa] 



30165 
62264 
4465 

OJ990619_31.9922.Cll.o2.gs 

4465 

none 

4465..4S63 



Seq. ID OJ990619_31.9922.C11 
Strand 

End 4563 

Method GENS CAN 

End 4563 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
3 1 d l L 
GI 

Exons 



30165 
62265 
4471 

OJ990619_31.9922.Cll.ol.np 
4471 
5821717 
4471. .4580 

(AF123594) Weel-like protein [Zea mays] 



Seq. ID OJ990619_31.9922.C11 
Strand 

End 4580 

Method AAT/NAP 

End 4580 

Score 129 



30166 
62266 
1 

OJ990619_31. 9922.C12.ol.np 
1 

5821717 



Seq. ID OJ990619_31.9922.C12 
Strand 

End 2247 

Method AAT/NAP 

End 2067 

Score 717 

1..23, 698. .865, 945. .985, 1070. .1178, 1276. .1340, 1469. .-1729, 
1813. .1879, 2005. .2067 

(AF123594) Weel-like protein [Zea mays] 



30166 
62266 
1 

OJ990619_31.9922.C12.ol.gs 

720 

none 



Seq. ID OJ990619_31.9922.C12 
Strand 

End 2247 

Method GENSCAN 

End 2247 

Score .67 



720. .865, 945. .985, 1070. .1142, 1233. .1340, 1469. .1729, 
1813.. 1876, 2005.. 2065, 2171.. 2247 



30166 
62266 
1 

OJ990619_31 . 9922.C12.ol.tm 

944 

none 



Seq. ID OJ990619_31.9922.C12 
Strand 

End 2247 

Method TBLASTX : Maize 

End 2194 

Score 50 



944. .988, 1069. .1167, 1069. .1164, 1276. .1344, 1277. .1360, 
1470. .1652, 1474. .1608, 1695. .1733, 1841. .1873, 2012. .2077, 
2014. .2073, 2165. .2194, 2171. .2194 



30167 
62267 
4134 

OJ990619_31.9922.C13.ol.np 

4134 
6721512 

4134 . .4180, 6155. . 6294 



Seq. ID OJ990619_31.9922.C13 

Strand + 

End 6294 

Method AAT/NAP 

End 62 94 

Score 35 



30007 




GI Desrrin 


(AP001072) hvoothetical 


protein [Ory^a 


c 3 \~ i va 1 
odtl VdJ 


Seq. No. 


' 30167 




Seq. ID 


OJ990619_31.9922.C13 


Gene No. 


62268 




Strand 


+ 


Start 


8100 




End 




Name 


OJ990619 31 9922 C13 o2 


.gp 


Method 


n at /nap 


Start 


7980 ~ 




End 


ft SI 7 

O J x / 


GI 


none 




Score 


uuu 


Exons 


7980.. 8226, 8 32 6. . 84 09, 


8484. 


.8517 




Seq. No. 


30167 




Seq. ID 


OJ990619_31.9922.C13 


Gene No. 


62268 




Strand 


+ 


Start 


8100 




End 


97 ?n 


Name 


OJ990619 31 9922 C13 o2 


.gs 


Method 


\J Ej is O v^/t-LN 


Start 


8100 ~ 




End 


Q7^fl 


GI 


none 




Score 


Q4 


Exons 


8100 8226. 8326 8409 


8484 . 


.9730 




Sea No 


30167 




Seq. ID 


O.TQQDfil Q ^1 QQ99 pi ^ 
OX. yzJZ.£ . J 


Gene No. 


62268 




Strand 




Start 


8100 




End 


9730 


Name. 


OJ990619 31.9922.C13.o3 


.gp 


Method 


AAT/GAP 


Start 


9091 




End 


9539 


GI ' 


LIB3431-038-P1-K1-H5 




Score 


870 


Exons 


9091. .9539 








GI Descrip. 


'4335761/gb|AAD17438 | 7 


.Oe-20 


(AC006284) unknown protein 



[Arabidopsis thaliana] % 



Seq. No. 


30167 


Seq. ID 


OJ990619_31 


.9922 


Gene No. 


62269 


Strand 


+ 




Start 


11813 


End 


12004 




Name 


OJ990619 31.9922.C13.o3.gs 


Method 


GENSCAN 




Start 


11813 


End 


12004 




GI 


none 


Score 


. 64 




Exons 


11813. .12004 








Seq. No. 


30167 


Seq. ID 


OJ990619_31 


. 9922 


Gene No. 


62270 


Strand 


+ 




Start 


14435 


End 


14720 




Name 


OJ990619 31.9922.C13.o5.gp 


Method 


AAT/GAP 




Start 


14435 


End 


14720 




GI 


none 


Score 


548 




Exons 


14435. .14720 








Seq. No. 


30167 


Seq. ID 


OJ990619_31 


.9922 


Gene No. 


62271 


Strand 






Start 


7161 


End 


7241 




Name 


OJ990619 31.9922.C13.ol.gp 


Method 


AAT/GAP 




Start 


7161 


End 


7241 




GI 


38012 1.R1084 


Score 


99 




Exons 


7161. .7241 








GI Descrip. 


M097947/gb|U72255|OSU72255 2 


,0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 1 


Seq. No. 


30167 


Seq. ID 


OJ990619_31 


.9922 


Gene No. 


62272 


Strand 






Start 


9550 


End 


9981 





30008 



Name 


(^799061 9 31 


> ZJ ZJ C- £. < 


rl 3 n4 


. yp 




r\t\ 1 / \jr\tz 




Start 


9550 _ 








End 


QQft 1 
Z? ZJ O J. 




GI 


none 








Score 


RS3 

O -J ~J 




Exons 


9550 9981 














Ppn NO 


30167 








Seq. ID 


D.TQQOfil Q ^1 QQ99 




Gene No. 


62273 








Strand 






Start 


14745 








End 


14831 ' 




Name 


OJ990619 31 


9922 . 


, C13 . ol 


. tm 




-L DXlrtJ -L /\ . L let X Z. C 




Start 


8097 ~~ 








End 






GI 


none 








Score 


86 

(J u 




Exons 


8097 8210 


8600 . 


. 8788 , 


8602 . 


.8787, 8 




1 ft 3 

X O J , 




9062 9208, 


9247 . 


9660 


9248 . 


. 9664 






Seq. No. 


"30167 








Seq. ID 


OJ990619_31.9922 


.C13 


Gene No. 


62273 








Strand 






Start 


14745 








End 


14 831 




Name 


OJ990619 31 


9922 . 


C13 . ol 


. tc 


L1C L. i 1UU 


TRT.A9TX • rrpqc: 




Start 


8627 _ 








FnH 


91 63 

.7 X U -J 




GI 


none 








^ r* r\ ire* 






Exons 


8627 8725 


8788 . 


. 8904 , 


8795 . 


. 9163 






Seq. No. 


30167 








Seq. ID 


OJ990619_31.9922 


.C13 


Gene No. 


62273 








Strand 






Start 


14 74 5 








End 


14831 




Name 


Zs Zs \J \J X Zs Jl • 


ZJ Z? £. . 


n 3 ol 

\-> X J ■ W X 




Method 


'' TBLASTX: Soybean 




Start 


8807 ~~ 








End 


9460 




GI 


none 








Score 


260 




Exons 


8807 9163 


8824 . 


.8940, 


9046 . 


.9141, 9212. .9460, 9214. .9459 


Seq. No. 


30167 








Seq. ID 


OJ990619J31.9922 


.C13 


Gene No. 


62273 








Strand 






Start 


14745 








End 


14831 




Name 


OJ990 619 31 

\J{J ZJ Z? \J \J X Z? Jl • 


992? 

Z? Zt &. • 


n 3 nl 


t- w 


Method 


TBLASTX: Wheat 




Start 


9268 ~~ 








End 


9532 




GI 


none 








Score 


344 






9268 9528 


9272 . 


. 9532, 


9272 . 


.9532 






Seq. No. 


30167 








Seq. ID 


OJ990619_31.9922 


.C13 


Gene No. 


62273 








Strand 






Start 


14745 








End 


14831 




Name 


OJ990619 31 


9922 . 


C13 . o2 


. tc 


Method 


TBLASTX: Cress 




Start 


9317 ~~ 








End 


'9712 




GI 


none 








Score 


105 




Exons 


9317 9460, 


9370 . 


. 9459, 


94 61 . 


.9712, 9496. .9696 




Seq. No. 


30167 








Seq. ID 


OJ990619_31.9922 


.C13 


Gene No. 


62273 








Strand 






Start 


14745 








End 


14831 




Name 




Zs Z? , 


PI 3 r>4 


■ 9 s 


Method 


GENSCAN 




Start 


14 74 5 _ 








End 


14831 




GI 


none 








Score 


. 69 




Exons 


14745. . 14831 














Seq. No. 


30168 








Seq. ID 


OJ990619_31.9922. 


.C14 


Gene No. 


62274 








Strand 






Start 


279 








End 


573 





30009 




Name 


OJ990619 31.9922.C14 .ol.np 


Method 


AAT/NAP 


Start 


279 ~~ 


End 


573 


GI 


5821717 


Score 


286 


Exons 


279 . . 573 






GI Descrip. 


(AF123594) Weel-like orotein 


[Zea mays] 


Seq. No. 


30168 


Seq. ID 


OJ990619_31.9922.C14 


Gene No. 


62274 


Strand 


- 


Start 


279 


End 


573 


Name 


OJ990619 31.9922.C14.ol.gs 


Mot" Vi (^iH 

Lit. LilUU 




Start 


368 ~ 


End 


547 


GI 


none 


Score 


.91 


Exons 


368 . . 547 






Seq. No. 


30168 


Seq. ID 


OJ990619 31.9922.C14 


Gene No. 


62274 


Strand 


- 


Start 


279 


End 


573 


Name 


OJ990619 31 9922 C14 ol tm 


Method 


TBLASTX: Maize 


Start 


368 ~~ 


End 


524 


GI 


none 


Score 


198 


Exons 


368 523. 372 524 






Seq. No. 


30169 


Seq. ID 


OJ990619_30.9927.C2 


Gene No . 


62275 


Strand 


+ 


Start 


473 * - 


End 


1109 


Name 


OJ990619 30. 9927. C2. ol.np 


Method 


AAT/NAP 


Start 


473 


End 


1109 


GI 


2498930 


Score 


726 


Exons 


473. .536, 704. .1109 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi|1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


30169 


Seq.- ID 


OJ990619_30.9927.C2 


Gene No. 


62275 


Strand 


+ 


Start 


473 


End 


1109 


Name 


OJ990619 30.9927.C2.ol.gs 


Method 


GENSCAN 


Start 


477 


End 


1098 


GI 


none 


Score 


1 


Exons 


477. .536, 704. .1098 






Seq. No. 


30170 


Seq. ID 


OJ990619_30.9927.C3 


Gene No. 


62276 


Strand 




Start 


309 


End 


545 


Name 


OJ990619 30.9927.C3.ol.gs 


Method 


GENSCAN 


Start 


309 


End 


545 


GI 


none 


Score 


.98 


Exons 


309. .545 






Seq. No. 


30171 


Seq. ID 


OJ990619_30.'9927..C4 


Gene No. 


62277 


Strand 




Start 


39 


End 


613 


Name 


OJ990619 30.9927.C4.ol.gs 


Method 


GENSCAN 


Start 


39 


End 


613 


GI 


none 


Score 


.77 


Exons 


39. . 613 






Seq. No. 


30172 


Seq. ID 


OJ990619_30. 9927.C6 



30010 



Gene No. 62278 Strand 

Start 536 End 

Name OJ990619_30 . 9927 . C6 . o7 . tm Method 

Start 330 End 

GI none Score 

Exons 330.. 575, 451.. 576 



6319 

TBLASTX: Maize 

576 

63 



Seq.' No. 30172 

Gene No. 62278 

Start 536 

Name OJ990619_30 . 9927 . C6 . o5 . tw 

Start 384 

GI none 

Exons 384 . .716, 493. .717 



Seq. ID OJ990619_30. 9927.C6 
Strand 

End 6319 

Method TBLASTX : Wheat 

End 717 

Score 100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30172 
62278 
536 

OJ990619_30. 9927.C6.ol.np 
536 

5257279 



Seq. ID OJ990619_30. 9927.C6 
Strand 

End 6319 

Method AAT/NAP 

End 6319 

Score 6710 



536. .1345, 1460. .1622, 1839. .4557, 5190. .5425, 5774. .6319 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 30172 

Gene No. 62278 

Start . 536 

Name OJ990 619^30 . 9927 . C6 . ol . tm 

Start- 576 

GI none 
Exons 



Seq. ID OJ990619_30. 9927 .C6 
Strand 

End 6319 

Method TBLASTX : Mai ze 

End 1160 

Score 100 



576. .1004, 577. .765, 726. .794, 820. .1005, 863. .1009, 864. .1064, 
998. .1132, 1002. .1160, 1005. .1142, 1006. .1158 



Seq. No. 30172 

Gene No. 62278 

Start 536 

Name OJ990619_30 . 9927 . C6 . ol . tw 

Start 717 

GI none 

Exons 717.. 1343, 823.. 1341 



Seq. ID OJ990619_30. 9927 ,C6 
Strand 

End 6319 

Method ' TBLASTX: Wheat 

End ■ 1343 

Score 293 



Seq. No. 30172 

Gene No. 62278 

Start 536 

Name OJ990619_30 . 9927 . C6 . o3 . tm 

Start 1212 

GI none 
Exons 



Seq. ID OJ990619_30.9927.C6 
Strand 

End 6319 

Method TBLASTX : Mai ze 

End 1503 

Score 120 



1212. .1502, 1215. .1502, 1216. .1503 



Seq. No. 30172 

Gene No. 62278 

Start 536 

Name OJ990619_30 . 9927 . C6 . o2 . ts 

Start, 1305 

GI none 
Exons 



Seq. ID OJ990619_30.9927.C6 
Strand 

End 6319 

Method TBLASTX : Soybean 

End 1538 

Score 152 



1305. .1538, 1306. .1530, 1332. .1538 



30011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30172 
62278 
536 

OJ990619_30, 

1326 

none 

1326. .1424, 

30172 
62278 
536 

OJ990619_30. 

1350 

none 

1350. .1838, 

30172 
62278 
536 

OJ990619_30. 

1839 

none 

1839. .2342, 

30172 
62278 
536 

OJ990619_30. 

2031 

none 

2031. .2471, 

30172 
62278 
536 

OJ990619__30. 

2091 

none 

2091. .2336 

30172 
62278 
536 

OJ990619_30. 
2343 
none 

2343. .2579, 

30172 
62278 
536 

OJ990619_30, 
2358 
none 

2358. .2717, 



9927.C6.ol.tc 
1326.. 1469, 1327. 

9927.C6.o3.tw 
1353. .1700, 1354. 

9927.C6.o2.tw 
1840. .2307 

9927.C6.o2.tm 
2043. .2294, 2044. 

9927.C6.o3.ts 



9927.C6.o6.tw 
2359. .2580 

9927.C6.ol.ts 
2359.. 2715, 238? 



Seq. ID OJ990619_30. 9927 ,C6 
Strand 

End 6319 

Method TBLASTX : Cress 

End 164 3 

Score 67 

.1467, 1470. .1643, 1522. .1635 

Seq. ID OJ990619_30.9927.C6 
Strand 

6319 

TBLASTX: Wheat 
1839 
173 



End 

Method 
End 
Score 
. 1839 



Seq. ID OJ990619_30.9927.C6 
Strand 

End 6319 

Method TBLASTX : Wheat 

End 2342 

Scorer- 298 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2472 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990619_30.9927.C6 
6319 

TBLASTX: Maize 

2472 

102 



OJ990619_30.9927.C6 
6319 

TBLASTX: Soybean 

2336 

212 



OJ990619_30.9927.C6 
6319 

TBLASTX: Wheat 

2580 

161 



OJ990619_30.9927.C6 
6319 

TBLASTX: Soybean 

2753 

238 



.2723, 2721. .2753, 2724. .2753 



30012 




Seq. No. 


- 30172 








Seq. ID 


OJ990619_30. 9927 


.C6 


Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ99061 9 30 


. 9927 


C6 . 06 . 


tm 


Mpt" hod 


TRLA9TX • i 70 

X LJ Lino L Z\ * 1 J 0. _L z< c 




Start 


24 7 6 ~~ 








End 


2639 




GI 


none 








Score 


130 




Exons 


2476 2634, 


2478 


.2639, 


2484 


.2639 






Seq. No. 


30172 








Seq. ID 


OJ990619_30. 9927 


.C6 


Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ990619 30 


. 9927 . 


C6 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2490 ~~ 








End 


3176 




GI 


none 








Score 


47 




Exons 


2490 2528. 


2581 . 


.2625, 


2694 . 


.3071, 2698. .2841, 2703. .3056, 




2869 3165, 


3126 . 


. 3176 










Seq. No. 


30172 








Seq. ID 


OJ990619 30 9927 


. C6 


Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ990619 30 


9927 . 


C6 . o4 . 


tm 


Method 


TBLASTX : Maize 




Start 


2640 ~~ 








End 


3071 




GI 


none 








Score 


67 




Exons 


2640 3071. 


2859 . 


. 3035, 


2863 . 


. 3036 






Seq. No. 


30172 








Seq. ID 


OJ990619 30 9927 




Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ990619 30 


9927 . 


C6 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


2730 ~ 








End 


3048 




GI 


none 








Score 


66 




Exons 


2730 . . 3047 . 


2878 . 


. 3048 










Seq. No. 


30172 








Seq. ID 


OJ990619_30.9927 


C6 


Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ990619 30 


9927 . 


C6 . 08 . 


tm 


Method 


TBLASTX: Maize 




Start 


3109 ~~ 








End 


3273 




GI 


none 








Score 


152 




Exons 


3109 . . 3273, 


3123 . 


. 3272 










Seq. No. 


30172 








Seq. ID 


OJ990619_30.9927. 


C6 


Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ990619 30 


9927 . 


C6 . 08 . 


t w 


Method 


TBLASTX: Wheat 




Start 


3348 ~ 








End 


3726 




GI 


none 








Score 


93 




Exons 


3348 . . 3470, 


3349. 


. 3459, 


3354 . 


.3488, 3504. .3725, 3604. .3726 


Seq. No. 


30172 








Seq. ID 


OJ990619_30.9927. 


C6 


Gene No. 


62278 








Strand 






Start 


536 








End 


6319 




Name 


OJ990619 30. 


9927. 


C6.o5. 


tm 


Method 


TBLASTX : Maize 




Start 


3408 








End 


-3731 




GI 


none 








Score 


86 




Exons 


3408. .3695, 


3408. 


.3731 











30013 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30172 
62278 
536 

OJ990619_30.9927.C6.o7.tw 

4278 

none 



Seq. ID OJ990619__30.9927.C6 
Strand 
End 

Method 
End 
Score 



6319 

TBLASTX: Wheat 

4641 

80 



4278. .4424, 4288. .4491, 4449. .4640, 4552. .4641 



30173 
62279 
171 

OJ990619_30. 9927.C7.ol.gs 

171 

none 



Seq. ID OJ990619_30. 9927.C7 
Strand 

End 2612 

Method GENSCAN 

End 2612 

Score . 4 



171. .382, 592. .727, 943. .1220, 1260. .1527, 1557. .1967, 
2025. .2294, 2406. .2612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



30173 Seq. ID OJ990619_30 . 9927 . C7 

62279 Strand 

171 End 2612 

OJ990619_30. 9927 .C7 .ol.np Method AAT/NAP 

374 End 2385 

4325357 Score 381 

374. .955, 1756. .2385 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 (GB:X81801) 
. [Arabidopsis thaliana] 



Seq. No. 


30173 








Seq. ID 


OJ990619_30.9927.C7 


Gene No. 


62280 








Strand 




Start 


4572 








End 


5874 


Name 


OJ990619 30. 


9927 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1971 








End 


2306 


GI 


none 








Score 


101 


Exons 


1971. .2174, 


2190 


. .2306 








Seq. No. 


30173 








Seq. ID 


OJ990619_30.9927.C7 


Gene No. 


62280 








Strand 




Start 


4572 








End 


5874 


Name 


OJ990619 30. 


9927 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


4572 








End' 


5874 


GI 


none 








Score 


.46 


Exons 


4572. .4624, 


5689 


. .5874 








Seq. No. 


30174 








Seq. ID 


OJ990619_30. 9927. C10 


Gene No. 


62281 








Strand 


+ 


Start 


2748 








End 


5686 


Name 


OJ990619 30. 


9927 


.C10.o2 


.gs 


Method 


GENSCAN 


Start 


2748 








End . 


5686 


GI 


none 








Score 


.77 


Exons 


2748. .3167, 


3246 


. .4217, 


4227. 


.4316, 43! 


36. .4931, 5046. .5168, 



5432. .5686 



Seq. No. 30174 Seq. ID OJ990619 30. 9927. C10 

Gene No. 62282 Strand + 

Start 8212 End 11974 

Name OJ990619_30 . 9927 . C10 . o4 . gs Method GENSCAN 



30014 




Start 


8212 


End 


11974 




GI 


none 


Score 


.7 




FiXon s 

L_J *\ V-/ L 1 O 


8212. .8380, 8451. .8490, 8629. .8764, 1097 6 .. 11027 , 11213 


. 1 1 




117 92. .11818, 1194 8. .11974 








Seq. No. 


30174 


Seq. ID 


OJ990619 30.9927 


. C10 


Gene No. 


62283 


Strand. 






Start 


6530 


End 


18081 




Name 


OJ990619 30.9927.C10.ol.np 


Method 


AAT /NAP 




Start 


6500 


End 


18081 




GI 


4206306 


Score 


2467 




Exon s 


6500. .6914, 12109. .14725, 18051. .18081 






GI DescriD . 


(AF049110) prpol [Zea mays] 








Seq. No. 


30174 


Sea ID 


OJ990619 30.9927 


.C10 


Gene No. 


62283 


Strand 






Start 


6530 


End 


18081 




Name 


OJ990619 30 9927 C10 o3 as 


Mpf hod 


GENSCAN 




Start 


6530 


End 


8074 




GI 


none 


Score 


.78 




Exons 


6530.. 6929, 7902.. 8074 








Seq. No. 


30174 


Sea ID 


OJ990619 30 9927 


.C10 


Gene No. 


62283 


St rand 






Start 


6530 


End 


18081 




Name 


OJ990619 30 9927 C10 o4 tm 


M^t" hod 

LIU L11VU 


TRT.ASTX * Ma H 7P 




Start 


6551 


End 


6811 




GI 


none 


Score 


104 






6551.. 68 11, 6576.. 6770 








Seq. No. 


30174 


Sea ID 


OJ990619 30 9927 


.C10 


Gene No. 


62283 


Strand 






Start 


6530 


End 


18081 




Name 


OJ990619 30 9927 C10 o2 ts 


Mp1~ h od 


TBLASTX : Soybean 




Start 


12237 ~ 


End 


12611 




GI 


none 


Score 


100 




Exons 


12237. .12461, 12468,. .12611 








Seq. No. 


30174 


Seq. ID 


OJ990619 30 9927 


C10 


Gene No. 


62283 


Strand 






Start 


6530 


End 


18081 




Name 


OJ990619 30.9927.C10.o3.tm 


Method 


TBLASTX : Maize 




Start 


12253 


End 


12615 




GI 


none 


Score 


230 




Exons 


12253. .12615, 12261. .12614 








O ~ ^ . INU . 


30174 


Seq. ID 


OJ990619_30.9927 


n n 


fipnA Nlo 


62283 


Strand 






Start 


6530 


End 


18081 




Name 


OJ990619 30.9927.C10.o5.gs 


Method 


GENSCAN 




Start 


12298 


End 


16766 




GI 


none 


Score 


.73 




Exons 


122 98. .12718, 12790. .13041, 


13109. . 13587, 13624 . .138 93, 






13984... 14075, 14 121 14 37 6, 


14536. .15207, 154 22. .15 691, 






15741 15907, 15993. . 16241, 


16502 . . 16766 




Seq. No. 


30174 


Seq. ID 


OJ990619_30.9927, 


C10 



30015 




Gene No. 


62283 






Strand 






Start 


6530 






End 


18081 




Name 


OJ990619 30. 9927. CIO 


. o4 . tw 


Mpf h nH 


TBLASTX • Wheat 




Start 


12384 






End 


12773 




GI 


none 






Score 


54 




Exons 


12384 


..12773, 12393. 


. 12524 








Seq. No. 


30174 






Seq. ID 


OJ990619_30. 9927 


.C10 


Gene No. 


• 62283 






Strand 






Start 


6530 






End 


18081 




Name 


OJ990619 30. 9927. CIO 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12616 






End 


12884 




GI 


none 






Score 


72 




Exons 


12616 


.12783, 12618. 


. 12836, 


12618. .12884 




Seq. No. 


30174 






Seq. ID 


OJ990619_30. 9927 


.C10 


Gene No. 


62283 






Strand 






Start 


6530 






End 


18081 




Name 


OJ990619 30. 9927. C10 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13084 






End 


13516 




GI 


none 






Score 


142 




Exons 


13084 


.13515, 13091. 


. 13375, 


13400. .13516 




Seq. No. 


30174 






Seq. ID 


OJ990619_30.9927 


.C10 


Gene No. 


62283 






Strand 






Start 


6530 






End 


18081 




Name 


OJ990619 30. 9927. C10 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


13147 






End 


13518 




GI 


none 






Score v 


98 




Exons 


13147. 


.13380, 13154. 


13378, 


13420.. 13518 




Seq. No. 


30174 






Seq. ID 


OJ990619_30.9927 


.C10 


Gene No. 


62283 






Strand 






Start 


6530 






End 


18081 




Name 


OJ990619 30. 9927. C10 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


13702 






End 


14166 




GI 


none 






Score 


48 




Exons 


13702. 


.14166, 13793. 


13858 , 

W \J f 


13886. .14116 




Seq. No. 


30174 






Seq. ID 


OJ990619J30.9927 


.C10 


Gene No. 


62283 






Strand 






Start 


6530 






End 


18081 




Name 


OJ990619 30. 9927. C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13787 






End 


14212 




GI 


none 






Score 


217' 




Exons 


13787. 


.14212, 13792.. 


14211 








Seq. No. 


30174 






Seq. ID 


OJ990619J30.9927 


.C10 


Gene No. 


62283 






Strand 






Start 


6530 






End 


18081 






OJ9906 


;i9_30. 9927. C10. 


r>9 tm 

\J c* . L.11L 


Method 


TBLASTX: Maize 




Start 


13885 






End 


14268 




GI 


none 






Score 


199 




Exons 


13885. 


.14268, 13898.. 


14245, 


13954 . . 14247 




Seq. No. 


30174 






Seq. ID 


OJ990619_30.9927 


.C10 


Gene No. 


62283 






Strand 







30016 






6530 






End 


i ft rift i 






LNCHUC 


OJ990619 30. 9927. CIO 


. \J X * UitL 


Mpt" hod 




L JO. X ^.£2 




j Lai L 


14296 






End 


1 1 U J J 






rir 

yj x 


none 






Score 


99 4 






Fvonq 

J_j *V Vw/ 1 1 J 


14296. 


.14652, 14324. 


. 14 653 










Seq. No. 


30174 






Seq. ID 


OJ990619 


_30. 9927 


.C10 


Gene No. 


62283 






Strand 








Start 


6530 






End 


18081 






Name 


OJ990619 30. 9927. CIO 


. o2 . tw 


Mot" hod 


x o Lirio J. /\ * 


Wheat 




Start 


14326 






End 


14 728 






O X 


none 






Score 


w> J 






Fynn c 

l_i V_/ 1 1 o 


14326. 


.14721, 14327. 


.14 728 










Seq. No. 


30175 






Seq. ID 


OJ990619 


_30.9927 


.Cll 


Gene No. 


62284 






Strand 


+ 






^ta rt 


9291 






End 


9S85 






Name 


OJ990619 30.9927.C11 


. U4 . yp 


Mpf hod 


AAT /HAP 






Start 


9291 






End 


958 5 








none 








R4 7 








9291. . 


9585 












Seq. No. 


30175 






Seq. ID 


OJ990619 


_30.9927 


Cll 


Gene No. 


62285 






Strand 


+ 






Start 


; ' 11155 






End 


11810 

X X O X w 






Ln cuLLc 


OJ990619 30.9927.C11 


. o 4 . gs 










O Lai L. 


11155 






■ CjI 1U 


1 1 ft 1 0 

X X O X VJ 






ox 


none 














l_i W 1 1 o 


11155. 


.11198, 11639. 


. 11810 










Oct] • IN U ■ 


30175 






Seq. ID 


OJ990619 


ju • ? y f 


V^ X X 


Gene No. 


62286 






Strand 


+ 






Start 


12661 






End 


20588 






Name 


OJ990619 30.9927.C11 


o5 * gs 


Method 


GENSCAN 






Start 


12661 






End 


16973 






GI 


none 






Score 


.42 








• 12661. 


.12751, 12833. 


. 12962 , 


14493. .14990, 15048 


. 1514 4 , 






15355. 


,16402, 16531. 


. 16973 










Qprr Mo 


30175 






Seq. ID 


OJ990619 


_) VJ • _? -7 £. / 


n i 

\^ X X 


Gene No. 


62286 






Strand 


+ 






Start 


12661 






End 


20588 






Name 


OJ990619 30.9927.C11 


. ol .np 


Method 


AAT /NAP 






Start 


14497 






End 


20588 






GI 


5922631 




Score 


6545 






Exons 


14497. 


.14621, 14880. 


.15124, 


15383. .15579, 15625 


. .16208, 






16251. 


.16402, 16537. 


.17463, 


18070. .205? 


38 







GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 |dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 

Seq. No. 30175 Seq. ID OJ990619_30 . 9927 . Cll 

Gene No. 62287 Strand 



30017 



Start 
Name 
Start 
GI 

Exons 



1874 End 4651 

OJ990619_30. 9927 .Cll-.ol .gp Method AAT/GAP 

1036 End 1443 

none Score 7 93 
1036. .1443 



Seq. No. 30175 

Gene No. 62287 

Start 1874 

Name OJ990619_30 . 9927 . Cll . o2 . gp 

Start 1483 

GI none 

Exons 1483.. 1759, 2039.. 2269 

Seq. No. 30175 

Gene No. 62287 

Start 1874 

Name OJ990619_30 . 9927 . Cll . o2 . gs 

Start 1874 

GI none 

Exons 1874.. 2009, 2123.. 2375, 3626. 

Seq. No. 30175 

Gene No. 62288 

Start 6212 

Name OJ990619_30 . 9927 . Cll . o3 . gs 

Start 6212 

GI none 

Exons 6212.. 6356, 6488.. 6739, 7642. 

Seq. No. 30175 

Gene No. 62289 

Start 10267 

Name OJ990619_30 . 9927 . Cll . o5 . gp 

Start 10267 

GI none 

Exons 10267. .10703 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_30. 9927. Cll 

4651 
AAT/GAP 
2269 
984 



OJ990619_30. 9927. Cll 

4651 
GENSCAN 
4651 
.47 



.3865, 4642. .4651 



OJ990619_30. 9927. Cll 

9026 
GENSCAN 
9026 
.85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7766, 7987. .8060, 8924. .9026 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_30. 9927. Cll 

10703 
AAT/GAP 
10703 
744 



Seq. No. 30175 Seq. ID 

Gene No. 62289 Strand 

Start 10267 End 

Name OJ990619_30 . 9927 .Cll . 06. gp Method 

Start 10267 End 

GI none Score 

Exons 10267. .10703 



OJ990619_30. 9927. Cll 

10703 
AAT/GAP 
10703 
746 



Seq. No. 30175 Seq. ID 

Gene No. 62290 Strand 

Start "20965 End 

Name OJ990 619_30 . 9927 . Cll . o7 . tw Method 

Start 15813 End 

GI none Score 

Exons 15813. .16082, 15814.. 16215 



OJ990619_30. 9927. Cll 
2278 6 

TBLASTX: Wheat 

16215 

291 



Gene No. 
Start 



62290 
20965 



Seq. ID 

Strand 

End 



OJ990619 30. 9927. Cll 



22786 



30018 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990619_30. 9927.Cll.o6.tw 

16836 

none 

16836. .17237, 16979.. 17221 

30175 
62290 
20965 

OJ990619_30. 9927. Cll. ol.tw 

17480 

none 

17480. .17935, 17481. .17936 



Method 

End 

Score 



TBLASTX: Wheat 

17237 

319 



Seq. ID OJ990619_30.9927.C11 
Strand 

End 22786 

Method TBLASTX : Wheat 

End 17936 

Score 460 



Seq. No. 30175 

Gene No. 62290 

Start 20965 

Name OJ99061 9_30 . 9927 . Cll . o2 . tm 

Start 17610 

GI none 

Exons 17610. .17966, 17651.. 17956 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX: Maize 

End 17966 

Score 366 



Seq. No. 30175 

Gene No. 62290 
Start . 20965 

Name OJ990619_30 . 9927 . Cll . o2 . tw 

Start 18051 

GI none 

Exons - 18051. .18470, 18095.. 18475 

Seq. No. 30175 

Gene No. 62290 

Start 20965 

Name OJ990619_30 . 9927 . Cll . ol . ts 

Start 18099 

GI none 

Exons 18099. .18530, 18146. .18289 



Seq. ID OJ990619_30. 9927 .Cll 
Strand 

End 22786 

Method TBLASTX : Wheat 

End 18475 

Score 416 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX : Soybean 

End 18530 

Score 271 



Seq. No. 30175 

Gene No. 62290 

Start 20965 

Name OJ990619_30 . 9927 . Cll . o3 . tm 

Start 18201 

GI none 

Exons 18201. .18452, 18230 18451 , 
18615. .18641, 18617. .18643 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786. 

Method TBLASTX ;Maize 

End 18643 

Score 265 
184 4 4. .18 605, 1848 9 18 605, 



Seq. No. 30175 

Gene No. 62290 

Start 20965 ^ 

Name OJ99061 9_30 . 9927 . Cll . o4 . tw 

Start 18638 

GI none 

Exons 18638. .18856, 18639. . 18869, 
18899. . 19045, 18 900. .1904 6 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX: Wheat 

End 19046 

Score 244 
18 681. .188 63, 18888. .1904 0, 



Seq. No. 
Gene No. 



30175 
62290 



Seq. ID OJ990619_30. 9927. Cll 
Strand 



30019 



Start 20965 

Name OJ990619_30 . 9927 . Cll . 08 . tw 

Start 19047 

GI none 

Exons 19047. .19256, 19064.. 19261 

Seq. No. 30175 

Gene No. 62290 
Start *" - 20965 

Name OJ990619_30 . 9927 . Cll . o9 . tw 

Start 19368 

GI none 

Exons 19368. .19628 



End 

Method 

End 

Score 



22786 

TBLASTX: Wheat 

19261 

194 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End . 22786 

Method TBLASTX : Wheat 

End 19628 

Score 180 



Seq. No. 30175 

Gene No. 62290 

Start 20965 

Name OJ990619_30 . 9927 . Cll . ol . tm 

Start 19488 

GI none 

Exons 19488. .19709, 194 90 .. 19801 , 19491 19814 , 19806. .19853 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX : Maize 

End 19853 

Score 431 



Seq. No. 30175 
Gene No. . 62290 

Start 20965 

Name OJ990619_30 . 9927 . Cll . o3 . tw 

Start 19629 

GI none 

Exons 19629. .20024, 19629 .. 19883, 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX : Wheat 

End 20024 

Score 407 
19634. .20023 



Seq. No. 30175 

Gene No. 62290 

Start 20965 

Name OJ990619_30 . 9927 . Cll . o5 . tw 

Start 20032 

GI none 

Exons 20032. .20103, 20033 20398 , 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX : Wheat 

End 20594 

Score 296 
20152. .20259, 20475.. 20594 



Seq. No. 30175 

Gene No. 62290 

Start 20965 

Name OJ990619_30 . 9927 . Cll . o4 . tm 

Start 20318 

GI none 

Exons 20318. .20398, 20400 .. 204 92, 
20472. .20573 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method TBLASTX : Mai ze 

End 20573 

Score 64 
20417. .20491, 20471 .. 20572 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



30175 
62290 
20965 

OJ990619_30. 9927. Cll. o7.gs 

20965 

none 

20965. .21416, 214 90 .. 21594 , 
22195. .22233, 222 41.. 22553, 



Seq. ID OJ990619_30. 9927. Cll 
Strand 

End 22786 

Method GENSCAN 

End 22761 

Score .72 
21666. .21855, 21930 .. 22040, 
22636. . 22761 



Seq. No. 



30175 



Seq. ID OJ990619_30. 9927. Cll 



30020 




Gene No. 


62290 Strand 






Start 


20965 End 


22786 




Name 


OJ990619 30.9927.Cll.o2.np Method 


AAT/NAP 




Start 


20977 End 


22786 




GI " 


6691716 Score 


1187 




Exons 


20977. .21416, 214 90 .. 21610, 217 60 .. 21855, 21930 22117 , 




22195. .22380, 22453. .22553, 22636. .227 


86 




GI Descrip .. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | dbj I BAA8 9397 . 1 | (AP000570) 


hypothetical 


protein 




[Oryza sativa] 






Seq. No. 


30176 Seq. ID 


OJ990619 30. 


9927 .C12 


Gene No . 


62291 Strand 


-i- 




Start 


217 End 


7830 




Name 


OJ990619 30.9927.C12.o2.np Method 


AAT/NAP 




Start 


217 End 


7830 




GI 


5852180 Score 


574 




Exons 


217. .313, 4743. .4813, 5792. .5909, 5961 


..6372, 7082. 


.7150, 




7810. .7830 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza sativa] 






Seq. No. 


30176 Seq. ID 


OJ990619 30. 


9927 .C12 


Gene No. 


62291 Strand 


+ — 




Start 


217 End 


7830 




Name 


OJ990619 30. 9927.C12.o2.gs Method 


GENSCAN 




Start 


5954 End 


6511 




GI 


none Score 


.87 




Exons 


5954 . . 6511 






Seq. No. 


30176 Seq. ID 


OJ990619_30. 


9927. C12 


Gene No . 


62292 Strand 






Start 


4 662 End 


5043 




Name 


OJ990619 30.9927.C12.ol.gp Method 


AAT/GAP 




Start 


4662 End 


5043 




GI 


uC-osflcyp033a04bl Score 


667 




Exons 


4662. .5043 






GI Descrip. 


? 60 168 4 5 /dbj | AP00057 0. 1 | AP00057 0 3. Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 ? 






Seq. No. 


30177 Seq. ID 


OJ990619_30. 


9927. C13 


Gene No. 


62293 Strand 






Start 


357 End 


1378 




Name 


OJ990619 30.9927.C13.ol.gs Method ■ 


GENSCAN 




Start 


357 End 


1378 




GI 


none Score 


.58 




Exons 


357. .431, 488. .814, 962. .1378 






Seq. No. 


30177 Seq. ID 


OJ990619_30. 


9927. C13 


Gene No. 


62293 Strand 






Start " * 


357 End 


1378 




Name 


OJ990619 30. 9927.C13.ol.np Method 


AAT/NAP 




Start 


479 End 


1378 




GI 


5902448 Score 


1401 




Exons 


479. .1378 






GI Descrip. 


(AB030283) ori3 [Oryza sativa] 






Seq. No. 


30177 Seq. ID 


OJ990619_30. 


9927. C13 



30021 



Gene No. 62293 Strand 

Start 357 End 

Name . OJ990619_30 . 9927 . C13 . ol . tw Method 

Start 1004 End 

GI none Score 

Exons 1004.. 1276 



1378 

TBLASTX: Wheat 

1276 

199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30178 Seq. ID 

62294 Strand 

1 End 
OJ990619_30 . 9927 .CI 4 . ol .np Method 

1 End 

4680186 Score 
1..155, 280. .485 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990619_30.9927.C14 
+ 

485 

AAT/NAP 
485 
249 



3012.8 
62*294 
1 

OJ990619_30. 9927.C14 .ol.gs 

373 

none 

373. .433 



Seq. ID OJ990619_30. 9927.C14 

Strand + 

End 485 

Method GENSCAN 

End 4 33 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



30178 Seq. ID. OJ99061 9_30 . 9927 . C14 

62295 Strand 

33 End 413 

OJ99061 9_30 . 9927 . C14 . ol . gp Method AAT/GAP 

33 End 413 

uC-osflcyp033a04bl Score 646 

33. .413 

f 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



30179 
62296 
1 

OJ990619_30. 9927.C16.ol.np 
1 

6063554 
1..118 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 ( E04 64 ) , C98 61 1 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990619_30.9927.C16 
Strand 

End 118 

Method AAT/NAP 

End 118 

Score 87 



30180 
62297 
4724 

OJ990619_30. 9927. C17 .o3.np 
4484 
4680199 

4484. .4539, 7318. .7873, 7949. .8070, 8239. .8371 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990619_30. 9927.C17 

Strand + 

End 8403 

Method AAT/NAP 

End 8371 

Score 571 



62297 
4724 



Seq. ID OJ990619_30. 9927.C17 
Strand + " 
End 8 4 03 



30022 




Name 


OJ990619 30 


. 9927 


.C17 .o2 


. as 


Method 


GENSCAN 


Start 


4724 








End 


8403 


GI 


none 








Score 


.55 


Exons 


4724. .5209, 


5232 


. .5533, 


5726. 


.5739, 6226. .6818, 7087. .7683, 




7933. .8059, 


8198 


. .8403 








Seq. No. 


30180 








Seq. ID 


OJ990619 30.9927.C17 


Gene No. 


62298 








Strand 




Start 


2954 








End 


6505 


Name 


OJ990619 30 


.9927 


.C17.ol 


.np 


Method 


AAT/NAP 


Start 


2537 








End 


3406 


GI 


5852178 








Score 


358 


Exons 


2537. .2631, 


2967 


. .3100, 


3131. 


.3406 




GI Descrip. 


(AL117265) 


zhb0008.1 [Oryza sativa] 




Seq. No. 


30180 








Seq. ID 


OJ990619 30.9927.C17 


Gene No. 


- 62298 








Strand 




Start 


2954 








End 


6505. 


Name 


OJ990619 30 


.9927 


.C17.ol 


.gs 


Method 


GENSCAN 


Start 


2954 








End 


3999 


GI 


none 








Score 


.66 


Exons 


2954 . . 3071, 


3136 


. .3371, 


3994. 


.3999 




Seq. No. 


30180 








Seq. ID 


OJ990619_30.9927.C17 


Gene No. 


62298 








Strand 




Start 


2954 








End 


6505 


Name 


OJ990619 30 


. 9927 


C17.o2 


.np 


Method 


AAT/NAP 


Start 


3006 








End 


6505 


GI 


6523547 








Score 


221 


Exons 


3006. . 3470, 


3629 


.3716, 


4405. 


.4537, 4682. .5182, 6439. .6505 


GI Descrip. 


(AJ242540) 


tiydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. 


nagariensis] 








Seq. No. 


30180 








Seq. ID 


OJ990619_30.9927.C17 


Gene No. 


62299 








Strand 




Start 


7495 








End 


8151 


Name 


OJ990619 30 


. 9927. 


C17.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


7495 








End 


7881 


GI 


none 








Score 


291 


Exons 


7495. .7875, 


7522. 


.7881 








Seq. No. 


30180 








Seq. ID 


OJ990619_30.9927.C17 


Gene No. 


62299 








Strand 




Start 


7495 








End 


8151 


Name 


OJ990619 30 


.9927. 


C17.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7611 








End 


8046 


GI 


none 








Score 


99 


Exons 


7611. .7685, 


7615. 


.7686, 


7726. 


.7875, 7734. .7874, 7947. .8036, 




7948 . . 8046 












Seq. No. 


30180 








Seq. ID 


OJ990619_30. 9927.C17 


Gene No. 


62299 








Strand 




Start 


7495 








End 


8151 


Name 


OJ990619 30 


.9927. 


C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


Ib'Zl 








End 


8151 


GI 


none 








Score 


192 


Exons 


7627. .7839, 


7737 . 


.7832, 


7948. 


.8151, 7959. .8132 



30023 




Seq. No. 


30180 




Seq. ID 


OJ990619_30.9927.C17 


Gene No. 


62300 




Strand 




Start 


8052 




End 


8255 


Name * 


OJ990619 30.9927 


.C17 .o2. ts 


Method 


TBLASTX : Soybean 


Start 


8052 




End 


8255 


GI 


none 




Score 


184 


Exons . 


8052. .8255, 8053 


..8232, 8100. 


.8255 




Seq. No. 


30181 




Seq. ID 


OJ990619 30.9927.C18 


Gene No. 


62301 




Strand 


+ 


Start 


6972 




End 


9461 


Name 


OJ990619 30.9927 


C18.ol.np 


Method 


AAT/NAP 


Start 


6972 


End 


9461 


GI 


6069646 




Score 


173 


Exons 


6972. .7284, 7495 


.7892, 9430. 


. 9461 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90 639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


30181 








Seq. ID 


OJ990619 


30 9927 C18 


Gene No . 


62301 








Strand 


+ 




Start 


6972 








End 


. 9461 




Name 


OJ990619 30. 


9927 


.C18.ol 


. tm 


Method 


TBLASTX: 


Maize ■ 


Start 


6984 








End 


7419 




GI 


none 








Score 


88 * 




Exons 


6984 . . 7097, 


7089 


.7181, 


7164 . 


.7280, 7187. .7282, 


7294 7374 




7381. .7419, 


7384 


.7404 










Seq. No. 


30181 








Seq. ID 


OJ990619 


_30.9927.C18 


Gene No. 


62301 








Strand 


+ 




Start 


6972 








End 


9461 




Name 


OJ990619 30. 


9927 


C18.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7420 








End 


7762 




GI 


none 








Score 


101 




Exons 


- 7420. .7518, 


7428\ 


".7520, 


7439. 


.7576, 7547. .7762, 


7553. .7762 


Seq. No. 


30182 








Seq. ID 


OJ990619 


_30.9927.C19 


Gene No. 


62302 








Strand 


+ 




Start 


6065 








End 


7993 




Name 


OJ990619 30. 


9927. 


C19.ol 


gs 


Method 


GENSCAN 




Start 


6065 








End 


7993 




GI 


none 








Score 


.42 




Exons 


6065. .6208, 


6555. 


.6848, 


7168. 


.7432, 7676. .7784, 


7828. .7993 


Seq. No. 


30183 








Seq. ID 


OJ990619 


_30.9927.C20 


Gene No. 


62303 








Strand 


+ 




Start 


5526 








End 


5932 




Name 


OJ990619 30. 


9927. 


C20.ol. 


gp 


Method 


AAT/GAP 




Start 


5526 








End 


5932 




GI 


none 








Score 


805 




Exons 


5526. .5932 














Seq. No. 


30183 








Seq. ID 


OJ990619 


_30.9927.C20 


Gene No. 


62304 








Strand 







30024 




Start 


8114 




End 


84 04 




Name 


OJ990619 30 . 9927 . C20 


o3 . gs 








Start 


8114 ~~ 




End 


84 04 




GI 


none 




Score 


. 91 




Exons 


8114 . . 8404 










Seq. No. 


30183 




Seq. ID 


OJ990619_30.9927. 


C20 


Gene No. 


62305 


-■ 


Strand 






Start 


10168 




End 


12443 




Name 


OJ990619 30.9927.C20. 


o4 . gs 


Met hod 


GENSCAN 




Start 


10168 ~~ 




End 


12443 




GI 


none 




Score 


. 92 




Exons 


10168. .10433, 12335. . 


12443 








Seq. No. 


30183 




Seq. ID 


OJ990619_30.9927. 


C20 


Gene No. 


62306 




Strand 






Start 


14380 




End 


15293 




Name 


OJ990619 30.9927.C20. 


o5 . gs 


Method 


GENSCAN 




Start 


14380 ~~ 




End 


15293 




GI 


none 




Score 


.8 




Exons 


14380. . 14516, 14920. . 


15072, 


15131. . 15293 




Seq. No. 


30183 




Seq. ID 


OJ990619_30.9927. 


C20 


Gene No. 


62307 . 




Strand 


- 




Start 


15629 ; 




End 


16099 




Name 


OJ990619 30 9927 C20 


o 6 . gs 


Method 


GENSCAN 




Start 


15629 — 




End 


16099 




GI 


none 




Score 


.72 




Exons 


15 62 9.. 15906, 16002.. 


16099 








Seq. No. 


30184 




Seq.. ID 


OJ990619_30.9927. 


C22 


Gene No. 


62308 




Strand 


+ 




Start 


74 




End 


154 




Name 


OJ990619 30 . 9927 . C22 . 


ol . gs 


Method 


GENSCAN 




Start 


74 ~~ 




End 


154 




GI 


none 




Score 


.55 




Exons 


74 . . 154 










Sea. No. 


30185 




Seq. ID 


OJ990619_30. 9927. 




Gene No . 


62309 




Strand 


+ 




Start 


1 




End 


268 




Name 


OJ990619 30.9927.C24. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


268 




GI 


101153 1 R1084 




Score 


405 




Exons 


1 . . 268~ 










GI Descrip. 


1 5852170/emb IAL1 172 65 


.1IOST17804 l.Oe- 


115 Oryza sativa 






indica ( GLA4 ) npnnmi r 


DNA, chromosome 4 


, BAC clone:tl7804 


1 


Sea. No. 


30185 




Seq. ID 


OJ990619 30.9927. 


C24 


Gene No . 


62310 




Strand 


+ 




Start 


286 




End 


413 




Name 


OJ990619 30.9927.C24. 


o2.gp 


Method 


AAT/GAP 




Start 


286 




End 


413 




GI 


2428185 




Score 


252 




Exons 


286. . 413 










GI Descrip. 


5852170/emb |AL1 17 2 65. 


1 IOST17 


804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 





30025 




30186 Seq. ID OJ990619_30 . 9927 . C25 

62311 Strand + 

112 End 618 

OJ990619_30 . 9927 . C25 . ol . np Method AAT/NAP 

112 End . 618 

6815062 Score 96 

112. .618 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


30186 






Seq. ID 


OJ990619 


30. 9927 .C25 


Gene No,. 


62311 






Strand 


+ 




Start 


112 






End 


618 




Name 


OJ990619 30 


.9927 


. C25 . ol . gs 


Method 


GENSCAN 




Start 


192 






End 


510 




GI 


none 






. Score 


. 65 




Exons 


192. .510 












Seq. No. 


30187 






Seq. ID 


OJ990619_ 


_33. 9922. CI 


Gene No. 


62312 






Strand 


+ 




Start 


761 






End 


3911 




Name 


OJ990619 33 


9922 


.Cl.ol.gs 


Method 


GENSCAN 




Start 


761 






End ' 


3911 




GI 


none 






Score 


.46 




Exons 


761. .910, 1187.. 


1626, 3170.. 


3911 






Seq. No. 


30187 






Seq. ID 


OJ990619_ 


_33.9922.C1 


Gene No. 


62313 






Strand 






Start 


4344 






End 


8501 




Name 


OJ990619 33 


9922 


.Cl.o2.gs 


Method 


GENSCAN 




Start 


4344 




End 


8273 




GI 


none 






Score 


.68 




Exons 


4344 . .44.48, 


4586 


..4636, 4819 


. .5049, 6103. .6269, 


6468. . 6583, 




7579. .7696, 


7964 


..8038, 8120 


. .8273 







Seq. No. 


30187 




Seq. ID 


OJ990619_33.9922. 


CI 


Gene No. 


62313 




Strand 






Start 


4344 




End 


8501 




Name 


OJ990619 33 


.9922.Cl.ol.np 


Method 


AAT/NAP 




Start 


6202 




End 


8501 




GI 


6705984 




Score 


1806 




Exons 


6202. .7500, 


8394 . .8501 








GI Descrip. 


(AB033235) 


gag-pol polyprote 


in [Oryza 


sativa] 




Seq. No. 


30187 




Seq. ID 


OJ990619_33. 9922. 


CI 


Gene No. 


62313 




Strand 






Start 


4344 




End 


8501 




Name 


OJ990619 33 


.9922.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


6226 




End 


6472 




GI 


none 




Score 


210 




Exons 


6226. .6471, 


6227. .6472 








Seq. No. 


30iyv 




Seq. ID 


OJ990619_33.9922. 


CI 


Gene No. 


62313 




Strand 






Start 


4344 




End 


8501 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30026 



Name 


OJ990619 33 


.9922 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6388 








End 


6789 


GI 


none 








Score 


117 


Exons 


6388. . 6582, 


6391 


. .6789, 


6401 


..6787, 6625.. 6789 


Seq. No. 


30187 








Seq. ID 


OJ990619 33.9922 


Gene No. 


62313 








Strand 




Start 


4344 








End 


8501 


Name 


OJ990619 33 


.9922 


.Cl.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6628 








End 


6921 


GI 


none 








Score 


65 


Exons 


6628. .6921, 


6779 


. . 6913 








Seq. No. 


30187 








Seq. ID 


OJ990619_33 . 9922 


Gene No. 


62313 








Strand 




Start 


4344 








End 


8501 


Name 


OJ990619 33 


.9922 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6820 








End ' 


7179 


GI 


none 








Score 


256 


Exons 


6820. .7179, 


6827 


. .7174, 


6829. 


.7179 




Seq. No. 


30187 








Seq. ID 


OJ990619 33.9922 


Gene No. 


62313 








Strand 


~ 


Start 


4344 








End 


8501 


Name 


OJ990619 33 


9922 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6856 








End 


7200 


GI 


-none 








Score 


55 


Exons* 


6856. .7038, 


7051 


. .7125, 


7144. 


. 7200 




Seq. No. 


30187 








Seq. ID 


OJ990619_33 . 9922 


Gene No. 


62313 








Strand 




Start 


4344 








End 


8501 


Name 


OJ990619 33. 


9922 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6924 








End 


7273 


GI 


none 








Score 


308 


Exons 


6924 . .7262, 


6928 


. .7272, 


6929. 


. 7273 




Seq. No. 


30187 








Seq. ID 


OJ990619_33. 9922 


Gene No. 


62313 








Strand 




Start 


4344 








End 


8501 


Name 


OJ990619 33. 


9922 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6991 . 








End 


7347 


GI" 


none 








Score 


258 


Exons 


6991. .7347, 


6992 


. .7318 








Seq. No. 


30187 








Seq. ID 


OJ990619 33.9922 


Gene No. 


62313 








otrana 




Start 


4344 








End 


8501 


Name 


OJ990619 33. 


9922 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7305 








End 


7503 


GI 


none 








Score 


133 


Exons 


7305. .7502, 


7306. 


.7503, 


7307. 


.7501 




Seq. No. 


30187 








Seq. ID 


OJ990619_33.9922 


Gyne No. 


62313 








Strand 




Start 


4344 








End 


8501 


Name 


OJ990619_33. 


9922. 


Cl.o2. 


np 


Method 


AAT/NAP 



30027 



Start 


7578 


End 


8501 


GI 


6815052 


Score 


968 


Exons 


7578. .7696, 7964. .8038, 8120. 


.8501 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


30188 


Seq. ID 


OJ990619 


Gene No. 


62314 


Strand 




Start 


1 


End 


4 88 " ' 


Name 


OJ990619 33. 9922.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


488 


GI 


6705984 


Score 


293 


Exons 


1. .488 






GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


30188 


Seq. ID 


OJ990619 


Gene No. 


62314 


Strand 




Start 


1 


End 


488 


Name 


OJ990619 33. 9922.C2.ol.tw 


Method 


TBLASTX : 1 


Start 


120 


End 


388 


GI 


none 


Score 


217 


Exons 


120. .386, 128. .388, 128. .385 






Seq. No. 


30189 


Seq. ID 


OJ990619 


Gene No . 


62315 


Strand 


+ 


Start 


173 


End 


1444 


Name 


OJ990619 33.9922.C3.ol.np 


Method 


AAT/NAP 


Start 


173 


End 


1444 


GI 


6498436 


Score 


248 


Exons 


173. .381, 430. .609, 1422. .1444 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa ] 


Seq. No. 


30189 


Seq. ID 


OJ990619 


Gene No. 


62316 


Strand 




Start 


1 


End 


1308 


Name 


OJ990619 33.9922.C3.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1296 


GI 


6498436 


Score 


773 


Exons 


1..136, 592. .1296 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


30189 


Seq. ID 


OJ990619_ 


Gene No. 


62316 


Strand 




Start 


1 


End 


1308 


Name 


OJ990619 33.9922.C3.o2.gs 


Method 


GENSCAN 


Start 


808 


End 


1308 


GI 


none 


Score 


. 99 


Exons 


808. . 1308 






Seq. No. 


30190 


Seq. ID 


OJ990619 


Gene No. 


62317 


Strand 


+ 


Start 


1103 


End 


4229 


Name 


OJ990619 33. 9922.C6.ol.np 


Method 


AAT/NAP 


Start 


1103 


End 


4229 


GI 


5042447 


Score 


649 


Exons 


1103. .1155, 1442. .2435, 4206. 


. 4229 




GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 



30028 




Seq. No. 


30190 






Seq. ID 


OJ990619_33. 9922.C6 


Gene No. 


62317 






Strand 


+ 


Start 


1103 






End 


4229 


Name 


OJ990619 33 


. 9922.C6.ol. 


QS 


Method 


GENSCAN 


Start 


1551 






End 


2581 


GI 


none 






Score 


. 53 


Exons 


1551 . . 1985, 


2144 . .2336, 


2388. 


.2581 




Seq. No. 


30190 






Seq. ID 


OJ990619 33 . 9922 . C6 


Gene No. 


62317 






Strand 


+ — 


Start 


1103 






End 


4229 


Name 


OJ990619 33 


. 9922.C6.o2. 


np 


Method 


AAT/NAP 


Start 


1688 






End 


3855 


GI 


6063554 






Score 


87 


Exons 


1688. .1739, 


3236. .3535, 


3653. 


.3855 




GI Descrip. 


(AP000615) 


ESTs AU075609 (C6334 4 ) , C71850 (E04 64) ,C98 611 (E04 64 




correspond 


to a region 


of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


30190 






Seq. ID 


OJ990619_33. 9922.C6 


Gene No. 


62318 






Strand 




Start 


3274 






End 


3954 


Name 


OJ990619 33 


. 9922.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1611 






End 


1967 


GI 


none 






Score 


277 


Exons 


1611. .1967, 


1619. .1789, 


1826. 


.1912 




Seq. No. 


30190 






Seq. ID 


OJ990619_33. 9922.C6 


Gene No. 


62318 






Strand 




Start 


3274 






End 


3954 


Name 


OJ990619 33 


.9922.C6.o2. 


gs 


Method 


GENSCAN 


Start 


3274 






End 


3954 


GI 


none 






Score 


. 95 


Exons 


3274. .3539, 


3669. .3954 








Seq. No. 


30191 






Seq. ID 


OJ990619_33. 9922.C7 


Gene No. 


62319 






Strand 




Start 


697 






End 


791 


Name 


OJ990619 33 


.9922.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


697 






End 


791 


GI 


20088 1.R10I 


34 




Score 


151 


Exons 


697. .791 











GI Descrip. » 6041757/gb | AC011806 . 1 | AC011806 3.0e-72 Genomic Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 


30192 






Seq. ID 


OJ990619_ 


_33 


9922 


.C8 


Gene No. 


62320 






Strand 


+ 








Start 


1268 






End 


3245 








Name 


OJ990619 33 


9922 


C8 .ol .gs 


Method 


GENSCAN 








Start 


1268 






End 


3245 








GI 


none 






Score 


.5 








Exons 


1268. .1734, 


2678 


.2762, 2838 


. .3245 










C ~ M ~ 


1A1 A O 






Seq. id 


OJyyU61'9_ 


_33. 


9922 


.C8 


Gene No. 


62321 






Strand 










Start 


677 






End 


988 









30029 




Name 


OJ990619 33 


.9922.C8.ol.gp 


Method 


AAT/GAP 


Start 


677 




End 


988 


GI 


2309703 




Score 


495 


Exons 


677. .988 








Seq. No. 


30192 




Seq. ID 


OJ990619 


Gene No. 


62322 




Strand 


- 


Start 


2981 ' 




End 


8614 


Name 


OJ990619 33 


.9922.C8.o2.np 


Method 


AAT/NAP 


Start 


2981 




End 


7627 


GI 


5852181 




Score 


120 


Exons 


2981. .3001, 


4220. .4523, 7564 


. .7627 




GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 





Seq. No. 30192 Seq. ID 

Gene No. 62322 Strand 

Start 2981 End 

Name OJ990619_33 . 9922 . C8 . o2 . gs Method 

Start 3910 End 

GI none Score 

Exons 3910.. 4300, 6782.. 6978 



OJ990619__33.9922.C8 

8614 
GENSCAN 
6978 
.49 



Seq. No. 30192 

Gene No. 62322 

Start 2981 

Name OJ990619_33 . 9922 . C8 . ol . np 

Start 3961 

GI 4544372 

Exons 3961.. 4247 

GI Descrip. (AC006920) 
thaliana] 



Seq. ID OJ990619_33. 9922.C8 
Strand 

End 8614 

Method AAT/NAP 

End 4247 

Score 117 



putative retroelement pol polyprotein [Arabidopsis 



Seq. No. 30192 

Gene No. 62322 

Start 2981 

Name OJ990619_33 . 9922 . C8 . ol . ts 

Start 3967 

GI none 
Exons 



Seq. ID OJ990619_33.9922.C8 
Strand 
End 

Method 
End 
Score 



8614 

TBLASTX : Soybean 

4200 

48 



3967. .4200, 3968. .3991, 4019. .4198, 4033. .4200 



Seq. No. 30192 Seq. ID OJ99061 9_33 . 9922 . C8 

Gene No. 62322 Strand 

Start 2981 End 8614 

Name OJ990619_33 . 9922 . C8 . o3 . np Method AAT/NAP 

Start 5475 End 7020 

GI 115840 Score 75 

Exons 5475.. 5565, 6858.. 7020 

GI Descrip. CCAAT-BINDING TRANSCRIPTION FACTOR SUBUNIT A (CBF-A) (NF-Y 

PROTEIN CHAIN B) (NF-YB) (CAAT-BOX DNA BINDING PROTEIN SUBUNIT 
B) 



Seq. No. 30192 Seq. ID OJ99061 9_33 . 9922 . C8 

Gene No. 62322 Strand 

Start 2981 End 8614 

Name OJ99G6I 9_33 . 9922 . C8 . o3 . gs Method GENSCAN 

Start 7342 End 8614 

GI none Score . 9 



30030 




Exons 


7342.. 7637, 7853.. 7928, 8585. 


.8614 






Seq. No. 


30193 


Seq. ID 


OJ990619_33. 9922 


.C9 


Gene No. 


62323 


Strand 


+ 




btart 


1295 


End 


2049 




Name 


OJ990619 33.9922.C9.o3.np 


Method 


AAT/NAP 




'Start 


1295 


End 


2049 




GI 


6815052 


Score 


388 




Exons 


1295.. 1498, 1580.. 1653, 1931. 


.2049 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30193 


Seq. ID 


OJ990619_33. 9922 


.C9 


Gene No. 


62324 


Strand 






b tart 


1 


End 


1314 




Name 


OJ990619 33.9922.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


505 




GI 


6815052 


Score 


363 




Exons 


1..65, 196. .270, 352. .505 








GI Descrip. 


(AP001080) hypothetical prote 


in [Oryza 


sativa] 




Seq. No. 


30193 


Seq. ID 


OJ990619_33. 9922 


.C9 


Gene No, 


62324 


Strand 






Start 


1 


End 


1314 




Name 


OJ990619'-'33.9922.C9.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1314 




GI 


6705984 


Score 


1084 




Exons 


1..30, 516. .1314 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


30193 


Seq. ID 


OJ990619_33.9922 


.C9 


Gene No. 


62324 


Strand 






Start 


1 


End 


1314 




Name 


OJ990619 33.9922.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


503 


End 


747 




GI 


none 


Score 


102 




Exons 


503. .733, 515. .613, 516. .746, 


520. .747 






Seq. No. 


30193 


Seq. ID 


OJ990619_33. 9922 


.C9 


Gene No. 


62324 


Strand 






Start 


1 . 


End 


1314 




Name 


OJ990619 33.9922.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


642 


End 


1211 




GI 


none 


Score 


115 




Exons 


642. .1211, 766. .1080 








Seq. No. 


30193 


Seq. ID 


OJ990619_33. 9922 


.C9 


Gene No. 


62324 


Strand 






Start 


1 


End 


1314 




Name 


OJ990619 33.9922.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


667 ' 


End 


926 




GI 


none 


Score 


188 




Exons 


667. .897, 669. .926 








Seq. No. 


30193 


Seq. ID 


OJ990619_33. 9922 


C9 


Gene No . 


62324 


Strand 






Start 


1 


End 


1314 




Name 


OJ990619_33.9922.C9.o2.tw 


Method 


TBLASTX: Wheat 





30031 



Start 834 End 1235 

GI none Score 82 

Exons 834.. 1235, 943.. 1233 



Seq. No. 30193 Seq. ID 

Gene No. 62324 Strand 

Start 1 End 

Name OJ99061 9_33 : * 9922 . C9 . o2 . ts Method 

Start 960 End 

GI none Score 

Exons 960.. 1307, 961.. 1299 



OJ990619_33.9922.C9 
1314 

TBLASTX : Soybean 

1307 

106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30194 Seq. ID 

62325 Strand 

1 End 

OJ990619_33. 9922. C10. ol.np Method 

1 . End 

6815052 Score 



OJ990619_33. 9922. C10 
+ 

10034 
AAT/NAP 
3332 
1431 



1..114, 978. .1070, 1850. .1994, 2043. .2777, 2859. .2932, 
3213. .3332 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30194 
62325 
1 

OJ990619__33. 9922 .'C10.ol.gs 

1190 

none 



Seq. ID OJ990619 33. 9922. C10 



Strand 
End 

Method 

End 

Score 



+ 

10034 
GENSCAN. 
10034 
.51 



1190. .1319, 1749. .1994, 2604'.. 2777, 3214. .3331, 6148. .6230, 
6796. .7047, 8599. .8882, 8963. .9098, 9230. .9279, 9360. .10034 



Seq. No. 


30194 




Seq. ID 


OJ990619_33. 9922 


Gene No. 


62326 




Strand 


+ 


Start 


11621 




End 


16071 


Name 


OJ990619 33. 9922.C10.o2.gs 


Method 


GENSCAN 


Start 


11621 




End 


16071 


GI 


none 




Score 


.53 


Exons 


11621 


.11913, 12125. .12176, 


122-90. .13192, 13463. .14266, 




14362 


.14995, 15276. .15365, 


15920. .16071 


Seq. No. 


30194 




Seq. ID 


OJ990619_33.9922 


Gene No. 


62327 




Strand 


+ 


Start 


23092 




End 


25707 


Name 


OJ990( 


)19_33 . 9922 . C10 . o4 . gs 


Method 


GENSCAN 


Start 


23092 




End 


25707 


GI 


none 




Score 


.42 


Exons 


23092. 


.23166, 23637. .23732, 


23971. .24127, 24 185 .. 24322 , 




25601. 


.25707 






Seq. No. 


30194 




Seq. ID 


OJ990619_33.9922 


Gene No. 


62328 




Strand 




Start 


16311 




End 


25840 


Name 


OJ990619 33.9922.C10.o4.ts 


Method 


TBLASTX: Soybean 


Start 


1313 




End 


1687 


GI 


none 




Score 


107 


Exons 


1313. . 


1498, 1493.. 1687 







30032 




Seq. No. 


30194 




Seq. ID 


OJ990619_33.9922 


.C10 


Gene No. 


62328 




Strand 








16311 




■ End 






Name 


OJ990619 33.9922.C10.o5.tw 


Method 


i bLiAb i A : wneat 




Cf ayf 

btart 


1326 




End 


i y 4 J 






none 




Score 


Do 




Exons 


1326. 


1478, 1499. .1789, 1875. .1943 






beq. no. 


30194 




Seq. ID 


ojyyuoiy oo.yyzz 


. CIO 


Gene No. 


62328 




Strand 






Start 


16311 




End 


25840 




Name 


OJ990619 33.9922.C10.o3.tw 


Method 


l D-LAb 1 a : wneat 




oiart 


2934 




End 


Z O / DO 




bl 


none 




Score 


D ( 




Exons 


2934. . 


3017, 17036. .17425, 17118.. 17381 








25463. 


.25765 








beq . no . 


30194 




Seq. ID 


OJ990619_33. 9922 


.C10 


Gene No. 


62328 




Strand 






Start 


16311 




End 


25840 




Name 


OJ990619 33.9922.C10.o4.tm 


Method 


TBLASTX: Maize 




ot art 


3738 




End 


4230 




bl 


none 




Score 


42 




Exons 


3738. . 


3788,- 3802. .4023, 3803. .4027, 3825. .4217, 3825. .4031, 




4029." . 


4073, 4099.. 4230, 4133 


. .4228 






Seq. No. 


30194 




Seq. ID 


OJ990619_33. 9922 


. C10 


Gene No. 


62328 




Strand 






Start 


16311 




End 


25840 




Name 


OJ990619 33.9922.C10.o2.ts 


Method 


TBLASTX: Soybean 




ot art: 


10454 




End 


16529 




bl 


none 




Score 


52 




Exons 


10454. 


.10495, 10459. .10668, 


10532. .10660, 16320. .164 87, 






16482. 


.16529 








beq. no. 


30194 




Seq. ID 


OJ990619__33. 9922 


C10 


Gene No. 


62328 




Strand 






Start 


16311 




End 


25840 




Name 


OJ990619 33.9922.C10.o7.tw 


Method 


TBLASTX: Wheat 




b tar t 


10519 




End 


16918 




bl 


none 




Score 


59 




Exons 


10519. 


.10614, 10755. .10907, 


10971. .11042, 16323. .16448, 






16330. 


.16449, 16641. . 16760, 


16799. . 16918 




beq . No . 


30194 




Seq. ID 


OJ990619_33.9922 


C10 


Gene No . 


62328 




Strand 






Start 


16311 




End 


25840 




Name 


OJ990619 33.9922.C10.o3.gs 


Method 


GENS CAN 




btart 


16311 




: End 


21785 




GI 


none 




Score 


.7 




Exons 


16311. 


.16476, 16884. .17053, 


17111. . 17 693, 17759. . 184 07, 






18650. 


.18887, 18963. . 19443, 


19782. .19918, 19971. .20710, 






20819. 


.21029, 21122. .21304, 


21333. .217 


35 




Seq. No. 


30194 




Seq. ID 


OJ990619_33.9922. 


C10 


Gene No. 


62328 




Strand 






Start 


16311 




End 


25840 





30033 




Name 


OJ990619 33. 9922. CIO 


. o2 . np 


Method 


AAT/NAP 




Start 


16314 






End 


20811 




GI 


4206306 




Score 


2109 




Exons 


16314 . 


.19727, 20736. 


20811 








GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


30194 






Seq. ID 


OJ990619_33. 9922 


.C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 




Name - 


OJ990619 33. 9922. CIO. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


16904 






End 


25609 




GI 


none 






Score 


223 




Exons 


16904 . 


.17266, 16905., 


17174, 


25376. .25453, 254-51 .. 25609 




Seq. No. 


30194 






Seq. ID 


OJ990619_33.9922 


.C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 




Name 


OJ990619 33. 9922. C10. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


17120 






End 


25690 




GI 


none 






Score 


71 




Exons 


17120. 


.17347, 17214.. 


17336, 


25409. .25690, 25410.. 25625 




Seq. No. 


30194 






Seq. ID 


OJ990619__33.9922 


.C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 




Name 


OJ990619 33. 9922. C10. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


17267 






End 


25840 


- 


GI 


none 






Score 


71 




Exons 


17267. 


.17533, 17268.. 


17408, 


25610. .25* 


no 




Seq. No. 


30194 






Seq. ID 


OJ990619_33. 9922 


.C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 




Name 


OJ990619 33. 9922. C10. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17735 






End 


18166 




GI 


none 






Score 


115 




Exons 


17735. 


.17908, 17743.. 


18165, 


17930. . 18166 




Seq. No. 


30194 






Seq. ID 


OJ990619_33. 99-22 


.C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 




Name 


OJ990619 33. 9922. C10. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


17809 






End 


18168 




GI 


none 






Score 


65 




Exons 


17809. 


.18168, 17810.. 


18025 








Seq. No. 


30194 






Seq. ID 


OJ990619_33. 9922 


.C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 




Name 


OJ990619 33. 9922. C10. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


18534 






End 


18888 




GI 


none 






Score 


223 




Exons 


18534. 


18887, 18535.. 


18888 








-1 ■ * 


^ ^ JL ~f "3 






Seq. ID 


OJ990619_33. 9922 


C10 


Gene No. 


62328 






Strand 






Start 


16311 






End 


25840 





30034 




Name 


OJ990619 33.9922.C10.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


18561 


End 


19016 






GI 


none 


Score 


291 






Exons 


18561. .19016, 18562. .18981 










Seq. No. 


30194 


Seq. ID 


OJ990619 


_33. 9922 


.C10 


Gene No. 


623-28 


Strand • 








Start 


16311' 


End 


25840 






Name 


OJ990619 33. 9922. CIO. o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


19221 . 


End 


19580 






GI 


none 


Score 


88 






Exons 


19221. .19442, 19222. .1944 3, 


19449. .19580 






Seq. No. 


30194 


Seq. ID 


OJ990619 


_33. 9922 


.C10 


Gene No. 


62328 


Strand 








Start 


16311 


End 


25840 






Name 


OJ990619 33.9922.C10.o6.tw 


Method 


TBLASTX: 


Wheat 




Start 


20373 


End 


20717 






GI 


none 


Score 


185 






Exons 


20373. .20717 










Seq. No. 


30195 


Seq. ID 


OJ990619 


_33.9922 


.Cll 


Gene No. 


62329 


Strand 


+ 






Start 


2233 


End . 


7658 






Name 


OJ990619 33.9922.Cll.o2.gs 


Method 


GENSCAN 






Start 


2233 


End 


7658 






GI 


none 


Score 


.76 






Exons 


2233.. 2260, 2976. .3161, 3182 


..3529, 4658. .4720, 


4891. .4989, 




5074. .5241, 5334.-5399, 5445 


..5723, 6708.. 6925, 


6972. .7106, 




7545. .7658 










Seq. No. 


30195 


Seq. ID 


OJ990619 


_33. 9922 


Cll 


Gene No. 


62330 


Strand 


+ 






Start 


10323 


End 


15999 






Name 


OJ990619 33.9922.Cll.ol.np 


Method 


AAT/NAP 






Start 


10323 


End 


15999 






GI 


6705984 


Score 


5604 






Exons 


10323. .10375, 11959.. 15999 










GI Descrip. 


(AB033235) .gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


30195 


Seq. ID 


OJ990619 


_33. 9922. 


Cll 


Gene No. 


62331 


Strand 


+ 






Start 


18362 


End 


19293 






Name 


OJ990619 33. 9922.Cll.o3.np 


Method 


AAT/NAP 






Start 


18362 


End 


19293 






GI 


6498436 


Score 


625 






Exons 


18362. .18 909, 19175. .19293 











GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 

Seq. No. 30195 

Gene No. 62332 

Start 27087 

Name OJ990619_33 . 9922 . Cll . o7 . gs 

Start 27087 

C T 

oi nunc 

Exons 27087. .27128, 27366.. 27464 



Seq. ID OJ990619_33. 9922. Cll 

Strand + 

End 27464 

Method GENSCAN 

End 27464 

Score . 97 



30035 



Seq. No. 


30195 


Seq. ID 


OJ990619 


_33. 


9922 


.Cll 


Gene No. 


62333 


Strand 










Start 


8463 


End 


11962 








Name 


OJ990619 33. 9922.Cll.o3.gs 


Method 


GENSCAN 








Start 


8463 


End 


11962 








GI 


none 


Score 


.55 








Exons 


8463.-8468, 8515. .8933, 8982. 


.9117, 95 


50. . 9773, 


11155. . 


11249, 




11254. .11371, 11653. .11962 












Seq. No. 


30195 


Seq. ID 


OJ990619_ 


33. 


9922 


.Cll 


Gene No. 


62334 


Strand 










Start 


17780 


End 


26037 








Name 


OJ990619 33. 9922.Cll.o2.np 


Method 


AAT/NAP 








Start 


17780 


End 


20964 








GI 


6498436 


Score 


331 








Exons 


17780. .17898, 181 63 18382, 20927.. 20964 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


30195 


Seq. ID 


OJ990619_ 


33. 


9922 


.Cll 


Gene No. 


62334 


Strand 










Start 


17780 


End 


26037 








Name 


OJ990619 33.9922.Cll.o4.np 


Method 


AAT/NAP 








Start 


19776 


End 


26037 








GI 


6691191 


Score 


2533 








Exons 


19776. .22497, 25997.. 26037 












GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 








Seq. No. 


30195 


Seq. ID 


OJ990619_ 


33. 


9922 


.Cll 


Gene No. 


62334 


Strand 










Start 


17780 


End 


26037 








Name 


OJ990619 33. 9922.Cll.o5.gs ■ 


Method 


GENSCAN 








Start 


21005 


End 


22180 








GI 


none 


Score 


. 67 








Exons 


21005. .22180 












Seq. No. 


30195 


Seq. ID 


OJ990619_ 


_33. 


9922 


.Cll 


Gene No. 


62334 


Strand 










Start 


. 17780 


End 


"*2'6037 • 








Name 


OJ990619 33. 9922.Cll.o6.gs 


Method 


GENSCAN 








Start 


22475 


End 


23569 








GI 


none 


Score 


.99 








Exons 


22475. .23569 












Seq. No. 


30195 


Seq. ID 


OJ990619_ 


_33. 


9922 


.Cll 


Gene No. 


62335 


Strand 










Start 


27665 


End 


36319 








Name 


OJ990619 33. 9922.Cll.o9.tw 


Method 


TBLASTX: Wheat 




Start 


125 


End 


21485 








GI 


none 


Score 


102 








Exons 


125. .274, 14293. .14415, 14326 


. . 14454, 


21266. .21< 


484, 


21288. .21 


Seq. No. 


30195 


Seq. ID 


OJ990619^ 


J33. 


9922 


.Cll 


Gene No. 


62335 


Strand 










Start 


27665 


End 


36319 








Mama 


OJ990619 33. 9922.Cii.o2.tm 


Metnod 


TBLASTX: Maize 




Start 


284 


End 


21907 








GI 


none 


Score 


201 









30036 



Exons 284. .706, 285. .596, 464. .703, 697. .747, 13825 .. 14220 , 

13827. .13943, 13983 .. 14 108 , 21473.. 21907 



Seq. No. 


30195 


Seq. ID 


OJ990619_33. 9922 


.Cll 


Gene No . 


62335 


Strand 






Start 


27665 


End 


36319 




Name 


OJ990619 33.9922.Cll.o3.ts 


Method 


TBLASTX: Soybean 




Start 


320 


End 


21838 




GI 


none 


Score 


339 




Exons 


320. .649, 13909. . 14268, 14028 


. .14255, 


21488. .21838, 21507. .21677 


Seq. No. 


30195 


Seq. ID 


OJ990619_33.9922 


.Cll 


Gene No . 


62335 


Strand 






Start 


27665 


End 


36319 




Name 


OJ990619 33. 9922.Cll.o3.tw 


Method 


TBLASTX: Wheat 




Start 


350 


End 


21910 




GI 


none 


Score 


61 




Exons 


350. .703, 432. .578, 13839 .. 14216, 1384 3 .. 14268 , 21488.. 


21910, 




21489. .21794, 21503 .. 2188 9, 21858. .21908 




Seq. No. 


30195 


Seq. ID 


OJ990619_33. 9922 


.Cll 


Gene No . 


62335 


Strand 






Start 


27665 


End 


36319. 




Name 


OJ990619 33.9922.Cll.o7.tw 


Method 


TBLASTX: Wheat 




Start 


706 


End 


22243 




GI 


none 


Score 


235 




Exons 


706.. 969, 707.. 946, 721.. 960,, 


958. .1020, 988. .1020, 






13609. .13806, 21932 22120, 22184. .22243 




Sea. No 


30195 


Seq. ID 


OJ990619_33.9922 


.Cll 


Gene No . 


62335 


Strand 






Start 


27665 


End 


36319 




Name 


OJ990619 33.9922.Cll.o4 .tm 


Method 


TBLASTX: Maize 




Start 


769 


End 


22150 




GI 


none • 


Score 


312 




Exons 


769. .990, 13405. .13821, 21941 


. .22150 






Seq. No. 


30195 


Seq. ID 


OJ990619_33. 9922 


.Cll ■ 


Gene No . 


62335 


Strand 






Start 


27665 


End 


36319 




Name 


OJ990619 33.9922.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


817 


End 


22334 




GI 


none 


Score 


86 




"p. von s 


817. .951, 964. .1110, 13627 .. 13761, 219 


86. .22315, 21991. 


.22113, 




21998. .22315, 22110.. 22334 








Sea No 


30195 


Seq. ID 


OJ990619_33. 9922 


.Cll 


Gene Kin 


62335 


Strand 






Start 


27665 


End 


36319 




Name 


OJ990619 33. 9922.Cll.o6. tw 


Method 


TBLASTX: Wheat 




Start 


9172 


End 


33038 




GI 


none 


Score 


65 




Exons 


9172. .9666, 9272. .9430, 9376.. 


9642, 11931. .12332, 11970 


. .12110, 




11977. .12324, 32742. .33038 








Seq. No. 


30195 


Seq. ID 


OJ990619_33. 9922 


.Cll 


Gene No. 


62335 


Strand 







30037 



Start 
Name 
Start 
GI 

Exons 



27665 End 

OJ990619_33. 9922.Cll.o6. ts Method 

9277 End 

none Score 



36319 

TBLASTX : Soybean 

33224 

139 



9277. .9468, 9535. .9663, 11976 .. 12116, 11977 .. 12168 , 
32841. .33032, 32904 33035 , 33054 .. 33224 , 33058.. 33222 



Seq. No. 30195 
Gene No. 62335 
Start 27665 

Name OJ990619_33 . 9922 . Cll . o4 . tw 

Start 12685 
GI none 
Exons 12685, 

12973. 

32085. 



.12960, 12697. 
,13167, 12978. 
,32306 



12954, 
13139, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12705 

31938 



OJ990619 33. 9922. Cll 



36319 

TBLASTX: Wheat 
32306 
342 

12959, 12959. .13129, 
32072, 31969. .32067, 



Seq. No. 30195 

Gene No. 62335 

Start 27665 

Name OJ990619_33 . 9922 . Cll . o5 . ts 

Start 12736 

GI none 

Exons 12736. .13005, 1277 1 .. 13001 , 
32040, .32108, 3204 3 .. 32300 , 



Seq. . ID OJ990619_33. 9922. Cll 
Strand 

End 36319 

Method TBLASTX : Soybean 

End 32300 

Score 205 
12997. .13197, 31947 .. 3204 8 , 
32209. .32289 



Seq. No. 30195 Seq. ID 

Gene No. 62335 Strand 

Start 27665 End 

Name OJ990619_33 . 9922 . Cll . o5 . tm Method 

Start 12925 End 

GI none Score 

Exons 12925. .13170, 12927 .. 13136, 

31947. .32120, 31947.. 32123 



OJ990619__33. 9922. Cll 
36319 

TBLASTX: Maize 
32123 
297 

12931. .13161, 31939. .32106, 



Seq. No. 30195 

Gene No. 62335 

Start 27665 

Name ' OJ990619_33 . 9922 . Cll . oil . tw 

Start 13221 

GI none 
Exons 



Seq. ID OJ990619_33. 9922. Cll 
Strand 
End 

Method 
End 
Score 



36319 

TBLASTX: Wheat 

13404 

180 



13221. .13400, 13222. .13404, 13291. .13404 



Seq. No. 30195 Seq. ID 

Gene No. 62335 Strand 

Start 27665 End 

Name OJ990619_33 . 9922 . Cll . 06 . tm Method 

Start 14224 End 

GI none Score 

Exons 14224. .14595, 14 232 .. 14 4 4 1, 14 650 . . 14 706, 2102 9. .21340, 
21332. .21451 



OJ990619_33. 9922. Cll 
36319 

TBLASTX: Maize 
21451 
269 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30195 
62335 

O 1 /T /T n 

OJ990619_33. 9922. Cll. ol.ts 
14292 



Seq. ID 

Strand 

End 

Method 
End 



OJ990619_33. 9922. Cll 
36319 

TBLASTX : Soybean 
21457 



30038 



GI 


none 






Exon s 

J_J W \-/ 1 1 o 


14292. 


.14549, 14293. 


.14547, 


Qpn Mo 

\_!» v-J 4 L ^ ' * 


30195 






Gene No. 


62335 






Start 


27665 






Name 


OJ990619 33.9922.C11 


. ol . tw 


Start 


14469 






GI 


none 






Exons 

J—J \*S 11 hJ 


14469. 


.14894, 14469. 


. 14894 , 




21029. 


.21265 




ij C • IN ^ ■ 


30195 






Gene No. 


62335 






Start 


27665 






Name 


OJ990619 33.9922.C11 


. 08 . ts 


Start 


14554 






GI 


none 






Exons 


14554. 


.14658, 14568. 


. 14666, 




21029. 


.21070, 21089. 


.21253 


Seq. No. 


30195 






Gene No. 


62335 






Start 


27665 






Name 


OJ990619 33.9922.C11 




Start 


148 45 






GI 


none 






Fix on ^ 


14845. 


.15210, 14917. 


15207 


Seq. No. 


30195 






Gene No. 


62335 






Start 


27665 






Name 


OJ990619 33.9922.C11 


o 1 tm 


Start 


14929 






GI 


none 






Exons 


14929. 


.15273, 14932. 


. 15270, 


Seq. No. 


30195 






Gene No. 


62335 






Start 


27665 






Name 


OJ990619 33.9922.C11 


. o5 . tw 


Start 


15022 






GI 


none 






Exons 


15022. 


.15381, 15027. 


.15371, 


O ~ ^ • LN \J . 


30195 






Gene No. 


62335 






Start 


27665 






Name 


OJ990619 33.9922.C11 


. o4 t s 


Start 


15228 






rir 


none 






Exons 


15228. 


.15434, 15229. 


.15465, 




20531. 


.20572, 20532. 


.20564 




~> r\ ^ r\ r 






u ^ . iMvy . 








Gene No. 


62335 






Start 


27665 







Score 351 
21332. .21457 

Seq. ID OJ990619_33. 9922.C11 
Strand 

End 36319 

Method TBLASTX : Wheat 

End 21265 

Score 365 
14470. .14895, 14470 .. 14895, 



Seq. ID OJ990619_33.9922.C11 
Strand 

End 36319 

Method TBLASTX : Soybean 

End 21253 

Score 161 
14 662. .14748, 14 664 .. 14753, 



Seq. ID OJ990619_33.9922.C11 
Strand 

End 36319 . 

Method TBLASTX : Cress 

End 15210 

Score 440- 
14985. . 15209 

Seq. ID OJ990619_33. 9922.C11 
Strand 

End 36319 

Method TBLASTX : Mai ze 

End 15277 

Score 509 
14 939. .15277, 14 961. .15272 

Seq. ID OJ990619_33. 9922.C11 
Strand 

End 36319 

Method TBLASTX : Wheat 

End 15381 

Score 421 
15073. .15375 

Seq. ID OJ990619_33.9922.C11 
Strand 

End 36319 

Method TBLASTX : Soybean 

End 20572 

Score 126 
20219. .20533, 20220 .. 20534 , 



Seq. ID OJ990619_33. 9922.C11 
Strand 

End 36319 



30039 




Name 


OJ990619 33.9922.C11 


.08 .tm 


Method 


TBLASTX: Maize 


Start 


15280 






End 


20551 


GI 


none 






Score 


222 


Exons 


15280. 


.15573, 20114. 


.20443, 


20474. .20551 


Seq. No. - 


30195 






Seq. ID 


OJ990619_33. 9922 


Gene No.' 


62335 






Strand 




Start 


27665 






End 


36319 


Name 


OJ990619 33.9922.C11 


.o2 . tw 


Method 


TBLASTX: Wheat 


Start 


15412 






End 


20272 


GI 


none 






Score 


562 


Exons 


15412. 


.15810, 15414. 


.15800, 


20084 . .20272 


Seq. No. 


30195 






Seq. ID 


OJ990619_33.9922 


Gene No. 


62335 






Strand 




Start 


27665 






End 


36319 


Name 


OJ990619 33.9922.C11 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


15577 






End 


15851 


GI 


none 






Score 


351 


Exons 


15577. 


.15849, 15579. 


.15851 






Seq. No. 


30195 






Seq. ID 


OJ990619_33. 9922 


Gene No. 


62335 






Strand 




Start 


27665 






End 


36319 


Name 


OJ990619 33.9922.C11 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


15853 






End 


16092 


GI 


none 






Score 


222 


Exons 


15853. 


.16041, 15855. 


. 15974, 


15857. .16015, 1588 9. .16029, 




16054. 


.16092 








Seq. No. 


30195 






Seq. ID 


OJ990619_33.9922 


Gene No. 


62335 






Strand 




Start 


27665 






End 


36319 


Name 


OJ990619 33.9922.C11 


.o7 . ts 


Method 


TBLASTX : Soybean 


Start 


19869 






End 


20200 


GI 


none 






Score 


106 


Exons 


19869. 


.19958, 19973. 


.20092, 


19989. .20192, 20069.. 20200 


Seq. No. 


- 30195 






Seq. ID 


OJ990619_33.9922 


Gene No. 


62335 






Strand 




Start 


27665 






End 


36319 


Name 


OJ990619 33.9922.C11 


. olO . tw 


Method 


TBLASTX: Wheat 


Start 


20273 






End 


20555 


GI 


none 






Score 


138 


Exons 


20273. 


.20554, 20352. 


.20555 






Seq. No. 


30195 






Seq. ID 


OJ990619_33.9922 


Gene No. 


62335 






Strand 




Start 


27665 






End 


36319 


Name 


OJ990619 33.9922.C11 


. 08 . tw 


Method 


TBLASTX: Wheat 


Start 


20555 






End 


20932 


GI 


none 






Score 


68 


Exons 


20555. 


.20887, 20652. 


.20849, 


20900. .20932 


Qarr 

— — -a ■ * 








Seq. ID 


OJ990619_33.9922 


Gene No. 


62335 






Strand 




Start 


27665 






End 


36319 



30040 



Name OJ990619_33 . 9922 . Cll . o2 . tc 

Start 20594 

GI none 

Exons 20594. .20896, 20595 .. 20744 , 

Seq. No. 30195 
Gene No. 62335 
Start 27665 

Name OJ990619_33 . 9922 . Cll . 08 . gs 

Start 27665 
GI none 

Exons 27665.-27693, 28377 .. 28501 , 

30333. .30494, 30535 307 17 , 

33169. .33446, 34865 .. 34962, 

35813. .35973, 36085. .36319 



Method TBLASTX: Cress 
End 20977 
Score 69 
20900. .20977 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_33. 9922. Cll 

36319 
GEN SCAN 
36319 
. 55 



28543. .28649, 29696 .. 30286, 
32256. .32504, 32 622 .. 32 973, 
35560. .35629, 35751 .. 35808 , 



Seq. No. 30195 

Gene No. 62335 

Start 27665 

Name OJ990619_33 . 9922 . Cll . o5 

Start 29055 

GI 6907087 

Exons 29055. .29156, 29696 .. 30378 , 
GI Descrip. 



OJ990619 33. 9922. Cll 



,np 



Seq. ID 
Strand 

End 36319 
Method AAT/NAP 
End 30952 
Score 995 • 
30587.. 30952 

(AP001129) ESTs C7277 1 ( E22 15 ) , AU082313 ( E2215 ) correspond to 
region of the predicted cfene . ; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30195 Seq. ID OJ99061 9_33 . 9922*. Cll 

62335 Strand 

27665 End 36319 

OJ990619_33. 9922. Cll. o6.np Method AAT/NAP 

32360 End 34343 

3377854 Score 172 

32360. .32977, 34310. .34343 

(AF076274) No definition line found [Arabidopsis thaliana] 



30196 Seq. ID 

62336 ■ Strand 

1 End 
OJ990619_33.9922.C12.ol.np Method 
1 End 
2498930 Score 
1..24, 4 64..52'4 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



OJ990619_33.9922.C12 
+ 

524 

AAT/NAP 
524 
43 



Seq. No. 


30196 


Seq. ID 


OJ990619 


Gene No. 


62337 


Strand 


+ 


Start 


4 65 


End 


524 


Name 


OJ990619 33.9922.C12.ol.gs 


Method 


GENSCAN . 


Start 


4 65 


End 


524 


GI 


none 


Score 


.91 


Exons 


465. .524 






C ~ ~ XT- 


30197 


Seq. ID 


OJ990619 


Gene No. 


62338 


Strand 


+ . 


Start 


499 


End 


3899 



30041 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ99061 9_32 . 9922 . CI . ol . gs Method GENSCAN 

499 End 3899 

none Score .41 

499. .552, 3608. .3761, 3847. .3899 



30197 
62338 
499 

OJ990619_32.9922.Cl.ol.np 

1652 

5669636 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1652. .1829, 2380. .2545, 2605. .2651, 2979. .3021 

(AF096247) ethylene-responsive elongation factor EF-Ts precursor 
[Lycopersicon esculentum] 



OJ990619_32. 9922. CI 

+ ' 

3899 
AAT/NAP 
3021 
236 



Seq. No. 


30197 








Seq. ID 


OJ990619_32.9922.C1 


Gene No. 


62339 








Strand 




Start 


2690 








End 


3036 


Name 


OJ990619 32 


.9922 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1630 








End 


2434 


GI 


none 








Score 


256 


Exons 


1630. . 1827, 


1644 


. . 1847, 


1657 . 


.1848, 1659. .1829, 2357. .2434, 




2375. .2434 












Seq. Nor 


30197 *• 








Seq. ID 


OJ990619_32.9922.C1 


Gene No. 


62339 








Strand 




Start 


2690 








End 


3036 


Name 


OJ990619 32 


. 9922 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1643 








End 


2646 


GI 


none 








Score 


151 


Exons 


1643. . 1840, 


1643 


. . 1828, 


1644 . 


.1847, 2376. .2477, 2380. .2475, 




2471. .2503, 


2602 


. .2646, 


2604 . 


.2645 




Seq. No. 


30197 








Seq. ID 


OJ990619_32.9922.C1 


Gene No . 


62339 








Strand 




Start 


2690 








End 


3036 


Name 


OJ990619 32 


.9922 


Cl.ol* 


tc 


Method 


TBLASTX: Cress 


Start 


1644 








End 


1847 


GI 


none 








Score 


195 


Exons 


1644 . .1847 












Seq. No. 


30197 








Seq. ID 


OJ990619_32.9922.C1 


Gene No. 


62339 








Strand 




Start 


2690 








End 


3036 


Name 


OJ990619 32 


9922 


Cl.ol. 


gp 


Method 


AAT/GAP 


Start 


2690 








End 


3036 


GI 


5005428 








Score 


574 


Exons 


2690. .3036 












Seq. No. 


30198 








Seq. ID 


OJ990619_32.9922.C3 


Gene No. 


62340 








Strand 




Start 


2691 








End 


6187 


Name 


OJ990619 32. 


9922. 


C3.o2. 


gs 


Method 


GENSCAN 


Start 


2691 








End 


6187 


GI 


none 








Score 


.72 


Exons 


2691. .2842, 


3158. 


.3296, 


3364 . 


.3482, 3598. .3716, 4087. .4212, 




4931. .5001, 


5279. 


.5343, 


6055. 


. 6187 





30042 




Seq. No. 


30199 






Seq. ID 


OJ990619_ 


32. 9922 


.C4 


Gene No . 


62341 






Strand 








Start 


10 






End 


337 






Name 


OJ990619 32. 


9922 .C4 


. ol . gs 


.Method 


GENSCAN 






Start 


10 






End 


337 






GI 


none 






Score 


' .91 






Exons 


10. . 96, 164 . 


.337 












Seq. No. 


30200 






Seq. ID 


OJ990619_ 


32.9922 


.C5 


Gene No. 


62342 






Strand 


+ 






Start 


1 






End 


4107 






Name 


OJ990619 32. 


9922. C5 


. o 1 . np 


Method 


AAT/NAP 






Start 


.1 






End 


4107 






GI 


5042463 






Score 


367 






Exons 


1..56, 1130. 


.1328, 


2010. .2167, 2214.. 


2289, 4054. 


. 4107 




GI Descrip. 


(AC007789) unknown 


protein 


[Oryza sativa] 






Seq. No. 


30200 






Seq. ID 


OJ990619_ 


32.9922 


C5 


Gene No . 


62342 






Strand 


+ 






Start 


1 






End 


4107 






Name 


OJ990619 32. 


9922. C5 


. ol . gs 


Method 


GENSCAN 






Start 


1085 






End 


2171 






GI 


none 






Score 


.93 






Exons 


1085. . 1328, 


1858. .2171 










Seq. No. 


30200 






Seq. ID 


OJ990619_ 


32.9922 


C5 


Gene No. 


62343 






Strand 


+ 






Start 


4893 






. End 


7269 






Name 


OJ990619 32. 


9922. C5 


. o2 . np 


Method 


AAT/NAP 






Start 


4893 






End 


7269 






GI 


5852182 






Score 


151 






Exons 


4893. .5028, 


5940. .6144, 724 


8. .7269 








GI Descrip. 


(AL117265) zhb0012. 


1 [Oryza 


sativa] 








Seq. No. 


30200 






Seq. ID 


OJ990619_ 


32 . 9922 


C5 


Gene No . 


62344 






Strand 


+ 






Start 


15425 






End 


23561 






Name 


OJ990619 32. 


9922. C5 


. o4 . gs 


Method 


GENSCAN 






Start 


15425 






End 


23346 






GI 


none 






Score 


.45 






Exons 


15425. .15480 


, 17218 


. . 17292, 


18190. .18397, 18403. 


. 18656, 






18737. .18851 


, 19736 


. .19892, 


20076. .20254, 21371. 


.21422, 






21526. .21844 


, 22003 


. .22046, 


22510. .22637, 22760. 


. 22837, 






22911. .23012 


, 23099 


. .23148, 


23247. .23346 






Seq. No. 


30200 






Seq. ID 


OJ990619_ 


32.9922. 


C5 


Gene No. 


62344 






Strand 


+ 






Start 


15425 






End 


23561 






Name 


OJ990619 32. 


9922. C5 


. o3 . np 


Method 


AAT/NAP 






Start 


21416 






End 


23561 






GI . 


5257268 






Score 


995 






Exons 


21416. .21463 


, 21600 


. .21844, 


22003. .22101, 22372. 


.22637, 






22760. .22837 


, 22911 


. .23012, 


23099. .23148, 23247. 


.23346, 





23468 . .23561 

GI Descrip. (AP000364) Similar to putative SEC14 cytosolic factor. (Q10137) 
[Oryza sativa] 



30043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30200 
62345 
8888 

OJ990619_32 . 9922 ..C5 . o3 . gs 

8888 

none 



Seq. ID OJ990619_32. 9922.C5 
Strand 

End 13682 

Method GENSCAN 

End 13682 

Score . 6: ; 



8888. .9070, 9139. .9302, 10066 .. 10281 , 12320 12483, 13564. .13682 



Seq. No. 30200 

Gene No. 62346 

Start 21525 

Name OJ99061 9_32 . 9922 . C5 . o2 . tw 

Start 21525 

GI none 
Exons 



Seq. ID OJ990619_32. 9922.C5 
Strand 

End 23352 

Method TBLASTX : Wheat 

End 21691 

Score 172 



21525. .21635, 21525 21632 , 21529 .. 21651, 21631 .. 21681, 
21635. .21691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30200 
62346 
21525 

OJ990619_32, 
21549 
none 
21549. 
22018. 
22433. 
22902. 
23244. 



9922.C5.ol.ts 



21620, 21629. 

22101, 22020. 

22636, 22436, 

23024, 22922. 

23333, 23245. 



.21694, 
.22094, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
21774 . .21851, 



OJ990619 32. 9922. C5 



22377 , 



.22639, 22759. 
.23023, 23096. 
.23352 



23352 

TBLASTX: Soybean 
23352 
87 

21989. .22036, 
.22430, 22419. .22637, 
.22836, 22760. .22837, 
.23143, 23099. .23146, 



Seq. No. 30200 

Gene No. 6234 6 

Start 21525 

Name OJ990619_32 . 9922 .C5.ol.tc 

Start 22375 

GI none 

Exons 22375. .22608, 22377 .. 22610, 22397.. 22612 



Seq. ID OJ990619_32.9922.C5 
Strand 

End 23352 

Method TBLASTX : Cress 

End 22612 - 

Score 292 



Seq. No. 30200 
Gene No. 62346 
Start 21525 

Name OJ990 619_32 . 9922 . C5 . ol . tm 

Start 22378 
GI none 
Exons 22378. 

22759. 

22922. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 32. 9922. C5 



,22491, 22386. .22637, 22409. 
,22836, 22760. .22846, 22902. 
,23023, 23099. .23146, 23244. 



23352 

TBLASTX: Maize 
23331 
53 

22636, 22531. .22638, 
23024, 22917. .23015, 
23330, 23245.. 23331 



Seq. No. 30200 
Gene No. 62346 
Start 21525 

Name OJ990 619_32 . 9922 .C5.ol.tw 

Start 22392 
GI none 
Exons 22392. 

22760. 

23099. 



.2263 /, 22406. 
.22837, 22760. 
.23143 



.22654, 
.22837, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22407 

22902 



OJ990619 32. 9922. C5 



23352 

TBLASTX: Wheat 
23143 
307 

22637, 22421. .22657, 
23015, 22937. .23014, 



30044 




Seq. No. 


30200 




Seq. ID 


OJ990619 


_32.9922 


.C5 


Gene No. 


62346 




Strand 








Start 


21525 




End 


23352 






LN CULIC 


OJ990619 32.9922 


C5.o2.tc 


Method 


TBLASTX: 


^r e s s 




O Lai L 


22902 




End 


23352 








none 




Score 


170 








22902. .23015, 22922 ... 23014 , 


23099. .-23143, 23244 


2 334 5 






23245 . .23352 












Seq. No. 


30201 




Seq. ID 


OJ990619 


_32.9922 


C7 


Cpnp Mo 


62347 




Strand 


+ 






Cf art 

U UC1JL L 


179 




End 


259 






Name 


OJ990619 32 9922 


C7 ol as 


Method 


GENSCAN 






Start 


179 ~~ 




End 


259 






GI 


none 




Score 


.89 






R von q 

£j AUi 1 O 


179. . 259 












Seq. No. 


30201 




Seq. ID 


OJ990619_ 


_32.9922 


C7 


Conp No 


62348 




Strand 








Start 


1068 




End 


3673 






Name 


OJ99061 9 3? 992? 


CI n9 rrs 


Method 


GENSCAN 






Qf arf 
u Lui L 


1068 • ~~ 




End 


3673 






GI 


none 




Score 


.48 








1068 1137 1205 


1926 3409 


. .3613, 3621. .3673 






Seq. No. 


30201 




Seq. ID 


OJ990619; 


^32.9922. 


C7 




62348 




Strand 










1068 




End 


3673 






L\ CllUC 


OJ990619 32 9922 


CI ol tm 


Method 


TBLASTX: Maize 




OL.Cl.LL. 


14 68 ~ 




End 


1926 








none 




Score 


70 






III 2\.kJL I O 




1 647 1 6R4 


. .1926 








Seq. No. 


30202 




Seq. ID 


OJ990619_ 


_32.9922. 


C8 


UC11C LNU • 


62349 




Strand 


+ 






O L, O i- L. 


896 




End 


3581 






Ln Cl.Lll.fc: 


OJ990619 32.9922. 


C8 .ol .gs 


Method 


GENSCAN 






o Lai L 


896 




End 


3581 






o J. 


none 




Score 


. 69 






DAUl 1 O 


896. .1058, 1373.. 


1409, 2513. 


.2756, 3534 


. .3581 






Seq. No. 


30202 




Seq. ID 


OJ990619_ 


_32. 9922. 


C8 


Gene No. 


62350 




Strand 








Start 


1 




End 


3112 






Name 


OJ990619 32.9922. 


C8 .o2 .np 


Method 


AAT/NAP 






C+- -a v-f- 
O Lai L 


1 




End 


3112 






TT 


4539658 




Score 


216 






Exon s 


1..42, 1918. .2095, 2260. .2385, 3090. .3112 






C T c; f* v i T"\ 

ul UcbLXip. 


(AF061282) serine 


carboxypeptidase-like protein 


[Sorghum 




bicolor ] 












Seq. No. 


30202 




Seq. ID 


OJ990619_ 


_32.9922. 


C8 


Gene No. 


62350 




Strand 








S Lart 


I 




End 


3112 






Name 


OJ990619 32.9922. 


C8 .o3.np 


Method 


AAT/NAP 






Start 


1 




End 


2386 







30045 



GI 


4539658 


Score 


216 




i_J \J 1 1 


1..42, 1918. .2095, 2260. .2386 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


r QnTrfhnm 

L tj \J J_ y L 1 LULL 




bicolor] 








Seq. No. 


30202 


Seq. ID 


OJ990619_ 


TO QQOO PQ 


Gene No. 


62350 


Strand 






Start 


1 


End 


3112 




Name 


OJ990619 32. 9922.C8.ol.np 


Method 


AAT/NAP 




Start 


774 


End 


1438 




GI 


4680183 


Score 


197 




Exons 


774. .865, 1370. .1438 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


30202 


Seq. ID 


OJ990619_ 


_32. 9922.C8 


Gene No. 


62350 


Strand 






Start 


1 


End 


3112 




Name 


OJ990619 32. 9922.C8.ol.tm 


Method 


TBLASTX: Maize . 


Start 


1632 


End 


2496 




GI 


none 


Score 


96 




Exons 


1632. .1748, 1633. .1758, 1636 


. .1761, 1637. .1774, 


1746. .1862 




1747. .1875, 1754. .1876, 1754 


..1876, 2240. .2356, 


99 A 1 




2244. .2369, 2245. .2382, 2354 


..2446, 2355. .2450, 


0 4 s 1 94P^ 

1J 1 • . *i O O 




2452. .2496 








Sea No 


30202 


Seq. ID 




19 QQ99 Pfi 


Gene No . 


62350 


Strand 






Start 


1 


End 


3112 




Name 


OJ990619 32.9922.C8.ol.gp 


Method 


AAT/GAP 




Start 


1657 


End 


1907 




GI 


LIB34 7 5-004-P1-K2-A5 


Score 


421 




Exons 


1657. .1907 








GI Descrip. 


' 5777 612/emb|AJ245900. 1 IOSA245900 1 . Oe 


-94 Oryza 


sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome 1 




Seq. No. 


30202 


Seq. ID 


OJ990619_ 


32. 9922. C8 


Gene No. 


62350 


Strand 






Start 


1 


End 


3112 




Name 


OJ990619 32.9922.C8.o2.gp 


Method 


AAT/GAP 




Start 


2265 


End 


2814 




GI 


LIB34 7 5-004-P1-K2-A5 


Score 


403 




Exons 


2265. .2526, 2789. .2814 








GI Descrip. 


' 5777 612/emb|AJ245900. 1 [OSA24 5900 1 . Oe 


-94 Oryza 


sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome ' 




Seq. No. 


30203 


Seq. ID 


OJ990619_ 


32. 9922. C9 


Gene No. 


62351 


Strand 


+ 




Start 


1697 


End 


8324 




Name 


OJ990619 32.9922.C9.ol.gs 


Method 


GENSCAN 




Start 


1697 


End 


5095 




GI 


none 


Score 


.49 




Exons 


1697. .1774, 3155. .3242, 3437. 


.3556, 35 


82. .3792, 


4974. .5095 


Seq. No. 


30203 


Seq. ID 


OJ990619_ 


32. 9922. C9 


Gene No . 


62351 


Strand 


+ 




Start 


1697 


End 


8324 




Name 


OJ990619_32. 9922.C9.ol.np 


Method 


AAT/NAP 





30046 



Start 


4497 


End 


8324 


GI 


6069646 


Score 


104 


Exons 


4497. .4538, 7630. .7974, 8292. 


.8324 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 




[Oryza sativa] gi I 6907112 I dbj 


IBAA90639 


11 (AP0011291 Similar t. 




Arabidopsis thaliana chromosome II BAG 






nutflH up nnn-T.TR rph rnpl pmpni" 


-L C V c J. o " 


transcriotase (AC006248 




[_ \J ±. y a ocii — L va j 






Seq. No. 


30203 


Seq. ID 


OJ990619_32.9922.C9 


Gene No. 


62352 

\J *L *J _J t. 






Start 


6428 


End 


8074 


Name 


OJ990619 32.9922.C9.o2.gs 


Method 


GENSCAN 


Start 


6428 


End 


8074 


GI 


none 


Score 


. 83 


Exons 


6428.. 6586, 6852.. 7031, 7924. 


.8074 




Seq. No. 


30204 


Seq. ID 


OJ990619_32.9922.C11 


Gene No. 


62353 


Strand 


+ 


Start 


322 


End 


3810 


Name 


OJ990619 32. 9922.Cll.ol.gs 


Method 


GENSCAN 


Start 


322 


End 


3810 


GI 


none 


Score 


. 96 


Exons 


322. .331, 3289. .3519, 3725. .3810 




Seq. No. 


30204 


Seq. ID 


OJ990619_32.9922.C11 


Gene No . 


62354 


Strand 


+ 


Start 


5717 


End 


16768 


Name 


OJ990619 32.9922.Cll.o3.gs 


Method 


GENSCAN 


Start 


5717 


End 


15278 


GI 


none 


Score 


.55 


Exons 


5717. .5785, 5805. .5947, 6033. 


.6215, 6259. .6327, 6424.. 6753, 




6793.. 6913, 8956.. 9218, 9279. 


.9958, 11044. .11953, 124 47 .. 12574 , 




12782. .13470, 15219. .15278 






Seq. No. 


30204 


Seq. ID 


OJ990619_32. 9922.C11 


Gene No. 


62354 


Strand 


+ 


Start 


5717 


End 


16768 


Name 


OJ990619 32.9922.Cll.ol.np 


Method 


AAT/NAP 


Start 


8905 


End 


16768 


GI 


2586082 


Score 


4588 


Exons 


8905. .11571, 11643. .11997, 15511. .16768 


GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 


Seq. No. 


30204 


Seq. ID 


OJ990619_32.9922.C11 


Gene No . 


62354 


Strand 


+ 


Start 


5717 


End 


16768 


Name 


OJ990619 32.9922.Cll.o2.gp 


Method 


AAT/GAP 


Start 


14040 


End 


14120 


GI 


LIB3434-017-P1-K1-F5 


Score 


88 


Exons 


14040. .14120 






GI Descrip. 


'5257255/dbj IAP000364 . 1 IAP000364 5.0e-20 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


30204 


Seq. ID 


OJ990619_32.9922.C11 


Gene No. 


62354 


Strand 


+ 


Start 


5717 


End 


16768 



30047 




Name OJ990619_32 . 9922 . Cll . o3 . gp Method AAT/GAP 

Start 15244 End 15352 

GI uC-osflcyp088bl2bl Score 152 

Exons 15244 . . 15352 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 


30204 








Seq. ID 


OJ990619 32.9922 


.Cll 


Gene No. 


62355 








Strand 






Start 


1278 








End 


1352 




Name 


OJ990619 32 


9922. Cll. ol 




Method 


AAT/GAP 




Start 


1278 








End 


1352 




GI 


2796844 








Score 


112 




Exons 


1278. . 1352 














Seq. No. 


30204 








Seq. ID 


OJ990619 32.9922 


.Cll 


Gene No. 


62356 








Strand 






Start 


4425 








End 


4712 




Name 


OJ990619 32 


9922 . 


Cll.o2 


. as 


Method 


GENSCAN 




Start 


4425 








End 


■4712 




GI 


none 








Score 


. 98 




Exons 


4425 . .4712 














Seq. No. 


30204 








Seq. ID 


'OJ990619 32 . 9922 


• Cll 


Gene No. 


62357 . 








Strand 






Start 


17415 








End 


26227 




Name 


OJ990619 32. 


9922 . 


Cll.oS 


. tw 


Method 


TBLASTX: Wheat 




Start 


8944 








End 


9297 




GI 


none 








Score 


195 




Exons 


8944 . . 9297, 


9072. 


. 9296 










Seq. No. 


30204 








Seq. ID 


OJ990619_32.9922 


.Cll 


Gene No. 


62357 








Strand 






Start 


17415 








End 


26227 




Name 


OJ990619 32. 


9922. 


Cll .o4 


tm 


Method 


TBLASTX: Maize 




Start 


8983 • 








End 


9389 




GI 


none 








.Score 


80 




Exons 


8983. . 9087, 


9111. 


.9332, 


9112. . 


9333, 9324..9389 




Seq. No. 


30204 








Seq. ID 


OJ990619_32.9922 


.Cll 


Gene No. 


62357 








Strand 






Start 


17415 








End 


26227 




Name 


OJ990619 32. 


9922. 


Cll.06. 


tm 


Method 


TBLASTX: Maize 




Start 


9718 








End 


9960 




GI 


none 








Score 


90 




Exons 


9718. . 9792, 


9721. 


. 9807, 


9822. . 


9959, 9838.. 9960 




Seq. No. 


30204 








Seq. ID 


OJ990619_32.9922 


.Cll 


Gene No. 


62357 








Strand 






Start 


17415 








End 


26227 




Name 


OJ990619 32. 


9922. 


Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


9814 








End 


10128 




GI 


none 








Score 


225 




Exons 


9814 . . 10008, 


9832 


..10005, 100C 


6. .10128 






Seq. No. 


30204 








Seq. ID 


OJ990619_32. 9922 


.Cll 


Gene No. 


62357 








Strand 







30048 




Start 


17415 




End 


26227 


Name 


Pj.TQQOfil Q 19 QQ9? PI 1 


n? r 


Method 


TBLASTX : Soybean 


J LCti L 


~\ 0911 ~ 




End 


10648 


\j x 


none 




Score 


- 204 




10237 10449 1023ft 


10453, 


10478. .1064 8, 104 94. .10622 


Seq. No. 


30204 




Seq. ID 


OJ990619_32.9922 


Gene No. 


62357 




Strand 




S t a rt 


17415 




End 


26227 


Name 


0.799061 9 3? 99?? PI 1 


ol . tc 


Method 


TBLASTX: Cress 


o Lai L. 


1 OfiSO — 

X VJ U «J *J 




End 


11102 


P_T 
\J X 


I. J. v_J 1 1C 




Score 


150 


F. x on ^ 


10650 10847 10670 


10804 , 


10860. .11102 


Seq. No. 


30204 




Seq. ID 


OJ990619_32. 9922 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 


Name 


OJ990 619 19 9922 Pll 


o 4 . t s 


Method 


TBLASTX: Soybean 


O Lai L 


1 067 1 ~~ 

X \J U / X 




End 


11084 


P.T 


none 




Score 


128 


JjAUtl O 


10671 108S0 10860 


11084 






Seq. No. 


30204 




Seq. .ID 


OJ990619_32.9922 


Gene No. 


62357 




Strand 




Qf a Tt 


1 74 1 S 

X / 1 x ^ 




End 


26227 




0.1990619 19 99?? Pll 




Method 


TBLASTX: Wheat 


Of- 3 -v-t- 

OLdl l- 






End 


11102 


\J X 






Score 


87 


P v o n q 


1 07 61 10RS0 1 0R4 S 


1110? 


1088 6. . 10921, 10958. .11098 


Seq. No. 


30204 




Seq. ID 


OJ990619_32.9922 


Gene No. 


62357 




Strand 




Sr p. rt 


17415 




End 


26227 


LN ClltLt. 


O.T99061 9 19 99?? P1 1 


. 1,111 


Method 


TBLASTX: Maize 


O L ai L 


107 64 ~~ 




End 


11081 


\J X 


J L<JL it. 




Score 


87 




10764 10865 10860 


11081, 


10958. .11077 


Seq. No. 


30204 




Seq. ID 


OJ990619_32.9922 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 


Name 


OJ990619 12 9922 Cll 


o7 tm 


Method 


TBLASTX: Maize 


Start 


11760 ~ 




End 


12005 


GI 


none 




Score 


191 


Pynn c 


11760 12005 11771 


11989. 






Seq. No. 


30204 




Seq. ID 


OJ990619_32.9922 


Gene No. 


62357 




Strand . 




Cf a rt 

O Lai L 


1 7 4 1 S 

1 / T 1 J 




End 


26227 


Name 


O.TQQ061 9 19 999? PI 1 


UJ . Lo 


Method 


TBLASTX : Soybean 


olail 


x x / / Z 




End 


11996 


GI 


none 




Score 


72 


Exons 


11772. .11834, 11861.. 


11989, 


11862. .11996 


Seq. No. 


30204 




Seq. ID 


OJ990619_32. 9922 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 



30049 



Name 

Start 

GI 

Exons 



OJ990619_32.9922.Cll.o4 . tw 

11900 

none 

11900. .12001, 11901. .11990, 
15558. . 15710., 15742 . . 15927 



Method TBLASTX : Wheat 
End 15927 
Score 102 
15531. .15629, 1554 7. .15750, 



Seq. No. 30204 

Gene No. 62357 

Start .17415 

Name OJ99061 9_32 . 9922 . CI 1 . o3 . ts 

Start 15532 

GI none 

Exons 15532. .15636, 1554 4 .. 15624 , 

Seq. No. 30204 

Gene No. 62357 

Start 17415 

Name OJ990619_32 . 9922 . CI 1 . ol . tm 

Start 15538 

GI none 

Exons 15538. .15930, 15558.. 15707 



Seq. TD OJ99061 9_32 . 9922 . Cll 
Strand 

End 26227 

Method TBLASTX : Soybean 

End 15840 

Score 118 
15658. .15840, 15661. .15714 

Seq. ID OJ990619_32. 9922. Cll 
Strand 

End 26227 

Method TBLASTX : Mai ze 

End 15930 

Score 353 



Seq. No. 30204 

Gene No. 62357 

Start 17415 

Name OJ990619_32 . 9922 . Cll . ol . tw 

Start 15928 

GI none 

Exons 15928. .16146, 15929 16147 , 



Seq.. ID OJ990619_32. 9922. Cll 
Strand 

End 26227 

Method TBLASTX : Wheat 

End 16355 

Score 207 
16146. . 16355, 16148. .16354 



Seq. No. 30204 

Gene No. 62357 

Start 17415 

Name OJ990619_32 . 9922 . Cll . o3 . tm 

Start 16039 

GI none 

Exons 16039. . 16143, 1604 0 .. 16150 , 
1614 9. .16274, 16155. .16274 



Seq. ID OJ990619_32. 9922. Cll 
Strand 

End 26227 

Method TBLASTX : Maize 

End 16274 

Score 141 
16058. .16171, 1614 8. .1624 6, 



Seq. No. 30204 

Gene No. 62357 

Start 17415 

Name OJ990619_32 . 9922 . Cll . ol . ts 

Start 16146 

GI none 

Exons 16146. .16397, 16148 .. 16390, 
16496. .16717, 16580. .16708 



Seq. ID OJ990619_32. 9922. Cll 
Strand 

End 26227 

Method TBLASTX : Soybean 

End 16717 

Score 228 
16393. . 164 97, 164 02. . 164 94, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30204 
62357 
17415 

OJ990619_32. 9922. Cll. o2.tm 
16286 



none 



16541. .16693 



Seq. ID OJ990619_32. 9922. Cll 
Strand 

End 26227 

Method TBLASTX: Maize 

End 16711 

Score 108 



16287 .. 16397, 16426 IbbOO, 164 99 . . 1 67 1 1 , 



3005t> 



Sea No 


30204 




C^pr T n 
OCV| • 1 u 


O.TQQ061 Q ^9 QQ99 pi 1 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 


Name 


OJ990619 32 9922 Cll 


0 4 gs 


i it- L. i 1UU 




Start 


17415 ~~ 




FnH 


22 67 6 


GI 


none 






62 


Exons 


17415. . 17772, 18121 


. 18744 , 


18939 190 


14 19898 20006 




21519 22676 








Seq. No. 


30204 




Seq. ID 


OJ990619 32 992? n 1 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 


Name 


OJ990619 32. 9922. Cll 


o2 . np 


Method 


AAT /NAP 


Start 


21561 




End 


24 820 


GI 


4680341 




Score 


252 


Exons 


21561. .22230, 24789. 


24820 






GI Descrip. 


(AF128457) hypothetical protein [Oryza 


^ ^ 1~ i v ^ ^nh^Fi l nH"i pa 1 


Seq. No. 


30204 




Seq. ID 


OJ990619 32. 9 92 2. Cll 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 


Name 


OJ990619 32. 9922. Cll. 


06 . ts 


Method 


TBLASTX: Soybean 


Start 


21666 




End 


22148 


GI 


none 




Score 


108 


Exons 


21666. .21839, 21882.. 


21938, 


22008. .221 


48 



Seq. No. 


30204 




Seq. ID 


OJ990619_32. 9922. Cll 


Gene No. 


62357 




Strand 




Start 


17415 




End 


26227 


Name 


OJ990619 32. 9922. Cll. 


o5 . gs 


Method 


GENSCAN 


Start 


23138 




End 


26227 


GI 


none 




Score 


.45 


Exons 


23138. .23645, 24815.. 


24945, 


25028. .25182, 25372 .. 254 62 , 




25541. .25710, 25794 . . 


25862, 


25944 . .26042, 26158. .26227 


Seq. No. 


30205 




Seq. ID. 


OJ990619_32.9922.C12 


Gene No. 


62358 




Strand 


+ 


Start 


914 




End 


1043 


Name 


OJ990619 32.9922.C12. 


ol.gp 


Method 


AAT /GAP 


Start 


914 




End 


1043 


GI 


uC-osflcyp013a06bl 




Score 


167 


Exons 


914. .1043 








GI Descrip. 


' 4 538 905/emb|CAB39642 


.11 5. 


Oe-36 (AL04 


9482) putative protein 



[Arabidopsis thaliana] 1 



Seq. No. 30205 Seq. ID 

Gene No. 62359 Strand 

Start 254 End 

Name OJ990619_32 . 9922 . C12 . ol . gs Method 

Start 254 End 

GI none Score 

Exons 254.. 559, 2689.. 2778 



OJ990619_32.9922.C12 

2778 
GENSCAN 
2778 
. 96 



Seq. No. 30205 Seq. ID OJ990619_32 . 9922 . C12 

Gene No. 62360 Strand 

Start 2845 End 2946 

Name OJ990619_32 . 9922 . C12 . o2 . gp Method AAT /GAP 



30051 



Start 


2845 


End 


2946 


GI 


LIB3477-003-P1-K1-E9 


Score 


158 


Exons 


2845. .2946 






GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi__ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. ' 


30206 


Seq. ID 


OJ990619_32. 9922.C13 


Gene' No. 


62361 


Strand 


+ 


Start 


3666 


End 


5826 


Name 


OJ990619 32. 9922.C13.o2.gs 


Method 


GENSCAN 


Start 


3666 ~ 


End 


5826 


GI 


none 


Score 


.41 


Exons 


3666. .3721, 4212. .4396, 5428 


. .5526, 5789. .5826 


Seq. No. 


30206 


Seq. ID 


OJ990619_32. 9922.C13 


Gene No. 


62362 


Strand 


+ 


Start 


11020 


End 


13668 


Name 


OJ990619 32.9922.C13.ol.np 


Method 


AAT/NAP 


Start 


11020 ~~ 


End 


13668 


GI 


5042169 


Score 


1881 


Exons 


11020. . 11187, 11359.. 13668 






GI Descrip. 


(AL078620) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


30206 


Seq. ID 


OJ990619_32. 9922.C13 


Gene No. 


62363 


Strand 




Start 


1346 


End 


3107 ■ 


Name 


OJ990619 32.9922 C13 ol as 


Method 


GENSCAN 


Start 


1346 


End 


3107 


GI 


none 


Score 


.4 


Exons 


1346. .1838, 2049. .2237, 2614 


..2773, 2999. .3107 


Seq. No. 


30206 


Seq. ID 


OJ990619_32.9922.C13 


Gene No. 


62363 


Strand 




Start 


1346 


End 


3107 


Name 


OJ990619 32. 9922.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


1883 


End 


■2500 


GI 


none 


Score 


73 


Exons 


1883. .2164, 2195. .2464, 2219 


. .2500 




Seq. No. 


30206 


Seq. ID 


OJ990619_32.9922.C13 


Gene No. 


62363 


Strand 




Start 


1346 


End 


3107 


Name 


OJ990619 32.9922.C13.o2.ts 


Method 


TBLASTX: Soybean 


Start 


2219 


End 


2543 


GI 


none 


Score 


97 


Exons 


2219. .2542, 2223. .2543 






Seq. No. 


" 30206 


Seq. ID 


OJ990 619_32 . 9922 . C13 


Gene No . 


62364 


Strand 




Start 


11440 


End 


13680 


Name 


OJ990619 32.9922.C13.o2.tc 


Method 


TBLASTX: Cress 


Start 


11440 


End 


13038 


GI 


none 


Score 


87 


Exons 


11440.. 11589, II44J..ilb77, 


11443. .11673, 11446.. 11841, 




11607. . 11900, 11608. .118 92, 


11609. . 11677, 11674 .. 11835, 




117 67. .12201, 11913. . 12143, 


11974. .12159, 12064. .1238 4, 



30052 




12211. .12366, 12568. .12801, 12568 .. 12801 , 12583 .. 12810, 
12612. .12743, 12670 .. 13038 , 12 684 .. 13037 , 12823. .13035 



Seq. No. 


30206 




Seq. ID 


OJ990619_32. 9922 


.C13 


Gene No. 


62364 




Strand 






Start 


11440 




End 


13680 




Name 


OJ990619 32.9922.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11443 




End 


13680 




GI 


none 




Score 


137 




Exons 


11443. .11985, 11461. 


. 11607, 


11632. .11904, 11641. . 11904, 






11815. . 12207, 11889. 


. 12146, 


11899. .12207, 11965. .12309, 






12112. . 12498, 12210. 


. 12449, 


12211. .12612, 12214. .1254 9, 






12276. . 12446, 12517 . 


. 12837, 


12633. .12755, 1264 0. .12 915, 






12724. .13104, 12820. 


. 13680, 


12820. .13140, 128 64. .13559, 






12912. . 13136, 13114 . 


. 13188 








Seq. No. 


30206 




Seq. ID 


OJ990619_32. 9922 


.C13 


Gene No. 


62364 




Strand 






Start 


11440 




End 


13680 




Name 


OJ990619 32.9922.C13 


. o3 . t s 


Method 


TBLASTX : Soybean 




Start 


11461 




End 


13041 




GI 


none 




Score 


79 




Exons 


11461 . . 11577, 11601 . 


. 11777, 


11608. . 11850, 11752.-. 11922, 






. 11820. . 12089, 11974 . 


12132, 


12058. .124 65, 12082. .12252, 






12084. .12470, 12358. 


12762, 


12 661. .13041, 12819. .12 974 




Seq. No. 


30206 




Seq. ID 


OJ990619_32. 9922 


.C13 


Gene No . 


62364 




Strand 






Start 


11440 




End 


13680 




Name 


OJ990619 32.9922.C13 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11592 ~ 




End 


13251 




GI 


none 




Score 


200 




Exons 


11592. .11879, 11608. 


11913, 


118 60. .12285, 12172. .1257 6, 






12475. . 12861, 12769. 


13248, 


1294 5. . 13010, 13057. . 13251 




Seq. No. 


30206 




Seq. ID 


OJ990619_32. 9922 


. C13 


Gene No . 


62364 




Strand 






Start 


11440 




End 


13680 




Name 


OJ990619 32.9922.C13. 


o 1 . t c 


Method 


TBLASTX: Cress 




Start 


12385 




End 


13638 




GI 


none 




Score 


80 




Exons 


12385. .12546, 13039. . 


13638, 


13131. . 13583 




Seq. No. 


30206 




Seq. ID 


OJ990619_32.9922 


. C13 


Gene No . 


62364 




Strand 






Start 


11440 




End 


13680 




Name 


OJ990619 32.9922.C13. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


13128 ~ 




End 


13647 




GI 


none 




Score ... 


398 




Exons 


13128. .13217, 13132.. 


13647, 


13444. . 13626 




Seq. No. 


30207 




Seq. ID 


OJ990619__32.9922 


.C14 


Gene No. 


62365 




Strand 


+ 




Start 


478 




End 


1119 




Name 


OJ990619 32.9922.C14. 


ol . np 


Method 


AAT/NAP 




Start 


478 




End 


1119 




GI 


2498930 




Score 


726 





30053 



Exons 478.. 546, 714.. 1119 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seg. No. 


30207 


Seq. ID 


OJ990619 32.9922.C14 


Gene No . 


62365 


Strand 


+ ~ 


Start 


478 


End 


1119 


Name 


OJ990619 32.9922.C14.ol.gs 


Method 


GENSCAN 


Start 


487 


End 


1108 


GI 


none 


Score 


1 


Exons 


487 .. 546, 714 . . 1108 






Sea No 


30208 


Seq. ID 


OJ990619 32 9922 C15 


Gene No . 


62366 


Strand 




Start 


163 


End 


10481 


Name 


OJ990619 32. 9922.C15.o2. tm 


Method 


TBLASTX: Maize 


Start 


21 _ 


End 


389 


GI 


none 


Score 


51 


Exons 


21. .239, 118. .234, 264. .389, 


265. .372 




Seq. No. 


30208 


Seq. ID 


OJ990619_32.9922.C15 


Gene No. 


62366 


Strand 




Start 


163 


End 


10481 


Name 


OJ990619 32.9922.C15.ol.gs 


Method 


GENSCAN 


Start 


163 


End 


10430 


GI 


none 


Score 


.63 


Exons 


163. .487, 2505. .2691, 2745.. 


2989, . 4096 


. .4121, 4499. .4674, 




4877. .5151, 6053. .6609, 6711 


..6751., 7001. .7923, 8030. .8302, 




8378. .8519, 8642. .8841, 9161 


. . 10430 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30208 
62366 
163 

OJ990619 
1401 
6063554 
1401. .1572, 
(AP000615) 
correspond 



Seq. ID OJ990619_32.9922.C15 
Strand 

End 10481 
Method . AAT/NAP 
End 3123 
Score 172 
3123 

ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,C98611 (E04 64) 
to a region of the predicted gene.; hypothetical 



32.9922.C15.ol.np 



2628. .2691, 2790. 



protein [Oryza sativa] 



Seq. No. 30208 

Gene No. 62366 

Start 163 

Name OJ990619_32 . 9922 . CI 5 . o3 . tm 

Start 5898 

GI none 
Exons 



Seq. ID OJ990619_32.9922.C15 
Strand 

End 10481 

Method TBLASTX : Mai ze 

End 6137 

Score 97 



58 98. . 6008, 6006. . 607 4, 6060. . 6137 



Seq. No. 30208 

Gene No. 62366 

Start 163 

Name OJ99061 9_32 . 9922 . C15 . o2 . ts 

Start 5910 

Gi none 
Exons 



Seq. ID OJ990619_32. 9922.C15 
Strand 

End 10481 

Method TBLASTX : Soybean 

End 6155 

Score 48 



5910. .6155, 5914. .5955, 6025. .6111 



30054 



Seq. No. 30208 Seq. ID OJ990619_32 . 9922 . C15 

Gene No. 62366 Strand 

Start 163 End 10481 

Name OJ990619_32 . 9922 . C15 . o2 . np Method AAT/NAP 

Start 5916 , End 10481 

GI 4544372 Score 634 

Exons 5916.. 7759, 10440.. 10481 

GI Descrip. (AC006920)" putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 30208 

Gene No. 62366 

Start 163 

Name OJ990619_32 . 9922 . C15 . o3 . tw 

Start 5931 

GI none 

Exons 5931.. 6155, 6207.. 6347 



Seq. ID OJ990619_32.9922.C15 
Strand 

End 10481 

Method TBLASTX : Wheat 

End 6347 

Score 90 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30208 
62366 
163 

OJ990619J32 . 9922 . C15 . o3 . np 
6124 
4417309 



Seq. ID OJ990619_32.9922.C15 
Strand 

10481 
AAT/NAP 
9782 
341 ' 



End 

Method 
End 
Score 

6124. .6176, 7983. .8381, 8565. .8851, 9007. .9422, 9609. .9782 
(AC006446) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


30208 










Seq. ID 


OJ990619__32.9922 


.C15 


Gene No. 


62366 










Strand 






Start 


163 










End 


10481 




Name 


OJ990619 32 


.9922 


.C15.o4 . 


. tm 


Method 


TBLASTX: Maize 




Start 


6770 










End 


7123 




GI 


none 










Score 


185 




Exons 


6770. , 


.7123 














Seq. No. 


30208 










Seq. ID 


OJ990619_32.9922 


.C15 


Gene No. 


62366 










Strand 






Start 


163 










End 


10481 




Name 


OJ990619 32, 


.9922 


.C15.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7502 










End 


7877 




GI 


none 










Score 


43 




Exons 


7502. . 


.7864, 


7629, 


. .7739, 


7794. 


.7877 






Seq. No. 


30208 










Seq. ID 


OJ990619_32 . 9922 


.C15 


Gene No. 


62366 










Strand 






Start 


163 










End 


10481 




Name 


OJ990619 32. 


.9922, 


.CIS.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7637 










End 


7993 




GI 


none 










Score 


75 




Exons 


7637. . 


7879, 


7641. 


, .7754, 


7791. 


.7880, 7910. .7993 




Seq. No. 


30208 










Seq. ID 


OJ990619_32.9922 


.C15 


Gene No. 


62366 










Strand 






Start 


i63 










End 


10481 




Name 


OJ990£ 


519_32. 


9922. 


.CIS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8032 










End 


8441 





30055 



CI 

\J X 


none 


I_j *V w 1 


8032 8433 


Seq. No. 


30208 


Gene No. 


62366 


Start 


163 


Name 


' 0,799061 Q 3? 


Start 


8119 — 


GI 


none 




8119 8379 


Seq. No. 


30208 


Gene No. 


62366 


Start 


163 


Name 


D.799061 9 39 


Of a -rf- 

OL.QI U 


89 3S _ 

O Z, J >J 


\D X 


none 




823S 8369 


Seq. No. 


30208 


Gene No. 


62366 


Start 


163 


Name 


0,799061 9 ^9 




908 4 ~ 

JU04 


\J X 


none 


"P 1 von Q 

XjAUilO 




Seq. No. 


30209 


Gene No. 


62367 




998 


Name 


0,7990^99 ^9 


O Lai L 


z. z. o 




none 


lit A UllO 


998 307 

Z. Z. O . i JU / 


Seq. No. 


30210 


Gene No. 


62368 


Start 


4 008 


Name 


D.T990S99 39 


Start 


4008 ~ 


GI 




LLl J\.KJ L 1 o 


4 008 4 1 88 


Cpn No 

JCU • IN ^ . 


3091 0 
o \j j. \j 




62368 

V Z. J \J o 


Start 


4008 


Name 


OJ990529 32. 


Start 


J U JO 




1 £960 1 R1 DR 
x u z,,o u x • r\ x u o 


Exon s 


S6R8 ~RR44 

JuJO . # J04 4 / 




judj ? u -L / emo 




[Arabidopsis 


Seq. No. 


30210 


Gene No. 


62368 


Start 


4008 


Name 


OJ990529 32. 



Score 57 

.8441, 8085.. 8315, 8101.. 8424 

Seq. ID OJ990619_32.9922.C15 
Strand 

End 10481 

Method TBLASTX : Maize 

End 8381 

Score 282 



Seq. ID OJ990619_32. 9922.C15 
Strand 

End 10481 

Method TBLASTX : Soybean 

End 8603 

Score 144 



Seq. ID OJ990619_32.9922.C15 
Strand 

End 10481 

Method TBLASTX : Soybean 

End 9446 

Score 193 



Seq. ID OJ990529_32.9919.C1 

Strand + 

End 307 

Method GENSCAN 

End 307 

Score .93 



Seq. ID OJ990529__32. 9919.C2 

Strand + 

End -8 64 9 

Method GENSCAN 

End 8 64 9 

Score .51 

.6065, 6956. .7100, 8104. .8649 

Seq. ID OJ990529_32. 9919. C2 

Strand + 

End 8 64 9 

Method AAT/GAP 

End 7472 

Score 1420 
,7100, 7175. .7472 
-47 (AL022537) putative protein 



Seq. ID OJ990529_32. 9919.C2 

Strand + 

End 8 64 9 

Method AAT/NAP 



30056 



Start 


5702 


End 


7104 

/ J_ \J H 


GI 


3063701 


Q /-» /-\ >~ 


4 9 3 

*i O 


R x o n s 


5702 5844 5935 6065 6956 


. 7104 




Ql Dpsrrio 

J. 1— ' *J V*" X> J. * 


fAL.022537) nufative nrotein 


f Ar^hi Hone 


_L O UliCtJ LCLliCL j 


Seq. No. 


30210 


Seq. ID 


OJ990529 32 9919 C? 


Gene No'. 


62369 


Strand 




Start . 


1 


End 


1889 


Name 


OJ990529 32. 9919 . C2 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


1889 


GI 


3645898 


Score 


412 


i—i *\ \y iu 


1..625, 1811. .1889 






QT Hpqrr i 10 


(U68408) in-frame stop codon; possibly 


O. L C X. Ctl 1 o£-HJ X L. 1UI 




muLaiion [ z^ea ma.ysj 






Seq. No. 


3091 n 




OJ990529_32. 9919.C2 


Gene No. 


69 3 






Start 


1 
1 




1889 • 


Name 


OJ990529 32. 9919 . C2 . ol . tm 


Method 


TRT.A^TX * i 7p 

x Duriu x /\ . i id iLc 


Start 


34 


End 


4 3S 


GI 


none 


Score 


91 3 


Evnns 


34 4 3^ 






Seq. No. 


30910 


acq . iu 


OJ990529_32. 9919.C2 


Gene No. 


9 3 £ Q 


O Lianu 




Start 


1 

J. 


i^na 


188 9 


Name 


OJ990529 32. 9919 . C2 . ol . gs 


Method 


LjEj LN o V^rlLN 


Start 


93 


End 


6Q3 
u _j 


GI 


llUilc 


Score 


ft 4 


P.vnnc 

i_l W 1 1 LiJ 








Seq. No. 


3091 0 


oeq . iu 


OJ990529_32. 9919.C2 


Gene No. 


69 3 
u o u y 


OCX cUlU 




Start 


i 


LnQ 


188 9 


Name 


OTQQ0R9Q 39 QQ1 Q P9 -1- c 


Method 




Start 


1 4 R — 

14 J 


End 


591 


GI 


none 


Score 


67 


Exons 


145. .480, 484. .591 






Seq. No. 


30210 


Seq. ID 


OJ990529_32. 9919.C2 


Gene No. 


62369 


Strand 




Start 


1 


End 


1889 


Name 


OJ990529 32. 9919 . C2 . ol . tw 


Method 


TRT.A^TY • Wh^^i- 

i. DxjrlO 1A..VV11CCIU 


Start 


193 


End 


691 


GI 


none 


Score 


o 


Exons 


193. .621, 488. .586, 493. .588 






Sea No 


30210 


Seq. ID 


OJ990529_32. 9919.C2 


fipnp No 


62370 


Strand 




Start 


5698 


End 


7271 


Name 


OJ990529 32. 9919 . C2 . ol . tc 


Method 


TBLASTX: Cress 


Start 


5698 


End 


7271 


GI 


none 


Score 


98 


Exons 


5698.-5796, 5702. .5797, 5804. 


.5845, 5807. .5842, 5929. .6066, 




5933. .6070, 6931. .7098, 6954. 


.7088, 6954. .7100, 6955. .7101, 




7169. .7207, 7173. .7220, 7203. 


.7271 





30057 



Seq. No. 30210 

Gene No. 62370 

Start 5698 

Name OJ990529_32 . 9919 . C2 . ol . ts 

Start 5701 

GI none 
Exons 



Seq. ID OJ990529_32.9919.C2 
Strand 

End 7271 

Method TBLASTX : Soybean 

End 6087 

Score 114 



5701. .5796, 5702. .5797, 5807. .5839, 5820. .5840, 5929. .6087, 
5930. .6070 



Seq. No. 30210 

Gene No. 62370 

Start 5698 

Name OJ990529_32 . 9919 . C2 . o2 . tm 

Start 5948 

GI none 

Exons 5948.. 6070, 5956.. 6066, 6954. 



Seq. ID OJ990529_32.9919.C2 
Strand 

End 7271 

Method TBLASTX : Mai ze 

End 7011 

Score 194 

.7010, 6954.. 7010, 6955.. 7011 



Seq: No. 30210 

Gene No. 62370 

Start 5698 

Name OJ990529_32 . 9919 . C2 . o2 . ts 

Start 6954 

GI none 

Exons 6954.. 7100, 6954.. 7100, 6955. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_32.9919.C2 
7271 

TBLASTX : Soybean 
7238 
90 

.7101, 7158. .7238, 7166. .7207 



Seq. No. 30211 

Gene No. 62371 

Start 1193 

Name OJ99052 9_32 . 9919 . C3 . ol . gs 

Start 1193 

GI none 

Exons 1193.. 1444, 1516.. 1661, 1676. 
3717. .3868 



Seq. ID OJ990529_32.9919.C3 

Strand + 

End 3868 

Method GENSCAN 

End 3868 

Score .59 

.1770, 2153. .2346, 3471. .3537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 Seq. ID 

62372 Strand 

64 4 9 End 
OJ990529_32.9919.C3.o3.gs . Method 

64 4 9 End 

none Score 

6449. .6701, 6858. .6989, 7542. .7876 



OJ990529_32.9919.C3 
+ 

7876 
GENSCAN 
7876 
.65 



Seq. No. 30211 

Gene No. 62373 

Start 8658 

Name OJ990529_32 . 991 9 . C3 . o4 . gs 

Start 8658 

GI none 

Exons 8658.. 8784, 10245.. 10381 



Seq. ID OJ990529_32. 9919.C3 

Strand + 

End 10381 

Method GENSCAN 

End 10381 

Score .61 



Seq. No. 30211 Seq. ID 

Gene No. 62374 Strand 

Start 22562 End 

Name OJ990529_32 . 9919 . C3 . o9 . gs Method 

Start 22562 End 

GI none Score 
Exons 



OJ990529_32.9919.C3 
+ 

25543 
GENSCAN 
25543 
.44 



22562. .22648, 234 95 .. 23666, 23893 .. 24 052 , 24248 .. 244 64 , 



30058 



24817. .25025, 25219.. 25543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 Seq. ID 

62374 Strand 

22562 End 

OJ990529_J32 . 9919 . C3 . o2 . gp Method 

22806 End 

12420_1.R1084 Score 
22806.. 23103 

•4586449/dbj IBAA76393.il 1.0e-35 (AB025187) cytochrome c oxidase 
subunit 6b-l [Oryza sativa] ' 



OJ990529_32.9919.C3 
+ 

25543 
AAT/GAP 
23103 
491 



30211 
62375 
26761 
OJ99052 
26761 
none 
26761. . 
29628. . 
30667. . 
32952. . 



9__32. 9919. C3. oil. gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26993, 27292. .27391, 28710 .. 29306, 2 94 06 .. 2 954 3, 
29741, 29820. .30017, 30093 .. 301 91 , 302 69 .. 30422 , 
30735, 30849. .30988, 31067 .. 31255 , 32628 .. 32936, 
33114, 33549. .35029 



OJ990529_32.9919.C3 
+ 

35029 
GENSCAN 
35029 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene 'No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



OJ990529_32.9919.C3 
+ 

35029 
AAT/NAP 
34999 
278 



30211 Seq. ID 

62375 Strand 
26761 End 
OJ99052 9_32. 9919 . C3 . o3 . np Method 
34346 End 
136746 Score 
34346. .34999 

FLAVONOL 3-O-GLUCOSYLTRANSFERASE (UDP-GLUCOSE FLAVONOID 
3-O-GLUCOSYLTRANSFERASE) (BRONZE-1) gi | 6658 0 | pir | | XUBHFG 
flavonol 3-O-glucosyltransferase (EC 2.4.1.91) - barley 
gi|295807|emb|CAA33729| (X15694) UDPglucose flavonol 3,0 
glucosyl transferase [Hordeum vulgare] 



OJ990529_32. 9919.C3 
+ 

40843 
GENSCAN 
40843 
.69 

38575. .38618, 38711 .. 38768 , 



30211 Seq. ID 

62376 Strand 
37255 End 
OJ990529_32. 9919 . C3 . ol2 . gs Method 
37255 End 
none Score 
37255. .37429, 37711'. .37778, 
38803. .38 97 6, 40775. .4084 3 

30211 Seq. ID 

62377 Strand 
50734 End 
OJ99052 9_32 . 9919 . C3 . 06 . np Method 
50734 End 
4191774 Score 
50734. .51053, 51139. .52245 

(AC005917) putative beta-1, 3-glucanase [Arabidopsis thaliana] 



OJ990529_32.9919.C3 
+ 

52245 
AAT/NAP 
52245 
1337 



30211 
62377 
50734 



Seq. ID OJ990529_32. 9919.C3 
Strand + 
End 52245 



30059 



Name 


OJ990529 32. 9919. C3 


. o4 .gp 


Method 


AAT/GAP 








Start 


50835 




End 


51059 








GI 


2427917 




Score 


409 








TT von q 

J_l AV/l lij 


50835. .51059 














\J x us *3 o »w- .l 2^ • 


5042412/gb|AAD38251 


.1IAC006193 7 2.0e- 


11 (AC006193) 


Similar 




glucan endo-1 , 3-beta-glucosidase precursor [Arabidopsis 






thaliana] 














Seq. No. 


30211 




Seq. ID 


OJ990529 


32 . 


9919 


. C3 


Gene No. 


62378 




Qf rand 










Start 


4464 




End 


5441 








Name 


OJ990529 32. 9919. C3 


. o2 . gs 


Method 


GENSCAN 








Start 


4464 




End 


54 41 








GI 


none 




Score 


. 4 5 








Exons 


4464. .4814, 4956. .5441 












Seq. No. 


30211 




O " . 1 u 


OJQ90529 

\JU Z> Z? \J ~J -J 


32 . 


9919 


. C3 


Gene No. 


62379 




^t ranH 

Oil CtllU 










Start 


11755 




End 


12436 








Name 


OJ990529 32. 9919. C3 


ol.gp 


Method 


AAT/GAP 








Start 


11755 




End 


12436 








GI 


701783 




Score 


471 








l_i .rv KJ 1 1 o 


11755. .11873, 12288 


. 12436 














30211 




Seq. ID 


\J\J Zf Z? \> *J Zf 


32. 


9919 


.C3 


Gene No. 


62380 




Strand 










Start 


13789 




End 


15614 








Name 


OJ990529 32. 9919. C3 


ol . np 


Method 


AAT/NAP 








Start 


13789 




End 


15614 








GI 


3282521 




Score 


50 








F.jf on q 

LiA WHO 


13789. .14025, 15552 


.15614 












GI Dpqprin 


(AF025432) tyrosine/dopa decarboxylase 


[Papaver 


somnif erum] 


Seq. No. 


30211 




Seq. ID 


OJ990529_ 


_32. 


9919 


.C3 


Gene No. 


62381 




Strand 










Start 


18803 




End 


20285 








Name 


OJ990529 32. 9919. C3 


o7 . gs 


Method 


GENSCAN 








Start 


18803 




End 


20285 








GI 


none 




Score 


. 7 








Exons 


18803. .18911, 20119. 


.20180, 


20199. .20285 








Seq. No. 


30211 




Seq. ID 


OJ990529_ 


_32. 


9919 


.C3 


Gene No. 


62382 




Strand 










Start 


21594 




End 


21866 








Name 


OJ990529 32. 9919. C3. 


08 . gs 


Method 


GENSCAN 








Start 


21594 




End 


21866 








GI 


none 




Score 


.99 








Pvon q 


21594. .21866 














Sea No 


30211 




Seq. ID 


OJ990529_ 


32. 


9919 


.C3 


Gene No. 


62383 




Strand 










Start 


25788 




End 


26363 








Name 


OJ990529 32. 9919. C3. 


olO . gs 


Method 


GENSCAN 








Start 


25788 




End 


26363 








GI 


none 




Score 


. 96 








Exons 


25788. .25989, 26323. 


.26363 













30060 



Seq. No. 30211 Seq. ID OJ990529_32 . 9919 . C3 

Gene No. 62384 Strand 

Start' 28148 End 28279 

Name OJ990529_32 . 9919 . C3 . o3 . gp Method AAT/GAP 

Start 28148 End 28279 

GI uC-osflcyp013a06bl Score 172 

Exons 28148.. 28279 

GI Descrip. ' 4538905/emb | CAB39642 . 1 | 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 30211 Seq. ID 

Gene No. 62385 Strand 

Start 41742 End 

Name OJ990529_32 . 991 9 . C3 . ol3 . gs Method 

Start 41742 End 

GI none Score 

Exons 41742. .43199 



OJ990529_32.9919.C3 

43199 
GENSCAN 
43199 
.99 



Seq. No. 30211 Seq. ID OJ990529_32 . 9919 . C3 

Gene No. 62385 Strand 

Start 41742 End 43199 

Name OJ990529_32 . 9919 . C3 . o4 . np Method AAT/NAP 

Start 41750 End 43145 

GI 136746 Score 295 

Exons 41750.. 43145 

GI Descrip. FLAVONOL 3-0-GLUCOSYLTRANSFERASE (UDP-GLUCOSE FLAVONOID 
3-O-GLUCOSYLTRANSFERASEf (BRONZE-1) gi | 6658 0 | pir | | XUBHFG 
flavonol 3-O-glucosyltransf erase (EC 2.4.1.91) - barley 
gi|295807|emb|CAA33729| (X15694) UDPglucose flavonol 3,0 
glucosyl transferase [Hordeum vulgare] 



Seq. No. 


30211 


Seq. ID 


OJ990529_32. 9919. 


C3 


Gene No. 


62385 


Strand 






Start 


41742 


End 


43199 




Name 


OJ990529 32. 9919 . C3 . o5 . np 


Method 


AAT/NAP 




Start 


41763 


End 


43151 




GI 


2232354 


Score 


374 




Exons 


41763. .43151 








GI Descrip. 


(AF006081) UDPG glucosyltransf erase [Solanum berthaultii] 


Seq. No. 


30211 


Seq. ID 


OJ990529_32.9919. 


C3 


Gene No. 


. 62386 


Strand 






Start 


48976 


End 


49222 




Name 


OJ990529 32.9919.C3.ol4.gs 


Method 


GENSCAN 




Start 


48976 


End 


49222 




GI 


none 


Score 


. 62 




Exons 


48976. .49010, 49207. .49222 








Seq. No. 


30211 


Seq. ID 


OJ990529J32.9919. 


C3 


Gene No. 


62387 


Strand 






Start 


53413 


End 


64047 




Name 


OJ990529 32. 991 9 . C3 . olO . tm 


Method 


TBLASTX: Maize 




Start 


13829 


End 


13963 




GI 


none 


Score 


175 




ExOns 


13829. . 13963, 13830 .. 13961, 


13835. . 13963 




Seq. No. 


30211 


Seq. ID 


OJ990529_32.9919. 


C3 



30061 



Gene No. 62387 Strand 

Start 53413 End 

Name OJ990529__32 . 9919 . C3 . 08 . tm 4 Method 

Start 24123 End 

GI none Score 

Exons 24123. .24509, 24225.. 24539 



64047 

TBLASTX: Maize 

24539 

239 



Seq. No. 30211 Seq. ID 

Gene No. 62387 Strand 

Start 53413 End 

Name OJ990529_32 . 9919 . C3 . o5 . ts Method 

Start 24182 End 

GI none Score 

Exons 24182. .24484, 24183.. 24506 



OJ990529_32. 9919.C3 
64047 

TBLASTX: Soybean 

24506 

272 



Seq. No. 30211 

Gene No. 62387 

Start 53413 

Name OJ990529_32 . 9919 . C3 . o7 . tm 

Start 25679 

GI none 

Exons 25679.-25984, 25680 25985, 25686 .. 25934 , 25693.. 25986 



Seq. ID OJ990529_32.9919.C3 
Strand 

End 64047 

Method TBLASTX : Mai ze 

End 25986 

Score 142 



Seq. No. 30211 

Gene No. 62387 

Start 53413 

Name OJ990529_32 . 9919 . C3 . 08 . ts 

Start 26787 

GI none 

Exons , 26787. .26963, 2 67 97 .. 2 6970 , 



Seq. ID OJ990529_32. 9919.C3 
Strand 

End 64047 

Method TBLASTX : Soybean 

End 26970 

Score 217 
26800. .26970 



Seq. No. 30211 

Gene No. 62387 

Start 53413 

Name OJ990529_32 . 9919 . C3 . 06,. tc 

Start 26788 

GI none 

Exons 26788. .26955, 26805.. 26954 



Seq. ID OJ990529_32. 9919.C3 
Strand 

End 64047 
Method TBLASTX : Cress 
End ,26955 
Score 194 



Seq. No. 30211 Seq. ID 

Gene No. 62387 Strand 

Start 53413 End 

Name OJ990529_32 . 9919 . C3 . ol2 . tm Method 

Start 26889 End 

GI none Score 

Exons 26889. .27065, 26890 .. 2702 1 , 26895.. 27068 



OJ990529 32. 9919. C3 



64047 

TBLASTX :Maize 
27068 
192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 Seq. ID 

62387 Strand 
53413 End 
OJ990529_32. 9919.C3.o3. tw Method 
34229 End 
none Score 

34229. .34393, 34239. .34289, 

34403 .. 34 4 95, 4 2255 .. 42356, 
42388. .42519 



34268. .34351, 34394 
42280. .42348, 42357 



OJ990529_32. 9919.C3 
64047 

TBLASTX: Wheat 

42521 

181 

34495, 
42521, 



30062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 
62387 
53413 

OJ99052 9_32. 9919 . C3 . 06 . tm 

34244 

none 

34244. .34279, "34406. . 34438, 
34576. .34782, 34598 34759, 
42163. .42306, 42 192 .. 4 2305, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_32.9919.C3 
64047 

TBLASTX: Maize 

42506 

34 



34 4 42. .34 54 3, 34 44 5. .34 558, 
41991. .42152, 4 1992 .. 4 2174 , 
42312. .42392, 4242 9. .42506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 
62387 
53413 

OJ990529_32. 
34313 
none 
34313. 
41988. 



9919.C3.o4 . ts 



.34345, 34439. .34555, 
.42167, 41989. .42165, 
42372. .42431 



Seq. ID 
Strand 
End 

Method 

End 

Score 
34583. .34780, 
42195. .42320, 



OJ990529 32. 9919. C3 



64047 

TBLASTX: Soybean 
42431 
39 

34585. .34779, 
42199. .42312, 



Seq. No. 30211 
Gene No. 62387 

Start * 53413 

Name OJ990529_32 . 9919 . C3 . o5 . tc 

Start 34442 
GI none 

Exons 34442. .34558, 34 595 .. 34 759, 

41992. .42153, 42192. .42308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_32.9919.C3 
64047 

TBLASTX: Cress 

42308 

106 



34597. . 34758, 4 1 991 . . 42 155 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 
62387 
53413 

OJ990529_32. 9919.C3.o4 .tw 

34496 

none 

34496..34576, 34 4 98 .. 34 578 , 
34638. .34796, 4 198 1 . . 42 112 , 
42172. .42252, 42174.. 42254 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 .32. 9919. C3 



64047 

TBLASTX: Wheat 
42254 
95 

34595. .34783, 34 597 .. 34 785 , 
41988. .42155, 4 1 98 9 42 153, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 
62387 
53413 

OJ99052 9_32. 9919 . C3 . o5 . tm 

37455 

none 



Seq. ID OJ990529_32. 9919.C3 
Strand 

End 64047 

Method TBLASTX : Mai ze 

End 37904 

Score 243 



37455. .37805, 374 63 .. 37801 , 37823 37900, 37827. .37904 

OJ990529 32. 9919. C3 



30211 Seq. ID 

62387 -, Strand 

53413 End 

OJ990529_32. 9919.C3.o2 . tw Method 

37632 End 

none Score 

37632. .37997, 37766. .37990 



64047 

TBLASTX: Wheat 

37997 

323 



Seq. No. 
Gene No. 



30211 
62387 



Seq. ID 
Strand 



OJ990529 32. 9919. C3 



30063 



Start 53413 End 64047 

Name OJ990529_32 . 9919 . C3 . oil . tm Method TBLASTX : Maize 

Start 38076 • End 55076 

GI none Score 161 

Exons 38076. .38270, 38259 .. 38357 , 54966.. 55076 



Seq. No. 30211 

Gene No/' 62387 

Start 53413 

Name OJ990529_32 . 9919 . C3 . o2 . tm 

Start 50776 

GI none 

Exons 50776. .50985, 50806 .. 50985 , 
50983. .51063, 51139 .. 51 198 , 



Seq. ID 

Strand 
End 

Method 
End 
Score 

50967 

51140 



OJ990529 32. 9919. C3 



64047 

TBLASTX: Maize 
51211 
265 

51053, 50980. .51051, 
51211, 51142. .51210 



Seq. No. 30211 Seq. ID 

Gene No. 62387 Strand 

Start 53413 End 

Name OJ99052 9_32 . 9919 . C3 . 08 . tc Method 

Start 50805 End 

GI none Score 

Exons 50805. .50900, 50806.. 50985 



OJ990529_32. 9919. C3 
64047 

TBLASTX: Cress 

50985 

187 



Seq. No. 


30211 






Seq. ID 


OJ990529_32. 9919 


C3 


Gene No. 


62387 






Strand 






!;;! start 


53413 






End 


64047 




! = ;§ Name 


OJ990529 32. 9919. C3 


o3 . ts 


Method 


TBLASTX: Soybean 




Fl! Start 


50839 






End 


51838 




□ GI 


none 






Score 


139 




I s | Exons 


50839. 


.51051, 51140 


.51163, 


51188. .512 


86, 51317. .51427, 






51503. 


.51670, 51520 


.51609, 


51710. .517 


57, 51779. .51838 




Hi Seq. No. 


30211 






Seq. ID 


OJ990529_32.9919 


C3 


Gene No. 


62387 






Strand 






p Start 


53413 






End 


64047 




; :j Name 


OJ990529 32. 9919. C3. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


51140 






End 


51556 




GI 


none 






Score 


205 




! =~? Exons 


51140. 


.51337, 51142. 


.51333, 


51317. .514 


18, 51332. .51415, 






51415. 


.51546, 51416. 


.51556 









Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
St art 
GI 

Exons 



30211 Seq. ID 

62387 Strand 
53413 End 
OJ99052 9_32 . 9919 . C3 . ol . tm Method 
51332 End 
none Score 

51332. .51466, 51334 .. 51612 , 

51860. .51907, 51875 .. 51913 , 

30211 Seq. ID 

62387 Strand 
53413 End 
OJ990529_32.9919.C3.o6.ts Method 
51920 End 
none Score 

51920. .52159, 51934.. 52140 



51335. .51835, 51605 
51§35. .52159, 51955 



OJ990529_32. 9919.C3 
64047 

TBLASTX: Maize 

52159 

503 

51835, 
52113 



OJ990529_32. 9919.C3 
64047 

TBLASTX: Soybean 

52159 

261 



30064 




Seq. No. 


30211 






Seq. ID 


OJ990529_32. 9919 


.C3 


Gene No . 


62387 






O L. J- CI 1 1 \Jl 






Start 


53413 






LjLL\Jl 


64 04 7 




Name 


OJ990529 32. 9919. C3 


. o7 . tc 




TRT-A^TY • Prpqq 
iDiinoi a» Licoo 




Start 


51932 






RnH 


R91 7? 




GI 


none 






Score 


188 




Exons 


51932. 


.52165, 51973 


52173 








Sea No 


30211 






Seq. ID 


OJ990529_32. 9919 






62387 






Strand 






Start 


53413 






End 


64047 




Name 


OJ990529 32. 9919. C3 


. ol6 . gs 


Method 


GENSCAN 




Start 


53413 






End 


64047 




GI 


none 






Score 


.47 




Exons 


53413. 


53898, 53993 


54 545 


55262. .55407, 55926. .55982, 






56557. 


56707, 56829 


56878 


57038. .57118, 57238. .57337, 






57421. 


57540, 58203 


58333 


60966. . 61065, 61695. . 61907, 






62121. 


62301, 62890 


63004 


64036. . 64047 




Seq. No. 


30211 






Seq. ID 


OJ990529_32.9919 


.C3 


Gene No. 


62387 






Strand 






Start 


53413 






End 


64047 




Name 


OJ990529 32.9919..C3 


. o7 .np 


Method 


AAT/NAP 




Start 


53419 






End 


54433 




GI 


5734739 




Score 


995 




LjAVJ 110 


53419. . 


53898, 53993 


. .54343, 


54371.. 54433 






(AC007259) Similar 


bo syntaxin [Arabidopsis thaliana] 




Seq. No. 


30211 






Seq. ID 


OJ990529_32.9919 


.C3 


Gene No. 


62387 






Strand 






Start 


53413 






End 


64047 




Name 


OJ990529 32. 9919. C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


53497 






End 


54433 




GI 


none 






Score 


79 




Exons 


53497. . 


53670, 53503 


. .53916, 


53504. .53896, 53996 .. 54 34 9, 






53997. . 


.54089, 54171 


. .54362, 


54410. .54433 




Seq. No. 


30211 






Seq. ID 


OJ990529_32.9919 


.C3 


Gene No . 


62387 






Strand 






Start 


53413 






End 


64047 




Name 


OJ990529 32. 9919. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


53503 






End 


54025 




GI 


none 






Score 


206 




Pvnn^ 

l_j *\ 1XO 


53503. . 


53913, 53573 


. .53893, 


53993. .54025 




Seq. No. 


30211 






Seq. ID 


OJ990529_32.9919 


C3 


Gpnp No 


62387 






Strand 






Start 


53413 






End 


64047 




Name 


OJ990529 32. 9919. C3 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


53518 






End 


53895 




GI 


none 






Score 


250 




Exons 


53518. . 


53895, 53522 


.53884 








Q^rr KF/-s 
— w ^ * ^ * 


o r\ o i i 
_j \j x x 






Seq. ID 


OJ990529_32.9919. 


C3 


Gene No. 


62387 






Strand 






Start 


53413 






End 


64047 





30065 



Name 

Start 

GI 

Exons 



0 J99052 9_32 . 991 9 . C3 . ol . ts Method TBLASTX : Soybean 

53594 End 54380 

none Score 224 

53594 . .53875, 53596 . . 53913, 53996 54 370 , 53997 54245, 

54312. .54380 



Seq.- No. 30211 Seq. ID 

Gene No. 62387 ' Strand 

Start 53413 End 

Name OJ990529_32. 9919 . C3 . o9 . tm Method 

Start 54077 End 

GI none Score 

Exons 54077. .54346, 54078.. 54374 



OJ990529_32. 9919.C3 
64047 

TBLASTX: Maize 

54374 

90 



Seq. ID 
Strand 
End 

Method 
End 
Score 

55926 

57238 



OJ990529 32. 9919. C3 



Seq. No. 30211 
Gene No. 62387 
Start 53413 

Name OJ99052 9_32 . 9919 . C3 . 08 . np 

Start 55405 
GI 4538905 

Exons 55405. .55612, 557 17 .. 55838 , 

56829. .56878, 57038 .. 57 118 , 
58020.. 58096 

GI Descrip.- (AL049482) putative protein [Arabidopsis thaliana] 



64047 
AAT/NAP 
58096 
992 

55982, 56557. 
57337, 57421. 



56707, 
57540, 



Seq. No. 30211 
Gene No. 62387 
Start 53413 

Name OJ990529_32 . 9919 . C3 . o2 . tc 

Start 55408 
GI none 

Exons 55408. .55581, 554 11 .. 55608 , 

55719. .55844, 55732 .. 55839, 
56561. .56707, 56828.. 56863 



Seq. ID 
Strand 
End 

Method 
End 
Score 

55421 

55923 



OJ990529 32. 9919. C3 



64047 

TBLASTX: Cress 
56863 
85 

55612, 55479. .55625, 
55988, 56557. .56703, 



Seq. No. 30211 

Gene No. 62387 

Start 53413 

Name OJ990529__32 . 9919 . C3 . o2 . ts 

Start 55510 

GI none 

Exons 55510. .55611, 55511 .. 55612 , 
55923. .55988 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_32.9919.C3 
64047 

TBLASTX: Soybean 

55988 

109 



55719. .55844, 55723 .. 55872 , 



Seq. No. 30211 
Gene No. 62387 
Start 53413 

Name OJ990529_32 . 9919 . C3 . o4 . tm 

Start 56569 - ; 

GI none 
Exons 56569. 

56826. 

57035. 

57424. 



.56706, 
.56882, 
.57139, 
.57540, 
. 58232 , 



56570. .56707, 
56827. .56883, 
57214. .57345, 
57629. .57691, 
61365 . . 61418, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
56570. .56713, 
56943. .57119, 
57224 . .57343, 
58016. .58084, 
61366. . 61425 



OJ990529 32. 9919. C3 



64047 

TBLASTX : Maize 
61425 
198 

56823. .56879, 
57026. .57139, 
57408. .57545, 
58019. .58084, 



Seq. No. 



30211 



Seq. ID OJ990529 32. 9919. C3 



30066 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62387 Strand 

53413 End 

OJ990529_32. 9919.C3.o4 . tc Method 

57050 End 

none Score 



64047 

TBLASTX: Cress 

58084 

74 



57050. .57139, 57209 5734 3, 57214 5734 5, 574 08 .. 5754 5, 
57421. .57528, 58019.. 58084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30211 Seq. ID 

62387 Strand 

53413 End 

OJ990529_32. 9919 . C3 . o5 . gp Method 

57077 End 

2309827 Score 



OJ990529_32.9919.C3 

64047 
AAT/GAP 
57545 
403 



57077. .57118, 57235 .. 57337 , 57421. .57545 

4538905/emb | CAB3964 2 . 1 | 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30211 Seq. ID 

62387 Strand 

53413 End 

OJ990529_32. 9919 . C3 . 06 . gp Method 

57160 End 

2309827 * . Score 



OJ990529_32.9919.C3 

64047 
AAT/GAP 
57540 
353' 



57160. .57180, 57238 .. 57337 , 57421.. 57540 

4538905/emb|CAB39642.1| 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] 



30211 
62387 
53413 

OJ990529_32. 9919 . C3 . o7 . ts 
57271 
none 



Seq. ID OJ990529_32.9919.C3 
Strand 
End 

Method 
End 
Score 



64047 

TBLASTX: Soybean 
61418 
60 

57271. .57336, 57284 .. 57337 , 57408 .. 57545, 57421 .. 57531, 
58019. .58084, 61365. .61418 

30211 
62387 
53413 . 

OJ990529_32.9919.C3.o7.gp 
58016 
2309827 
58016. .58080 

4538905/emb | CAB39642 . 1 1 5 . 
[Arabidopsis thaliana] 

30212 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_32. 9919.C3 

64047 
AAT/GAP 
58080 
87 



Oe-36 (AL049482) putative protein 



62388 Strand 

1 End 

OJ990529_32 . 9919 . C4 . ol . np Method 

1 End 

81286 Score 
1. .474, 1452. .1584 

extensin - Vol vox carteri (fragment) 

(X65165) extensin [Volvox carteri] 



Seq. ID OJ990529_32. 9919.C4 



+ 

1584 
AAT/NAP 
1584 
236 

gii 21992 | emb | CAA4 6283 | 



30067 



Seq. No. 


30212 


Seq. ID 


OJ990529_32.9919.C4 


Gene No. 


62388 


Strand 


+ 




i 
± 




X D O fi 


Name 


OTQQn c i9Q "39 QQ1 Q CA r\1 rr<s 


pie unou 






D 4 


Lna 


R ^ Q 


uX 


none 


Score 






64 c c q 

U *i • i J J J . 1 






Seq. No. 


30212 


Seq. ID 


OJ990529_32. 9919.C4 


Gene No. 


62389 


Strand 




Cf a rt 

o Lai. l 


1271 


End 


2114 


Name 




Method 


GENSCAN 


C4-3 y--j- 

OLdl L 


19 71 ~~ 

X Z. / X 


End 


1973 


\j x 


none 


Score 


.59 


XT' v ^ o o 


1971 1^9*3 1407 1 /1QQ 1 c/c 


.1655, 1760. .1862, 1911. .1973 


OCVjt IN • 


^D9 1 9 


Seq. ID 


OJ990529_32.9919.C4 


Conp Mo 


62389 


Strand 




Start 


1271 


End 


2114 


Name 


OJ990529 32.9919.C4.o2.np 


Method 


AAT/NAP 


D Lai L 


1508 


End 


2114 


C T 


6523547 


Score 


172 


Hi XUllb 


1508. .2114 






C T V\ d o >~ i r""i 

ul UcbCIip. 


' (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 






oeq . no . 


30213 


Seq. ID 


OJ990529_32.9919.C5 


Gene No. 


62390 


Strand 


+ 


Start 


1 


End 


6814 


Name 


OJ990529 32.9919.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6814 


GI 


6466937 


Score 


2164 


Exons 


1..77, 2672. .6814 







GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No^ . 30213 ' Seq. ID 

Gene No. 62390 Strand 

Start 1 End 

Name OJ990529_32 . 9919 . C5.ol.gs Method 

Start 456 End 

GI none Score 
Exons 



OJ990529_32.9919.C5 

+ 

6814 
GENSCAN 
6778 
.86 



456. .557, 2350. .2536, 2655. .3241, 3257 5026, , 5120 .. 677? 



Seq. No. 30213 
Gene No. 62391 
Start 10627 

Name OJ990529_32 . 9919 . C5 . o3 . gs 

Start 10627 
GI none 
Exons 10627 
13383 

15626, . 15690, 15859 



10672, 10749. 
13617, 13849. 



Seq. ID OJ990529_32.9919.C5 
Strand + 
End 16175 
Method GENSCAN 
End 16175 
Score .52 
10839, 11709. .11952, 12015 .. 12130, 
13992, 14044. .14108, 14258 .. 14590, 
15965, 16035. .16175 



Gene No. 
Start 



62392 
17772 



Seq. ID OJ990529_32.9919.C5 
Strand + 
End 17995 



30068 



Name 


OJ990529 32. 9919. C5 


.o2.gp 


Method 


AAT/GAP 


Start 


17772 




End 


17995 


GI 


8022 1.R1084 




Score 


336 


Exons 


17772. .17995 








GI Descrip. 


1 50914 96/dbj | AB023482 . 2 | AB023482 3 . Oe 


-37 Oryza sativa genomi 




DNA. rhrnmosriTTiP f> 


clone P0680A03, complete sequence 1 


Seq. No. 


30213 




Seq. ID 


OJ990529_32.9919.C5 


Gene No. 


62393 




Strand 


+ 


Start 


21800 




End 


28177 


Name 


OJ990529 32 9919. C5 


. o4 . gs 


Method 


GENSCAN 


Start 


21800 ~ 




End 


28177 


GI 


none 




Score 


.68 


Exons 


21800. .21867, 23776 


. .26687, 


27145. .27525, 27843. .28177 


Seq. No. 


30213 




Seq. ID 


OJ990529_32. 9919.C5 


Gene No. 


62393 - 




Strand 


+ 


Start 


21800 




End 


28177 


Name 


KJ\J Z* Z> \J *J Z> ~J * Z> J- Z? • *-> 


. o2 . np 


Method 


AAT/NAP 


Start 


23807 _ 




End 


27600 


GI 


2982452 




Score 


1793 


Exons 


23807 23866 23948 


. .25174, 


254 00. .26715, 27111. .27 600 


GI Descrip. 


(AL022223) receptor 


protein 


kinase-like protein [Arabidopsis 




thaliana] 








Seq. No. 


30213 




Seq. ID 


OJ990529_32. 9919.C5 


Gene No . 


62394 




Strand 


+ 


Start 


31521 




End 


35128 


Name 


OJ990529 32. 9919. C5 


. o3 . np 


Method 


AAT/NAP 


Start 


31440 




End 


35128 


GI 


3287682 




Score 


971 


Exons 


31440. .31571, 31695 


. .31867, 


32572. .33343, 33449. .33526, 




33630. .33755, 33984 


. .34201, 


34633. . 34 E 


i77, 34989.. 35128 


GI Descrip. 


(AC003979) Strong similarity 


to gb|M97657 poly (A) -binding 




protein (PABP5) from A. thaliana. [Arabidopsis thaliana] 


Seq. No. 


30213 




Seq. ID 


OJ990529_32. 9919.C5 


Gene No. 


62394 




Strand 


+ 


Start 


31521 




End 


35128 


Name 


OJ990529 32. 9919. C5 


. o5 . gs 


Method 


GENSCAN 


Start 


31521 




End 


34846 


GI 


none 




Score 


. 93 


Exons 


31521. .31863, 32568 


.33343, 


33630. .33719, 34628. .34846 


Seq. No. 


30213 




Seq. ID 


OJ990529_32.9919.C5 


Gene No. 


62395 




Strand 




Start 


8087 




End 


8265 


Name 


OJ990529 32. 9919. C5 


o2 .gs 


Method 


GENSCAN 


Start 


8087 




End 


8265 


GI 


none 




Score 


.59 


Exons 


8087. .8208, 8235. .8265 






Seq. No. 


30213 




Seq. ID 


OJ990529_32.9919.C5 


Gene No. 


62396 




Strand 




Start 


9412 




End 


9461 


Name 


OJ990529 32. 9919. C5. 


o9. tm 


Method 


TBLASTX: Maize 


Start 


2668 




End 


2896 



30069 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2668. .2895, 

30213 
62396 
9412 

OJ990529 L 32. 

3977 

none 

3977. .4459, 

30213 
62396 
9412 

OJ990529_32. 

4016 

none 

4016. .4216 



Score 197 



2669. .2896 



9919.C5.ol.tw 



4081. .4416, 4136. 



9919.C5.o5.ts 



Seq. ID OJ990529_32. 9919.C5 
Strand 

9461 

TBLASTX: Wheat 
4459 
390 



End 

Method 
End 
Score 
.4426 



Seq. ID OJ990529_32. 9919.C5 
Strand 

End 9461 

Method TBLASTX : Soybean 

End 4216 

Score 220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30213 
62396 
9412 

OJ990529_32, 

4028 

none 

4028. .4513, 

30213 
62396 
9412 

OJ990529_32. 

4436 

none 

4436. .4786 



9919.C5.o3.tm 



4108. .4509 



9919.C5.o3.ts 



Seq. ID OJ990529_32. 9919.C5 
Strand 

End 9461 

Method TBLASTX : Mai ze 

End 4513 

Score 4 96 



Seq. ID OJ990529_32 . 9919.C5 
Strand 

End 94 61 

Method TBLASTX : Soybean 

End 4786 

Score 311 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30213 
62396 
9412 

OJ990529_32. 

4508 

none 

4508. .4786, 



9919.C5.o4 .tw 



4772. .4906 



Seq. ID OJ990529_32. 9919.C5 
Strand 

End 9461 

Method TBLASTX: Wheat 

End 4906 

Score 233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30213 
62396 
9412 

OJ990529_32. 

4589 

none 

4589. .5005, 

30213 
62396 
9412 

OJ990529_32. 

5108 

none 



9919.C5.o4 . tm 



Seq. ID OJ990529_32. 9919.C5 
Strand 

End 9461 

Method TBLASTX :Maize 

End 5005 

Score 480 



4718. .4810, 4729. .4965, 4898. .4975 



9919.C5.o8.tm 



Seq. ID OJ990529_32. 9919.C5 
Strand 

End 9461 

Method TBLASTX: Maize 

End 5401 

Score 172 



30070 



Exons 



5108. .5233, 5119. .5214, 5267. .5401 



Seq. No. 30213 

Gene No. 62396 

Start 9412 

Name OJ990529J32 . 991 9 . C5 . o4 . ts 

Start 5533 

GI none 

Exons 5533.. 5874, 5552.. 5875 



Seq. ID OJ990529__32. 9919.C5 
Strand 

End 94 61 

Method TBLASTX : Soybean 

End 5875 

Score 292 



Seq. No. 


30213 










0 1 TQQfl c i9Q ^9 QQ1 Q 




Gene t 


62396 








on di in 






Start 


9412 








FnH 


y f± d x 




Name 


OJ990529 32 


. 9919 . 


C5 . o5 . 


tm 


I iG L11UU 


TRT ZiQTY • Ma i 70 
1 D lj.riO 1 A . L v ia. lZc 




Start 


5543 ~~ 








FnH 


OIU J 




GI 


none 








Score 


fi D y 




Exons 


5543 . . 6103, 


5608 . 


. 6102 










Seq. No. 


30213 








Seq. ID 


OJ990529_32.9919. 


C5 


Gene No. 


62396 








Strand 






Start 


9412 








End 


9461 




Name 


OJ990529 32 


.9919. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5723 








End 


6304 




GI 


none 








Score 


175 




Exons 


5723. .5971, 


5731. 


.6054, 


6014. 


.6304 






Seq. No. 


30213 








Seq. ID 


OJ990529_32. 9919. 


C5 


Gene ' No . 


62396 








Strand 






Start 


9412 








End 


9461 




Name 


OJ990529 32 


.9919. 


C5.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


6397 








End 


6748 




GI 


none 








Score 


302 




Exons 


6397. .6747, 


6398. 


.6748 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990529 32. 9919. C5 



30213 Seq. ID 

62396 Strand 

9412 End 9461 

OJ9905*29_32.9919.C5.ol.gp Method AAT/GAP 

9412 End 9461 

77434_1.R1084 Score 85 
9412. .9461 

'2827528/emb|CAA16536.1| 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



30213 
62397 
24178 

OJ990529_32.9919.C5, 

24178 

none 

24178. .24474, 24181, 
24194. .24376, 24197. 
24332. .24481, 24476. 
24493. .24654, 24560. 
24565. .24729, 24605. 
24671. .24859, 24683. 
24752. .25165, 24827. 



06 . tm 



.24444, 
.24448, 
.24580, 
.25009, 
.25081, 
.24937, 
.24922, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

24194 

24202 

24476 

24560 

24611 

24683 



OJ990529 32. 9919. C5 



27494 

TBLASTX: Maize 
25741 
125 

24481, 24194. .24430, 
24432, 24242 . .24481, 
24721, 24488. .24937, 
24808, 24565. .24804, 
24883, 24637. .24834, 
25081, 24722. .25027, 



24 8 99. .25162, 24 913. .25236, 



30071 






24913. 


.25191, 


24916. 


.25305, 


24940. 


.25233, 


25223 


. .25666, 




25223. 


. 25387, 


25223. 


.25381, 


25226. 


.25513, 


25232 


. . 2 5 "4 2 6 , 




25259. 


. 25657, 


25259 . 


. 25516. 


25265. 


.25513, 


25313 


. .25504 




25331 . 


25669, 


25331 . 


. 25603, 


25403. 


.25672, 


25423 


. . 25512 




25538. 


.25669, 


25573. 


.25668, 


25598. 


.25702, 


25697 


. . 25741, 




25709. 


.25735, 


25709. 


. 25735, 


25714 . 


.25740 






Seq. No. 


30213 








Seq. 


ID OJ990529 


32 . 9919 


Gene No . 


62397 








Strand 






Start 


24178 








End 


27494 




Name 


OJ990529 32. 9919. C5. 


o2 . ts 


Method TBLASTX: 




Start 


24188 








End 


27461 




GI 


none 








Score 80 








24188. 


.24286, 


24188. 


24865. 


24197. 


.24481, 


24335 


. . 24937, 




24479. 


.25114, 


24559. 


. 24819, 


24566. 


.25159, 


24602 


. . 25009, 




24620. 


.25162, 


24634. 


. 24834, 


24674. 


.25081, 


24746 


. . 25156, 




24788. 


.24907, 


24890. 


. 25162, 


24913. 


.25161, 


24919 


. . 25368, 




24919. 


.25224, 


25004. 


. 25123, 


25129. 


.25296, 


25223 


. . 25588, 




25223. 


.25663, 


25223. 


25612, 


25223. 


.25669, 


25223 


. . 25666. 




25223. 


.25339, 


25244 . 


.25657, 


25250. 


.25732, 


25274 


. .25669, 




25292. 


.25396, 


25322. 


.25672, 


25340. 


.25657, 


25388 


. .25666, 




25418. 


.25672, 


25508. 


. 25627, 


25532. 


.25669, 


25570 


. . 25668, 




25580. 


.25738, 


25709. 


. 25741, 


25847. 


.25933, 


26134 


26292, 




26135. 


.26308, 


26321. 


.26473, 


26350. 


.26442, 


26462 


. . 26734, 




26477 . 


.26650, 


26671. 


.26709, 


27143. 


.27289, 


27144 


. . 27281> 




27359. 


.27442, 


27360. 


. 27461 










Sea No 


30213 








Seq. 


ID OJ990529 


32 . 9919 


Gpnp No 


62397 








Strand 






Start 


24178 








End 


27494 




Name 


OJ990529 32. 9919. C5. 


o2 . tc 


Method TBLASTX :( 


Zr es s 


Start 


24194 








End 


27236 




GI 


none 








Score 72 






Exons 


24194 . 


.24400, 


24194 . 


. 24286, 


24194. 


.24481, 


24194 


24430, 




24200. 


.24436, 


24200. 


.24481, 


24203. 


.24457, 


24215 


. .24457, 




24227. 


.25153, 


24488 . 


. 24949, 


24493. 


.24810, 


24494 


. .24793, 




24563. 


.25165, 


24563. 


.24937, 


24602. 


.25009, 


24674 


25081. 




24692. 


.25162, 


24743. 


. 24916, 


24746. 


.25153, 


24962 


25162 




25034. 


.25441, 


25034 . 


25156, 


25048. 


.25170, 


25048 


25224 




25213. 


.25368, 


25223. 


.25387, 


25223. 


.25585, 


25223 


. .25657, 




25223. 


.25669, 


25223. 


.25657, 


25229. 


.25420, 


25250 


. .25657, 




25274 . 


.25669, 


25285. 


.25368, 


25285. 


.25368, 


25319 


25555, 




25337. 


.25669, 


25391. 


25666, 


25394. 


.25612, 


25426 


25512, 




25547. 


.25741, 


25630. 


.25662, 


26144 . 


.26473, 


26149 


26265. 




26327. 


.26464, 


26477. 


.26734, 


26497. 


.26643, 


26671 


. .26709, 




27143. 


.27235, 


27144. 


. 27236 










Sea No 


30213 








Seq. 


ID OJ990529 


_32.9919 




62397 








Strand 






Start 


24178 








End 


27494 




Name 


OJ990529 32. 9919. C5. 


06 . tw 


Method TBLASTX : Wheat 


Start 


24347 








End 


25654 




GI 


none 








Score 68 






Exons 


24347. 


.24481, 


24698. 


.24862/ 


24781 . 


.24819, 


24782 


. .24934, 




24800. 


.25006, 


24854. 


.25006, 


24944 . 


.25144, 


24946 


. .25143, 




25070. 


.25165, 


25088. 


.25162, 


25223. 


.25366, 


25223 


. .25372, 




25304. 


.25510, 


25376. 


.25582, 


25454 . 


.25654 







30072 



Seq. No. 


30213 






Gene No. 


62397 






Start 


24178 






Name 


OJ990529 32. 9919. C5. 


\J c * t_nt 


Of- o r +- 


26143 






CT 


none 






F.xons 

1-J <V 1 1 O 


26143. 


.26292, 26144. 


. 26293, 




26462. 


.26734, 26462. 


0 67 1 0 


Seq. No. 


30213 






Gene No. 


62397 






o Lai L 


24178 






Name 


OJ990529 32. 9919. C5. 


U J . u w 




26333 






o x 


none 






R von <=; 


26333. 


.26479, 26463. 


. 26651, 




26479. 


.26712, 26497. 


. tL \J O *i _7 


Seq. No. 


30213 






UCilC 1NU • 


62397 






OUaiL 


24178 






Name 


OJ990529 32. 9919. C5. 




OLdl L 


27236 






O X 


none 






Hi AUIlo 


27236. 


.27490, 27237. 


91 A QA 


o e q . LM U . 


30213 






bene ino . 


62398 






Start 


31701 






Name 


OJ990529 32. 9919. C5 . 


ol. tc 


Start 


31701 






O -L 


none 






Li AU1 1 O 


31701. 


.31817, 31815. 


. J J. O \J , 




32669. 


.32914, 32686. 


?9 R S Q 

. JZ, O J 7 ; 




33298. 


.33360, 33448. 


. 33525 , 




33449. 


.33529, 33449. 


. ^> _> J J f 


Can K]/-> 
o fcr q . IN U • 


30213 








62398 






Start 


31701 






Name 


OJ990529 32. 9919. C5. 


ol . tm 


Start 


31701 






ul 


none 






Exon s 


31701. 


.31817, 31701. 


. JlO J<L/ 




32567. 


.33346, 32672. 


"3 2 Q1 7 




32950. 


.33192, 33123. 


. 33293, 




33636. 


.33704, 33642. 


• jO f ID 


Qpn Mo 


30213 






Gene No. 


62398 






Start 


31701 






Name 


OJ990529 32. 9919. C5. 


ol.ts 


Start 


31701 






GI 


none 






Exons 


31701. 


.31817, 31815. 


.31862, 




32672. 


.32914, 32686. 


.32871, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 32. 9919. C5 



27494 

TBLASTX: Maize 
27218 
170 

26327. .26461, 26350 .. 264 42, 
27144. .27218 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990529_32. 9919.C5 
27494 

TBLASTX: Wheat 

26712 

99 



26477. .26710, 26477 .. 26641 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529_32. 9919.C5 
27494 

TBLASTX: Cress 

27494 

348 



OJ990529 32. 9919. C5 



33716 

TBLASTX: Cress 
33716 
86 

33186, 32567. .33346, 
33211, 33267. .33344, 
33528, 33449. .33529, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31815 

32686 



OJ990529 32. 9919. C5 



33716 

TBLASTX: Maize 
33716 
108 

31862, 32563. .33186, 
32931, 32906. .33211, 



33448. .33516, 334 4 9 .. 33529, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32545 

32906 



OJ990529 32. 9919. C5 



33716 

TBLASTX : Soybean 
33716 
102 

33183, 32567. .33346, 
33211, 32950. .33192, 



30073 



33250. .33345, 33448 33516, 33642. .33716 



Seq. No. 30213 

Gene No. 62398 

Start 31701 

Name OJ990529_32 . 9919 . C5 . o2 . tw 

Start 32672 

GI none 
Exons 



Seq. ID OJ990529_32.9919.C5 
Strand 

End 33716 

Method TBLASTX : Wheat 

End 33529 

Score 138 



32672. .32917, 32 672 3274 9, 3268 6 32889, 32915 .. 33022 , 
32935. .33186, 32 939 33331 , 3294 1 33021 , 33253 .. 33324 , 
33449. .33529 



o s q . in o . 


30214 




Seq. ID 


OJ990519_20. 9924 .CI 


bsne no . 


62399 




Strand 


+ 


otart 


491 




End 


1129 


Name 


OJ990519 20.9924.Cl.ol.np 




Method 


AAT/NAP 


OLalt 


491 




End 


1129 




2498930 




Score 


732 


Exons 


491. .550, 718. .1129 








GI Descrip. 


DORSAL- VENTRAL PATTERNING 


PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


beq . no . 


30215 




Seq. ID 


OJ990519_20. 9924 .C4 


Gene No . 


62400 




Strand 






262 




End 


446 


Name 


OJ990519 20.9924.C4.ol.tm 




Method 


TBLASTX: Maize 


Start 


29 




End ' 


413 


GI 


none 




Score 


183 




29. .208, 58. .159, 67. .237, 


71 


..205, 357. .413, 359. .412 


beq . ino . 


30215 




Seq. ID 


OJ990519_20. 9924.C4 


bene ino . 


62400 




Strand 




Of 3 >-+" 

onar l 


262 




End 


446 


Name 


OJ990519 20.9924.C4.ol.gs 




Method 


GENSCAN 


ot ar l 


262 




End 


446 


GI 


none 




Score 


.85 


Exons 


262. .446 








beq. no. 


30216 




Seq. ID 


OJ990519_20.9924.C6 


Gene No. 


62401 




Strand 


+ 


Start 


196 




End 


400 


Name 


OJ990519 20.9924.C6.ol.gs 




Method 


GENSCAN 


Start 


196 




End 


400 


GI 


none 




Score 


.88 


Exons 


196. .400 








Seq. No. 


30217 




Seq. ID 


OJ990519_20.9924.C7 


Gene No. 


62402 




Strand 


+ 


Start 


1 




End 


688 


Name 


OJ990519 20.9924.C7.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


688 


GI 


6815052 




Score 


492 


Exons 


1..165, 247. .321, 603. .688 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


30217 




Seq. ID 


OJ990519_20. 9924 . C7 


Gene No. 


62402 




Strand 


+ 



30074 




C4- a >-f 


i 

X 


FnH 


(TOO 




Name 


PiTQQORIQ 90 QQ94 P7 r\1 no 


KA +■ V» i^i/^ 






O La. XT L. 


1 z 


Hina 


DO X 




P T 


none 


Score 


. O 0 






19 1 fiR 947 ^91 60^ fiftl 








Seq. No. 


30218 


Seq. ID 


OJ990519 20.9924 


.Cll 


Gene No. 


62403 


Strand 


+ 




OLal L 


909 


Hi 1 Id 


H -7 0 




Name 


P)TQQnmQ 90 QQ0A Pi 1 n1 rrc 
UJ 5 Jl" Z U • .7 _?Z *± .VwXX.OX . y o 




P P M C p 7\ M 






909 ~~ 
zuz 


Cilia 


fl :?o 




PT 
ol 


none 


Score 






U 1 v /^i t^i o 


909 








Seq. No. 


30219 


Seq. ID 


OJ990519_20.9924 


.C16 


Gene No. 


62404 


Strand 






OLalL 


7 9 
/ Z 


EjI IvJ. 


9^7 

Z O / 




Name 


PiTQQOmQ 90 QQ94 PI £ n1 nc 


rJfc; UI1UU 


o Ej IN O OraiN 






7 9 ~~ 
/ z 


EjIIU. 


9^7 
Z O / 




p, t 


none 


Score 


c. o 

• J J 




Exons 


7 9 9 "3 7 








o e q . ln o . 


0 UZ Z U 


oeq . x v 


PiTQQORIQ 90 QQ9/1 

uuyyuDiy zu.yyz4 


P1 Q 


uene lno . 


£9 A 0 R 
OZ 4Uj 


o trana 


1 




Start 


6444 


End 


13041 




Name 


OJ990519 20. 9924.C18.ol.np 


Method 


AAT/NAP 




Q+- a -r-t- 
O Ldl £. 


6444 


End . 


1 ^0 ZI 1 
X O U ft X 




P T 
(aX 


5091513 


Score 


i / on 
1 4i o U 




Exons 


6444. .6470, 9275. .9900, 10654. 


.11387, 


114140.. XX / DO, 






12218. .12421, 12573. .13041 








oj. uescrip. 


(AB023482) Hypothetical protein [Oryza 


sat i va J 




o e q . LN o . 


30220 


Seq. ID 


PTQQO^IQ 90 QQ9/I 

ujyyuoiy zu.yyz4 


PI Q 


P,d n d NI c\ 
uCnc LNL> . 


62405 


Strand 


+ ~ 




Start 


6444 


End 


13041 




Name 


OJ990519 20.9924.C18.ol.gp 


Method 


AAT/GAP 




uLdi I 


7565 


End 


7782 






8022 1.R1084 . 


Score 


288 




Exons 


7565. .7782 








P_ T Ho cpti n 
\J J. Uc o t-I. -X£-> • 


' 50*914 96/dbj | AB0234 82 . 2 | AB023482 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




oeq. in o . 


30220 


Seq. ID 


OJ990519_20.9924 


C18 


UC11C LN vO • 


62405 


Strand 


+ 




Start 


6444 


End 


13041 




Name 


OJ990519 20. 9924 .C18.o2.gp 


Method 


AAT/GAP 




OLqi L 


7781 


End 


8088 




P T 
UX 


72524 1.R1084 


Score 


428 




TP w r^i o 


7781. .8088 








P T" dc r>n v~\ 

\j± UcbLIip. 


1 50914 96/dbj I AB0234 82 . 2 | AB0234 


82 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


30220 


Seq. ID 


OJ990519__20. 9924 . 


C18 


Gene No. 


62406 


Strand 


+ 




O-l , —-»- 

uLai L 


14 351 


End 


14600 




Name 


OJ990519 20. 9924 .C18.o3.gp 


Method 


AAT/GAP 




Start 


14351 


End 


14600 





30075 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3761181 Score 404 

14351. .14600 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



30220 Seq. ID 

624 07 Strand 
15875 End 
OJ990519_20. 9924 .C18 .o5.gs Method 
15875 End 
none Score 

15875. .15900, 16226 .. 1634 9, 19107 

20660. .20864, 218 95 .. 22116, 24029 



OJ990519_20. 9924 .C1E 
+ 

24090 
GENSCAN 
24090 
.54 

19339, 19525. 
24090 



19642, 



30220 Seq. ID 

62408 Strand 

25690 End 

OJ990519_20. 9924 .C18.o4 .gp Method 

25596 End 

55683JL.R1084 Score 
25596. .26050 

'4521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ990519_20. 9924 .CU 
+ 

34040 
AAT/GAP 
26050 
872 



30220 
62408 
25690 

OJ9 9051 9_20. 9924 .C18.o6.gs 
25690 
none 
25690. 
26990. 
30377. 



.26121, 26342. .26442, 
,27280, 29222. .29361, 
.30470, 33929. .34040 



30220 
62408 
25690 

OJ990519_20. 9924 .C18.o3.np 

26011 

6728879 

26011. .26121, 26342. .26442, 
27018. .27280, 2 9222 .. 29361 , 
2987 2. .29986, 30127. .30288, 



Seq. ID OJ990519_20. 9924 .C1E 

Strand + 

End 34040 

Method GENSCAN 

End 34040 

Score .82 
26537. .26623, 26723. .26873, 
29440. .29551, 29872 .. 30016, 



Seq. ID OJ990519_20. 9924 .CU 

Strand + 

End 34040 

Method AAT/NAP 

End 30516 

Score 409 
26507. .26623, 2 6723 .. 26873 , 
29446. .29631, 2 9723 .. 2 97 95 , 



30377. .30516 



GI Descrip. (AC008113) F12A21.7 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



30220 Seq. ID 

62408 Strand 

25690 End 

OJ990519_20.,9924 .C18 .o5.gp Method 

31847 End 

85912JL.R1084 Score 
31847. .31902, 324 00. .3277 0 

, 4324617/gb|AF106619|AF106619 4.0e-36 Cloning vector pDR1149 
complete sequence 1 



OJ990519_20.9924.C18 
+ 

34040 
AAT/GAP 
32770 
764 



30220 
62409 



Seq. ID 
Strand 



OJ990519 20. 9924 .C18 



30076 




Start 


1945 






End 


6333 






Name 


OJ990519 20.9924.C18 


. o2 . gs 


Method 


GENSCAN 






Start 


1945 






End 


6333 






GI 


none 






Score 


.52 






Exons 


1945. , 


.2192, 2276. .2476, 2711. .3290, 3583. .3731, 


3736. .3924, 




4019. , 


.4276, 4640. .48 


56, 5364. .5401, 5448. .5556, 


5686. .5751, 




6331. , 


.6333 












Seq. No. 


30220 






Seq. ID 


OJ990519 


20. 9924 


. C18 


Gene No. 


62410 






Strand 








Start 


12533 






End 


12981 






Name 


OJ990519 20.9924.C18 


. o4 . gs 


Method 


GENSCAN 






Start 


12533 






End 


12981 






GI 


none 






Score 


. 8 






Exons 


12533, 


;. 12650, 12902. 


. 12981 










Seq. No. 


30220 






Seq. ID 


OJ990519 


20 . 9924 


. C18 


Gene No. 


62411 






Strand 








Start 


15031 






End 


164 56 






Name 


OJ990519 20.9924.C18 


. o2 . np 


Method 


' AAT/NAP 






Start 


15031 






End 


16456 






GI 


58520E 


U 




Score 


79 






Exons 


15031. 


..15114, 16430. 


. 16456 










GI Descrip. 


(AL117264) zwh0007.1 


[ Or y za 


sativa] 








Seq. No. 


' 30220 






Seq. ID 


OJ990519 


20 9924 




Gene No . 


" 62412 






Strand 








Start 


34878 






End 


38150 






Name 


OJ990519 20.9924.C18 


. o2 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


20744 






End 


26836 






GI 


none 






Score 


67 






Exons 


20744 . 


.20830, 26061. 


. 26120, 


26062. .26211, 26339 


. .26392, 






26341. 


.26394, 26369. 


.2644 9, 


26507. .26623, 26535 


. .26621, 






26715. 


.26834, 26720. 


26836 










Seq. No. 


30220 






Seq. ID 


OJ990519_ 


_20.9924, 


. C18 


Gene No. 


62412 






Strand 








Start 


34878 






End 


38150 






Name 


OJ990519 20.9924.C18 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


29438 






End 


29635 






GI 


none 






Score 


247 






Exons 


29438. 


.29632, 29454. 


29630 


29455. .29631, 29489 


. .29635 




Seq. No. 


30220 






Seq. ID 


OJ990519_ 


_20. 9924 . 




Gene No . 


62412 






Strand 








Start 


34878 






End 


38150 






Name 


OJ990519 20.9924.C18 


. o7 . gs 


Method 


GENSCAN 






Start 


34878 






End 


38150 






GI 


none 






Score 


.46 






Exons 


34878. 


.34950, 36214. 


.36341, 


37138. .37352, 37695, 


. .37819, 






38050. 


.38150 










Seq. No. 


30221 






Seq. ID 


OJ990519 


_20. 9924 . 


C19 


Gene No. 


62413 






Strand 


+ 






Start 


199 






End 


904 






Name 


OJ990519 20.9924.C19 


. ol . gs 


Method 


GENSCAN 






Start 


199 






End 


904 







30077 




GI 


none 


Q /-> y fa 






ill A. VJ 110 


X _7 _7 . * £. *J \J f 1 *J . . ^U 1 : 








Qpn Mr* 


30221 


JC^ . X u 


O.TQQflSI Q 90 QQ94 


PI Q 


Gene No. 


62414 


Strand 






Start 


1 


End 


1201 




Name 


OJ990519 20.9924 .C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1201 




GI 


3283026 


Score 


61 

vj X 




pynn ^ 

l—i AVI 1 O 


1..19, 980. .1201 








VJ -J- I—' v^* v.** -X- «L» kp/ * 


(AF051562) putative transposase [Arabi 


Hoti^ i 9 fha 1 "i ^nfl 1 

UW O J_ O L.11C1J LullO. J 




Seq. No. 


30221 


Seq. ID 


OJ990519_20. 9924 


.C19 


Gene No. 


62414 


Strand 






Start 


1 


End 


1201 




Name 


OJ990519 20.9924 .C19.ol.tm 


Method 


TRT A^TY • Ma i 70 




Start 


831 


End 


1082 




GI 


none 


Score 


44 




F, von «^ 


831. .878, 834. .890, 888. .968, 


889. . 969 


QfiS 1 Oft 1 966 




Seq. No. 


30222 


Seq. ID 






Gene No. 


62415 • - 


Strand 






Start 


1 


End 


886 




Name 


OJ990519 20.9924.C20. ; ol.np 


Method 


AAT/NAP 




Start 


1 


End 


873 




GI 


3283026 


Score 


271 






1..24, 271. .873 








wX UCOUi — L^J. 


(AF051562) putative transposase [Arabidopsis thaliana] 




Seq. No. 


30222 


Seq. ID 


OJ990519_20.9924 


.C20 


Gene No. 


62415 


Strand 






Start 


1 


End 


886 




Name 


OJ990519 20. 9924 .C20.ol.tc 


Method 


TBLASTX : Cress 




Start 


73 


End 


886 




GI 


none 


Score 


61 




Rvnnq 

J—J V^/ 1 1 o 


73. .135, 237. .266, 271. .789, 


794. .886 






Seq. No. 


30222 


Seq. ID 


OJ990519_20.9924 


.C20 


Gene No. 


62415 


Strand 






Start 


1 


End 


886 




Name 


OJ990519 20.9924.C20.ol.gs 


Method 


GENSCAN 




Start 


256 


End 


804 




GI 


none 


Score 


.71 




Fi x o n s 


256. .417, 496. .804 








Seq. No. 


30222 


Seq. ID 


OJ990519_20. 9924 


.C20 


Gene No. 


62415 


Strand 






Start 


1 


End 


886 




Name 


OJ990519 20. 9924 .C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 51 


End 


792 




GI 


none 


Score 


39 




Exons 


451. .564, 451. .639, 539. .637, 


676. .777 


, 714 . .785, 715. .792 


Seq. No. 


30223 


Seq. ID 


OJ990519_20.9924 


.C21 


Gene No. 


62416 


Strand 


+ 




Start 


243 


End 


551 




Name 


OJ990519 20. 9924 .C21.ol.gs 


Method 


GENSCAN 





30078 



Start 
GI 

Exons 



243 
none 

243. .305, 348. .551 



End 
Score 



551 
.78 



OJ990519_20. 9924 .C21 
+ 

7824 
AAT/NAP 
7824 
361 



Seq. No. 30223 Seq. ID 

Gene No. 62417 Strand 

Start 3178 End 

Name OJ990519_20 . 9924 . C21 . o2 . np Method 

Start 3178 End 

GI 6069646 Score 

Exons 3178.. 3263, 6302.. 6371, 6838. .7824 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


30223 








Seq. ID 


OJ990519_20. 


, 9924 


.C21 


Gene No. 


62418 








Strand 








Of- a r f 


9 4 09 








End 


7499 






Name 


D.TQQ0R1 Q 90 


. 9924 


.C21.o2 


.gs 


Method 


GENSCAN 






^ f- ^ r-t' 


OA f)0 _ 








End 


7499 








none 








Score 


.48 








9409 9S0R 


4862 


. .4946, 


6548. 


.6761, 7372. .7499 






Seq. No. 


30223 








Seq. ID 


OJ990519_20. 


9924 


.C21 


Gene No. 


62418 








Strand 








O L. a. J- L 


9409 








End 


74 99 .:- 






Name 


O.TQQOM Q 90 


.9924 


.C21.ol 


.np 


Method 


AAT/NAP 






OLdl L 


4 9 QQ _ 








End 


4513 






\J -L 


4 S^R 694 

*i J JO 








Score 


71 






DAUilo 


4 9 QQ 4 SI ^ 


















( A.T1 ^ ^S09 ^ 


hypothetical 


protein [Nicotiana tabacum] 






Seq. No. 


30223 








Seq. ID 


OJ990519_20. 


9924, 


.C21 


Gene No. 


62419 








Strand 








Start 


94 39 








End 


10096 






Name 


OJ990519 20 


.9924, 


.C21.o3, 


.gs 


Method 


GENSCAN 






Start 


9439 








End 


10096 






GI 


none 








Score 


. 9 






Exons 


9439. .9576, 


9745, 


. . 9887, 


10006, 


. .10096 








Seq. No. 


30223 








Seq. ID 


OJ990519_20. 


9924 . 


.C21 


Gene No. 


62420 








Strand 








Start 


10961 








End 


14317 






Name 


OJ990519 20 


. 9924 . 


,C21.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


6581 








End 


6963 






GI 


none 








Score 


152 






Exons 


6581. . 6739, 


6586. 


, .6738, 


6817. . 


.6963 








Seq. No. 


30223 








Seq. ID 


OJ990519_20. 


9924. 


,C21 


Gene No. 


62420 








Strand 








Start 


10961 








End 


14317 






Name 


OJ990519_20 


.9924. 


,C21.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


7313 








End 


10329 






GI 


none 








Score 


92 






Exons 


7313. .7369, 


7318. 


, .7368, 


7365. . 


,7721, 7373.. 7690, 774 


6. .7787, 



30079 





9955. .10011, 9964. .10011, 9967. .10161 








10025 10174 10258 


10329 








Seq. No. 


30223 




Seq. ID 


OJ990519_20. 9924 


.C21 


Gene No. 


62420 




Strand 






Start 


10961 




End 


14317 




Name 


OJ990519 20.9924.C21, 


ol . tw 


Method 


. TBLASTX: Wheat 




Start 


7368 




End 


10305 




GI 


none 




Score 


201 




i— i i o 


7368. .7538, 7647. .7694, 9976. .10011, 


10007. .10165, 10261. .10305 




30223 




Seq. ID 


OJ990519_20.9924 


.C21 


Gene No. 


62420 




Strand 






Start 






End 


14317 




Naine 


OJ990519 20.9924.C21. 


o4 .gs 


Method 


GENSCAN 




Qr a rf 

J Lai L 


10961 




End 


14317 




CJ 

\J J- 


none 




Score 


.81 




La AUl 1 O 


10961. . 11116, 11223.. 


11449, 


11591. . 11718, 12615. .12820, 






14276. . 14317 












30224 




Seq. ID 


OJ990519_20.9924 


.C22 


UC11C LNU • 


62421 




Strand 


+ 




91- art* 


11803 




End 


19175 




Name 


OJ990519 20.9924.C22. 


o4 . gs 


Method 


GENSCAN 




Start 


11803 




End 


19175 




GI 


none 




Score 


.73* 




IT von Q 
Li AUllO 


11803. .11983, 12003. . 


12129, 


12322. .12460, 12638. .12820, 






13448. .13492, 14062. . 


14409, 


15029. .15205, 15585. .15653, 






15757. . 15846, 17067.. 


17291, 


174 52. .17 607, 17 624. .17 662, 






18788. .19175 










Qprr KIo 

O ~ v.^ . LNU • 


30224 




Seq. ID 


OJ990519_20. 9924 


.C22 


fipnp No 


62421 




Strand 


+ 




Start 


11803 




End 


19175 




Name 


OJ990519 20.9924.C22. 


ol.gp 


Method 


AAT/GAP 




Start 


13167 




- End 


14294 




GI 


32381 1.R1084 




Score 


806 




F. vein 


13167 r. 13329, 13448. . 


13492, 


14062.. 14294 




Ul L-* C O ^ -L X m 


'2894378/emb|CAA74910 


.11 6. 


Oe-38 (Y14573) putative ribophorin I 




homologue [Hordeum vulgare] 


i 






O O- . L\U • 


30224 




Seq. ID 


OJ990519_20. 9924 


.C22 


G^ne JsJo . 


62421 




Strand 


+ 




Start 


11803 




End 


19175 • 




Name 


OJ990519 20.9924.C22. 


o2 . np 


Method 


AAT/NAP 




Start 


13222 




End 


16216 




GI 


2894378 




Score 


1913 




Exons 


13222. . 13329, 13448.. 


13492, 


14062. .14690, 14785 .. 14 932 , 






15029. . 15205, 15585. . 


15653, 


157 63. .158 4 6, 16058. .16216 





GI Descrip. (Y14573) putative ribophorin I homologue [Hordeum vulgare] 



Seq. No. 30224 

Gene No. 62421 

Start 11803 

Name OJ99051 9_20 . 9924 . C22 . o2 . gp 

Start 14313 

GI 2312454 



Seq. ID OJ990519_20.9924 .C22 

Strand + 

End 19175 

Method AAT/GAP 

End 14698 

Score 706 



30080 




Exons 14313. .14698 

GI Descrip. 28 94 378/emb | CAA74 910 . 1 | 2.0e-51 (Y14573) putative ribophorin I 
homologue [Hordeum vulgare] 



Seq. No. 


30224 


Seq. ID 


OJ990519_ 


_20. 9924 


. C22 


Gene No. 


62421 


Strand 


+ 






Start 


11803 


End 


19175 






Name 


OJ990519 20.9924.C22.o3.gp 


Method 


AAT/GAP 






Start 


16186 


End 


17899 






GI 


35940 1.R1084 


Score 


1329 






Exons 


1618 6. .16216, 17067. .17291, 


17452. . 17899 






GI Descrip. 


, 5918187/emb|CAB56225.1| 3.0e-58 (AJ133278) ribophorin 


I 




[Hordeum vulgare] 1 










Seq. No. 


30224 


Seq. ID 


OJ990519_ 


_20. 9924 


.C22 


Gene No. 


62422 


Strand 








Start 


40 


End 


800 






Name 


OJ990519 20 . 9924 . C22 . ol . gs 


Method 


GENSCAN 






Start 


40 ~ 


End 


800 






GI 


none 


Score 


.67 






Exons 


40. .159, 463 550. 568 696. 


734. .800 








Seq. No. 


30224 


Seq. ID 


OJ990519_ 


20.9924 


.C22 


Gene No . 


62423 


Strand 








Start 


7380 


End - 


11699 






Name 


OJ990519 20.9924 .C22.o3.gs 


Method 


GENSCAN 






Start 


7380 


End 


11699 






GI 


none 


Score 


.47 






Exons 


7380. .7501, 7783. .7857, 7939 


..8676, 8725. .8860, 


9293. . 9516, 




10892. .10986, 10991 .. 11108 , 


11390. . 11464, 11546. 


, .11699 




Seq. No. 


30224 


Seq. ID 


OJ990519_ 


20.9924 


.C22 


Gene No . 


62423 


Strand 








Start 


7380 


End 


11699 






Name 


OJ990519 20.9924 .C22.ol.np 


Method 


AAT/NAP 






Start 


7383 


End 


11699 






GI 


6815052 


Score 


2584 






Exons 


7383. .7501/ 7783. .7857, 7939 


..8676, 8725. .8860, 


9643. . 9735, 




10594. .10693, 10991 .. 11108 , 


11390. .11464, 11546. 


.11699 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30224 


Seq. ID 


OJ990519_ 


20.9924 


.C22 


Gene No . 


62423 


Strand 








Start 


7380 


End 


11699 






Name 


OJ990519 20.9924.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8915 


End 


9409 






GI 


none 


Score 


58 






Exons 


8915. .9409, 9015. .9137, 9119 


. .9385 








Seq. No. 


30224 


Seq. ID 


OJ990519_ 


20. 9924 


.C22 


Gene No. 


62424 


Strand 








Start 


13297 


End 


16219 






Name 


OJ990519 20.9924.C22.ol.tm 


Method 


TBLASTX: Maize " 




Start 


13297 


End 


16209 






GI 


none 


Score 


45 






Exons 


13297. .13332, 13429. .13533, 


13445. .13531, 14047. 


. 14439, 






14 061. .14 441, 14064 .. 14 4 41, 


14065. .14442, 14439. 


. 14690, 





30081 





14440 . 


.14691, 14446. 


. 14691, 


14447. .14695, 14774 . . 14 94 1 , 






14778 . 


.14924, 14779. 


. 14943, 


15023. .15217, 15034 .. 15219, 






15573. 


15656, 15573 


15638. 


15584. .15655, 15754. .1584 9, 






15756. 


.15848, 15763. 


. 15849, 


1604 9. . 16135, 16051. .16140, 






16055. 


.16141, 16057. 


. 16143, 


16153. . 16209, 16154. .16207 




Seq. No. 


30224 






Seq. ID 


OJ990519_20.9924 


.C22 


Gene No. 


62424 






Strand 






Start 


13297 






End 


16219 




Name 


OJ990519 20.9924.C22 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


14062 






End 


14460 




GI 


none 






Score 


75 




Exons 


14062. 


.14202, 14164. 


. 14460, 


14241. . 14459 




Seq. No. 


30224 






Seq. ID 


OJ990519_20.9924 


.C22 


Gene No. 


62424 






Strand 






Start 


13297 






End 


16219 




Name 


OJ990519 20.9924.C22 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


14218 






End 


14472 




GI 


none 






Score 


267 




Exons 


14218. 


.14472, 14230. 


.14460, 


14241. . 14471 




Sea No 


30224 






Seq. ID 


OJ990519_20. 9924 


. C22 


Gene No . 


; 62424 






Strand 






Start 


13297 






End 


16219 




Name 


OJ990519 20.9924.C22 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


14461 






End 


15115 




GI 


none 






Score 


52 




Exons 


14461. 


.14523, 14469. 


. 14522, 


14554. .14691, 14572 .. 14 691 , 






14774. 


.14944, 14800. 


. 14943, 


15026. .15115, 15034. .15105 




Seq. No. 


30224 






Seq. ID 


OJ990519_20.9924 


. C22 


Gqj-^£ £JO . 


62424 






Strand 






Start 


13297 






End 


16219 




Name 


OJ990519 20.9924.C22 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


14474 






End 


16219 




GI 


none 






Score 


67 




Exons 


14474 . 


14560, 14475. 


. 14561, 


14 475. .14 693, ' 14 47 6. .14 691, 






14545. 


14694, 14601. 


.14720, 


14774. .14 941, 14 811. .14 924, 






14812. 


14943, 15026. 


. 15217 , 


15026. .15205, 15034 .. 1521 9, 






15573. 


15653, 15584. 


. 15652, 


15754 158 4 9, 15759. .1584 8, 






16047. 


16217, 16049. 


. 16219, 


16056. .16217, 16057. .16218 




Seq. No. 


30224 






Seq. ID 


OJ990519_20. 9924 


. C22 


Gene No. 


62425 






Strand 






Start 


17066 






End 


17821 




Name 


OJ990519 20.9924.C22 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17066 






End 


17821 




GI 


none 






Score 


99 




Exon s 


17066. . 


17293, 17104. 


. 17229, 


17106. .17294, 17443. .17667, 






17451. . 


17663, 17783. 


. 17821 








Seq. No. 


30224 






Seq. ID 


OJ990519_20.9924 


.C22 


Gene No. 


62425 






Strand 






SLdlt 


17066 






End 


17821 




Name 


OJ990519 20.9924.C22 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


17449 






End 


17643 





30082 




o x 


none 




917 

Z, X / 




17449 17643 17451 17639 






Seq. No. 


30225 


Seq. ID 


OJ990519_20.9924.C23 


Gene No. 


62426 


Strand 


+ 


Start 


2874 


End 


4 319 




OJ990519 20 9924 C23 ol as 


Mpf h oH 




Start • 


2874 _ 


End 


A 969 

1 \J c. 


GI 


none 


Score 


* u o 




2874 2989 3087 3254 4054 


.4262 




O C ^ . LN \J . 


30225 


Seq. ID 


O.TQQ051Q 90 9994 P93 


Hpnp Mn 


62426 


Strand 


X 


Start 


2874 


End 


4319 


Name 


OJ990519 20.9924.C23.ol.gp 


Method 


AAT/GAP 


Start 


3099 


End 


4 319 

i o x y 


GI 


LIB34 33-034-P1-K1-D10 


Score 


701 




3099. .3254, 4054. .4319 






(IT Dpqrri n 


'4 9594 60/gb|AF126053.1 IAF126053 1 . Oe- 


10 7.e*2i m^\/Q PATR c;ttia11 




binding protein mRNA, complete cds 1 




Seq. No. 


30225 


Seq. ID 


OJ990519_20.9924.C23 


Gene No. 


62427 


Strand 


+ 


Start 


16536 


End 


17 017 

X / \J X f 


Name 


OJ990519 20.9924.C23.o3.gs 


Method 


OTTMCpZiKI 
\J Ej LN O ^rtlN 


Cfa rt 


16536* 


End 


17 017 
x / U x / 


O X 


none 


Score 


R 3 


F 1 von ^ 


16536. .16615, 16924. .17017 






Seq. No. 


30225 


Seq. ID 


OJ990519_20.9924.C23 


Gene No. 


62428 


Strand 


+ 


Start 


17760 


End 


1804 3 

X O \J *a -J 


Name 


OJ990519 20.9924.C23.o3.gp 


Method 


aat /nap 


<j Lai L 


17760 


End 


1 R04 3 

X O U *i *J 


v3 X 


none 


Score 


37 5 


P, von <=; 


17760. .17943, 18001. .18043 






Sea No 


30225 ■ 


Seq. ID 


OJ990519_20. 9924 .C23 




62429 


Strand 




Start 


6818 


End 


15422 


Name 


OJ990519 20.9924.C23.o2.tm 


Method 


TBLASTX: Maize 


Start 


2872 


End 


4301 


GI 


none 


Score 


93 


R von ^ 


2872. .2991, 2873. .2995, 2874. 


.3008, 2877. .2990, 2881. .3003, 




3085. .3198, 3086. .3184, 3088. 


.3249, 4048. .4293, 4053. .4298, 




4059. .4301 






Sea. No. 


30225 


Seq. ID 


OJ990519_20.9924.C23 


Gene No. 


62429 


Strand 




Start 


6818 


End 


15422 


Name 


OJ990519 20.9924.C23.o2.tc 


Method 


TBLASTX: Cress 


Start 


2873 


End 


3184 


GI 


none 


Score 


182 


Exons 


2873. .3001, 2880. .3017, 2881. 


.3003, 3104. .3184 



Seq. No. 30225 Seq. ID OJ990519_20 . 9924 . C23 

Gene No. 62429 Strand 



30083 




Start 


6818 








End 


15422 


Name 


OJ990519 20 


. 9924 . 


C23 o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


2878 ~~ 








End 


3189 


GI 


none 








Score 


178 


Exons 


2878 . . 2991, 


2880. 


. 3008, 


2881 . 


.3006, 3109.. 3189, 3110.. 3187 


Seq. No. 


30225 








Seq. ID 


OJ990519_20.9924.C23 


Gene No. 


62429 








Strand 




Start 


6818 








End 


15422 


Name 


OJ990519 20 


9924 . 


C23.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3133 








End 


4238 


GI 


none 








Score 


73 


Exons 


3133. .3198, 


3134. 


.3187, 


3136. 


.3246, 4048. .4230, 4053. .4232, 



4059. .4238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30225 
62429 
6818 

OJ990519_20.9924 
6513 

10672_1.R1084 
6513.. 6934, 7019 
8498.. 8700, 9200 



C23.o2.gp 



,7084, 
. 9267, 



7179. 
10885 



Seq. ID OJ990519_20.9924.C23 
Strand 

End 15422 

Method AAT/GAP 

End 10981 

Score 2455 

.7295, 7792. .7863, 7949. .8228, 



10981 

' 82264/pir | | S20015 1.0e-132 ubiquinol — cytochrome-c reductase 
(EC 1.10.2.2) cytochrome cl precursor (clone pC(l)8I) - potato 
(fragment) >gi_4 9878 9_emb_CAA5 6 1 0 9_ (X79597) cytochrome cl 
[Solanum tuberosum] 1 



Seq. No. 30225 
Gene No. 62429 
Start 6818 

Name OJ990519_20 . 9924 . C23 . ol . tm 

Start 6665 
GI none 

Exons 6665.. 6706, 6723.. 6935, 6724. 

7016. .7087, 7020. .7085, 7027. 
7180.. 7299, 7789. .7881, 7792.. 
7947. .8213, 7949. .8230, 8466. 
8498. .8734, 9200. .9259, 9204. 



Seq. ID OJ990519_20.9924.C23 
Strand 

End 15422 
Method TBLASTX : Mai ze 
End 9266 
Score 197 

.6738, 6727.. 6936, 6779.. 6934, 
.7131, 7173. .7298, 7176. .7295, 
.7866, 7942. .8067, 7944. .8228, 
.8576, 8492. .8695, 8497. .8700, 
.9263, 9213.. 9266 



Seq. No. 30225 

Gene No. 62429 

Start 6818 

Name OJ990519_20 . 9924 . C23 . o2 . ts 

Start 6788 

GI none 

Exons 6788.. 6934, 6788.. 6934, 6822. 

7020.. 7091, 7176.. 7202 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_20. 9924 .C23 
15422 

TBLASTX : Soybean 

7202 

93 



,6935, 7016. .7087, 7020. .7085, 



Seq. No. 
Gene No . 
Start 
Name 
Start 

n t 

Exons 



30225 Seq. ID OJ990519_20 . 9924 . C23 

62429 Strand 

6818 End 
OJ990519_20. 9924 .C23.ol.tc Method 

6818 End 

none Score 

6818. .6934, 6822. .6935, 6849. .6941, 7016. .7087, 7020. .7088, 

7021. .7089, 7023. .7091, 7176. .7295, 7178. .7297, 7183. .7296, 



15422 

TBLASTX: Cress 

8616 

109 



30084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7736. .7864, 7784. .7855, 7786. .7881, 7947. .8222, 7949. .8230, 
7953. .8228, 8466. .8576, 8497. .8616, 8497. .8598 



Seq. No. 30225 

Gene No. 62429 

Start 6818 

Name OJ990519_20 . 9924 . C23 . o2 . gs 

Start 6818 

GI none 

Exons 6818.. 6934, 7019.. 7084, 7179 



OJ990519 20.9924.C23 



8498. . 
10947, 
12447, 



Seq. ID 
Strand 

End 15422 
Method GENSCAN 
End 15422 
Score .54 

7295, 7792. .7863, 7949. .8228, 
8700, 9200.. 9286, 10012 .. 10191 , 10787 1084 5 , 
.11149, 11238. .11546, 11598 11937 , 12104 12318 , 
.12499, 13010. . 13163, 13481 .. 13643, 14359 14443, 



14577. .14 713, 14 786 .. 14 951, 154 08. .15422 



30225 
62429 
6818 

OJ990519_20. 9924 .C23.ol.np 

6821 

82263 



Seq. ID OJ990519_20.9924.C23 
Strand 

End 15422 

Method AAT/NAP 

End 8660 

Score 1103 



6821. .6934, 7019. .7084, 7179. .7295, 7792. .7863, 7949. .8228, 
8498. .8660 

ubiquinol — cytochrome-c reductase (EC 1.10.2.2) cytochrome cl 
precursor {clone pC ( 1)311) - potato 



Seq. No. 30225 Seq. ID OJ990519_20 . 9924 . C23 

Gene No. 62429 Strand 

Start 6818 End 15422 

Name OJ990519_20 . 9924 . C23 . ol . ts - Method TBLASTX: Soybean 

Start 7233 End 8644 

GI none Score 67 

Exons 7233. .7289, 7234. .7296, 7789. .7881, 7796. .7855, 7949. .8230, 

7953. .8228, 8467. .8622, 8497. .8598, 8498. .8644 



Seq. No. 30225 

Gene No. 62429 

Start 6818 

Name OJ990519_20 . 9924 . C23 . o2 . tw 

Start 11747 

GI none 
Exons 



Seq. ID OJ990519_20.9924.C23 
Strand 

End 15422 

Method TBLASTX : Wheat 

End 12149 

Score 94 



1174 7. . 11842, 11839. . 11910, 11916. .12017, 12033. .1214 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



30225 
62429 
6818 

OJ990519_20. 9924 .C23.o3.np 
11896 
2244963 
11896. . 11918, 14 38 6. . 14525 

(Z97340) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990519_20.9924.C23 
Strand 

End 15422 

Method AAT/NAP 

End 14525 

Score 60 



30226 
62430 
322 

OJ990519_20.9924 .C24.ol.gs 
322 



Seq. ID OJ990519_20.9924.C24 

Strand + 

End 527 

Method GENSCAN 

End 527 



30085 






I1VJI ic 


Score 


. 0 4 


LAUU o 


"399 414 4 ^ R97 






Con 


"309 9 6 


C or , T n 
OcC] . 1 U 


riTQQnc;i Q on qqo/i no a 

ujyyuoiy . yy^4 . l.z4 


Gene No. 


62431 


Strand 


+ ~~ 


Start 


5073 


End 


7068 


Name 


OJ990519. 20.9924.C24.o2.np 


Method 


7\7\m /MAD 


o Lai L 


5070 


End 


7 nCQ 
/ U Do 


O -L 


1666236 


Score 


9^4 




5070. .5574, 7050. .7068 








(U76261) unknown [Hordeum vulgare] 




Seq. No. 


30226 


Seq. ID 


OJ990519_20.9924.C24 


Gene No. 


62431 


Strand 


+ 


Start 


5073 


End 


/ V DO 


IN emit. 


OJ990519 20.9924.C24.o3.gs 


Method 


n 1? m c r* d m 


O U d J. u 


5073 


End - 


O 0 DO 


CI 


none 


Score 


- O .7 


LjAUIIO 


5073. .5558 








30226 


Seq. ID 


ujyyuoiy . yy^4 . l,zq 




62431 


Strand 




Start 


5073 


End 


7068 


Name 


OJ990519 20.9924.C24.ol.gp 


Method 


AAT/GAP 


u Lai L 


6414 


End 






uC-osflcyp088bl2bl 


Score 


1/1/1 




6414. .6520 








, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


j6 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




C cirr Kin 


30226 


Seq. ID 


ujyyuDiy zu*yyz4.u^4 


W C; 1 1 IN • 


62432 


Strand 


+ ~~ 


Start 


7120 


End 


8251 


Name 


OJ990519 20. 9924 .C24 .o3.np 


Method 


AAT/NAP 


Start 


7120 


End 


8251 


GI 


544344 


Score 


77 


Exons 


7120. .7569, 8226. .8251 






GI Descrip." 


FORM IN 4 (LIMB DEFORMITY PROTEIN) gi | 10 984 3 | pir | | S24 4 07 formi 




isoform IV - mouse gi 151553 


emb|CAA44244 | (X62379) formin, 




isoform IV [Mus musculus] 







Seq. No. 


30226 








Seq. ID 


OJ990519_20.9924 


.C24 


Gene No. 


62433 








Strand 






Start 


6952 








End 


7773 




Name 


OJ990519 20 


9924 


.C24 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5238 








End 


5572 




GI 


none 








Score 


105 




Exons 


5238. .5354, 


5370 


. .5444, 


5453. 


.5572 






Seq. No. 


30226 








Seq. ID 


OJ990519_20.9924 


C24 


Gene No. 


62433 








Strand 






Start 


6952 








End 


7773 




Name 


OJ990519 20 


9924 


.C24 .o4 


,gs 


Method 


GENSCAN 




Start 


6952 






End 


7773 




GI 


none 








Score 


. 44 




Exons 


6952. . 6968, 


7578 


. .7773 











30086 



Seq. No. 30227 Seq. ID 

Gene No. 62434 Strand 

Start 5400 End 

Name OJ990519_20 . 9924 . C25 . o3 . gs Method 

Start 5400 End 

GI none Score 
Exons 



OJ990519_20.9924.C25 
+ 

10371 
GENSCAN 
9438 
.41 



5400. .5657, 5716. .6387, 7195. .7261, 7517. .8033, 8084. .8346, 
8498. .8743, 8852. .9064, 9422. .9438 



Seq. No. 30227 Seq. ID 

Gene No. 62434 Strand 

Start 5400 End 

Name OJ990519_20 . 9924 . C25 . ol . np Method 

Start 8127 End 

GI 2213632 Score 

Exons 8127.. 8888, 10284.. 10371 

GI Descrip. (AC000103) F21J9.24 [Arabidopsis thaliana] 



OJ990519_20. 9924 .C25 
+ 

10371 
AAT/NAP 
10371 
606 



Seq. No. 


30227 


Gene No. 


62435 


Start 


25577 


Name 


OJ990519 20.9924.C25.o5 


Start 


25577 


GI 


none 


Exons 


25577. .25630, 25719.. 25 


Seq. No. 


30227 


Gene No. 


62436 


Start 


1583 


Name 


OJ990519 20.9924.C25.o2 


Start 


1583 


GI 


none 


Exons 


1583. .1671, 1780. .1938, 



3593.-3687, 4046.. 4071, 



Seq. ID OJ990519_20. 9924 .C25 

Strand + 

End 25913 

.gs Method GENSCAN 

End 25913 

Score .59 
796, 25902.. 25913 

Seq. ID OJ990519_20.9924.C25 
Strand 

End 4731 

. gs Method GENSCAN 

End 4731 

Score .7 
2103. .2296, 2646. .2993, 3066. .3247, 
4547. .4731 



Seq. No. 30227 

Gene No. 62437 

Start 10783 

Name OJ990519_20 . 9924 . C25 . o4 . gs 

Start 10783 

GI none 

Exons 10783. 

12589. 



11010, 
12957, 
14654. .14731, 



11109. 
13284. 
15953. 



,11306, 
.13445, 
,16075 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 20.9924.C25 



16075 
GENSCAN 
16075 
.91 

11403. .11506, 11599. .12463, 
13750. .13968, 14050 .. 14568 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



30227 
62437 
10783 

OJ9905 ; 19_20 . 9924 . C25 . o2 . np 
10957 
5262163 
10957. .11044, 
12589. .12957, 
15107. .15213 

(AL080253) putative protein [Arabidopsis thaliana] 



11109. .11306, 
13284. .13445, 



Seq. ID OJ990519_20.9924.C25 
Strand 

End 16075 
Method AAT/NAP 
End 15213 
Score 1581 
114 03. .11522, 1187 9. .124 63, 
13750. .13964, 14 04 6 . . 14593, 



30227 



Seq. ID OJ990519 20.9924.C25 



30087 




Gene No. 62437 

Start 10783 

Name OJ990519_20 . 9924 . C25 . ol 

Start 10970 

GI LIB34 34-04 1-P1-K1-C11 

Exons 10970. .11010, 11109.. 11 
GI Descrip. 1 4 92 6825/gb | AAD32935 . 1 1 
[Arabidopsis thaliana] f 

Seq. No. 30227 

Gene No. 62438 

Start 23482 

Name OJ990519_20 . 9924 . C25 . o4 

Start 5844 

GI none 

Exons 5844.. 5879, 5850.. 5879, 
6034. .6129, 6043. .6129 

Seq. No. 30227 

Gene No. 62438 

Start 23482 

Name OJ99051 9_20 . 9924 . C25 . o2 

Start 7933 

GI none 

Exons 7933.. 8049, 7985. .8035, 
8426. .8485, 8482. .8574 

Seq. No. 30227 
Gene No. . 62438 

Start 23482 

Name OJ990519_20 . 9924 . C25 . ol 

Start 8241 

GI none 

Exons 8241. .8405, 8252. .8404, 
8482. .8649 

Seq. No. 30227 

Gene No. 62438 

Start 23482 

Name OJ990519_20 . 9924 . C25 . 06 

Start 8578 

GI none 

Exons 8578. .8745, 8581. .8742, 

Seq. No. 30227 

Gene No. 62438 

Start 23482 

Name OJ990519_20 . 9924 . C25 . o5 

Start 11124 

GI none 

Exons 11124. .11306, 11131.. 11 

Seq. No. 30227 

Gene No. 62438 

Start 23482 

Name OJ990519_20 . 9924 .C25 . ol 

Start 12293 




Strand 

End 16075 
.gp Method AAT/GAP 

End 11692 

Score 781 
306, 11403. .11506, 11599. .11692 
AC004135JL0 2.0e-35 (AC004135) T17H7.10 



Seq. ID OJ990519_20.9924.C25 
Strand 

End 29095 

.tm Method TBLASTX : Maize 

End 6129 

Score 4 5 
5868. .5891, 5931. .6044, 5936. .6040, 



Seq. ID OJ990519_20. 9924.C25 
Strand 

End 29095 

.tm Method TBLASTX: Maize 

End 8574 

Score 97 
8046. .8351, 8066. .8374, 8423. .8485, 



Seq. ID OJ990519_20.9924.C25 
Strand 

End 29095 

.tw Method TBLASTX: Wheat 

End 8 64 9 

Score 185 
8412. .8486, 8429. .8485, 8478. .8648, 



Seq. ID OJ990519_20. 9924.C25 
Strand 

End 29095 

.tm Method TBLASTX: Maize 

End 8850 

Score 170 
8743. .8805, 8812. .8850, 8812. .8847 

Seq. ID OJ990519_20.9924.C25 
Strand 

End 29095 

.tm Method TBLASTX : Maize 

End 11519 

Score 91 
307, 11400. . 11519, 11413. .11511 

Seq. ID OJ990519_20. 9924 .C25 
Strand 

End 29095 

.tm Method TBLASTX : Maize 

End 12883 



30088 



GI 

Exons 



none 



Score 



99 



12293. .12367, 12294 .. 12368 , 12294 .. 12368, 12355 .. 124 65 , 
12369. .12464, 1237 1 124 69, 12578 .. 12883, 12589.. 12882 



Seq. No. 

Gene No. 

Start,. 

Name 

Start 

GI 

Exons 



30227 
62438 
23482 

OJ990519_20. 9924 .C25.ol.ts 

12589 

none 



Seq. ID OJ990519_20. 9924 .C25 
Strand 

End 29095 

Method TBLASTX : Soybean 

End 12839 

Score 44 



12589. .12639, 12590. 
12720. .12839 



12637, 12712. .12837, 127 13 .. 12838 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30227 
62438 
23482 

OJ990519_20.9924.C25.o2.tw 
12698 
none 

12698. .128 95, 12703. .12972, 127 60. .12 909 



Seq. ID OJ990519_20. 9924 .C25 



Strand 
End 

Method 

End 

Score 



29095 

TBLASTX: Wheat 
12972 
119 



30227 
62438 
23482 

OJ990519_20. 9924 .C25.o3. tm 

12886 

none 

12886. .12957, 13278 .. 134 4 8 , 

13324. .13470, 13751 .. 1388 5 , 

13937. .13969, 14 050 .. 14 115 , 



Seq. ID OJ990519_20. 9924 .C25 
Strand 

End 29095 

Method TBLASTX: Maize 

End 14116 

Score 108 
13^284. .13445, 13298 .. 134 62 , 
13753. .13875, 13929 .. 13982 , 
14051. .14116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 



30227 Seq. ID OJ990519_20 . 9924 . C25 

62438 Strand 

23482 End 29095 

OJ990519_20. 9924 .C25.o3.np Method AAT/NAP 

23482 End 28553 

5139348 Score 257 

23482. .23507, 25509 .. 2555 6, 25623 257 62, 25848 258 92 , 

26107. .26242, 2 67 92 .. 2 6864 , 27001 27 103, 28506. .28553 

(AJ007046) [acyl-carrier protein] S-malonyltransf erase [Brassica 

napus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Nctiue 

Start 

GI 



30227 Seq. ID 

62438 Strand 

23482 End 

OJ990519_20. 9924 .C25.o4 .np Method 

26619 End 

6721512 Score 



OJ990519_20.9924.C25 

29095 
AAT/NAP 
29095 
61 



26619. .26652, 27 918 .. 2804 6, 29031. .29095 
(AP001072) hypothetical protein [Oryza sativa] 



30227 Seq. ID 

62438 Strand 

23482 End 

OJ9905i9_^U. 992 4 .C25.o6.gs Method 

27023 End 

none Score 



OJ990519_20. 9924.C25 

29095 
GENSCAN 
27983 
.73 



30089 



Exons 



27023. .27091, 274 99 27518 , 27541 .. 27619, 27792. .27983 



Seq. No. 30228 

Gene No. 62439 

Start 1 

Name OJ990429_28 . 9924 . CI . ol . np 

Start 1 

GI 2498930 

Exons 1 . . 635 

GI Descrip. DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990429_28. 9924 .CI 
Strand 

End 635 

Method AAT/NAP 

End 635 

Score 1072 



Seq.- No. 


30228 


Seq. ID 


OJ990429__28.9924 


.CI 


Cpnp Ma 


62439 


Strand 






Start 


1 


End 


635 




Name 


OJ990429 28. 9924 .Cl.ol.gs 


Method 


GENSCAN 




Start 


35 


End 


574 




GI 


none 


Score 


.93 




Exons 


35. .574 








Spa No 


30229 


Seq. ID 


OJ990429_28.9924 


.C2 


("Ifi n No 
ucnc LNU • 


62440 


Strand 






Start 


1 


End 


175 




Name 


OJ990429 28.9924.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


175 






2498930 


Score 


38 




Exons 


1..30, 108. .175 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


{SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster] 


O C ^ ■ LN \J t 


30229 


Seq. ID 


OJ990429_28. 9924 


.C2 


flpnP No 


62441 


Strand 






Start 


112 


End 


171 




Name 


OJ990429 28.9924.C2.ol-.gs 


Method 


GENSCAN 




Start 


112 


End 


171 




GI 


none 


Score 


.94 




Exons 


112. .171 








Ofcr^ . LM(J . 


30230 


Seq. ID 


OJ990429_28. 9924 


.C3 


Gene No. 


62442 


Strand 






Start 


24 


End 


194 




Name 


OJ990429 28. 9924 .C3.ol.gs 


Method 


GENSCAN 




Start 


24 


End 


194 




GI 


none 


Score 


.66 




Exons 


24. .194 








Seq. No. 


30231 


Seq. ID 


OJ990429_28.9924 


C4 


Gene No. 


62443 


Strand 


+ 




Start 


1 


End 


8811 




Name 


OJ990429 28.9924.C4.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


6930 




GI 


5852180 


Score 


372 




Exons 


1..80, 4586. .4654, 5395. .5526, 6558. .6930 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


30231 


Seq. ID 


OJ990429_28. 9924 


C4 


Gene No. 


62443 


Strand 


+ 





30090 



Start 
Name 
Start 
GI 

Exons 



OJ990429_28. 9924 .C4 .ol.gs 

190 

none 

190. .862, 938. .1217, 1406. 



End 

Method 
End 
Score 
1553, 1638. 



8811 
GENSCAN 
8811 
.53 

.1795, 2106.. 2316, 



2567. 
5054 . 
8513. 



.2673, 2699. .3295, 3308. .3554, 3939. .4475, 4572. .4984, 



.5307, 5374, 
.8811 



,5478, 6523. .6674, 6679.. 7219, 8054. .8170, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30231 
62443 
1 

OJ9904 29_28. 9924 ,C4 .ol . np 
259 

6815097 



Seq. ID OJ990429_28.9924.C4 
Strand + 
End 8811 
Method AAT/NAP 
End 4829 
Score 3640 
259. .1134, 1506. .2106, 2221. .3918, 4058. .4829 
(AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 


30231 


Seq. ID 


OJ990429_28.9924 


.C4 


Gene No. 


62443 


Strand 


+ 




u Lai L 


1 


End 


8811 




NT -a m d 


OJ990429 28.9924.C4.ol.gp 


Method 


AAT/GAP 




c-j- a r -t- 

OLdl L 


4865 


End 


5167 




(ZT 


61605 3.R1084 


Score 


452 




DAUilO 


4865. .5167 










' 1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase [Arabid< 




thaliana] f ; ' 










30231 


Seq. ID 


OJ990429_28.9924 


.C4 


CI. d t^i d. NT 


62444 


Strand 


+ 






9677 


End 


10083 




Name 


OJ990429 28.9924.C4.o4.np 


Method 


AAT/NAP 




Start 


9677 


End 


10083 




GI 


6539570 


Score 


207 




Exons 


9677.. 9870, 10017.. 10083 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30231 


Seq. ID 


OJ990429__28. 9924 


.C4 


Gene No. 


62445 


Strand 






Start 


8587 


End 


8762 




Name 


OJ990429 28. 9924 .C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


352 


End 


612 




GI 


none 


Score 


224 




Exons 


352. .612, 367. .576 








Seq. No. 


30231 


Seq. ID 


OJ990429_28. 9924 


.C4 


Gene No. 


62445 


Strand 






Start 


8587 


End 


8762 




Name 


OJ990429 28.9924.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3542 


End 


4349 




GI 


none 


Score 


163 




Exons 


3542. .3784, 3543. .3782, 3816 


. .3902, 4269. .4349 




Seq. No. 


30231 


Seq. ID 


OJ990429_28.9924 


.C4 


Gene No. 


62445 


Strand 






Start 


8587 


End 


8762 





30091 




iNCiltIC 


O.799049Q 9ft 9994 P4 nl 1- <? 

V/vJ Zt Zt\J *± C Zt £. O • Z* ZJ z. 4 . \*> 4 . L> X . L o 


Method 


TBLASTX : Soybean 




OLal L 




End 


3893 






J JU -7^ DU 


Score 


165 




C VAT1 G 

EjXUIIo 


■3^4^ ^70^ "3640. ^677 


.3781, 3816.. 3893 




PT Plo cr v~ "i r^i 
Vj X UCjLIip> 










Seq. No. 


30231 






,C4 


Gene No. 


62445 


O Li. ai in 






Start 


8587 


End 


ft7 69 




LN dillc; 


O.TQQD49Q 9ft QQ94 P4 nl 1-m 


lie Limn. 


1 DXjrtO 1A. rict x c. 




O-J- a r +- 
O IdL l_ 


4 ^Oft ~~ 


- End 


4 661 

4 O O X 




PT 

\J X 


1 lUllC 


Score 


43 




IT von q 


4^0ft 4^46 4^^S 4661 4^4Q 


.4660 






O C ■ IN L> • 




Seq. ID 


OJ990429_28.9924 


P4 


Gene No. 


62445 


Strand 






Start 


8587 


End 


8762 




Name 


0,1990499 9ft 9994 P4 nn 


Method 


AAT/NAP 




O Lai L 


ft Rft 7 ~ 

O J O f 


End 


8762 




r*T 


9ftft DD4 4 

^ O O \J \J 4 4 


Score 


128 




Ej AUilo 


ft RR7 ft 7 69 
O JO / . . o / 








PT n^crTi n 


( ZiP009 ^4 0 ^ nut ;^t- "i tjo irnninnnp 


reductase [Arabidopsis thaliana 


O LJ • vtKj m 


Tf)9 "3 9 


Seq. ID 


OJ990429_28.9924 


.C5 


Gene No. 


62446 


Strand 


+ 




Start 


8003 


End 


11180 




LN cllllt; 


O.T9Q0499 9ft QQ94 PS n9 rrc? 


Method 


GENSCAN 






OUUJ 


End 


11177 




ox 


none 


Score 


.46 




Exons 


ROO'} ftl 69 ft^67 ftR49 ft791 


.8781, 9092.. 9519, 9939.. 10071, 




11096 11177 

XXUZ.D. .XXX/ / 








OCI^ • LNL> . 


?09 ? 9 


Seq. . ID 


OJ990429_28.9924 


C5 


Gene No. 


62446 


Strand 


+ 




Start 


8003 


End 


11180 




LN CliLIC 


OJ990429 28. 9924.C5.ol.np 


Method 


AAT/NAP 




OLdl L 


9987 


End 


11180 




PT 


4585884 


Score 


529 




IT vAn c 


9987. .11180 








P T nocrri n 

\D X J_^C 5LJ — L£-> . 


(AC005850) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30232 


Seq. ID 


OJ990429_28.9924 


C5 


Gene No. 


62447 


Strand 


+ 




u Lai u 


25590 


End 


28836 




Name 


OJ990429 28.9924.C5.o6.gs 


Method 


GENSCAN 




o L a x L 


25590 


End 


28836 




\J X 


none 


Score 


.69 




T7 1 von c 


25590. .26053, 2 6104 .. 26624 , 26924. .288 


36 




otrL] • LNL> . 


30232 


Seq. ID 


OJ990429_28.9924. 


C5 


Gene No. 


62447 


Strand 


+ 




Start 


25590 


End 


28836 




Name 


OJ990429 28.9924.C5.o7.np 


Method 


AAT/NAP 




Start 


25590 


End 


28807 




GI 


oyu /utsy 


Score 


4158 




Exons 


25590. .26820, 26934.. 28807 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 





30092 



Seq. No. 


30232 


Seq. ID 


OJ990429_ 


28 . 9924 


.C5 




£9 A A R 


OLianu 


A 










tjna 








Name 




. uo . yb lyieLfioa 










"301 OC 


Hinu 


"39790 








none 


Score 


fid 






IT v An c 




^9790 








Seq. No. 


. 30232 


Seq. ID 


OJ990429_ 


28.9924 


,C5 


Gene No. 


62449 


Strand 








Start 


311 


End 


7177 






Name 


OJ990429 28. 9924. C5 


ol.gs Method 


GENSCAN 






Start 


311 


End 


7177 






GI 


none 


Score 


.5 






Exons 


311. .402, 700. .821, 


920. .1060, 2216.. 


2378, 2458. 


.2556, 





Seq. No. 
Gene No. 
Start 
Name : 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



2651. 
4255. 



.2723, 2828. .2917, 3014. .3187, 3297 .. 3982 3984 .. 4 129, 
.4396, 4471. .5892, 6821. .6937, 7124. .7177 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 28. 9924. C5 



30232 
62449 
311 

OJ990429_28. 9924 .C5.ol.gp 
1754 

21474_1.R10.84 
1754 . .1900 

1 3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



7177 
AAT/GAP 
1900 
252 



30232 Seq. ID 

62450 Strand 

11536 End 

OJ990429_28 . 9924 . C5 . o2 . gp Method 

11536 End 

342_1.R1084 Score 
11536. . 15349 

'4574406/gb|AAD24042.1| 0, 
sativa] 1 

30232 Seq. ID 

62450 Strand 

11536 End 

OJ990429_28 . 9924 . C5 . o3 .gs Method 

12020 End 

none Score 



OJ990429_28. 9924 .C5 

17139 
AAT/GAP 
15349 
6234 



0e+00 (AF121139) RIM2 protein [Oryza 



OJ990429_28. 9924 ,C5 

17139 
GENSCAN 
17139 
.45 



12020. .14 712, 14 8 94. .15353, 15829. .15870, 17086. .17139 



30232 
62450 
11536 

OJ99042 9_28 . 9924 . C5 . o2 . np 

12041 

4680203 

12041. .13018, 13295. .13525, 



.Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ990429_28. 9924 .C5 

17139 
AAT/NAP 
15353 
3293 



13679. .15353 



(At'li4l7I) TNP2-like protein [Sorghum bicolor] 

30232 Seq. ID OJ990429 28. 9924. C5 



30093 



Gene No. 62451 Strand 

Start 17082 End 20530 

Name OJ990429_28 . 9924 . C5 . o3 . np Method AAT/NAP 

Start 17082 End 20530 

GI 1717752 Score 393 

Exons 17082. .17186, 19190 .. 19412, 19695 .. 1 9902 , 20430.. 20530 

GI Descrip. , TROPINONE REDUCTASE- 1 (TR-I) (TROPINE DEHYDROGENASE) 

gi I 539026 | pir | IA48674 tropinone reductase (EC 1.1.1.23*6) I - 
jimsonweed gi | 4 140003 | pdb | 1AE1 | A Chain A, Tropinone Reductase-I 
Complex With Nadp gi | 4 14 0004 | pdb | 1AE1 | B Chain B, Tropinone 
Reductase-I Complex With Nadp gi 1424160 (L20473) tropinone 
reductase-I [Datura stramonium] 



Seq. No. 


30232 




Seq. ID 


OJ990429_ 


28 . 9924 


. C5 


Gene No . 


62451 




Strand 








Start 


17082 




End 


20530 






Name 


OJ990429 28. 9924. C5 


. o4 . gs 


Method 


GENSCAN 






Start 


18708 




End 


20518 






GI 


none 




Score 


.9 






Exons 


18708. .18721, 19190 


.19412, 


19695. .19902, 20430 


. .20518 




Sea. No 


30232 




Seq. ID 


OJ990429_ 


28 9924 




Gene No . 


62452 




Strand 








Start 


20941 




End 


22740 






Name 


OJ990429 28. 9924. C5 


o4 . np 


Method 


AAT/NAP 






Start 


20941 




End 


21737 






GI 


6539571 




Score 


89 






Exons 


20941. .21022, 21472 


.21737 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30232 




Seq. ID 


OJ990429_ 


28 . 9924 




Gene No . 


62452 




Strand 








Start 


20941 




End 


22740 






Name 


OJ990429 28. 9924. C5. 


o5 . np 


Method 


AAT/NAP 






Start 


20941 




End 


22740 






GI 


6539571 




Score 


107 






Exons 


20941. .21022, 21472. 


.21609, 


22681. .227; 


50 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30232 




Seq. ID 


OJ990429_ 


_28. 9924 


.C5 


Gene No. 


62453 




Strand 








Start 


23014 




End 


25253 






Name 


OJ990429 28. 9924. C5. 


o5 . gs 


Method 


GENSCAN 






Start 


23014 




End 


24601 






GI 


none 




Score 


. 62 






Exons 


23014 . .23207, 23744. 


.23825, 


24029. .24199, 24527 . 


.24601 




Seq. No. 


30232 




Seq. ID 


OJ990429_ 


28.9924 


.C5 


Gene No. 


62453 




Strand 








Start 


23014 




End 


25253 






Name 


OJ990429 28.9924 .C5. 


06 . np 


Method 


AAT/NAP 






Start 


24146 




End 


25253 






GI 


5042454 




Score 


75 






Exons 


24146. .24213, 24527. 


.24646, 


25163. .25253 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 







Seq. No. 



30232 



Seq. ID OJ990429 28. 9924. C5 



30094 



Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28.9924 ,C5 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start 


2848 






End 


3370 




GI 


none 






Score 


68 




Exons 


2848. 


.2919, 3019.. 3201, 3026.. 3151, 3290.. 3370 




Seq. No. 


30232 






Seq. ID 


OJ990429__28. 9924 


.C5 


Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


4861 






End 


5264 




GI 


none 






Score 


84 




Exons 


4861. 


.5031, 4994. .5161, 5026. .5262, 5113. .5262, 5124. .5264 




5154. 


.5264 










Seq. No. 


30232 






Seq. ID 


OJ990429_28. 9924 




Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


10239 






End 


10478 




GI 


none 






Score 


174 




Exons 


10239 


..10421, 10250. 


10384 


10401. . 10478 




Seq. No. . 


30232 






Seq. ID 


OJ990429_28. 9924 




Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


10362 






End 


10727 




GI 


none 






Score 


225 




Exons 


10362 


.10727, 10481. 


. 10726 








Seq. No. 


30232 






Seq. ID 


OJ990429_28.9924 




Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


10473 






End 


10865 




GI 


none 






Score 


270 




Exons 


10473. 


.10814, 10481. 


. 10540, 


10622. .10798, 10800. .10865 




Seq. No. 


30232 






Seq. ID 


OJ990429_28.9924 


.C5 


Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 ' 




Name 


OJ990429 28. 9924. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10481 






End 


10933 




GI 


none 






Score 


195 




Exons 


10481. 


.10540, 10482. 


.10694, 


10607. .10684, 10713. .10928, 






10736. 


.10933 










Seq. No. 


30232 






Seq. ID 


OJ990429_28 . 9924 


.C5 


Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12095 






End 


13412 




GI 


none 






Score 


131 




Exons 


12095. 


.12187, 12176. 


.12256, 


12269. .124 09, 12270. .12410, 






12357. 


.12452, 12389. 


.12448, 


124 55. .124 99, 124 60. .124 95, 





30095 



# 



124 94 . . 13411, 12510. .13412 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name " ' OJ9904 29_28 . 9924 . C5 . ol . tc 

Start 12677 

GI none 

Exons 12677. .13114, 12677 .. 13120, 
12946; .13128 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method TBLASTX : Cress 

End 13128 

Score 190 
12681. . 13124, 12687. . 13124, 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ99042 9_28 . 9924 . C5 . o2 . tm 

Start 13055 

GI none 

Exons 13055. .13285, 13055 .. 13369, 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method TBLASTX: Maize 

End 13369 

Score 68 
13083. . 13358 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ99042 9_28 . 9924 . C5 . o4 . tw 

Start 13413 

GI none 

Exons 13413. . 13478, 134 15 .. 134 98 , 
137 60. .13822, 13773. .13823 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method TBLASTX : Wheat 

End 13823 

Score 62 
13532. .13750, 13572 13754 , 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ990429_28 . 9924 . C5 . o4 . ts • 

Start 13856 

GI none 

Exons 13856. . 14098 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method TBLASTX : Soybean 

End 14098 

Score 212 



Seq. No. 30232 
Gene No. 62454 
Start 29377 

Name OJ9904 29_28 . 9924 . C5 . o3 . tw 

Start 13962 
GI none 

Exons ' 13962. .14168, 13967 .. 14 170 , 

14178. .14261, 14228. .14269, 
14284 . .14373, 14378 14 4 31 , 



Seq. ID OJ990429_28. 9924.C5 
Strand 

End 35893 

Method TBLASTX : Wheat 

End 14431 

Score 151 
13967. .14170, 14172. .14264, 
14273. .14 377, 14277. .14 366, 
14379. .14423 



Seq. No. 30232 

Gene No. 624 54 

Start 29377 . f 

Name OJ99042 9_28 . 9924 . C5 . o3*. tm 

Start 14219 * 

GI none 

Exons 14219. .14431, 14234 .. 14 4 55, 



Seq. ID OJ990429_28.9924.C5 
Strand 

End . 35893 

Method TBLASTX: Maize 
End 14560 
Score 117 
14241.. 144 32, 14471.. 14 560 



Seq. No. 
Gene No. 
Start 



30232 
62454 
29377 



Seq. ID OJ990429_28 . 9924.C5 
Strand 

End 35893 



30096 



Name 

Start 

GI 

Exons 



OJ990429_28. 9924 .C5.o2.tc 

14237 

none 

14237. .14560, 14238. .14375, 



Method TBLASTX : Cress 
End 14567 
Score 88 
14415. .14567 



Seq. No. 30232 

Gene No. 624 54 

Start 29377 

Name OJ990429_28 . 9924 . C5 . ol . ts 

Start 14300 

GI none 

Exons 14300. .14596, 14313 . . 14564 , 
14654. .14728 



Seq. ID OJ990429_28. 9924 .C5 
Strand 

End 35893 

Method TBLASTX : Soybean 

End 14729 

Score 116 
14591. .14653, 14 64 6 .. 14 729, 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ990429_28 . 9'924 . C5 . o5 . tw 

Start 14660 

GI none 

Exons 14660. .14764, 14 661 .. 14759, 
14773. .14904, 14895. .15002 



Seq. ID OJ990429_28. 9924 .C5 
Strand 

End 35893 ' 

Method TBLASTX : Wheat 

End 15002 

Score 91 
14729. .14902, 14 757 .. 14 912 , 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ990429_28 . 9924 . C5 . o3 . tc 

Start 17083 

GI none 

Exons 17083. .17184, 17084 .. 17 188 , 
19692. .198 98, 19696. .198 99, 



Seq. ID OJ990429_28. 9924 ,C5 
Strand 

End 35893 

Method TBLASTX : Cress 

End 20506 

Score 68 
19236. .19412, 19237. .19410, 
20429. .20506 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ990429_28 . 9924 . C5 . o3 . ts 

Start 17089 

GI none 

Exons 17089. .17184, 17090 .. 1717 6, 
19692. .19898, 19693 .. 198 99, 

Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ990429_28 . 9924 . C5 . o4 . tm 

Start 19215 

GI none 

Exons 19215. .19412, 1 9288 . . 1 94 13, 
19765. .19902, 20429 .. 204 85 , 



Seq. ID OJ990429_28. 9924 .C5 
Strand 

End 35893 

Method TBLASTX : Soybean 

End 20519 

Score 70 
19236. .19412, 19237 19413, 
20424. .20519, 20429. .20518 

Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method TBLASTX : Mai ze 

End 20486 

Score 92 
19692. . 19898, 19693 .. 1 98 99, 
20430. .20486 



Seq. No. 30232 

Gene No. 62454 

Start 29377 

Name OJ990429_28 . 9924 . C5 . o7 . gs 

Start 29377 

GI none 

Exons 29377 . .29613, 2 9833 30013 , 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method GENSCAN 

End 30999 

Score .58 
30935. .30999 



30097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30232 
62454 
29377 

OJ990429_28.9924 .C5.o8.np 

29380 

6498441 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method AAT/NAP 

End 35110 

Score 2932 



29380. .29661;,- 29755. .30350, 3064 3 ..' 31502 , 31 990 .. 33021 , 
33197. .33715, 34046. .35110 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



30232 
62454 
29377 

OJ99042 9_28 .9924 .C5.o8.tw 

29389 

none 



Seq. ID OJ990429_28.9924.C5 
Strand 

End 35893 

Method TBLASTX : Wheat 

End 30000 

Score 77 



29389. .29514, 2 9393 .. 29515, 29702 29851, 29707 .. 29997 , 
29928. .29987, 29977.. 30000 



30232 
62454 
29377 

OJ990429_28. 9924.C5.o5.gp 
30722 

uC-osflcyp033a04bl 
30722. .31103 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990429_28.9924.C5 
Strand 

End ' 35893 
Method AAT/GAP 
End 31103 
Score 687 



Seq. No. 


30232 






Seq. ID 


OJ990429_28.9924 


.C5 


Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5 


,o9.gs 


Method 


GENSCAN 




Start 


33189 






End 


35893 




GI 


none 






Score 


.91 




Exons 


33189. 


,35633, 35687 


.35893 








Seq. No. 


30232 






Seq. ID 


OJ990429_28. 9924 


.C5 


Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


33345 






End 


33831 




GI 


none 






Score 


143 




Exons 


33345. 


.33830, 33376 


.33636, 


33658. .33831 




Seq. No. 


..30232 






Seq. ID 


OJ990429_28.9924 


.C5 


Gene No. 


62454 






Strand 






Start 


29377 






End 


35893 




Name 


OJ990429 28. 9924. C5 . 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


34569 






End 


34958 




GI 


none 






Score 


106 




Exons 


34569. 


.34826, 34603. 


.34842, 


34809. .34907, 34810 .. 34890, 






34914. 


.34958 











30098 




Seq. No. 


30232 




Seq. ID 


OJ990429_28.9924. 


C5 


Gene No. 


62454 




Strand 






O Lai t 


29377 * 




FnH 


J JO 3 J 




Name 


OJ990429 28.9924.C5.o6 


. tm 


L w lC L- i 1UU 








34671 




FnH 

EiI lti 


o fi y l y 






none 












34671. .34919, 34672. .34917 








Seq. No. 


30233 




Seq. ID 


OJ990429_28.9924. 


C6 


Gene No. 


62455 




Strand 


+ 




Cf a v--j- 


5056 




FnH 






Name 


OJ990429 28.9924.C6.o2 


.gs 


Mat* n nH 






OLdlL 


5056 




FnH 


669 6 




riT 


none 






ft 9 




DAUIl O 


5056.. 5069, 6013.. 6280 


, 6348 


• . U \J jrl *J 






Seq. No. 


30233 




Seq. ID 


OJ990429_28.9924. 


C6 


Gene No. 


62456 




Strand 






^ t* a -r +- 


402 




End 


8685 




Name 


OJ990429 28.9924.C6.ol 


.gs 


Method 


GENSCAN 




C+- -a -r-K 


402 




End 


4292 






none 




Score 


.4 




TP v r~\ ci 

IjXOuS 


402. .2075, -2194. .2300, 


2326. 


.2504, 2552. .4247, 4268. .4292 


o e q . in o . 


30233 




Seq. ID 


" OJ990429_28.9924. 


C6 


Gene No. . 


62456 




Strand 






Start- 


A 09 
•4 \j & 




End 


8685 




Name 


OJ990429 28.9924.C6.ol 


■ np 


Method 


AAT/NAP 




0 4- a y- 4- 


405 




End 


8386 






4680179 




Score 


5328 




Exons 


405. .3807, 3841. .4125, 


7589. 


.8386 








(AF111709) polyprotein 


[Oryza sativa subsp. indica] 




Seq. No. 


30233 




Seq. ID 


OJ990429_28.9924. 


C6 


Gene No. 


694 S6 




Strand 






oLdl L 


402 




End 


8685 




Name 


OJ990429 28.9924.C6.o6 


. tw 


Method 


TBLASTX: Wheat 






450 ■ 




End 


783 






none 




Score 


157 




Exons 


450. .782, 514. .783 










Seq. No. 


30233 




Seq. ID 


OJ990429_28.9924. 


C6 


Gene No. 


62456 




Strand 






uLdi L 


402 




End 


8685 




Name 


OJ990429 28.9924.C6.ol 


. tm 


Method 


TBLASTX: Maize 




uldiL 


630 




End 


1229 






none 




Score 


217 




Exons 


630. .1070, 646. .1068, 


1068. . 


1229, 1087 


. .1221 




•> 

o tr L£ • LNLJ . 


30233 




Seq. ID 


OJ990429_28.9924. 


C6 


Gene No. 


62456 




Strand 






Start 


402 




End 


8685 




Name 


OJ990429 28. 9924.C6.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


783 




End 


1409 




UI 


none 




Score 


168 




Exons 


783. .1409, 786. .1316, 


395. . 1353 







30099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

/— T 

Exons 



30233 
62456 
402 

OJ990429_28. 

1278 

none 

1278. .1568, 

30233 
62456 
402 

OJ990429_28, 

1368 

none 

1368. .1628, 

30233 
62456 
402 

OJ990429_28. 

1392 

none 

1392. .1535, 

30233 
62456 
402 

OJ990429_28. 

1416 

none 

1416. .1952, 

30233 
62456 
402 

OJ990429_28. 

1983 

none 

1983. .2177, 

30233 
62456 
402 

OJ990429_28 . 

1986 

none 

1986. .2177, 
2198. .2377 

30233 
62456 
402 

OJ990429_28. 

2374 

none 

2374. .2688, 



9924 .C6.o4 . tm 
1282. .1569, 1409. 

9924 .C6.o2.ts 
1369. .1623 

9924 .C6.ol. tc 
1393.. 1533, 1536. 

9924 ,C6.o2. tw 
1417. .1983, 8623. 

9924 .C6.o2.tm 
1989. .2171, 2176. 

9924.C6.o3.tw 
1990.. 2178, 2175. 



Seq. ID OJ990429_28.9924.C6 
Strand 

8685 

TBLASTX: Maize 
1570 
215 



End 

Method 
End 
Score 
.1570 



Seq. ID OJ990429_28. 9924 ,C6 
Strand 

End 8685 

Method TBLASTX : Soybean 

End 1628 

Score 140 



Seq. ID OJ990429_28. 9924 .C6 
Strand 

8685 

TBLASTX : Cress 
1709 
85 



End 

Method 
End 
Score 
.1709 



Seq. ID OJ990429_28. 9924 .C6 
Strand 

8685 

TBLASTX: Wheat 
8685 
335 



End 

Method 
End 
Score 
.8685 



9924 .C6.o3.tm 



Seq. ID OJ990429__28.9924.C6 
Strand 

End 8685 

Method TBLASTX : Mai ze 

End 2338 

Score 93 
.2337, 2188.. 2337, 2201.. 2338 

Seq. ID OJ990429_28.9924.C6 
Strand 

End .8685 

Method TBLASTX : Wheat 

End 2409 

Score 131 

.2321, 2176.. 2361, 2176. .2409, 



Seq. ID OJ990429_28.9924.C6 
Strand 

End 8685 

Method TBLASTX : Maize 

End 2874 

Score 50 



2417. .2467, 2495. .2548, 2695. .2874, 2747. .2866 



30100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30233 
62456 
402 

OJ990429__28. 

2410 

none 

2410. .2712, 

30233 
62456 
402 

OJ990429_28. 

2425 

none 

2425. .2784, 

30233 
62456 
402 

OJ990429_28. 

2761 

none 

•2761. .3138, 

30233 
62456 
402 

OJ990429_28. 

2942 

none 

2942. .3232, 

30233 
62456 
402 

OJ990429_28 . 

3343 

none 

3343. .3384, 

30233 
62456 
402 

OJ990429_28. 

3463 

none 

3463. .3816 

30233 
62456 
402 

OJ990429_28. 

7604 

none 

7 604 . . 7 909, 



9924.C6.o5.tw 
2426. .2710 

9924.C6.ol.ts 
2426. .2716, 2747. 

9924.C6.o4.tw 
2804. .3247, 3193, 

9924.C6.o5.tm 
2944. .3231 

9924.C6.o8.tw 



Seq. ID OJ990429_28. 9924 .C6 
Strand 

End 8685 

Method TBLASTX : Wheat 

End 2712 

Score 267 



Seq. ID OJ990429_28.9924.C6 
Strand 

End 8685 

Method TBLASTX : Soybean 

End 2820 

Score 184 

.2782, 2788. .2820, 2789. .2818 

Seq. ID OJ990429_28.9924.C6 
Strand 

8685 

TBLASTX: Wheat 
3247 
256 



End 

Method 
End 
Score 
,3246 



Seq. ID OJ990429_28 .9924 .C6 
Strand 

End 8685 

Method TBLASTX : Mai ze 

End 3232 

Score 185 



Seq. ID OJ990429_28.9924.C6 
Strand 

End 8685 

Method TBLASTX : Wheat 

End 3780 

Score- 73 

3412. .3525, 3413. .3526, 3571. .3780, 3572. .3724 

Seq. ID OJ990429_28.9924.C6 
Strand 

End 8685 

9924.C6.o7.tm Method TBLASTX : Maize 

End 3816 

Score 190 



Seq. ID OJ990429_28. 9924 .C6 
Strand 

End 8685 

9924.C6.o6;tm Method TBLASTX : Maize 

End 7909 

Score 87 

7779. . /yyb 



Seq. No. 



30233 



Seq. ID OJ990429_28.9924.C6 



30101 



Gene No. 


62456 




Strand 










oLal L 


4 09 






ft fift R 

O O O u 








Name 


P)TQQf)49Q 9ft QQ94 Pfi ml 


LW 


Mot - V~i 


TRT aCTY • 


Wheat 




Of 3 v-f- 


7 7 Q0 _ 






R1 R9 








r t 

o JL 


none 






1 S9 










77QD Rl R? 77Q1 fit SO 














Seq. No. 


30234 




Seq. ID 


OJ990429 


28 . 


. 9924 


.C7 


Gene No. 


62457 




Strand 


+ 








o Lai L 


^1 6 

j x u 




End 


1129 








Name 


O,TQQ049Q 9ft QQ94 P7 nl 


9 s 


Method 


GEN SCAN 








OLaiL 


^16 — 

Jly 




End 


1129 










none 




Score 


.89 










^1 49ft fi70 ft19 QO^ 


l ooo 


1046. .1129 














Seq. ID 


OJ990429 


28 . 


, 9924 


P7 


Gene No. 


62458 




Strand 


+ 








Start 


14808 




End 


15701 








Name 


D.TQQ049Q 9ft QQ94 P7 nS 


lip 


Method 


AAT/NAP 








O Lei I. L, 


1 4 ft Oft _ 




End 


15701 








C T 


qqn94 4ft 




Score 


1084 








TP \r /~\ r> e 


i 4ftHft 1 R7D1 

140U0 . . 1 J / U X 














tax UcbCIip. 


/ Zi Rfl 70 9 ft "3 ^ o-r-F^ rrir-\/'7a 
InDUjU^O J J Oil J [uiyza 


sat i va j 












ocCJ... LNO . 


709 74 




Seq. ID 


OJ990429 


_28. 


. 9924 


CI 


Genp No 


62459 




Strand 










Start 


904 




End 


1318 








Name 


OJ990429 28.9924.C7.ol. 


np 


Method 


AAT/NAP 








Start 


904 




End 


1318 








GI 


6721560 




Score 


294 








Exons 


904. .1318 














GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 









gi| 6815085|dbj IBAA90371.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 28. 9924. C7 



30234 • 
6246Q 
2011 

OJ990429_28. 9924 . C7 . o2 . np 
2011 
4680183 
2011. .2100, 2708. .2775 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



2775 
AAT/NAP 
2775 
188 



30234 
62461 
2863 

OJ990429_28. 9924 .C7.o2.gs 

2863 

none 

2863. .2976, 5167. .5652, 5769. 
9457. .9839, 9860. .10144 



Seq. ID OJ990429_28. 9924 .C7 
Strand 

End 17678 

Method GENS CAN 

End 10144 

Score .48 

.5810, 5860. .6149, 6950. .7704, 



Seq. No. 30234 

Gene No. 6^4 61 

Start 2863 

Name OJ990429_28 . 9924 . C7 . o3 . np 



Seq. ID OJ990429_28 . 9924 .C7 
Strand 

End 17678 

Method AAT/NAP 



30102 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3614 ■ End 7703 

4234852 Score 3584 

3614. .6964, 7007. .7703 

(AF082133) gag-pol polyprotein [Zea mays] 



30234 
62461 
2863 

OJ990429_28. 9924.C7.ol.tm 

3668 

none 



Seq. ID OJ990429_28. 9924 .C7 
Strand 

End 17678 

Method TBLASTX : Maize 

End 4240 

Score 75 



3668. .3850, 3896. .4240, 3909. .4235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30234 
62461 
2863 

OJ990429_28. 9924.C7.o3.tw 

3668 

none 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678. 

Method TBLASTX : Wheat 

End 4132 

Score 39 



3668. .4132, 3675. .3779, 3896. .4132 



30234 
62461 
2863 

OJ990429_28.9924.C7.o2.ts 

3668 

none 



3668. .3844, 3860. .4240, 3941. .4177, 415 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678 

Method TBLASTX : Soybean 

End 4241 

Score 60 

4241 



30234 
62461 
2863 

OJ9904 29_28. 9924 .C7 .o2 . tw 

4226 

none 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678 

Method TBLASTX : Wheat 

End 4984 

Score 39 



4226. .4456, 4426.-4653, 4474. .4653, 4639. .4983, 4688. .4828, 
4889. .4984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 



30234 
62461 
2863 

OJ990429_28 . 9924 .C7 . o2 . tm 

4591 

none 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678 

Method TBLASTX : Mai ze 

End 4984 

Score 112 



4591. .4983, 4676. .4828, 4880. .4984 



30234 
62461 
2863 

OJ990429_28.9924 .C7.ol.ts 

4654 

5509260 

4654. .5112, 4676. .4984 



30234 
62461 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678 

Method TBLASTX : Soybean 

End 5112 

Score 165 



Seq. ID OJ990429_28 . 9924 . C7 
Strand 



30103 



Start 
Name 
Start 
GI 

Exons 



2863 End 

OJ990429_28 . 9924 . C7 . ol . tc Method 

4765 End 

none Score 
4765. .5025 



17678 

TBLASTX: Cress 

5025 

245 



JCl^. LN (J • 


30234 












OTQQD49Q 9fl QQ94 P*7 


(~L ^ ti NT 


62461 














D Lei I. L 


2863 










End 


17678 


Name 


OJ990429 28 


. 9924 


C7.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


5581 










End 


5967 




none 










Score 


120 




5581. 


.5754, 


J / JO 


. D yyJ / , 


DIDO. 


.5967, 57f 


33. .5911 


o c q * In O . 


30234 










Seq. ID 


OJ990429_28 : . 9924 .C7 




62461 










Strand 






2863 










End 


17678 


Name 


OJ990429 28 


. 9924 


C7 . ol . 


t W 


Method 


TBLASTX: Wheat 


Start 


5584 










End 


6246 


GI 


none 










Score 


59 


Exons 


5584. 


5682, 


5659 


.5967, 


5855. 


.5944, 6007.. 6246, 6008.. 6061, 




6051. 


6185 












Seq. No.' 


30234 










Seq. ID 


OJ990429_28. 9924 .C7 


Gene No. 


62461 










Strand 




Start 


2863 










End 


17678 


Name 


OJ990' 


129_28 


.9924. 


C7.o3. 


tm 


Method 


TBLASTX :Maize 


Start 


5773 










End 


6234 


GI 


none 










Score 


93 


Exons 


5773. 


5961, 


5846. 


.5959, 


6007. 


.6234 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30234 
62461 
2863 

OJ99042 9_28. 9924.C7.o4 .ts 

6028 

none 



Seq. ID OJ990429_28.9924.C7 
Strand 
End 

Method 
End 
Score 



17678 

TBLASTX: Soybean 

6416 

49 



6028. .6252, 6125. .6253, 6285. .6416, 6309. .6416 



30234 
62461 
2863 

OJ990429 
8358 
6063554 
8358. .8529, 
(AP000615) 
correspond 



OJ990429 28. 9924. C7 



Seq. ID 
Strand 
End 

Method' 
End 
Score 
10000. .10258, 
ESTs AU075609 (C6334 4) ,C71850 (E04 64) ,098 611 (E04 64) 
to a region of the predicted gene.; hypothetical 



28.9924.C7.o4.np 



9643. . 9887, 



17678 
AAT/NAP 
14402 
175 

14359. .14402 



protein [Oryza sativa] 

30234 
62461 
2863 

OJ99042 9_28 . 9924 . C7 . o3 . gs 

11236 

none 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678 

Method GENSCAN 

End 17625 

Score .4 



11236. .11598, 12214. .124 69, 137 64. .13878, 15577. .15618, 



30104 



15877. .16089, 164 12 17197 , 17294 .. 17429, 17457. .17625 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30234 
62461 
2863 

OJ9904 29_28. 9924 .C7*.o6.np 

15971 

6815052 



Seq. ID OJ990429_28.9924.C7 
Strand 

End 17678 

Method AAT/NAP 

End 17678 

Score 1384 



15971. .16089, 16352. .16426, 16508. .1724 5, 17294. .17429, 
17589. . 17678 

(AP001080) hypothetical protein [Oryza sativa] 



JdLJ • IN KJ . 


ju^jj oeq. iu 


Uu y y u h £ y 


. y yz 4 . 


. Co 




£9 A f\0 Of v-onH 

oz^uz ourana 








Start 


1 99 FnH 

2.£~Z? CjIICI 


9 ft 7 ~K 








n.7QQ0d9Q 9ft QQ94 Pft n1 rrc; Mnf hnH 










1 9Q FnH 


9 ft 7 ^ 






PT 


none " • Score 








Exons 


129. .225, 325. .660, 1009. .1135, 2276.. 


2873 






Seq. No. 


30235 Seq. ID 


OJ990429_ 


_28.9924. 


C8 


Gene No. 


62463 Strand 








Start 


1 End 


2337 






Name 


OJ990429 28.9924.C8.ol.np Method 


AAT/NAP 






Start 


1 ' End 


2337 






GI ■ 


6815052 Score 


80 






Exons 


1. .83, 2314. .2337 








GI Descrip. 


(AP001080). hypothetical protein [Oryza 


sativa] 






Seq. No. 


30236 Seq. ID 


OJ990429_ 


_28.9924. 


C9 


Gene No. 


62464 Strand 








Start 


1681 End 


1969 






Name 


OJ990429 28. 9924 .C9.ol.gp Method 


AAT/GAP 






Start 


1681 End 


1969 






GI ' 


426253 Score 


534 






Exons 


1681. .1969 









Seq. No. 30236 Seq. ID 

Gene No. 624 65 Strand 

Start 2734 End 

Name OJ99042 9_28 . 9924 . C9 . o3 . tw Method 

Start 57 End 

GI none Score 

Exons 57.. 185, 3553.. 3759, 3754.. 4098 



OJ990429_28.9924.C9 
5616 

TBLASTX: Wheat 

4098 

53 



Seq. No. 30236 Seq. ID 

Gene No. 62465 Strand 

Start 2734 End 

Name OJ990429__28 . 9924 . C9 . o5 . tw Method - 

Start 2239 . End 

GI none Score 

Exons 2239. .2268, 2240. .2368, 2272. .2367, 2380. 

2425. .2523, 2441. .2548, 2454. .2546, 2549, 



OJ990429_28.9924.C9 

5616 

TBLASTX: Wheat 
2593 
94 



.2442, 2415. 
,2593, 2561. 



.2441, 
.2593 



Seq. No. 
Gene No. 
Start 



30236 
62465 
2734 



Seq. ID 

Strand 

End 



OJ990429 28. 9924. C9 



5616 



30105 




Name OJ990429_28 . 9924 . C9 . ol . np Method AAT/NAP 

Start 2734 End 5616 

GI 6630696 Score 4969 

Exons 2734.. 5616 

GI Descrip. (AP000969) ESTs D221 14 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 





nol vDrot pin 


from 


transposon 


Tnt 1-94. 


(P10978) [Oryza sati 


Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924.C9 


Gene No . 


62465 








Strand 




Start 


2734 








End 


5616 


Name . 


OJ990429 28 


.9924 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2870 








End 


3345 


GI 


none 








Score 


401 


F. m n n <=! 

1—1 AVJ llu 


2870 3256 


2872 


. .3255, 


3245 


..3340, 3271.. 3345, 3272.. 3340 




3285 3344 












Sea No 


30236 








Seq. ID 


OJ990429_28.9924.C9 


ripnp No 


624 65 








Strand 




Start 


2734 








End 


5616 


Name 


OJ990429 28 


.9924 


C9.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2998 








End 


3339 


GI 


none 








Score 


96 


R von <=; 


9QQP ^907 


3077 


.3202, 


3226 


..3339, 3236.. 3304 


Qprr No 


30236 








Seq. ID 


OJ990429_28.9924.C9 


fipnp Nn 


624 65 








Strand 




Start 


2734 








End 


5616 


Name 


OJ990429 28 


9924 


C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3201 








End 


3573 


GI 


none 








Score 


80 


L-f *\ V_/ 1 X O 


3201 3449 


3202 


.3573, 


3203 


. .3550 




Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924.C9 


Honp No 


624 65 








Strand 




Start 


2734 








End 


5616 


Name 


OJ990429 28 


9924. 


C9.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3349 








End 


3700 


GI 


none 








Score 


68 


l-J A \J MtJ 


3349 3531 


■3 «J ~J c * 


.3540, 


3353 


..3541, 3536.. 3700, 3541.. 3699 


Qpn Mr) 


30936 

«J VJ ji. J \J 








Seq. ID 


OJ990429_28.9924.C9 


(i^T-ip Nn 


624 65 








Strand 




Start 


2734 








End 


5616 


Name 


OJ990429 28. 


9924 . 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3634 








End 


4098 


GI 


none 








Score 


61 


Exons 


3634. .4098, 


3737. 


.3847, 


3883 


..3963, 4026. .4085 


Seq. No. 


30236 








Seq. ID 


OJ990429__28. 9924 .C9 


Gene No. 


62465 








Strand 




Start 


2734 








End 


5616 


Name 


OJ990429 28. 


9924 . 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3769 








End 


4233 


GI 


tr r r\ r\ o r- r\ 








Score 


39 


Exons 


3769. .4233, 


3917. 


.3946, 


3977 


. .4138 




GI Descrip. 















30106 




Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924 


,C9 


Gene No . 


62465 








Strand 






Start 


2734 








End 


5616 




Name 


OJ990429 28 


. 9924 


. C9 . ol . 


tc 


Mpf hod 


J. O J— ixiO A. /\ . Vw>-LCOO 




Start 


3880 ~~ 








End 


4146 




GI 


none 








Score 


104 

J. V 1 




F.xon ^ 


3880 4140, 


3968 


4138, 


4024 . 


.4146 






Seq. No. 


30236 








Seq. ID 


OJ990429^28.9924 


.C9 


Gene No. 


62465 








Strand 






Start 


2734 








End 


5616 




Name 


OJ990429 28 


. 9924 


. C9 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


4153 ~ 








End 


4900 




GI 


none 








Score 


118 






4153 4335 


4153 


4473, 


4157 . 


.4342, 4469. .4633, 4470. .4634 




4470 4634 


4 471 


4 635 


4 609 . 


.4893, 4628. .4900, 4643. .4900 


Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924 


.C9 


Hpnp No 


62465 








Strand 


- 




Start 


2734 








End 


5616 




Name 


O l T9904? c i ?fi 


. 9924 


. C9 . o4 . 


t s 


Method 


TBLASTX: Soybean 




Start 


4557 ~~ 








End 


4956 




GI 


none 








Score 


111 




F 1 v on q 

ill A W 1 1 o 


4 5 57 4 631 


4 735 


.4 956, 


4739 . 


.4954 ' 






Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924 


.C9 


f^pnp Mo 
uCUC LNU t 


624 65 








Strand 


- 




Start 


27 34 








End 


5616 




Name 


OJ9904?9 28 

UU J Jut l. ^ 


9924 


. C9 . o4 . 




Method 


TBLASTX: Maize 




Start 


4744" ~~ 








End 


5208 




GI 


none 








Score 


82 




TP, von 


4744 5208 


4 751 


. 4 969 










Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924 


C9 


Gpnp No 


62465 








Strand 






Start 


2734 








End 


5616 




Name 


OJ990429 28 


9924 


. C9 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4 901 ~~ 








End 


5101 




GI 


none 








Score 


231 




P yon 

1_J V_/ 11 J 


4 901 5101 


4 901 


. 5098 , 


4 903 . 


.5100 






Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924 


C9 


npnp No 


624 65 








Strand 






Start 


27 34 








End 


5616 




Name 


OJ990429 28 


9924 


. C9 . o5 . 


ts 


Method 


TBLASTX: Soybean 




Start 


4 966 _ 








End 


5346 




GI 


none 








Score 


88 




R v o n <^ 


t ?UU • * -J £~ X " / 


ST 97 












Seq. No. 


30236 








Seq. ID 


OJ990429_28.9924. 


C9 


Gene No. 


62465 








Strand 






Start 


2734 








End 


5616 




Name 


OJ990429 28. 


9924 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5320 








End 


5616 




GI 


none 








Score 


311 




Exons 


5320. .5361, 


5390 


. .5614, 


5391. 


5615, 5392.. 5616 





30107 



Seq. No. 30237 

Gene No. 62466 

Start 18993 

Name OJ990429_28 . 9924 . CIO . o3 . np 

Start 18993 

GI 6691716 

Exons 18993. .19887, 2007 9 20253, 
20759. .20946, 21021 .. 21116, 

GI Descrip. 



OJ990429_28. 9924. CIO 
+ 



Seq. ID 
Strand 

End 21901 
Method AAT/NAP 
End 21889 
Score 2522 
20330. .20427, 20506 20681 , 
21267. .21387, 21450. . 21889 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 30237 Seq. ID 

Gene No. 624 66 Strand 

Start 18993 End 

Name OJ990429_28 . 9924 . C10 . o5 . gs Method 

Start 18993 End 

GI none Score 
Exons 



OJ990429_28. 9924. C10 
+ 

21901 
GENSCAN 
21901 
.81 



18993. .19050, 1 957 6 . . 19877 , 19964 .. 20253, 20330 .. 20681, 
20800. .20946, 21021 .. 21210 , 21283 21387, 21450. .21901 

Seq. No. 30237 Seq. ID OJ990429_28 . 9924 . C10 

Gene No. 624 67 Strand 

Start 1 End 818 

Name OJ990429_28 . 9924 . C10 . ol . np Method AAT/NAP 

Start 1 End 818 

GI • 6630696 Score 1405 

Exons 1..818 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


30237 


Seq. ID 


OJ990429_28. 


9924 


.C10 


Gene No. 


62467 


Strand 








Start 


1 


End 


818 






Name 


OJ990429 28.9924.C10.ol.gp 


Method 


AAT/GAP 






Start 


13 


End 


776 






GI 


101595 1.R1084 


Score 


1347 






Exons 


13. .776 










GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains 


similarity to 








retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 


Seq. No. 


30237 


Seq. ID 


OJ990429_28. 


9924 


.C10 


Gene No. 


62468 


Strand 








Start 


1395 


End 


1683 






Name 


OJ990429 28.9924.C10.o2.gp 


Method 


AAT/GAP 






Start 


1395 


End 


1683 






GI 


426253 


Score 


510 






Exons 


1395. .1683 










Seq. No. 


30237 


Seq. ID 


OJ990429_28 . 


9924 


C10 


Gene No. 


62469 


Strand 








Start 


5693 


End 


9218 






Name 


OJ990429 28.9924.C10.o2.np 


Method 


AAT/NAP 






Start 


5315 


End 


9218 






GI 


6539553 


Score 


6457 







30108 




Exons 5315.. 9218 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. : 


30237 




Seq. ID 


OJ990429 28 9924 


. C10 


Gene No . 


62469 




St rand 






Start 


5693 




End 


9218 




Name 


OJ990429 28. 9924. CIO. o2 


.gs 


Method 


GENSCAN 




Start 


5693 




End 


7246 




GI 


none 




Score 


. 81 




Exons 


5693. .7246 










Seq. No. 


30237 




Seq. ID 


OJ990429 28 9924 


. C10 


Gene No . 


62470 




St rand 






Start 


15896 




End 


17532 




Name 


OJ990429 28. 9924. CIO. o4 


.gs 


Method 


GENSCAN 




Start 


15896 




End 


17532 




GI 


none 




Score 


.96 




Exons 


15896. .16524, 16557. .17532 








Seq. No. 


30237 




Seq. ID 


OJ990429_28. 9924 




Gene No . 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28 . 9924 .C10. o5 


. tm 


Method 


TBLASTX: Maize 




Start 


4 68 




End 


9089 




GI 


none 




Score 


124 




Exons 


468. .776, 471. .662, 547, 


. .729, 


8776. .9081, 8778. .9089 




Seq. No. 


30237 




Seq. ID 


OJ990429_28. 9924, 




Gene No . 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28. 9924. C10. o9, 


. tw 


Method 


TBLASTX: Wheat 




Start 


527 




End 


9224 




GI 


none 




Score 


142 




Exons 


527. .709, 528. .812, 547. 


. .738, 


786. . 926 


, 789. .923, 8838., 


.9224, 




8839. .9213 










Seq. No. 


30237 




Seq. ID 


OJ990429_28. 9924. 


.C10 


Gene No . 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28. 9924. C10. ol. 


, tw 


Method 


TBLASTX: Wheat 




Start 


5486 




End 


5926 




GI 


none 




Score 


265 




Exons 


5486. .5836, 5489. .5836, 


5547. 


.5837, 58 


52. .5926, 5854. .5925 


Seq. No. 


30237 




Seq. ID 


OJ990429__28. 9924. 


.C10 


Gene- ; No . 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28. 9924 .C10. 06. 


ts 


Method 


TBLASTX: Soybean 




Start . 


5579 




End 


5920 




GI 


none 




Score 


87 




Exons 


5579. .5788, 5600. .5788, 


5807. , 


.5920 






Seq. No. 


30237 




Seq. ID 


OJ990429_28.9924. 


C10 


Gene No. 


62471 




Strand 







30109 



Start 
Name 
Start 
GI 

Exons 



22220 

OJ990429_28 . 9924 . CIO . o9 . tm 

5783 

none 

5783. .6016, 5798. .6121, 5806. 



End 27075 
Method TBLASTX : Mai ze 
End 6121 
Score 167 
.6096, 5910.. 6101 



Seq. No. 30237 Seq. ID 

Gene No. ~ 62471 Strand 

Start 22220 End 

Name OJ990429_28 . 9924 . C10 . o3 . ts Method 

Start 5933 End 

GI none Score 

Exons 5933.. 6277, 6078.. 6278 



OJ990429_28.9924 .C10- 
27075 

TBLASTX: Soybean 
6278 
-110 



Seq. No. 30237 

Gene No. 62471 

Start 22220 

Name OJ990429_28 . 9924 . C10 . o4 . tw 

Start 6131 

GI none 

Exons 6131.. 6337, 6161.. 6310, 6332, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6676, 6356.. 6529 



OJ990429_28. 9924 .C10 
27075 

TBLASTX: Wheat : ' 
6676 
45 



Seq. No. 30237 Seq. ID 

Gene No. 62471 Strand 

Start 22220 End 

Name OJ990429_28 . 9924 . C10 . 06 . tm Method 

Start 6212 End 

GI none Score 

Exons 6212.. 6676, 6359.. 6541 



OJ990429_28. 9924 .C10 

>27075 
TBLASTX: Maize 
6676 
88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30237 
62471 
22220 

OJ990429_28. 9924 .C10. ol.ts 

6347 

5.509260 

6347. .6811 



30237 
62471 
22220 

OJ990429_28. 9924 .C10. ol.tc 

6458 

none 

6458. .6718 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 2 9_28. 9924 .C10 
27075 

TBLASTX: Soybean 

6811 

363 



OJ990429_28. 9924 .C10 
27075 

TBLASTX: Cress 

6718 

278 



Seq. No. 30237 

Gene No. 62471 

Start 22220 

Name OJ990429_28 . 9924 . C10 . o2 . tw 

Start 6731 

GI none 

Exons 6731.. 6979, 6731.. 6940, 6748. 

7037.. 7273, 7228.. 7485, 7355. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 28. 9924. C10 



27075 

TBLASTX: Wheat 
7485 
192 

.6978, 6999. .7244, 7030. .7245, 
.7477 



Seq. No. 



30237 



Seq. ID OJ990429 28. 9924. C10 



30110 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



62471 Strand 

22220 End 

OJ990429_28. 9924. CIO. o5.ts Method 

7161 End 

none Score 



27075 

TBLASTX : Soybean 

7533 

41 



7161. .7220, 7237. .7308, 7262. .7300, 7309. .7533, 7324. .7518, 
7355. .7525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30237 
62471 
22220 

OJ99042 9_28. 9924. C10. o7.tm 

7321 

none 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX: Maize 

End 22891 

Score 83 



7321. .7755, 7346. .7546, 22760. .22891 



30237 
62471 
22220 

OJ99042 9_28. 9924. C10. olO.tw 

7486 

none 

7486. .7677, 7486. .7677 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX : Wheat 

End 7677 

Score 179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30237 
62471 
22220 

OJ99042 9_28. 9924. C10. o8.ts 

7543 

none 

7543. .7791, 7774. .7917 

30237 
62471 
22220 

OJ990429_28. 9924 .C10. o3.tm 

7966 

none 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX : Soybean 

End 7917 

Score 66 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX: Maize 

End 8277 

Score 351 



7966. .8250, 7980. .8270, 7987. .8277, 7989. .8261 



30237 
62471 
22220 

OJ99042 9_28 . 9924 . C10 . ol3 . tw 

19113 

none 

19113. .19400, 19253. .19351 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX : Wheat 

End 19400 

Score 204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30237 
62471 
22220 

OJ990429_28. 9924 .C10. o6.gs 

22220 

none 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method GEN SCAN 

End 27075 

Score .47 



22220. .23184, 23251 .. 23602 , 23669 .. 24220, 24335 .. 25301, 
25376. .25589, 25760 .. 26254 , 26357 .. 26685, 26810. .27075 



30111 



Seq. No. 30237 

Gene No. 62471 

Start 22220 

Name OJ990429_28 . 9924 . CIO . o4 . np 

Start 22223 

GI 5902445 

Exons 22223. .25318 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990429_28. 9924 .CIO 
Strand 

End 27075 

Method AAT/NAP 

End 25318 

Score 5003 



Seq. No. 30237 

Gene No. 62471 

Start 22220 

Name OJ990429_28 . 9924 . C10 . o7 . tw 

Start 22250 

GI none 
Exons 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX : Wheat 

End 22846 

Score 80 



22250. .22363, 22355 .. 2284 6, 22587 .. 22691, 22737.. 22826 



Seq. No. 30237 

Gene No. 62471 

Start 22220 

Name OJ990429_28 . 9924 . C10 . 08 . tm 

Start 22271 

GI none 
Exons 



Seq. ID OJ990429_28. 9924 .C10 
Strand 

End 27075 

Method TBLASTX : Mai ze 

End 22519 

Score 102 



22271. .22372, 22272 .. 22373, 22352 2251 9, 22353.. 22463 



Seq. No. 30237 

Gene No. 62471 

Start 22220 

Name OJ990429_28 . 9924 . C10 . 06 . tw 

Start 22959 

GI none 
Exons 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX : Wheat 

End 23348 

Score 50 



22959. .23006, 22961 .. 2314 6, 22961 23347 , 23037. .23348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30237 
62471 
22220 

OJ990429_28 .9924 .C10. ol.tm 

22991 

none 



Seq. ID OJ990429_28. 9924 .C10 
Strand 

End 27075 • 

Method TBLASTX: Maize 

End 23353 

Score 237 



22991. .23038, 23030 .. 23353, 23043 . .23333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30237 
62471 
22220 

OJ990429_28 .9924 .C10. o5.np 

23163 

5902444 



Seq. ID OJ990429_28. 9924 .C10 
Strand 

End 27075 

Method AAT/NAP 

End 27075 

Score 2209 



23163. .23355, 23613 .. 2372-6, 25337.. 27075 
(AB030283) GAG-POL precursor [Oryza sativa] 



30237 
62471 
22220 

OJ990429_28. 9924. C10. o8.tw 

23666 

none 



Seq. ID OJ990429_28. 9924. C10 
Strand 

End 27075 

Method TBLASTX : Wheat 

End 26338 

Score 251 



23666. .24088, 23742 .. 24083, 26180. .26338 



30112 




Seq. No. 


30237 




Seq. ID 


OJ990429_28. 9924 


.C10 


Gene No. 


62471 




Strand 






Start 


22220 

C C+ C i- \J 




End 






Name 


OJ990429 28 9924 CIO 

\J{J Zf *J \J T C Zf \J • Zf Zf *t • A. \J 


nd t" q 

• ^ *i . L. O 


L JC LliUU 


i Dijrio i a . ooy.De an 




Start 


■ 23709 ™" 




End 


24 097 

c. i w zf i 




GI 


none 




Score 


113 




Exons 


23709 23957 23711 


23953 


2^993 240 

~j Zf Zf J • 


97 2^9Qd 940fi Q 
Zf l t O zf zf 4 . . tlUOy 




Seq. No. 


30237 




Seq. ID 


OJ990429_28. 9924 . 


.CIO 


Gene No. 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28 9924 PTO 

Zf Zf \J ^ C Zf C+K> * Zf Zf *i . _L W 


. J. U • LIU 


Method 


TBLASTX: Maize 




Start 


23762 ~~ 




End 


24035 




GI 


none 




Score 


98 




Exons 


23762 23860 23864 


. 24 034 , 


23865. .24035 




Seq. No. 


30237 




Seq. ID 


OJ990429_28.9924, 


,C10 


No. 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28 9924 CIO 

\J [ U Zf Zf \J T 27 O • Zf ZJ C*^. • \^ J- \J 




Method 


TBLASTX: Wheat 




Start 


24089 ~~ 




End 


24373 




GI 


none 




Score 


42 




R x o n s 


24089 24184 24092 


24 37 3 


24266. .24364 




Seq. No. 


30237 




Seq. ID 


OJ990429_28.9924. 


C10 


Gene No. 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28 9924 PI D 

\JKJZ/Z*\J i ±£.Z} fJ . Zf Zf £**± . *w J. U . 




Method 


TBLASTX: Maize 




Start 


24212 _ 




End 


24656 




GI 


none 




Score 


137 




Exons 


24212 24238 24236 


. 2437 9, 


24398. .24655, 24 4 01 .. 24 655 , 






24402 24656 










Seq. No. 


30237 




Seq. ID 


OJ990429_28.9924. 


C10 


Gene No . 


62471 




Strand 






Start 


22220 




End 


27075 




Name " 


OJ990429 28 9924 CIO 




Method 


TBLASTX : Soybean 




Start 


24323 _ 




End 


24754 




GI 


none 




Score 


44 




Exons 


24323 24754 24357 


24 527 


24 4 85. .24 691, 24 564 . .24 707 




Seq. No. 


30237 




Seq. ID 


OJ990429_28.9924. 


C10 


Gene No . 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429 28 9924 CI 0 




Method 


TBLASTX: Wheat 




Start 


24378 ~~ 




End 


24802 




GI 


none 




Score 


252 




Rv On S 


24378 24704 24383 


24 802 








Seq. No. 


30237 




Seq. ID 


OJ990429_28.9924. 


C10 


Gene No. 


62471 




Strand 






Start 


22220 




End 


27075 




Name 


OJ990429_28. 9924 .C10. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


24667 




End 


25244 




GI 


none 




Score 


206 




Exons 


24887. .25243, 24897.. 


25244 









30113 



Seq. No. 


30237 




Seq. ID 


r*onp NTo 


69 4 7 1 




^ t" r~;=i n H 
o L. x d ni_t 




99 9 9fi 




FnH 


Name 


O.TQQD49Q 9ft QQ94 PI 0 


- 

. Oj . tW 


L W 1C L, nuu 


Of a r f 
O L. d X L- 


94 Q1 7 ~ 




FnH 


GI 


none 




Score 


F von q 


94917 9S^4S 9491ft 


• ~j ~j u ~j 




Seq. No. 


30237 




Seq. ID 


f^Jp-np No 


62471 




°it rand 


OL.di.l_ 


99990 




FnH 

I_J 1 l<wl 


LNdiUC 


n,TQQn49Q 9ft QQ94 P1 D 


o7 1- 


Mat hnH 


Qf arf 


24968 ~~ 




End 


GI 


none 




Score 


u" 1 von q 




. j j j j 




Seq. No. 


30237 




Seq. ID 


VJJ C11C LNU ■ 


624 71 




^t r^nd 

J L.1 Q 1 1 vX 


Of a >-+- 


99990 




FnH 


Name 


D,TQQn4 9Q 9ft QQ94 P1D 


ol 1 1~w 


Mo o H 


Cf a y-f- 

o L dx L 


9S?Qn — 




FnH 




n on p 






Exons 


9S^QD 9S767 






Seq. No. 


30238 




Seq. ID 




69479 

U Z. *i / Z. 




O l_ X CllH-X 


CLdIL 


9^7 




FnH 


Name 


D.TQQ049Q 9ft QQ94 PI 1 


- 

. o 1 . gs 


IriKZ LllUU 


Of -j y-4- 


9^7 _ 




FnH 


r:T 
ox 


none 




Score 


Exons 


9^7 "34 Q SI 6 6ft7 


7Q^ QDQ 




Seq. No. 


30238 




Seq. ID 


Gene No. 


62472 




Strand 


Start 


237 




End 


Name 


OJ990429 28.9924.C11 


.ol.gp 


Method 


Start 


505 




End 


GI 


LIB3431-001-P1-N1-B5 




Score 


Exons 


505.. 687, 793.. 1025 






GI Descrip. 


'4680203/gb|AAD27566 


.1IAF1141 


71_7 l.Oe 



27075 

TBLASTX: Wheat 

25355 

269 



27075 

TBLASTX: Soybean 

25333 

133 



27075 

TBLASTX: Wheat 

25767 

244 



+ 

1025 
GENSCAN 
909 
.6 



+ 

1025 
AAT/GAP 
1025 
766 



protein [Sorghum bicolor] 1 



Seq. No. 


30238 










Seq. ID 


OJ990429 


Gene No. 


62473 










Strand 




Start 


1418 










End 


2490 


Name 


OJ990429 28 


.9924 


.Cll 


.o2 


. gs 


Method 


GENSCAN 


Start 


1418 










End 


2490 


GI 


none 










Score 


.73 


Exons 


1418. .1468, 


1761 


. .18 


82, 


2021. 


.2048, 2064. .2234, 


Seq. No. 


30238 










Seq. ID 


OJ990429 


Gene No. 


62473 










Strand 




Start 


1418 










End 


2490 


Name 


OJ990429 28 


.9924 


Cll 


.ol 


.np 


Method 


AAT/NAP 


Start 


1886 










End 


2490 


GI 


2407267 










Score 


431 



.2490 



30114 



Exons 1886.. 2234, 2338.. 2490 

GI Descrip. (AF017356) low molecular early light-inducible protein [Oryza 
sativa] 



Seq. No. 30239 

Gene No. 62474 

Start 75 k 

Name OJ990429_28 . 9924 . C12 . ol . gs 

Start 75 

GI none 
Exons 



Seq. ID OJ990429_28.9924.C12 

Strand + 

End _ 2847 

Method : GENSCAN 

End 2847 

Score .58 



75. .175, 786. .1298, 1936. .2107, 2716. .2847 



Seq. No. 30239 

Gene No. 62474 

Start 75 

Name OJ990429_28 . 9924 . C12 . ol . np 

Start 775 

GI 4206306 

Exons 775.. 2311 

GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 30239 

Gene No. 62475 

Start 4964 

Name OJ99042 9_28 . 9924 . C12 . o3 . gs 

Start 4964 

GI none 
Exons 



Seq. ID OJ990429_28.9924.C12 

Strand + 

End 2847 

Method AAT/NAP 

End 2311 

Score 1020 



Seq. ID OJ990429_28.9924 .C12 

Strand + 

End 7871 

Method GENSCAN 

End 7871 

Score .87 



4964. .5293, 5356. .5511, 5535. .5702, 6666. .6738, 6799. .7269, 
7612. .7871 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30239 
62476 
8636 

OJ990429_28.9924 .C12.o4.gs 

8636 

none 



Seq. ID OJ990429_28.9924.C12 

Strand + 

End 9907 

Method GENSCAN 

End 9907 

Score . 4 



8636. .9164, 9178. .9360, 9467. .9491, 9811. .9907 



Seq. No. 30239 

Gene No. 62477 

Start 3017 

Name OJ99042 9_28 . 9924 . C12 . o2 . gs 

Start 3017 

GI none 

Exons 3017.. 3028, 3058.. 3353, 3705. 



Seq. ID OJ990429_28.9924.C12 
Strand 

End 4209 

Method GENSCAN 

End 4209 

Score .49 
.4209 



Seq. No. 30239 

Gene No. 62478 

Start 10465 

Name OJ99042 9_28 . 9924 . CI 2 . ol . tw 

Start 1199 

GI none 

Exons 1199.. 1582, 1243.. 1509 



Seq. ID OJ990429_28. 9924 .C12 
Strand 

End 162 f 01 

Method TBLASTX : Wheat 

End 1582 

Score 237 



Seq. No. 
Gene No. 
Start 



30239 
62478 
10465 



Seq. ID OJ990429_28.9924.C12 
Strand 

End 16201 



30115 



Name 

Start 

GI 

Exons 



OJ990429_28 . 9924 . C12 . ol . tm Method 

1358 End 

none Score 
1358. .1720, 1429. .1719 



TBLASTX: Maize 

1720 

322 



Seq. No. 30239 

Gene No. 62478 

Start 10465 

Name OJ990429_28 . 9924 . C12 . o2 , 

Start 2015 

GI none 

Exons 2015.. 2260, 2101.. 2235 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_28. 9924 .C12 
16201 

TBLASTX: Maize 

2260 

190 



Seq. No. 30239 Seq. ID 

Gene No. 62478 Strand 

Start 104 65 End 

Name ' OJ990429_28 . 9924 . C12 . ol . ts Method 

%£art ' 914 4 End 

GI none Score 

Exons 9144.. 9377, 9466.. 9570 



OJ990429_28. 9924 .C12 
16201 

TBLASTX: Soybean 

9570 

161 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



30239 
62478 
10465 

OJ990429_28.9924 .C12.o5.gs 
10465 



none 

10465, 

11585. 



10475, 10501. 
11850, 11937. 



Seq. ID 
Strand 

End 16201 
Method GENSCAN 
End 16201 
Score .69 
10762, 10866. .10934, 10964 
12070, 12194 .. 12582, 12772 



OJ990429 28. 9924 .C12 



13334. .13386, 134 39 .. 13594 , 14 84 6 .. 14 956, 16151, 



. 11572, 
. 12866, 
, 16201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30240 
62479 
1 

OJ99042 9_28. 9924.C13.ol.np 

■1 

3645898 
1..629 

(U68408) in-frame stop codon; 
mutation [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_28.9924.C13 
629 

AAT/NAP 

629 

284 



possibly a post-transposition 



Seq. No. 


30240 








Seq. ID 


OJ990429_28.9924 , 


.C13 


Gene No. 


62479 








Strand 






Start 


1 








End 


629 




Name 


OJ990429 


_28.9924.C13, 


.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


57 








End 


458 




GI 


none 








Score 


73 




Exons 


57. .458, 


169. .408 












Seq. No. 


30240 








Seq. ID 


OJ990429_28.9924. 


.C13 


Gene No. 


62479 








Strand 






Start 


1 








End 


629 




Name 


OJ990429 


_28.9924.C13. 


.ol. 


.gs 


Method 


GENSCAN 




Start 


366 








End 


626 




GI 


none 








Score 


.52 




Exons 


366. .626 















30116 



Seq. No. 


30241 


Seq. ID 


OJ990429 


_25.9922 


.CI 


Gene No. 


62480 


Strand 


+ 








A Q*7 Q 

4 0 / y 


T-> ~. -0 


£9 n r 
DZ U D 






Name 


ujyyu4zy z j . yy^^ . li .oz . gs 


Method 


LrLNoCAN 






Q •(- -3 -w- j- 

0 La L L 


A Q1 O 

4 0 1 y 




one; 
bZ U 3 






P T 


none 


Score 


Q 1 

• y i 






IT* v /~\ r"\ 


4o/y..4yyZ, 4yyo..34U3, DlOj 


c 9 n r 

. . bZU3 








Seq. No. 


30241 


Seq. ID 


OJ990429_ 


_25. 9922 


.CI 


Gene No. 


62481 


Strand 


+ 






O L. dirt 




CL.nQ 


9 9 £1 "5 
ZZ D / o 






Name 


uuyyu4zy z j t .Li . oj . gp 


Method 


7\ 7\ T 1 / P 7\ D 






oca.ru 


1 y 1 4 y 


T~» r-. ^-J 

bna 


i y o d / 










Score 


by / 






H1XOII0 












oeq . wo . 


J U Z 4 1 


Seq. ID 


OJ990429_ 


OC QQ9 9 

Z3 . yyzz 


p 1 
. LI 


Gene No. 


62481 


Strand 


+ 






Start 


19195 


End 


22673 " 






Name 


OTQQHil9Q 9S QQ99 pi rsR rrc: 

<jijyyu4zy zj. ?yzz.^i.oj,gs 


Method 


GEN SCAN 






otart 


1 Q1 QC 

1 y 1 y 3 


End 


22673 






P T 


none 


Score 


.71 






T7 1 u 

HjXons 


1 qi qc on/1 nn 9fiR£'3 9riQp^: 
± y 1 y 3 . . z u 4 u u , zuodj . . z u y 0 0 , 


20988. .21222, 21297 


9 1 A A H 
. . Z 1 4 4 / , 






91QOR 9 9 9 H £ 9 9 c. 9 "3 0 

z ± y y3 . . z z z u b , <zzz)Z.3 . • <zzo / j 










beq . no . 


JUZ4 1 


Seq. ID 


OJ990429_ 


OC Q Q 9 9 

Z3 . yyzz 


. LI 


Gene No. 


62481 


• Strand 


+ 






Start 


19195 


End 


22673 






Name 


PiTQQPt/19Q 9R QQ99 PI /^9 r\r\ 

wuyyufizy Z3 . y yzz . . oz . np 


Method 


AAT/NAP 






OtalL 


xyzoi 


End 


20139 






p t 


O O Q Q C Q Q 

oz y 0 d 0 y 


Score 


560 






Exons 


lyzji. .zuuy 










bi uescrip. 


IHLU u 4 0 0 1 / putaLive protein 


kinase [Arabidopsis 


thaliana] 


oeq . no . 


OUZ 4 ± 


Seq. ID 


OJ990429_ 


_25.9922 


.CI 


Gene No. 


62482 


Strand 








Start 


219 


End 


4019 






Name 


PtTQQfM9Q 9R QQ99 P1 a1 /-* 0 

vjjyyu4zy Z3 . yyzz . li . 01 . gs 


Method 


GENSCAN 






0 car l 


z 1 y 


End 


4019 






P T 


none 


Score 


.55 






Exons 


91Q ^11 A £1 c;0/1 7 19 T "7 Q 

ziy..j±±, 4 o / . . 3 z 4 , /1Z..//0 


, 1065.. 1096, 1704. 


.1891, 






OTcn 90C£ ^'59'5 0 c 0 1 ocoi 


..3775, 3873. .4019 






oeq . no . 


3 U Z 4 1 


Seq. ID 


OJ990429_ 


_25. 9922 


.CI 


P,pi n p> Mn 

OCllC IN t_J . 




Strand 








Start 


219 


End 


4019 






Name 


OJ990429_25. 9922.Cl.ol.gp 


Method 


AAT/GAP 






Of 2 rf 

0 l ar l 


Z 3 U U 


End 


2863 






P T 


oUZZb 1.K1Uo4 


Score 


391 






Exons 


ocnn ocno otca ooco 
Z3UU..Z0UZ, Z/3(J..Zobo 










GI Descrip. 


'1420932/ ab!U61383l ORU61383 


7.0e-21 Oryza rufipogon 






4 -coumarate-CoA ligase gene, 


intron 1, 


partial sequence 




Seq. No. 


30241 


Seq. ID 


OJ990429_ 


_25. 9922 


CI 


Gene No. 


62483 


Strand 








Start 


5748 


End 


13997 






Name 


OJ990429 25. 9922.Cl.ol.np 


Method 


AAT/NAP 







30117 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5748 End 11722 

4680199 Score 576 

5748. .5778, 7510. .7635, 7808. .7922, 7998. .8551, 11695. .11722 
(AF114171) hypothetical protein [Sorghum bicolor] 



30241 
62483 
5748 

OJ990429_25.9922.Cl.o3.gs 

7520 

none 



Seq. ID OJ990429_25.9922.C1 
Strand 

End 13997 

Method GENSCAN 

End 13997 

Score . 64 



7520. .7641, 7812. .7922, 8068. .8230, 8363.-8488, 8620. .8841, 
9254. .9721, 9761. .9854, 10374 .. 10567 , 10806 .. 10959, 
11057. . 11223, 12325. . 12453, 12592 .. 127 18 , 134 53 .. 13630 , 
13681. .13749, 13937. .13997 



Seq. No. 30241 Seq. ID 

Gene No. 62483 Strand 

Start 5748 End 

Name OJ990429_25 . 9922 . CI . o2 . gp Method 

Start 10814 End 

GI 30226JL.R1084 Score 

Exons 10814. .10920, 11071 . .11194 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence' 



OJ990429_25.9922.C1 

13997 
AAT/GAP 
11194 
350 



Seq. No. 


30241 








Seq. ID 


OJ990429_25.9922.C1 


Gene No. 


62484 








Strand 




Start 


16284 








End 


18544 


Name 


OJ990429 25. 


9922 


.Cl.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3894 








End 


4140 


GI 


none 








Score 


235 


Exons 


3894. .4133, 


3925 


. .4134, 


3952. 


.4140 




Seq. No. 


30241 








Seq. ID 


OJ990429_25. 9922. CI 


Gene No. 


62484 








Strand 




Start 


16284 








End 


18544 


Name 


OJ990429 25. 


9922 


.Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3939 








End 


4134 


GI 


none 








Score 


211 


Exons 


3939. .4130, 


3940 


. .4134 








Seq. No. 


30241 








Seq. ID 


OJ990429_25. 9922. CI 


Gene No. 


62484 








Strand 




Start 


16284 








End 


18544 


Name 


OJ990429 25. 


9922 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7584 








End 


7920 


GI 


none 








Score 


60 


Exons 


7584. .77,12, 


7585 


.7689, 


7720. 


.7917, 7720. .7920 


Seq. No. 


30241 








Seq. ID 


OJ990429_25. 9922. CI 


Gene No. 


62484 








Strand 




Start 


16284 








End 


18544 


Name 


OJ990429 25. 


9922. 


Cl.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


7831 








End 


8261 


GI 


none 








Score 


51 


Exons 


7831. .7923, 


7996. 


.8073, 


8064 . 


.8135, 8078. .8257, 8178. .8261 



30118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30241 Seq. ID 

62484 Strand 

16284 End 

OJ99042 9_25 . 9922 . CI . o2 . tw Method 

7996 End 

none Score 



OJ990429_25.9922.C1 
18544 

TBLASTX: Wheat 

8350 

40 



7996. .8076, 7997. .8077, 8069. .8350, 8082. .8342 

OJ990429 25. 9922. CI 



30241 
62484 
16284 

OJ99042 9_25. 9922.Cl.o3.tm 

8076 

none 

8076. .8243, 8078. .8290 

30241 
62484 
16284 

OJ990429_25. 9922.Cl.o4 .gs 

16284 

none 



Seq. ID 
Strand 
End 

Method, 

End 

Score 



18544 

TBLASTX: Maize 

8290 

83 



Seq. ID OJ990429_25. 9922. CI 
Strand 

End 18544 

Method GENSCAN 

End 18544 

Score .44 



16284. .16310, 16864. .17017, 18234 .. 18290, 18345 .. 18397 , 
18524. .18544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30241 Seq. ID 

62485 Strand 

19227 End 

OJ9904 2 9_25. 9922.Cl.ol. tw Method 

19227 End 

none Score 



OJ990429_25.9922.C1 
19983 

TBLASTX: Wheat 

19569 

210 



19227. . 19424, 1 9228 194 25, 19431 .. 19568 , 194 32. .19569 



30241 
62485 
19227 

OJ9904 29_25. 9922.Cl.ol.tc 

19282 

none 



Seq. ID OJ990429_25.9922.C1 
Strand 

End 19983 

Method TBLASTX : Cress 

End 19983 

Score 39 



19282. .19335, 194 19 .. 19505, 19420 .. 19506, 19506 .. 1 9697 , 
19507. .19668, 19695 19982 , 19696. .19983 



30241 
62485 
19227 

OJ990429_25 . 9922 . CI . ol . tm 

19411 

none 



Seq. ID OJ990429_25.9922.C1 
Strand 

End 19983 

Method TBLASTX : Mai ze 

End 19914 

Score 38 



19411. . 19431, 19470. . 19676, 194 72 .. 195 13, 194 92 .. 19674 , 
19662. .19847, 19675 . . 19815, 19792. .19914, 19816. .19914 



30241 
62485 
19227 

OJ9904 2 9_25 . 9922 . CI . ol . ts 
19507 



Seq. ID OJ990429_25.9922.C1 
Strand 

End 19983 

Method TBLASTX : Soybean 

End 19983 



30119 




PT 


none 


Score 


126 






1 Q^m 1 ofion i QfiQc i qioc 

1 jjU / . . x :? OO U , 17DjD . . 1? / J / 


19743. .19835, 19756 .. 19836, 






1 QR94 1 QQ7fi TQR^I TQQfi^ 

X .7 O 1 • • X .7 .7 / O f 1 Jl i . X :7 !7 O O 










^n?d i 


Seq. ID 


OJ990429_25.9922 


pi 


Gene No. 


62486 


Strand 






Start 


19987 


End 


20196 








Method 


TBLASTX: Wheat 




j Lai L 


1 QQR7 ~~ 

X _7 17 O / 


End 


20196 




pt 

\J X 




Score 


102 




TT V f> 7"! Q 


1 QQR7 90067 1QQRQ 9006^ 

X .7 .7 O / • . £.\J\J\j l , X -7 .7 O .7 • • luU D -J , 


20026. .20067, 20027 .. 20107, 






9oofiQ ?oirr 90199 90iQ6 


20122. .20196 




Seq. No. 


30242 


Seq. ID 


OJ990429_25.9922 


.C3 


Gene No. 


62487 


Strand 


+ 




O Lai L, 


.J J 


End 


370 






O.TQQ04 9Q 9S QQ9 9 P^ n1 rrQ 


Method 


GENSCAN 




OLal L 


— 

■J ~J 


End 


370 




PT 




Score 


.82 




LiAUIlo 


R R ^70 










^094 9 


Seq. ID 


OJ990429_25. 9922 


P "3 


Gene No . 


62488 


Strand 


+ 




Start 


5120 


End 


5440 




Name 


OJ990429 25.-9922. C3.ol.gp 


Method 


AAT/GAP 




O Lai L 


M 90 


End 


5440 




PT 
o X 


nP — niQ-Fl M9 0 9 07 f^hfl 6H1 


Score 


610 




Exons 


t;ion R4 4 0 








PT Ho cpt "1 n 
ox UcoLIipi 


f 1 4 9 0 Q^9 /rrh I Hfil ^R ^ 1 ORTT^I ^fl ^ 


7.0e-21 Oryza rufipogon 






*± LU Lillldx a. Lc V^U-rt liydbc y clle , 


intron 1, 


partial sequence 


t 


Seq. No. 


30242 


Seq. ID 


OJ990429_25.9922 


.C3 


Gene No. 


62489 


Strand 


+ 




Start 


681 9 

U O X _7 


End 


7018 




Name 


OTQQ049Q QQ99 P^ rro 


Method 


GENSCAN 




O Lai L. 


CO 1 Q _ 
OO 1 5 


End 


7018 




PT 
w J. 


none 


Score 


.47 




Exons 


6R1Q 6Q7Q fiQRS 701R 








Seq. No. 


30242 


Seq. ID 


OJ990429_25.9922 


.C3 


Gene No. 


62490 


Strand 






O L. ai L, 


6^7 


End 


1047 




LN ail It: 


O.TQQ049Q 9^ QQ99 P^ r>9 rrQ 


Method 


GENSCAN 




Cf a r-f- 


6^7 — 


End 


1047 




PT 




Score . 


.64 




IjAUI 1 0 


6^7 R 4 ? QQ7 1D47 








Seq. No. 


30242 


Seq. ID 


OJ990429_25.9922 


.C3 


Gene No. 


62491 


Strand 








9 4 09 


End 


9392 




Name 


PjTQQO/49G 9 ^ QQ99 P^ rro 


Method 


GENSCAN 




Start 


2402 


End 


2722 




GI 


none 


Score 


. 92 




Exons 


2402. .2554, 2627. .2722 








Seq. No. 


30242 


Seq. ID 


OJ990429_25. 9922 


.C3 


Gene No. 


62491 


Strand 







30120 



OL.Cii.L- 


2402 




End 


9392 


NaiTie 


OJ990429 25.9922 


. C3 . ol . np 


Method 


AAT/NAP 


Start 


2541 




End 


8815 


GI 


726436 




Score 


190 




2541. .2635, 4087 


..4352, 5283. 


.5785, 6169. . 6337, 




8641. .8815 








iai uescrip. 


(U23181) final exon in repeat 


region; 


similar t> 




repeat region of 


sialidase (SP: TCNA_TRYCR, P232 




neurofilament H 


protein [Caenorhabditis elegans 


Seq. No. 


A 9 




Seq. ID 


OJ990429 


Gene No. 


62491 




Strand 


- 


O Lai L- 


2402 




End 


9392 


Name 


CilQQCiAOQ 9 S QQ99 


,C3.o4 .gs 


Method 


GENSCAN 


Of 3 r-t- 


J 41 / U 




End 


4607 




none 




Score 


.64 


TT V ATI o 


oynn o^to /iriQi 

.3 4 / U. . jd / Z, 4 U O 1 


..4092, 4478. 


.4607 




Seq. No. 


o n o / 9 




Seq. ID 


OJ990429 


Gene No. 


62491 




Strand 




Of -3 y-f 


2402 




End 


9392 


Name 


riTQQH/l9Q 9R QQ99 

ujyyu4zy zo.yyzz 


. C3 . o5 . gs 


Method 


GENSCAN 


Of 2 V*f 






End 


5605 




none 




Score 


.*91 


TT 1 v /~S T^i C* 


DZ4 U . . 0 DUO 








Seq. No.' 


o n o / 9 
OUZ4 Z 




Seq. ID 


OJ990429^ 


Gene No. 


62491' 




Strand 




o tar t 


2402 




End 


9392 


Name 


r\TQQPl/19Q 9 R Q'Q 9 9 

ujyyu4zy zo. yy zz 


.C3.o7.gs 


Method 


GENSCAN 


Of 2 -y-f- 


/ oZo 




End 


9392 




none 




Score 


.82 


17* /~\ c? 


/ jtC5 . . / / ID/ / / 4 ± 


..7910, 8583. 


.8652, 8997. .9101, 


Seq. No. 






Seq. ID 


OJ990429 


Gene No. 


62492 




Strand 


+ 




624 




End 


727 


Name 


r*TQQri/I9Q 9^ QQ99 

ujyyu4zy zo. yyzz 


. C4 .ol.gp 


Method 


AAT/GAP 


Of a r*f 


OZ 4 




End 


727 


CT 

\3 X 


9 9 D n Q 1 "7 

z z o u y i / 




Score 


181 


XT v /~\ to c? 


CO A ~J Ol 

bZ 4 . . / Z / 








Seq. No. 


JUz 4 .3 




Seq. ID 


OJ990429 


Gene No. 


D Z 4 y O 




Strand 


+ 


Cf a -rf 


813 




End 


1617 


Name 


OJ990429 25.9922 


. C4.o2.gp 


Method 


AAT/GAP 


Of 3 r-f 


813 




End 


1617 


C T 


none 




Score 


1188 


Exons 


813. .1109, 1271. 


.1617 






Cpn; Mo 


30243 




Seq. ID 


OJ990429_ 


Gene No. 


62493 




Strand 


+ 


Start 


813 




End 


1617 


Name 


OJ990429 25.9922 


.C4 .ol.gs 


Method 


GENSCAN 


Start 


«33 




End 


1431 


GI 


none 




Score 


.98 


Exons 


833. .1109, 1271. 


.1431 







.7001, 



30121 



Seq. No. 


30243 








Seq. ID 


OJ990429_25.9922.C4 


OCilC 1NO . 


£9 A QA 








Strand 


+ 


btdlt 


JJ f 1 








End 


6084 


Name 


P» TQQPM 9 Q 9 Gi 


QQ9 9 


rM r\9 


gs 


Method 


GENSCAN 


OLait 


JJ / X 








End 


6084 


ul 


none 








Score 


.83 


T7 1 v o 


jj / ± . . jDU / / 


jDO / 




T 3 J -7 . 


.4683, 5071. .5138, 5984. .6084 


oeq. iNo . 










Seq. ID 


OJ990429_25.9922.C4 


Gene No . 


62495 








Strand 


+ 


Start 


6666 








End 


12128 


Name 


OJ990429 25 


.9922 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


6666 








End 


11457 


GI 


6016874 








Score 


2175 


Exons 


6666. . 6744, 


6828 


. .6965, 


7030. 


.7262, 7653. .7812, 8206. .8385, 




8497. .8836, 


9335 


. .9588, 


11425 


. .11457 




GI Descrip. 


(AP000570) 


ESTs 


C19143( 


E10020) , D25076 (R3116) correspond to a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



30243 
62495 
6666 

OJ990429_25.9922.C4 .o3.gs 

6666 

none 

6666. .6744, 6828. .6965, 7030. 
8440. .8836, 9339. .9463, 9956. 



Seq. ID OJ990429_25. 9922.C4 

Strand + 

End 12128 

Method GENSCAN 

End 12128 

Score .73 

.7118, 7653. .7812, 8206. .8385, 
.10069, 10148. .10312, 10457. .10651, 



10720. .10853, 10938. .11336, 11425 .. 11559, 12063. .12128 



30243 Seq. ID 

62495 Strand 
6666 End 
OJ990429_25 . 9922 . C4 . o3 . gp *- Method 
7355 End 
uC-osf I : cypll0c07bl Score 
7355.. 7863 

, 4680178/gb|AF111709.1 IAF111709 5.0e-81 Oryza sativa subsp. 
i-ndica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990429_25. 9922.C4 
+ 

12128 
AAT/GAP 
7863 
966 



30243 Seq. ID 

62496 Strand 
20717 . End 
OJ990429_25 . 9922 . C4 . o2 . np Method 
20717 End 
3047096 Score 
20717. .20906 

(AF058826) similar to eukaryotic protein kinase domains (Pfam: 

pkinase.hmm, score: 189.74) [Arabidopsis thaliana] 



OJ990429_25. 9922.C4 
+ 

20906 
AAT/NAP 
20906 
70 



30243. Seq. ID 

62497 Strand 

21588 End 

OJ990429_25.9922.C4 .o5.gs Method 

21588 End 



OJ990429_25.9922.C4 
+ 

22608 

GENSCAN 

22608 



30122 






none 


Score 


Q9 

. yz 




Exons 


z xooo . . z x / 4 y , z x y / o . . Z^OUo 








O Q f~r KT/^i 

oeq, ln o . 


JUZfi J 


Seq. ID 


OJ990429 25.9922 


. C4 


Gene No. 


62498 


Strand 


+ 




Start 


26241 


End 


31255 




Name 


OTQQ0M9Q 9^ QQ99 CA r\l nc 


Method 


GENSCAN 




C.f a v+- 

O LcHT L 


9 £9/1 1 


End 


31255 




(ZT 


none 


Score 


'; : 74 




Exons 


9£9zl1 9^^*^n OC^Op o^inr 
Z OZft X . . i DjjU, Z OOZO . . Z 0 / UO , 


26847. .27076, 28342 28575, 






9P741 9PP.71 9Q7HQ 9QRS1 
Z 0 / 4 X . .ZOO / x , ^.z/tuy* . Z y 0 0 X , 


31200. .31255 




Seq. No. 


30243 


Seq. ID 


OJ990429_25. 9922 


.C4 


Gene No. 


62499 


Strand 






q+- -a r-f 
O Lai. L 


Z O U DO 


End 


24897 




Name 


P*TQQAyl9Q Oc; QQ99 rM /to 

ujyyu4zy zo.yyzz.U4.oo.gs 


Method 


GENSCAN 




O La J. L 


Z jU do 


End 


24897 






none 


Score 


.83 




Exons 


9"30£Pi 9"391£ 94*^1^ o / crnp 
ZOUOO. . Z J Z X O , Z'J Jl J . . Z 4 3U 0 , 


24757. .24897 




Seq. No. 


30243 


Seq. ID 


OJ990429_25. 9922 


.C4 


Gene No. 


62500 


Strand 






Of a yf 


Z 4 O JU 


End 


26378 




Name 


ATQQH/19G 9 R QQOO r* A ^ 1 fm 

uj yyu^z y . z o . yyzz .04 .ox. tm 


Method 


TBLASTX: Maize 




Of 3 vf 

o l air L 


7 m /i 

/ U X 4 


End 


7460 




r* t 


none 


Score 


69 




Exons 


7H1/1 V\'C\n 7flQc: 7 9 CM inpc 
/UX4. . / 1UU; /Uo J . . / Z y 4 , / U O O 


..7334, 7371. .7427, 7422 /.7460 


Seq. No. 


30243 


Seq. ID 


OJ990429_25.9922 


.C4 


Gene No. 


62500 


Strand 






C+- a r-f- 
o L dJ_ L 


Z 4 O jU 


End 


26378 




Name 


ujyyu4zy zo . yyzz . 04 . 00 . tim 


Method 


TBLASTX: Maize 




Q +- 

otari 


f D 0 4 


End 


7868 




o 1 


none 


Score 


65 




Exons 


7SR4 7£9Q 7£A1 7P.£P T^/lQ 
/ 034 . . / OZ 0 , /D41 . . / o Do , / 04 y 


. .7867 






Seq. No. 


30243 


Seq. ID 


OJ990429_25.9922 


.C4 


Gene No. 


62500 


Strand 






C+- a r-+- 


9 4 a 

Z 4 O jU 


End 


26378 




Name 


riTQQn^l9Q 9 R QQ99 rM ^/! fm 

ujyyufizy zo . y yzz . 04 . 04 . tin 


Method . 


TBLASTX: Maize 




Of a v+- 


pfiiQ 

oU /j 


End 


8455 




oX 


none 


Score 


246 




Exons 


R07^ ROQ/l fi^^R 
OU / J. .0034, 0 UO 4 . .0403 








Seq. No. 


30243 


Seq. ID 


OJ990429_25.9922. 


.C4 


Gene No. 


62500 


Strand 






Q+- a v+- 


9 4 p 

Z 4 O jU 


End 


26378 




Name 


Pi TQ Qfl^l 9 Q 9R QQ99 /^9 fm 

ujyyu*izy zo . y yzz . ^4 . oz . tm 


Method 


TBLASTX: Maize 




Of 2 yf 


0 0 4 X 


End 


8774 




C T 
taX 


none 


Score 


273 




Exons 


O cyi -1 07*7/ OCQ7 pcpQ 

oofix. .0 / in, 0 0 y / . . 0 00 y 








Seq. No. 


30243 


Seq. ID 


OJ990429_25.9922. 


,C4 


Gene No. 


62500 


Strand 






S cart 


24830 


End 


26378 




Name 


OJ990429 25.9922.C4.o4.gp 


Method 


AAT/GAP 




Start 


24830 


End 


26378 





30123 



GI 2311748 Score 578 

Exons 24830. .24925, 25302 25376, 26216.. 26378 



Seq. No. 30244 Seq. ID 

Gene No. 62501 Strand 

Start 2840 End 

Name OJ990429_25 . 9922 . C5 . o2 . gp Method 

Start 2840 End 

GI 14578_1.R1084 Score 

Exons 2840. .2931, 3033. .3104, 3377. .3605 
GI Descrip. 



OJ990429_25.9922.C5 
+ 

3605 
AAT/GAP 
3605 
663 



, 2465151/emb|CAB16880| 2.0e-19 (Z99753) hypothetical protein 
[Schizosaccharomyces pombe] 1 



Seq. No. 30244 

Gene No. 62502 

Start 9562 

Name OJ990429_25 . 9922 . C5 . o4 . gs 

Start 9562 

GI none 
Exons 



Seq. ID OJ990429 25. 9922. C5 



Strand 
End 

Method 

End 

Score 



+ 

11676 
GENSCAN 
11676 
.49 



9562. .9681, 10321 .. 1034 1 , 11286 .. 11471 , 11614. .11676 



Seq. No. 30244 

Gene No. 62503 

Start 17712 

Name OJ990429_25 . 9922 . C5 . 06 . gs 

Start 17712 

GI none 

Exons 17712. .17740, 17 977 .. 18151 , 
20302. .20413, 20840. .20954 



Seq. ID OJ990429_25. 9922.C5 

Strand + 

End . 20954 

Method GENSCAN 

End 20954 

Score .55 
18521. .18608, 19374. .19799, 



Seq. No. 30244 

Gene No. 62504 

Start 679 

Name OJ990429_25 . 9922 . C5 . ol . gp 

Start 361 

GI 17465_1.R1084 

Exons 361.. 725, 1358.. 1428, 1532.. 1577, 1695.. 1742, 2109.. 2167 

GI Descrip. '1825727 
elegans] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_25. 9922.C5 

2225 
AAT/GAP 
2167 
1023 



2.0e-22 (U88308) C32E8.5 gene product [Caenorhabditis 



Seq. No. 


30244 






Seq. ID 


OJ990429_25. 9922.C5 


Gene No. 


62504 






Strand 




Start 


679 






End 


2225 


Name 


OJ990429 


_25.9922.C5.ol 


. np 


Method 


AAT/NAP 


Start 


639 






End 


2225 


GI 


1825727 






Score 


177 


Exons 


639. .725, 


1358. .1428, 


1532. 


.1577, 1695 


..1742, 2109. .2225 


GI Descrip. 


(U88308) 


C32E8.5 gene 


product [Caenorhabditis elegans] 


Seq. No. 


30244 






Seq. ID 


OJ990429_25. 9922 .C5 


Gene No. 


62504 






Strand 




Start 


679 






End 


2225 


Name 


OJ990429 


25. 9922.C5.ol 


. gs 


Method 


GENSCAN 


Start 


679 






End 


2203 


GI 


none 






Score 


. 62 


Exons 


679. .725, 


1362. .1428, 


1532. 


.1577, 1695 


.1742, 2109. .2203 



30124 



Seq. No. 30244 

Gene No. 62505 

Start 6128 

Name OJ990429_25 . 9922 . C5 . o2 . np 

Start 6128 

GI 4680179 

Exons 6128.. 6197, 13216.. 14993 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990429_25.9922.C5 
Strand 

End 14993 

Method AAT/NAP 

End 14993 

Score 2101 



Seq. No. 30244 Seq. ID 

Gene No. 62505 Strand 

Start 6128 End 

Name OJ990429_25 . 9922 . C5 . o3 . gs Method 

Start 7992 End 

GI none Score 

Exons 7992.. 8672 



OJ990429_25. 9922.C5 

14993 
GENSCAN 
8672 
.5 



Seq. No. 30244 Seq. ID 

Gene No. 62506 Strand 

Start 22196 End 

Name OJ99042 9_25 . 9922 . C5 . o7 . gs Method 

Start 22196 End 

GI none Score 
Exons 



OJ990429_25. 9922.C5 

24094 
GENSCAN 
24094 
.8 



•22196. .22356, 22505 .. 2278 1 , 22871 22991, 23634.. 24094 



Seq. No. 30244 Seq. ID 

Gene No. 62507 Strand 

Start 24368 End 

Name OJ990429_25 . 9922 . C5 . 08 . gs Method 

Start 24368 End 

GI none Score 

Exons 24368. .24871 



OJ990429_25. 9922.C5 

24871 
GENSCAN 
24871 
.97 



Seq. No. 30244 Seq. ID 

Gene No. 62508 Strand 

Start 25729 End 

Name OJ990429_25 . 9922 . C5 . o9 . gs Method 

Start 25729 End 

GI none Score 

Exons 25729.. 26244 



OJ990429_25.9922.C5 

26244 
GENSCAN 
26244 
.92 



Seq. No. ' 30244 
Gene No. 62509 
Start 27534 

Name OJ990429_25 . 9922 . C5 . o5 . tm 

Start 1359 
GI none 

Exons 1359.. 1424, 1360.. 1425, 1360. 

1532.. 1579, 1532.. 1579, 1682. 
2096.. 2224, 2108.. 2227 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1437, 1524 
.1747, 1689 



OJ990429 25. 9922. C5 



28199 

TBLASTX: Maize 
2227 
66 

1577, 1525. 
1757 T . 1695. 



1578, 
1745, 



Seq. No. 30244 Seq. ID 

Gene No. 62509 Strand 

Start 27534 End 

Name OJ990429_25 . 9922 . C5 . o3 . ts Method 

Start 2104 End 

GI none Score 



OJ990429_25.9922.C5 
28199 

TBLASTX : Soybean 

2227 

64 



30125 




Hi AU1 lO 


2104. 


.2190, 2105.. 2194, 2108 


..2227, 2121. .2225 




Qon Mo 
jc4> LMvJ . 


30244 




Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 




Strand 






Start 


27534 




End 


28199 






OJ990429 25.9922.C5.o4.tm 


Method 


TBLASTX: Maize 




O Lai t- 


2839 




End 


3139 




O X 


. none 




Score 


149 




F von q 


2839. 


2940, 2839.-2934, 2841 


..2942, 3030. .3074, 3030. .3104 




3032. 


3103,, 3032. .3139 








Seq. No. 


30244 




Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 




Strand 






Q-t- a rt 


27534 




End 


28199 




LN dlllt; 


OJ990429 25.9922.C5.ol.tm 


Method 


TBLASTX: Maize 




OLai L 


13404 




End 


13757 




\J X 


none 




Score 


223 






13404 . 


.13757, 13456. .13755 








Seq. No. 


30244 




Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 




Strand 






Cf-a r -|- 
O Lai U 


27534 




End 


28199 




Name 


OJ990^ 


29_25.9922.C5.ol.tw 


Method 


TBLASTX: Wheat 




OLal L 


13404 




End 


13830 






none 




Score 


100 




Hi AU1 ID 


13404. 


.13829, 13406. .13768, 


13419. .-13772, 13441. .13830 




Seq. No. 


30244 




Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 




Strand 








27534 




End 


28199 




LN ctlLlt; 


OJ990429 25.9922.C5.o2.ts 


Method 


TBLASTX : Soybean 




C+- a >-+- 


13578 




End 


13823 




o X 


none 




Score 


213 






13578. 


. 13823 








Seq. No. 


30244 




Seq. ID 


OJ990429_25*. 9922 


.C5 


Gene No. 


62509 




Strand 






Start 


27534 




End 


28199 






OJ990429 25. 9922.C5.o3.tm 


Method 


TBLASTX: Maize 






13764 . 




End 


14111 




\J X 


none 




Score 


67 




F von q 


13764. 


.14111, 13909. .14079 








Seq. No. 


30244 




Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 




Strand 






O Lai L 


27534 




End 


28199 




Name 


OJ990429 25. 9922.C5.o3.tw 


Method 


TBLASTX: Wheat 






13836 




End 


14132 






none 




Score 


178 






13836. 


.14132, 13873. .14088 








Seq. No. 


30244 




Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 




Strand 






Start 


27534 




End 


28199 




Name 


OJ990429 25. 9922.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13845 




End 


14240 




GI 


none 




Score 


146 





30126 



Exons 13845. .14204, 13873 14088 , 138 96 .. 14204 , 14 128 .. 14223, 

14208. .14240, 14208. .14240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30244 Seq. ID 

62509 Strand 

27534 End 

OJ99042 9_25. 9922.C5.o2. tm Method 

14127 ' End 

none Score 
14127, 



OJ990429_25. 9922.C5 
28199 

TBLASTX: Maize 

14594 

132 



14594, 14164. .14535 



Seq. No. 30244 Seq. ID 

Gene No. 62509 Strand 

Start 27534 End 

Name OJ990429_25 . 9922 . C5 . o2 . tw Method 

Start 14181 End 

GI none Score 

Exons 14181. . 14663, 14209.. 14664 



OJ990429_25.9922.C5 
28199 

TBLASTX: Wheat 

14664 

261 



Seq. No. 30244 Seq. ID 

Gene No. 62509 Strand 

Start 27534 End 

Name OJ990429_25 . 9922 . C5 . 06 . tm Method 

Start 14595 End 

GI none Score 

Exons 14595. . 14792', 14596.. 14742 



OJ990429_25. 9922.C5 
28199 

TBLASTX :Maize 

14792 

149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30244 
62509 
27534 

OJ99042 9_25.9922.C5.o5.tw 

14667 

none 



Seq. ID OJ990429_25.9922.C5 
Strand 
End 

Method 
End 
Score 



28199 

TBLASTX: Wheat 

14954 

56 



14 667. .14765, 14 668 .. 14742 , 1484 1 . . 14 954 , 14 84 8. .14 94 3 



Seq. No. 


30244 






Seq. ID 


OJ990429_25. 9922 


.C5 


Gene No. 


62509 






Strand 






Start 


27534 






End 


28199 




Name 


OJ990429 25. 


9922. C5 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14979 






End 


15344 




GI 


none 






Score 


60 




Exons 


14979. . 15344 


, 15238 


.15339 








Seq. No. 


30244 






Seq. ID 


OJ990429_25.9922 


.C5 


Gene No. 


62509 






Strand 






Start 


27534 ' 






End 


28199 




Name 


OJ990429 25. 


9922. C5 


olO . gs 


Method 


GENSCAN 




Start 


27534 






End 


28199 




GI 


none 






Score . 


.89 




Exons 


27534. .27567 


, * 27901 


.28083, 


28120. .281 


99 





Seq. No. 30245 Seq. ID OJ99042 9_25 . 9922 . C6 

Gene No. 62510 Strand + 

Start 52 End 111 

Name OJ99042 9_25 . 9922 . C6 . ol . gs Method GENSCAN 

Start 52 End 111 

GI none Score . 99 



30127 




Exons 


R9 111 
. .111 










Seq. No. 


30246 




Seq. ID 


OJ990429_21.9922 


.CI 


Gene No. 


62511 




Strand 


+ 






^4 9 






i noo 




Name 


nTQQO/OQ 01 QQOO PI 


. ol . gs 


Method 






O t-o.IT L 


R ZI 9 ~ 
0 fi ^. 










ul 


none 




Score 






Exons 


R49 fi^7 PP^ "109Q 










C C2» ^ M /-v 

Oeq . viU • 






Seq. ID 


OJ990429_21. 9922 


. CI 


Gene No. 


62512 




Strand 


+ 




Start 


7792 




End 


11106 




Name 


O.TQQ049Q 91 QQ99 PI 


. o5 . gs 


Method 


GENSCAN 






7 7 no 




End 


10956 




PT 


none 




Score 


.45 




tT v ^ n o 


77Q9 Rn7n i norm 


10176, 10326. .10559, 10687 10739, 






lUOfiU. . IUjjD 










o G q . LN U . 






Seq. ID 


OJ990429_21. 9922 


CI 




62512 




Strand 


+ 




Start 


7792 




End 


11106 




Name 


OJ990429 21. 9922. CI 


. o 3 . np 


Method 


AAT/NAP 




Of a 
OLalL 


10427 




End 


10953 




P T 


6815054 




Score 


432 




Exons 


10427. .10559, 10687 


. . 10739, 


10840. .10953 




uescrip. 


(AP001080) EST AU078096(C53806) corresponds to a region 


Of 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


30246 




Seq. ID 


OJ990429_21.9922 


CI 


Gene No. 


62512 




Strand 


+ 




ijLdl L 


7792 




End 


11106 




Name 


OJ990429 21. 9922. CI 


.ol.gp 


Method 


AAT/GAP 






10491 




End 


11106 




P,T 
ol 


5816499 




Score 


718 






10491. . 10559, 10687 


. . 10739, 


10840. .11106 




o e q . in o . 


30246 




Seq. ID- 


' OJ990429_21. 9922. 


CI 


Gene No. 


62513 




Strand 


+ 




Start 


12932. 




End 


16322 




Name 


OJ990429 21. 9922. CI 


.o2.gp 


Method 


AAT/GAP 




OCdl L 


12932 




End 


16239 




P T 


none 




Score 


625 




T7* v /-i ti c* 


12932. . 12961, 12990 


. . 13126, 


13529. . 13579, 13870 13921 , 






14500. .14558, 15378 


. . 15423, 


16201. .16239 




Spa No 


30246 




Seq. ID 


OJ990429_21.9922. 


PI 
1 


Gene No. 


62513 




Strand 


+ 




Start 


12932 




End 


16322 




Name 


OJ990429 21. 9922. CI 


. o 4 . np 


Method 


AAT/NAP 




Start 


13043 




End 


16322 




GI 


6815055 




Score 


584 




Exons 


13043. .13126, 13529 


. 13579, 


13870. . 13921, 14500. .14558, 





15378. .15423, 16201. .16322 
GI Descrip. (AP001080) EST AU081527 {C53732 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



30128 




Seq. No. 


30246 


Seq. ID 


OJ990429_ 


_21. 


9922 


.CI 


Gene No. 


62514 


Strand 


+ 










1 DO Oft 




ibDiy 








Name 


ujyyu4zy zi . yyzz .ti . oj . gp 


Method 


AA1 /bAF 








otan 




tna 


1 1 q 










none 


Score 


A n O 
4 /Z 








Exons 


10004 . . iDoiy 












064 . NO . 


jUZ 4 D 


beq. lu 


uo y yu4 z y 


z 1 . 


y yzz 




Gene No. 


62515 


Strand 


+ 








Start 


19364 


End 


19724 








Name 


OJ990429 21.9922.Cl.o5.np 


Method 


7\ 7\ rp / Kl 7\ D 

AA1 / NAr 










19364 


End 


1 Q H O A 

1 y / Z 4 










6815056 


Score 


con 

0 yu 








U 1 v /"\ r^i c" 1 

bxons 


19364 . .19724 












o± uescrip . 


(AP001080) hypothetical protein [Oryza 


sat i va ] 








Seq. No. 


30246 


Seq. ID 


OJ990429_ 


21. 


9922 


.CI 


Gene No. 


62515 


Strand 


+ 








Of 3 -w-f- 

oldil. 


19364 


End 


1 Q7 0 A 

± y / z 4 








Name 


OJ990429 21. 9922. CI. 08. gs 


Method 


CjLNbUAN 








btart 


19364 


End 


1 y / 1 0 










none 


Score 


. 00 








Exons 


19364. .19718 












beq. no. 


30246 


Seq. ID 


ojy y U4 z y 


zl . 


0 n 0 0 

yyzz 


. CI 


Gene No. . 


62516 


Strand 










Start 


877. 


End 


1983 








Name 


OJ990429 21.9922.Cl.ol.np 


Method 


AA1 / NAr 








OH 1 v+- 


877 


End 


1 Q Q *3 

1 ybo 








C T 


6815052 


Score 


byy 








Exons 


877. .976, 1274. .1391, 1674.. 


1748, 1830, 










ui uescrip. 


(AP001080) hypothetical protein [Oryza 


sat i va ] 








Seq. No. 


30246 


Seq. ID 


OJ990429_ 


21. 


9922 


.CI 


Gene No. 


62516 


Strand 












877 


End 


1 y 0 0 








Name 


OJ990429 21.9922.Cl.o2.gs 


Method 


GENSCAN 








otart 


1270 


■ End 


1 yy 5 








f T 
(a J. 


none 


Score 


. DO 








Exons 


1270. .1391, 1674. .1748, 1830 


. .1983 










Seq. No. 


30246 


Seq. ID 


OJ990429_ 


21. 


9922, 


.CI 


Gene No. 


62517 


Strand 










otdiL 


3022 


End 


ooUz 








Name 


OJ990429 21.9922.Cl.o3.gs 


Method 


TP M C 7\ XT 








C A 1 v 4- 

otart 


3022 


End 


ooUz 








H T 


none 


Score 


. 00 








Exons 


3,022.. 3106, 3118.. 3302 












0 e q . in u . 


30246 


Seq. ID 


uu y y u 4 z y 


z 1 . 


yyzz , 


n 1 


Gene No. 


62518 


Strand 










Start 


6072 


End 


7183 








Name 


OJ990429 21.9922.Cl.o4.gs 


Method 


GENSCAN 








Start 


6072 


End 


7183 








GI 


none 


Score 


.82 








Exons 


6072. .6312, 6362. .6537, 7037 


. .7183 











30129 




Seq. No. 


30246 


Seq. ID 


OJ990429_ 


21. 


9922 


.CI 


Gene No. 


62518 


Strand 












6072 


End 


7 1 ft ^ 








\7 ^ Tin s*\ 

IN cull c 


OJ990429 21. 9922.Cl.o2.np 


Method 


7\ 7\ T / K7 Z\ D 
r\r\ I / viH.tr 








uLdZL 


6075 


End 


1 1 ft "} 










6815053 


Score 










XT' v r-> o 


6075.. 6312, 6362.. 6537, 7037 


. .7183 










VjX UcsLiipi 


(AP001080) hypothetical protein [Oryza 


sat i va J 








Seq. No. 


30246 


Seq. ID 


OJ990429_ 


_21. 


9922 


.CI 




62519 


Strand 










OLdl L 


16244 


End 


17651 








Martno 
LNcuUfcr 


OJ990429 21.9922.Cl.o7.gs 


Method 


GENSCAN 








OLai L 


16244 


End 


17651 








(IT 


none 


Score 


.9 










16244. .16326, 17130. .17253, 


17565. . 17651 








Seq. No. 


30247 


Seq. ID 


OJ990429_ 


_21. 


9922 


,C2 


Gene No. 


62520 


Strand 


+ 










1 


End 


5212 








Name 


OJ990429 21. 9922.C2.ol.np 


Method 


AAT/NAP 








OLdiL 


1 


End 


840 










6815056 


Score 


1435 








Exons 


1..840 












bl UeSCrxp. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


30247 


Seq. ID 


OJ990429_ 


21. 


9922, 


.C2 


belle LnvJ • 


62520 


Strand 


+ 








jLdiL 


1 


End 


5212 








Name 


OJ990429 21. 9922.C2.ol.gs 


Method 


GENSCAN 








Ota IT U 


85 


End 


5212 










none 


Score 


.4 








Exons 


85. .803, 4954. .5212 














30247 


Seq. ID 


OJ990429_ 


_21. 


9922, 


.C2 


Gene No. 


62521 


Strand 


+ 








Start 


17053 


End 


19777 










OJ990429 21. 992.2. C2.o4.gp 


Method 


AAT/GAP 








O L-ClX L. 


16951 


End 


17200 








VjX 


uC-osroM202001f03bl 


Score 


455 










16951. .17200 












kjx UcoLIip. 


'3819221/emb|AJ234 438.1'|HVU234438 8 . Oe- 


-09 Hordeum vulgare 




partial mRNA ; clone CMWG0721 












Seq. No. 


30247 


Seq. ID 


OJ990429_ 


21. 


9922. 


,C2 


Gene No. 


62521 


Strand 


+ 








uldlL 


17053 


End 


19777 








Name 


OJ990429 21.9922.C2.o3.np 


Method 


AAT/NAP 








o t ar l. 


16984 


End 


18677 








GI 


6815058 


Score 


762 








Exons 


16984. .17268, 184 98. .18 677 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


30247 


Seq. ID 


OJ990429_ 


21. 


9922. 


C2 


Gene No. 


62521 


Strand 


+ 








Start 


17053 


End 


19777 









30130 



Name 

Start 

GI 

Exons 



OJ990429_21 . 9922 . C2 .o3 .gs Method GENSCAN 

17053 End 19777 

none Score . 96 

17053. .17268, 184 98. .18 673, 19708. .19777 



Seq. No. 30247 Seq. ID 

Gene No. 62522 j Strand 

Start 8673 End 

Name OJ99042 9_21 . 9922 . C2 . ol . gp Method 

Start 8556 End 

GI none Score 

Exons 8556.. 8970 



OJ990429_21.9922.C2 

12006 
AAT/GAP 
8970 
759 



Seq. No. 30247 

Gene No. 62522 

Start 8673 

Name OJ9904 2 9_21 . 9922 . C2 . o2 . gs 

Start 8673 

GI none 

Exons 8673.. 8749, 8791.. 9133, 9259. 

10820. . 10937, 11041. .11115 



Seq. ID OJ990429_21. 9922.C2 
Strand 

End 12006 

Method GENSCAN 

End 11115 

Score .45 

.9318, 9392.. 9634, 10158 .. 10255, 



Seq. No. 30247 

Gene No. 62522 

Start 8673 

Name OJ9904 29_21 . 9922 . C2 . o2 . np 

Start 8777 

GI 6815057 

Exons ^ 8777.. 9133, 9392.. 9634, 10158 
GI Descrip. 



OJ990429 21. 9922. C2 



Seq. ID _ 
Strand 

End 12006 
Method AAT/NAP 
End 11115 
Score 1540 

.10256, 10758. .10937, 11041. .11115 
(AP001080) ESTs AU081555 (E2011 ) , C72657 (E2011 ) correspond to a 
region of the predicted gene.; Similar to putative 
phosphoglyceride transfer protein. (AC002983) [Oryza sativa] 



Seq. No. 


30247 








Seq. ID 


OJ990429_21. 9922.C2 


Gene No. 


62522 








Strand 




Start 


8673 ■ 








End 


.12006 


Name 


OJ990429 21. 


9922 


.C2.ol. 


tm 


Method 


' TBLASTX: Maize 


Start 


8.792 








End 


9554 


GI 


none 








Score 


101 


Exons 


8792. .8884, 


8793 


. .8885, 


8931. 


.9140, 8 


933. .9139, 8979. .9149, 




9389. .9490, 


9389 


. . 9481, 


9483. 


.9554, 9485.. 9553 


Seq. No. 


30247 








Seq. ID 


OJ990429_21. 9922.C2 


Gene No. 


62522 








Strand 




Start 


8673 








End 


12006 


Name 


OJ990429 21. 


9922 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


9391 








End 


9613 


GI 


none 








Score 


148 


Exons 


9391. . 9606, 


9395 


.9613, 


9405. 


.9611 




Seq. No. 


30247 








Seq. ID 


OJ990429_21.9922.C2 


Gene No. 


62522 








Strand 




Start 


8673 








End 


12006 


Name 


OJ990429_21. 


9922 


C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9392 








End 


9638 


GI 


none 








Score 


76 


Exons 


9392. .9502, 


9414 


. 9509, 


9500. 


.9637, 9528.. 9638 



30131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30247 
62522 
8673 

OJ990429_21. 9922.C2.o2.gp 

9425 

LIB3433-029-P1-K1-G10 
9425. .9634, 10158. .10237 

'4309969/gb|AAB81870|AAB81870 4.0e-26 (AC002983) putative 
phosphoglyceride transfer protein [Arabidopsis thaliana] 1 



Seq. ID OJ990429_21.9922.C2 
Strand 

End 12006 

Method AAT/GAP 

End 10237 

Score 537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30247 
62522 
8673 

OJ990429_21. 
9555 
none 
9555. . 
10756. 
11048. 



9922.C2.o2.tm 



9635, 9555.. 9635, 9557. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9637, 



OJ990429 21. 9922. C2 



12006 

TBLASTX: Maize 
11149 
107 

10122. .10256, 10126, 



. 10257, 



.10956, 
.11149 



10758. .10943, 11038 .. 1114 8 , 11042 .. 1114 3, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



30247 
62522 
8673 

OJ990429_21. 9922.C2.o3.gp 

10746 

2428194 



Seq. ID OJ990429_21.9922.C2 
Strand 

End 12006 

Method AAT/GAP 

End 12006 

Score 799 



10746. .10937, 1104 1 .. 11154 , . 11851. .12006 



Seq. No. 30247 
Gene No. 62523 
Start 17026 

Name OJ990429_21 . 9922 . C2 . o3 . tm 

Start 17026 
GI none 

Exons 17026. .17070, 17028. 

18491. .18682, 18492. 
19292. .19378, 19673. 
19846. .19989, 19846. 
20060. .20104, 20061. 



17069, 
18680, 
19777, 
19998, 
20108 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17065 

19290 

19687 

19853 



OJ990429 21. 9922. C2 



20108 

TBLASTX :Maize 
20108 
64 

17268, 17160. .17267, 
19376, 19291. .19377, 
19818, 19687. .19785, 
19999, 20059. .20103, 



Seq. No. 30247 Seq. ID 

Gene No. 62523 Strand 

Start 17026 End 

Name OJ990429_21 . 9922 . C2 . o2 . ts Method 

Start 17047 End 

GI none Score 

Exons 17047. .17073, 17104 .. 17253, 18489 

18497. .18682, 19290 .. 1 9376, 19291 



OJ990429 21. 9922. C2 



20108 

TBLASTX : Soybean 
19926 
41 

18680, 18492. .18674, 
19377, 19700. .19777, 



19705. .19767, 1984 6 .. 1 9926, 19849. .19920 



Seq. No. 30248 Seq. ID 

Gene No. 62524 Strand 

Start 1 End 

Name OJ990429_2 1 . 9922 . C3 . ol . gp Method 

Start 1 End 

GI 54260 1.R1084 Score 



OJ990429_21. 
+ 

124 

AAT/GAP 

124 

216 



9922. C3 



30132 




Exons 1. : 124 

GI Descrip. ' 58067/emb | X52325 | ARBLSKP 2.0e-13 pBluescript SK(+) vector DNA, 
phagemid excised from lambda ZAP 1 



o e q . no. 


30248 












beg. lu 


ujyyu4zy 2±.yy22*{^3 




62525 












Cf y anH 

o Liana 


T 




1747 














■51 on 


Name 


OJ990429 21 


QQ9 O 


P "3 1 

bj.Ol, 






Method 




Of- a y- +- 


1747 












t^na 




GI 


none 












Score 


. 92 


Exons 


1747. 


.3120 














Octj. IN (J . 


30248 












Seq. ID 


OJ990429_21. 9922.C3 




62525 












Strand 


+ 




1747 












End 


3120 


Name 


OJ990429 21 


.9922. 


C3.ol. 


np 




Method 


AAT/NAP 


oLail 


1747 












End 


3102 


P T 


6815059 










Score 


2321 


Exons 


1747. 


.3102 














GI Descrip. 


(AP001080) 


Similar to geranylgeranyl hydrogenase. (AF069318) 




[Oryza sativa] 












oeq . NO . 


30248 












Seq. ID 


OJ990429_21. 9922.C3 


Gene No . 


62526 












Strand 




Of 3 v-+- 


3655 












End 


12059 


Name -■ 


OJ990429 21 


. 9922. 


C3 . ol . 


tc 




Method 


TBLASTX: Cress 


otdlt 


1915 












End 


3039 


P T 


none 












Score 


274 


Exons 


1915. 


.2205, 


1923. 


O A O A 

.2084, 


22 


8 4 . 


.2550, 2286. .2375, 2433. .2549, 




2608. 


3039, 


2697. 




2 1 




.3009 




aeq. IN o . 


30248 












Seq. ID 


OJ990429_21. 9922.C3 


bene no . 


62526 












Strand 




oLdl L 


3655 












End 


12059 


Name 


OJ990' 


129_21 


.9922. 


C3.ol. 


tin 




Method 


TBLASTX: Maize 




1915 












End 


7284 




none 












Score 


273 


Exons 


1915. 


2214, 


1929. 


.2213, 


22 


84 . 


.2388, 2286. .2546, 2287. .2757/ 




2599. 


2754, 


2812. 


.3039, 


28 


57. 


.3009, 7150. .7284 


oeq . no . 


30248 












Seq. ID 


OJ990429_21. 9922.C3 


bene no . 


62526 












Strand 




OUdlL 


3655 












End 


12059 


Name 


OJ990429 21 


. 9922. 


C3.ol. 


ts 




Method 


TBLASTX: Soybean 


Cf a 


1915 












End 


3039 


PT 


none 












Score 


646 


Exons 


1915. . 


2550, 


1920. 


.2183, 


22 


83. 


.2372, 2433. .2549, 2599. .2727, 




2608. . 


2763, 


2785. 


.3039, 


27 


85. 


.3009 




Seq. No. 


30248 












Seq. ID 


OJ990429_21. 9922.C3 


Gene No. 


62526 












Strand 




Start 


3655 












End 


12059 


Name 


OJ990429 21 


. 9922. 


C3.o2 . 


gp 




Method 


AAT/GAP 


Start 


3385 












End 


4136 


GI 


none 












Score 


656 


Exons 


3385. . 


3660, 


4061. 


.4136 











30133 



Seq. No. 30248 

Gene No. 62526 

Start 3655 

Name OJ990429_21 . 9922 . C3 . o2 . gs 

Start 3655 

GI none 

Exons 3655.. 3660, 4061.. 4142, 4595. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_21. 9922.C3 

12059 
GENSCAN 
11998 
. 62 



.4713, 5513.. 5632, 5849. 



6337. .6505, 7368. .7594, 9619. .9788, 9875. .9987, 10054.. 
104 03. .10480, 11126. .11206, 11702. .11-758, 11888. .11998 



,5919, 
, .10122, 



Seq. No. 30248 
Gene No. 62526 
Start 3655 

Name OJ990429_21 . 9922 . C3 . o4 . tc 

Start 4046 
GI none 
Exons 4 046. 

4610. 

5511. 

5849. 



4141, 4059. .4142, 4060. 

4696, 4621. .4695, 4683. 

5633, 5512. .5634, 5513. 

5920, 5850.. 5921 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 21. 9922. C3 



12059 

TBLASTX: Cress 
5971 
89 

4143, 4062. .4142, 4594. 
4724, 4687.. 4716, 5504. 



.4629, 
.5635, 



,5635, 5583. .5639, 5843. .5971, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30248 
62526 
3655 

OJ990429_21. 9922.C3.o2.np 
4058 
6815060 

4058. .4142, 4595. .4713, 5513. 
(AP001080) EST C26994 (C50622) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 21. 9922. C3 



predicted gene. 
[Oryza sativa] 



12059 
AAT/NAP 
6484 
815 

.5632, 5849.. 5919, 6337.. 6484 
corresponds to a region of the 
Similar to ADP-ribosylation factor. (D17760) 



Seq. No. 30248 Seq. ID 

Gene No. 62526 Strand 

Start 3655 End 

Name OJ990429_21 . 9922 . C3 . o2 . tw Method 

Start 4061 End 

GI none Score 
Exons 



OJ990429_21.9922.C3 
12059 

TBLASTX: Wheat 

5596 

112 



4061. .4141, 4062. .4142, 4063. .4143, 4072. .4143, 4568. .4714, 
4580. .4714, 4591. .4716, .4593. .4715, 4594. .4716, 5495. .5596, 
5513. .5596 



Seq. No. 30248 

Gene No. 62526 

Start 3655 

Name OJ99042 9_21 . 9922 . C3 . o4 . ts 

Start 4061 

GI none 

Exons 4061. .4141, 4062. .4142, 4592. 
4594. .4716 



Seq. ID 

Strand 

End 

Method 
End 
. Score 



OJ990429_21. 9922.C3 
12059 

TBLASTX: Soybean 

4716 

108 



,4714, 4592. .4714, 4593.. 4715, 



Seq. No. 30248 Seq. ID 

Gene No. 62526 Strand 

Start 3655 End 

Name OJ990429_21 . 9922 . C3 . o3 . tm Method 

Start 4061 End 

GI none Score 



OJ990429_21. 9922.C3 
12059 

TBLASTX: Maize 

6497 

133 



30134 



Exons 



4061. .4141, 4062. .4142, 4568. .4714', 4592. .4714, 4594. .4716, 
5495.-5635, 5513. .5635, 5583. .5639, 5843. .5971, 5850. .5921, 
6311. .6496,- 6312. .6497 



Seq. No. 30248 
Gene No. 62526 
Start 3655 

Name OJ990429_21 . 9922 . C3 . o3 . gp 

Start 5442 
GI 18316JL 
Exons 5442 5 

GI Descrip. 1 135197 

>gi_107 

>gi_107 

>gi_556 

mays] 1 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990429_21. 9922.C3 

12059 
AAT/GAP 
7637 
692 



.R1084 

632, 5849. .5919, 6337. .6505, 7541. .7637 
4/sp|P4 907 6|ARF_MAIZE 3.0e-59 ADP-RIBOSYLATION FACTOR 

6788_pir S49325 ADP-ribosylation factor - maize 

6789_pir S53486 ADP-ribosylation factor - maize 

68 6_emb_CAA56351_ (X80042) ADP-ribosylation factor [Zea 



beq. wo. 


■juZh o 








Seq. ID 


OJ990429_21.9922.C3 


Gene No. 


62526 








Strand 




Start 


3655 








End 


12059 


Name 


r\ TO A OQ 9 1 

uj y y u 4 ^ y zi . 


yyZZ 


. Lj . OZ . 


us 


Method 


TBLASTX : Soybean 


btart 










End 


6509 


bl 


none 








Score 


80 


Exons 


■ OOJl . . JDJJ/ 


30 4 b 


c; £ c; 
. . 3 boo , 


CL C Q "O 
; OOOO . 


.5639, 5839. .5919, 5840. .5920 




doho . . oy / 1, 


c. o c n 


. . o yZ 1 , 


boll. 


.6490, 6312.. 6509, 6345.. 6491 


Seq. No. 


30248 








Seq. ID 


OJ990429_21.9922.C3 


Gene No. 


62526 








Strand 






"3 £ ^ R 








End 


12059 


Name 


uj y yu4 z y z i . 


yyzz , 


. Co . ol . 


tw 


Method 


TBLASTX: Wheat 


Of n yf 


o o yo 








End 


6487 


n t 


none 








Score 


64 


Exons 


ooyo . . o bo y , 


joUU , 


c /r -d c 

. . o boo , 


o o o y . 


.5919, 58 


J43..5971, 5850. .5921 




DjII . . o4 o / , 


bo 1Z . 


, . b4 o o , 


bo4 1 . 


.6487 




Seq. No. 


30248 








Seq. ID 


OJ990429_21.9922.C3 


Gene No. 


62526 








Strand 




Start 


3655 








End 


12059 


Name 


OJ990429 21. 


9922, 


.C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


6319 








End 


6532 


GI 


none 








Score 


165 


Exons 


6319. .6402, 


6332. 


. . 6529, 


6336. 


.6485, 6347. .6532 


Seq. No. 


30248 








Seq. ID 


OJ990429_21. 9922.C3 


Gene No. 


62526 








Strand 




Start 


3655 








End 


12059 


Name 


OJ990429 21. 


9922. 


,C3.o4 . 


gp 


Method 


AAT/GAP 


Start 


8493 








End 


9223 


GI 


5003484 








Score 


1406 


Exons 


8493. . 9223 












Seq. No. 


30248 








Seq. ID 


OJ990429_21. 9922.C3 


Gene No. 


62526 








Strand 




Start 


3655 








End 


12059 


Name 


OJ990429 21. 


9922. 


,C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9139 








End 


12055 


GI 


none 








Score 


66 



30135 



Exons 



9139. .9246, 9140. .9247, 9177. .9248, 9196. .9249, 9368. .9457, 
9370. .9447, 9599. .9703, 9617. .9787, 9618. .9788, 9619. .9786, 
9737. .9820, 9868. .10041, 9874. .9999, 9999. .10031, 10042 .. 10122, 
10043. .10123, 10225. .10317, 10225. .10317, 1037 6. .104 62, 
10397. .104 68, 1054 6. .10626, 10558. .10623, 11697. .11759, 
11702. .117 61, 11702. .11758, 11888 .. 11911 , 11888. .12055, 
11889. . 12038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



30248 
62526 
3655 

OJ990429_21 . 9922 . C3 . o3 . np 

9148 

6815061 



Seq. ID OJ990429_21.9922.C3 
Strand 

End 12059 

Method AAT/NAP 

End 12059 

Score 1331 



9148. .9244, 9368, .9446, 9619. .9788, 9875. .9987, 10054 .. 10122 , 
10233. .10316, 104 03. .104 59, 10558. .10620, 11702. .11758, 
11888. . 12059 

(AP001080) ESTs AU068633 (C30614 ) , AU068634 (C30614 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
unknown protein. (AF049236) [Oryza sativa] 



o e q . ln o . 


30248 


Seq. ID 


OJ990429_21. 9922.C3 


bene lno . 


62526 


Strand 






3655 


End 


12059 


Name 


OJ990429 21. 9922.C3.o2.tc 


Method 


TBLASTX: Cress 


Start 


9677 


End 


10466 


GI 


none 


Score 


84 




9677. .9784, 9874. .9891, 9937 


. .9987, 10051. .10122, 10224. .10319, 




10228. .10317, 10403. .10459, 


10422. . 10466 


Seq. No. 


30248 


Seq. ID 


OJ990429_21 . 9922. C3 


Gene No . 


62526 


Strand 




Start 


3655 


End 


12059 


Name 


OJ990429 21.9922.C3.o3.ts 


Method 


TBLASTX : Soybean 


Start 


9680 


End 


9990 


GI 


none 


Score 


66 


Exons . 


9680. .9787, 9681. .9785, 9872 


..9988, 9874. .9987, 9877. .9990 


Seq. No. 


30249 


Seq. ID 


OJ990429_21. 9922.C4 


Gene No . 


62527 


Strand 


+ 


Start 


181 


End 


1781 


Name 


OJ990429 21.9922.C4.ol.gs 


Method 


GENSCAN 


Start 


181 


End 


1781 


GI 


none 


Score 


.71 


Exons 


181. .342, 692. .915, 941. . 1120, 1451. .1558, 1572. .1781 


Seq. No. 


30249 


Seq. ID 


OJ990429_21.9922.C4 


Gene No. 


62528 


Strand 


+ 


Start 


' 19833 


End 


24343 


Name 


OJ990429 21.9922.C4.o4 .gs 


Method 


GENSCAN 


Start 


19833 


End 


24343 


GI 


none 


Score 


.63 


Exons 


19833. .20022, 24135.. 24343 






Seq. No. 


30249 


Seq. ID 


OJ990429_21. 9922.C4 


Gene No. 


62529 


Strand 


+ 


Start 


24970 


End 


25387 



30136 



Name 


OJ990429 21.9922.C4.o4.np 


Method 


AAi / NAF 








Start 


24970 


End 


O C O O A 

ZD Jo4 










6815064 


Score 


CO A 








Exons 


24970. .25032, 25085.. 25384 












bi uescrip. 


(AP001080) hypothetical protein [Oryza 


sat lva J 








Seq. No. 


.30249 


Seq. ID 


OJ990429_ 


21 


.9922 


.04 


Gene No. 


62529 


Strand 


+ 








Of ^rf 


24970 


End 


zooo / 








Name 


OJ990429 21.9922.C4.o5.gs 


Method 


f~* TT' XT O 7\ Tvl 








O -1 , v 4- 

bt art 


24970 


End 


zooo / 










none 


Score 


Q /I 
. O 4 








Exons 


24970. .25032, 25085.. 25387 












Seq. No. 


30249 


Seq. ID 


OJ990429_ 


21 


.9922 


C4 


Gene No. 


62530 


Strand 










Start 


1 


End 


164 








Name 


OJ990429 21. 9922.C4 .ol.np 


Method 


AAT/NAP 








Start 


1 


End 


164 








GI 


6815061 


Score 


259 









Exons 

GI Descrip. 



1. . 164 

(AP001080) ESTs AU068633 (C30614) ,AU068634 (C30614) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
unknown protein. (AF049236) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30249 
62531 
893 

OJ99042 9_21. 9922.C4 .o2.np 
893 

6815062 

893. .1146, 1445. .1784, 
2729. .2920, 2997. .3394 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 21. 9922. C4 



13659 
AAT/NAP 
5832 
6314 

1960, 2042. .2387, 2431.. 
.3759, 4031. .4103, 4322. 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



1862. . 
3489. 



.2636, 
. .5832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30249 
62531 
893 . 

OJ9904 2 9_21. 9922.C4.o2.gs 

1841 

none 

1841. .1960, 2042. .2336, 2548. 
3489. .3759, 4031. .4103, 4322. 
127 96. .12877, 13616. .13659 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 21. 9922. C4 



13659 
GENSCAN 
13659 
.55 

.2636, 2729. .2920, 2997. 
.5777, 6467. .6577, 6656. 



,3394, 
.6824, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30249 Seq. ID 

62532 Strand 
15502 End 16353 

OJ990429_21. 9922.C4 .o3.np Method AAT/NAP 

15502 End 16353 

6815063 Score 644 

15502. .15549, 15884 .. 16119 , 16242. .16353 
(AP001080) hypothetical protein [Oryza sativa] 



OJ990429 21. 9922. C4 



Seq. No. 



30249 



Seq. ID OJ990429 21. 9922. C4 



30137 




Gene No. 


62533 




Strand 






z o o y o 




Hina 


on Pi o Q 
z / uz o 


Name 


ujyyu^^y zi.yyzz 


. .Ob. gs 


Method 


C IT NT C C Zi M 




z b d y D 






Z / U Z o 




none 




Score 


- D ' 


Exons 


z o o y o . . z / uzo 








O a rt Kirt 

o e q . in o . 


'JflO/lQ 

juz h y 




oeq. xu 


ujyyufizy zi.yyzz.L4 


Gene No. 


62533 




Strand 




Start 


26696 




End 


27028 


Name 


OJ990429 21.9922, 


> C4 . o5 . np 


Method 


a QT /TvTZl D 
rtnl / Nr\r 


Of 2 y- f" 


26699 




End 


9 1 C\ 9 Q 
Z / UZ 0 




6815065 




Score 


d y z 


Exons 


26699. .27028 








ox uescnp. 


(AP001080) hypothetical protein [Oryza 


Sat lva j 


oeq . NO . 


30249 




Seq. ID 


OJ990429_21.9922.C4 


Gene No. 


62534 




Strand 




Start 


29672 




End 


30002 


Name 


ujyyuftzy zi.yyzz, 


. u4 . oi . tm 


Method 


TBLASTX: Maize 


otart 


2042 




End 


3165 




none 




Score 


67 


Exons . 


2042. .2338, 2430. 


..2456, 2463. 


.2630, 2463. .2630, 2711. .2788, 




2798. .2839, 2861. 


..2932, 2994. 


.3164, 3001.. 3165 


beg. NO. 


30249 




Seq. ID 


OJ990429_21.9922.C4 


Gene No. 


62534 




Strand 




Start 


9 Q C*7 9 

zyo /z 




End 


30002 


Name 


OJ990429 21.9922. 


,C4.o3.tm 


Method 


TBLASTX: Maize 


btart 


3168 




End 


3651 




none 




Score 


57 


Exons 


3168.. 3263, 3172. 


..3267, 3273. 


.3302, 3297. .3404, 3319. .3405, 




3466. .3651, 3473. 


, .3649 






Seq. No. 


30249 




Seq. ID 


OJ990429_21. 9922.C4 


Gene No. 


62534 




.Strand 




Of a v- +- 


29672 




End 


30002 


Name 


OJ990429 21.9922. 


C4 .o2vtm 


Method 


TBLASTX: Maize 


OtalL 


5248 




End 


5791 




none 




Score 


39 


Exons 


5248. .5613, 5268. 


.5291, 5324. 


.5614, 5632. .5787, 5666. .5791 


Seq. No. 


30249 




Seq. ID 


OJ990429_21. 9922.C4 


Gene No. 


62534 




Strand 




Cf 3 v-f 


29672 




End 


30002 


Name 


OJ990429 21.9922. 


C4 .o7 .gs 


Method 


GENSCAN 


oCdlL 


29672 




End 


30001 


lal 


none 




Score 


.79 


Exons 


29672. .30001 








Con 1 

O tr q . IN O . 


30249 




Seq. ID 


OJ990429_21.9922.C4 


Gene No. 


62534 




Strand 




Start 


29672 




End 


30002 


Name 


OJ990429_21.9922. 


C4.ol.ts 


Method 


TBLASTX : Soybean 


Stdl't 


29735 




End 


30002 


GI 


none 




Score 


157 


Exons 


29735. .30001, 29736.. 30002 







30138 




Seq. No. 


30249 




Seq. ID 


OJ990429_21.9922. 


,C4 


Gene No. 


62534 




Strand 






Start 


29672 




End 


30002 




Name 


' OJ990429 21.9922 


.C4 .06. np 


Method 


AAT/NAP 




Start 


29741 




End 


29936 




GI 


6815066 




Score 


247 




Exons 


29741. .29936 










GI Descrip. 


(AP001080) EST C26866(C50282) 


corresponds to a region of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


30250 




Seq. ID 


OJ990429_21.9922. 


C5 


Gene No . 






Strand 


+ 




Start 


o4 U 




End 


1 y / 4 




Name 


OJyy0429 zi.yyzz 


.C5.ol.gp 


Method 


AAT/GAP 




Start 


o4 U 




End 


n c 0 

ybo 




bl 


none 




Score 


roc 

5^5 




Exons 


64 0. . yoo 










Seq. No. 


30250 




Seq. ID 


OJ990429_21.9922. 


C5 


Gene No. 


62535 




Strand 


+ 




Start 


640 




End 


2974 




Name 


OJ990429 21.9922 


.C5.ol.gs 


Method 


GENSCAN 




Start 


772 




End 


2974 




GI 


none 




Score 


.74 ' 




Exons 


772. .921, 2655.. 


2736, 2787. .2974 






Seq. No. 


30250 




Seq. ID 


OJ990429_2f.9922. 


C5 


Gene No. 


62536 




Strand 






Start 


1 




End 


863 




Name 


OJ990429 21.9922 


.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


863 




GI 


6815066 




Score 


304 




Exons 


1..67, 618. .863 










GI Descrip. 


(AP001080) EST C26866(C50282) 


corresponds to a region of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


30250 




Seq. ID 


OJ990429_21.9922. 


C5 


Gene No . 


62537 




Strand 






Start 


3939 . 




End 


5994 




Name 


OJ990429 21.9922 


. C5.o2.gp 


Method 


AAT/GAP 




Start 


3939 




End 


5509 




GI 


none 




Score 


1175 




Exons 


3939. .4230, 5156 


. .5509 








Seq. No. 


30250 




Seq. ID 


OJ990429_21.9922. 


C5 


Gene No. 


62537 




Strand 






Start 


3939 




End 


5994 




Name 


OJ990-429 21.9922 


. C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


4036 




End 


4284 




GI 


none 




Score 


129 




Exons 


4036. .4056, 4051 


..4197, 4056.. 


4199, 4077. .4199, 4096. .4212, 




4186. .4233, 4201 


..4284, 4202.. 


4276 






Seq. No. 


30250 




Seq. ID 


OJ990429_21.9922. 


C5 


Gene No. 


62537 




Strand 






Start 


3939 




End 


5994 





3013'9 



Name 

Start 

GI 

Exons 



OJ990429_21 . 9922 . C5 . o2 . gs Method GENSCAN 

5156 End 5908 

none Score . 73 
5156. .5908 



Seq. No. 30250 
Gene No. 62537 
Start 3939 

Name OJ990429_2 1 . 9922 . C5 . o2 . np 

Start 5159 
GI 681506 
Exons 5159. . 

GI Descrip. (AP001 

AU0565 

Simila 

sativa 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990429_21. 9922.C5 

5994 
AAT/NAP 
5994 
1477 



7 

5994 

080) ESTs AU082210 (C53655) , AU05654 6 (S20671 ) , 
45(S20671) correspond to a region of the predicted gene, 
r to putative RNA-binding protein (AC004261) [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30250 
62537 
3939 

OJ990429_21. 9922.C5.ol.tm 

5433 

none 



Seq. ID OJ990429_21. 9922.C5 
Strand 

End 5994 

Method TBLASTX : Mai ze 

End 5975 

Score 35 

5433.. 5495, 5506.. 5820, 5559.. 5828, 5579.. 5845, 5580.. 5849, 
5912.. 5974, 5913.. 5975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30250 
62537 
3939 

OJ990429_21. 9922.C5.ol. tc 

5579 

none 



Seq. ID OJ990429_21.9922.C5 
Strand 

End 5994 

Method TBLASTX : Cress 

End 5992 

Score 300 



5579. .5842, 5580. .5843, 5591. .5845, 5591. .5842, 5609. .5782, 
5703. .5831, 5921. .5992, 5922. .5981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30250 . 
62537 
3939 

OJ990429_21. 9922.C5.ol.ts 
5579 
none 

5579. .5845, 5592. .5849, 5676. .5843, 567 
5922. .5993 



Seq. ID OJ990429_21.9922.C5 
Strand 

End 5994 

Method TBLASTX : Soybean 

End 5993 

Score 295 

5830, 5921.. 5992, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



30250 
62537 
3939 

OJ990429_21. 9922.C5.o3.gp 
5663 

7329_1.R1084 
5663. .5994 

'3402711 2.0e-33 (AC004261) putative RNA-binding protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990429_21.9922.C5 
Strand 

End 5994 
Method AAT/GAP 
End ^ 5994 

Score 601 



30251 
62538 
1 



Seq. ID OJ990429_21.9922.C6 

Strand 

End 210 



30140 



NcLItlG 




.yy^z.Lo.oi. gp 


Metnoa 


AAT/GAP 


C-f- a v+- 
OLall 


1 




Lna 


1 o4 




none 




Score 




T7 1 *^ 










Q o n Hn 

OC^> Vi U . 






oeq. iu 


ojyyu4zy ^l.yyzz.Co 


Cpnp Mo 

UC11C LN . 


J JO 




Strand 




Start 


1 




End 


210 


Name 


OJ990429 21 


. 9922.C6.ol.np 


Method 


AAT/NAP 


U IQi L 


1 




End 


210 




81286 




Score 


68 




1. .210 










extensin - 


Volvox carteri (fragment) gi I 21992 | emb | CAA4 6283 | 




(X65165) extensin [Volvox carteri] 




Seq. No. 


30251 




Seq. ID 


OJ990429_21.9922.C6 


Gene No. 


62539 




Strand 




O Lcti. t_ 


2267 




End 


2495 


Name 


OJ990429 21 


. 9922.C6.o2.gp 


Method 


AAT/GAP 


q+- -a v-4- 
O L dl U 


1031 




End 


1187 




2798499 




Score 


212 


Exon s 


1031. .1187 








o e q . no. 


30251 




Seq. ID 


OJ990429_21.9922.C6 


Gene No. 


62539 




Strand 




Start 


2267 




End 


2495 


Name 


OJ990429 21 


.9922.C6.ol. tw 


Method 


TBLASTX: Wheat 


JLQLl 


1194 




End 


2479 


P T 


none 




Score 


105 


CjXOIIo 


1194. .1301, 


1195.. 1302, 1196. 


.1303, 1197.. 1325, 2294.. 2479, 




2333. .2479 








O fc; . LN u • 


30251 




Seq. ID 


OJ990429_21.9922.C6 


p^nP 1 Mo 


62539 




Strand 




Start 


2267 




End 


2495 


Name 


OJ990429 21 


.9922.C6.o2.np 


Method 


AAT/NAP 


9f ^ rr 

O Lai L 


1202 




End 


2495 


TT 

bi 


6815068 




Score 


401 


HtXOilo 


1202. .1302, 


2335. .2495 








(AP001080) Similar to putative translin (AC006836) [Oryza 




sativa] 








Seq. No. 


30251 




Seq. ID 


OJ990429_21.9922/C6 


Gene No. 


62539 




Strand 




91- a r*+- 
O Lai L 


2267 




End 


2495 


Name 


OJ990429 21 


9922.C6.ol.gs 


Method 


GENSCAN 




2267 




End 


2429 




none 




Score 


.46 


Lj ' \r r~N y\ C~~* 


2267. .2429 








C prr Ma 
O C • IN U • 


30252 




Seq. ID 


OJ990429_21.9922.C7 


Gene No. 


62540 




Strand 


+ 


Start 


5879 




End 


7997 


Name 


OJ990429 21. 


9922.C7.o2.np 


Method 


AAT/NAP 


Start 


5879 




End 


7997 


GI 


6815069 




Score 


1555 


Exons 


5879. . 6037, 


7196. .7754, 7844. 


.7997 





30141 



GI Descrip. (AP001080) Similar to KIAA0731 protein (AB018274) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30252 
62541 
1 

OJ990429_21.9922.C7.ol.np 
1 

6815068 



Seq. ID OJ990429_21.9922.C7 
Strand 

End 7552 

Method AAT/NAP 

End;-. 2110 

Score 974 



1..170, 252. .393, 1020. .1099, 1728. .1864, 1951. .2110 
(AP001080) Similar to putative translin (AC006836) [Oryza 
sativa] 



Seq. No. 30252 

Gene No. 62541 

Start 1 

Name OJ990429_21 . 9922 . C7 . ol . tm 

Start 18 

GI none 
Exons 



Seq. ID OJ990429_21. 9922.C7 
Strand 

End 7552 

Method TBLASTX : Maize 

End 1886 

Score 184 



18. .176, 20. .169, 235. .396, 249. .395, 1019. .1099, 1022. .1111, 
1728. .1772, 1729. .1773, 1729. .1773, 1830. .1886 



Seq. No, 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30252 
62541 
1 

OJ990429_21.9922.C7.ol.ts 
31 

none 



Seq. ID OJ990429_21. 9922.C7 
Strand 

End 7552 

Method TBLASTX : Soybean 

End 1099 

Score 83 



31. .168, 33. .170, 235. .396, 249. .395, 1019. .1099, 1026. .1097 



30252 
62541 
1 

OJ990429_21. 9922.C7.ol.gs 

171 

none 



Seq. ID OJ990429_21.9922.C7 
Strand 

End 7552 

Method GEN SCAN 

End 7552 

Score .61 



171. .210, 252. .393, 1428 1525, 1728 18 64 , 3588. .3642, 
3914. .3946, 4146. .4182, 5600. .6172, 7407. .7552 



Seq. No. 30252 

Gene No. 62542 

Start 7501 

Name 'OJ990429_2 1 . 9922 . C7 . ol . tw 

Start 7501 

GI none 
Exons 



Seq. ID OJ990429_21.9922-.C7 
Strand 

End 8002 

Method TBLASTX : Wheat 

End 8002 

Score 110 



7501. .7572, 7502. .7573, 7502. .7573, 7563.-7754, 7570. .7755, 
7570. .7755, 7571. .7756, 7837. .7929, 7838.-7927, 7897. .7956, 
7922. .8002, 7954. .7992 



Seq. No. 30253 

Gene No. 62543 

Start 245 

Name OJ990429_21 . 9922 . C8 . ol . gs 

Start 245 

GI none 
Exons 



Seq. ID OJ990429_21. 9922.C8 

Strand + 

End 5902 

Method GENSCAN 

End 5902 

Score .88 



245. .513, 887. .977, 1134. .1205, 1291. .1802, 2266. .2335, 
2926. .2991, 3678. .3982, 4278. .4418, 5081. .5185, 5722. .5902 



30142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



30253 Seq. ID 

62543 Strand 

245 End 

OJ990429_21. 992'2.C8.ol.np Method 

350 . End 

6815069 Score 

350. .513, 887. .977, 1134. .1205, 1291. 



OJ990429_21.9922.C8 
+ 

5902 
AAT/NAP 
5899 
3036 

1802, 2266.. 2335, 



2926. .2991, 3678. .3982, 4278 . . 4 4 18 , ■ 4 553 . . 4 616, 4841. .4986, 
5081. .5185, 5722. .5899 

(AP001080) Similar to KIAA0731 protein (AB018274) [Oryza sativa] 



30253 Seq. ID 

62544 Strand 
10567 End 
OJ990429_21. 9922.C8.o2.np Method 
10567 End 
6815070 Score 
10567.. 10829 

(AP001080) EST AU070319 (S10788) corresponds to a region of the 
predicted gene.; Similar to RING-H2 finger protein RHA2b 
(AC006200) [Oryza sativa] 



OJ990429_21. 9922.C8 
+ 

10829 
AAT/NAP 
10829 
423 



30253 
62545 
6371 

OJ990429_21. 9922.C8.ol.tm 
1510 
none 
1510. 
1730, 
3690. 
4277. 
4551. 
5085. 



,1578, 1513.. 1572, 1586, 

.1783, 2932.. 2991, 3667, 

.3890, 3885.. 3980, 3895, 

.4420, 4279. .4422, 4296. 

.4616, 4820. .4993, 4842. 

.5177, 5085.. 5177, 5086. 



30253 
62545 
6371 

OJ990429_21. 9922.C8.ol.tc 

3912 

none 

3912. .3971, 4326. .4421, 4327. 
4834. .5001, 4844. .4990, 5076. 
5755. .5826 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1627, 1656 
.3882, 3689 
.3981, 3905 
.4421, 4537 
.4985, 4843 



OJ990429 21. 9922. C8 



6534 

TBLASTX: Maize 
5178 
52 

.1721, 1709. .1789, 

,3889, 3689. .3886, 

,3985, 3911. .3976, 

,4614, 4550. .4615, 

,4992, 5076. .5177, 



.5178, 5086. .517* 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4419, 4551 
.5192, 5076 



OJ990429 21. 9922. C8 



6534 

TBLASTX: Cress 
5833 
69 

4616, 4820. 
5186, 5732. 



,5008, 
5833, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



30253 Seq. ID 

62545 Strand 

6371 End 

OJ990429_21. 9922.C8.ol.ts Method 

4305 End 

none Score 



OJ990429_21.9922.C8 
6534 

TBLASTX: Soybean 

5833 

80 



4305. .4400, 4305. .4421, 4306. .4419, 4551. .4616, 4823. .4990, 
4834. .5004, 4838. .4993, 5064. .5192, 5076. .5192, 5756. .5833 



30253 
62545 
6371 



Seq. ID 

Strand 

End 



OJ990429 21. 9922. C8 



6534 



30143 




Name 


ujyyu4zy zi.yy^z.Lo.o^.tin 


Method 


TBLASTX: Maize 




Start 


D / ZO 


End 


6171 




c t 
bl 


none 


Score 


156 




Exons 


CTO'l COCO CTOI CQOC C Q C O 


..5981, S923..5967, 5971. .6030, 




^nn^ ad^q ^nriR £r\&A ^1 nn 

OvUfi . .OUOy, DUU J . • DUD4 ; D1UU 


..6171, 6105.. 6170 




Seq. No. 


30253 


Seq. ID 


OJ990429_21. 9922 


. bo 


Gene No. 


62545 


Strand 


- 




Of 3 yf 


DJ / 1 


End 


6534 




Name 


ujyyu^zy zi.yyz^.Lo.oz.gs 


Method 


GENSCAN 




btart 


£ *3 7 1 


End 


6534 




bl 


none 


Score 


.56 




Exons 


Dj / 1 . . Djj4 








beq. no. 


OUZ04 


Seq. ID 


OJ990429_21. 9922 


.C9 


bene no . 


62546 


Strand 


+ 




oT-aiL 


1 


End 


303 




Name 


OJ990429 21.9922.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


300 




b± 


6815070 


Score 


560 




Exons 


1. .300 








GI Descrip. 


(AP001080) EST AU070319 (S10788) corresponds to a region 


of 




predicted gene.; Similar to RING-H2 finger protein RHA2b 




(AC006200) [Oryza sativa] 








Seq. No. 


30254 


Seq. ID 


OJ990429_21.9922 


. C9 


Gene No. 


6z54 6 


Strand 


+ 




.btart 


1 


End 


303 




Name 


OJ990429 21.9922.C9.ol.gs 


Method' 


GENSCAN 




Start 


162 


End 


303 




bl 


none 


Score 


.68 




Exons 


162. .303 








Seq. No. 


30254 


Seq. ID 


OJ990429_21. 9922 


C9 


Gene No. 


62547 


Strand 


+ 




btaru 


275 


End 


665 




Name 


OJ990429 21. 9922.C9.ol.gp 


Method 


AAT/GAP 




b cart 


275 v-;-. 


End 


665 




bl 


5005157 


Score 


702 




Exons 


275. .665 








beq . no . 


30255 


Seq. ID 


OJ990429_21. 9922 


C10 


bene no. 


62548 


Strand 


+ • • 




Start 


3620 


End 


16560 




Name 


OJ990429 21. 9922.C10.ol.gp 


Method 


AAT/GAP 






3565 


End 


3743 




bl 


15870 2.R1084 


Score 


256 




Exons 


3565. .3743 








GI Descrip. 


■287403/dbj | D10838 | RICSBE1 8 


Oe-69 Rice gene for starch 






branching enzyme* 








Seq. No. 


30255 


Seq. ID 


OJ990429_21.9922. 


C10 


Gene No. 


62548 


Strand ' 


+ 




Start 


3620 


End 






Name 


OJ990429 21. 9922.C10.o2.gs 


Method 


GENSCAN 




Start 


3620 


End 


16560 




GI 


none 


Score 


.53 





30144 




Exons 3620. .3658, 4708. .4882, 5921. .6049, 6254. .6334, 6435. .6584, 

6660. .6713, 7033. .7145, 7243.-7585, 7694. .8401, 8506. .8792, 
9093. .10445, 10463 .. 11140, 13282 .. 13375, 15725 15876, 
16048. . 16105, 164 69. . 16560 



C rr Ha 
O G CJ • LN O * 


30255 


Seq. ID 


OJ990429_21.9922 


.C10 


Gene No . 


62548 


■ Strand 


+ 




C +• 

OLdi L 


3620 


End 


16560 




Name 


OJ990429 21. 9922.C10.o2.np 


Method 


AAT/NAP 






6455 


End 


11383 




C T 


6815072 


Score 


6482 






6455. .6584, 6660.. 6713, 7033 


..7145, 7243. .7585, 7694. .8' 


101, 




8506. .8792, 9192. .11383 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BA( 




T13P21; hypothetical protein 


(AC006067) 


[Oryza sativa] 




beq . no . 


30255 


Seq. ID 


OJ990429 21.9922 


C10 


Gene No . 


62549 


Strand 








846 


End 


zUlo 




Name 


OJ990429 21. 9922.C10.ol.np 


Method 


AAT/NAP 




Start 


561 


End 


1411 




GI 


6815071 


Score 


269 




Exons 


561. .698, 1382. .1411 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




beq. jmo . 


•30255 


Seq. ID 


OJ990429_21 . 9922 


C10 


Gene No . 


62549 


Strand 






otart 


846 


End 


2016 




Name 


OJ990429 21.9922.C10.ol.gs 


Method 


GEN SCAN 




Start 


846 


End 


2016 




C T 


none 


Score 


.58 




Exons 


846. .901, 1382. .1483, 1974. .2016 






beq . no . 


30255 


Seq. ID 


OJ990429_21. 9922. 


C10 


Gene No . 


62550 


Strand 






otart 


17320 


End 


18412 




Name 


OJ990429 21.9922.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


7327 


End 


7842 






none 


Score 


69 




Exons 


7327. .7380, 7396. .7464, 7495 


. .7842, 7785. .7841 




beq . no . 


30255 


Seq. ID. 


OJ990429_21.9922. 


C10 


bene no . 


62550 


Strand 






b tar l 


17320 


End 


18412 




Name 


OJ990429 21.9922.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


8073 


End 


8567 




GI 


none 


Score 


133 




Exons 


8073.. 8153, 8122... 8277, 8151 


.8240, 828 


7. .8400, 8505. .8567 


Seq. No. 


30255 


Seq. ID 


OJ990429__21.9922 ; . 


CIO 


Gene No. 


62550 


Strand 






Start 


17320 


End 


18412 




Name 


OJ990429 21.9922.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


10212 


End 


10579 




GI 


none 


Score 


152 




Exons 


10212. .10403, 10229. .10399, 10415. .10579 





30145 




Seq. No. 


30255 


Seq. ID 


OJ990429_21. 9922 


.C10 


Gene No. 


62550 


Strand 






ouail. 


1 / jZU 


End 


18412 




Name 


ujyyufizy zi . yyzz , Liu . . tin 


Method 


TBLASTX: Maize 




C ■(- -a 

otait 


i npfi'? 
lUoo J 


End 


11182 




PT 


none 


Score 


112 




Exons 


iuooj , . iuyo / , luyoz . . hud j/ 


11093. .11182 




Seq. No. 


30255 


Seq. ID 


OJ990429_21. 9922 


.C10 


Gene No. 


62550 










i "7 Ton 


End 


18412 




Name 


PiTQQH/IOQ Ol QQOO PI H /-vl +- o 

uuyyuftzy zi . yyzz . uiu . oi . ts 


Method 


TBLASTX: Soybean' 






111 HQ 


End 


11290 




P T 


none 


Score 


214 














Seq. No. 


30255 


Seq. ID 


OJ990429 21.9922 


.C10 


Gene No. 


62550 


Strand 


- 




Otdi t 


i 7 o o n 

1 / jZU 


End 


18412 




wanie 


PTQQH40Q Ol QQOO PI H /to 

ujyyu^zy z± . yyzz . liu . oj . qs 


Method 


GENSCAN 






1 / oz u 


End 


18412 




P T 


none 


Score 


.7 




Exons 


1T50H ncQ/i 1"7Qyin nQQi 

i/ozu..i/oy4 / x / y 4 u . . i / y y i , 


18067. .184 


12 




beq. wo. 


JUZOO 


Seq. ID 


OJ990429_21. 9922 


. C10 




62550 


Strand 






o LcilT L 


17320 


End 


18412 




Name 


OJ990429 21.9922.C10.o3.np 


Method 


AAT/NAP 




Start 


17323 


End 


18412 




PT 


6630681 


Score 


1104 




Exons 


17323. .17594, 17 94 0. .17 991, 


18067. .184 


12 




GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi | 6815073 | dbj | BAA90360 . 1 | 


(AP001080) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


30256 


Seq. ID 


OJ990429_21. 9922 


.Cll 


Gene No. 


62551 


Strand 


+ 




Q+- a v-T- 
Otait 


268 


End 


1102 




Name 


OJ990429 21. 9922.Cll.ol.gs 


Method 


GENSCAN 




b tart 


268 


End 


1102 




P T 


none 


Score 


.55 




Exons 


268. .343, 960. .1102 








beq . no . 


30257 


Seq. ID 


OJ990429_21. 9922 


.C12 




62552 


Strand 


+ 




q+- o ri~ 


1 


End 


2862 




Name 


OJ990429 21.9922.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End, . 


2696 




GI 


6630682 


Score 


1043. ; 




Exons 


1..31, 252. .479, 2302. .2696 








GI Descrip. 


(AP000969) EST D22716 (C1010) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi | 681507 4 | dbj 1 BAA90361. 1 | 


(AP001080) 


EST D22716 (C1010) 





corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 30257 Seq. ID OJ99042 9_21 .9922 . C12 



30.14 6 



Gene No. 62552 Strand + 

Start 1 End 2862 

Name OJ990429_21 . 9922 . C12 . ol . gs Method GENSCAN 

Start 253 End 601 

GI none Score .82 

Exons' 253... 479, 497.. 601 



Seq. No. ■ 30257 . Seq. ID 

Gene No. 62552 Strand 

Start 1 End 

Name OJ990429_21 . 9922 . C12 . ol . gp Method 

Start 2307 End 

GI none Score 

Exons 2307.. 2862 



OJ990429_21.9922.C12 
+ 

2862 
AAT/GAP 
2862 
975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30257 
62553 
2298 

OJ990429_21. 

2298 

none 

2298. .2717, 
4566. .4655 



9922.C12.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429__21.9922.C12 

9520 
GENSCAN 
4655 
.64 



2988. .3121, 3398. .3481, 3811. .3886, 4277. .4438, 



Seq. No. 30257 . Seq. ID 

Gene No. 62553 Strand 

Start 2298 End 

Name OJ990429_21 . 9922 . C12 . o2 . gp Method 

Start 3023 End 

GI none Score 

Exons 3023.. 3411 



OJ990429_21. 9922 .C12 

9520 
AAT/GAP 
3411 
725 



Seq. No. 30257 
Gene No. 62553 
Start 2298 

Name OJ9904 29_21 . 9922 . C12 . ol . tm 

Start 3168 
GI none 

Exons 3168.. 3284, 3169.. 3285, 3387. 

3398. .3484, 4275. .4439, 4275. 
5027.. 5185, 5027.. 5185, 5216. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 21.9922.C12 



9520 

TBLASTX: Maize 
5263 
119 

3482, 3393.. 3482, 3398. 
4436, 4277. .4438, 5025. 
5263, 5223.. 5261 



.3484, 
.5132, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30257 
62553 
2298 
OJ9904 
3177 
663068 
3177. . 
5761. . 
(AP000 
predic 
hydrox 
2-hydr 
gi | 681 
corres 
simila 



29 21.9922.C12.o2, 



np 



3281, 3398.. 3481, 
5790 

969) EST C25991 (CI 
ted gene.; Similar 
ylation of phenazi 
oxy-phenazine-l-ca 
5075 | dbj IBAA90362 
ponds to a region 
r to PHZF, catalyz 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_21.9922.C12 

9520 
AAT/NAP 
5790 
1442 



4277. .4438, 5030. .5350, 5438. .5662, 

1435) corresponds to a region of the 

to similar to PHZF, catalyzing the 
ne-l-carboxylic acid to 
rboxylic acid. (AC004044) [Oryza... 
11 (AP001080) EST C25991 (C11435) 
of the predicted gene.; Similar to 
ing 



30147 



Seq. No. 30257 

Gene No. 62553 

Start 2298 

Name OJ990429_21 . 9922 . C12 . ol . ts 

Start 3398 

GI none 

Exons 3398.. 3484, 3420.. 3482, 4275. 

5216. .5263, 5291. .5353, 5435. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4445/ '4277 
.5473, 5513 



OJ990429 21.9922.C12 



9520 

TBLASTX: Soybean 
5668 
70 

,4438, 5024. .5161, 
,5572, 5603.. 5668 



Seq. No. 30257 

Gene No. 62553 

Start 2298 

Name OJ9904 29_21 . 9922 . C12 . o3 . gs 

Start 5006 

GI none 

Exons 5006.. 5662, 5692.. 5838, 6858. 

8942. .9018, 9218. .9443 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_21. 9922.C12 

9520 
GENSCAN 
9443 
.84 



,6942, 7872.. 7966, 8529.. 8687, 



Seq. No. 30257 

Gene No. 62553 

Start 2298 

Name OJ9904 29_21 . 9922 . C12 . ol 

Start 5025 

GI none 

Exons 5025.. 5120, 5027.. 5119, 
5223. .5264, 5283. .5342, 



Seq. ID OJ990429_21.9922.C12 
Strand 

End 9520 

.tw Method TBLASTX : Wheat 

End 5353 

Score 97 
5118. .5183, 5122. .5178, 5216. .5260, 
5291. .5353 



Seq. No. 30257 

Gene No. 62553 

Start 2298 

Name OJ99042 9_21 . 9922 . C12 . o2 

Start 5225 

GI none 

Exons 5225.. 5260, 5291.. 5353, 

Seq. No. 30257 

Gene No. 62553 

Start 2298 

Name OJ990429_21 . 9922 . C12 . o2 

Start 5304 

GI none 

Exons 5304.. 5390, 5304.. 5339, 
5513.. 5572, 5523.. 5570, 
5625. .5705, 5765. .5791 



Seq. ID OJ990429_21.9922.C12 
Strand 

End 9520 

-tc Method TBLASTX : Cress 

End 5662 

Score 82 
5435. .5473, 5519. .5569, 5603. .5662 

Seq. ID OJ990429_21.9922.C12 
Strand 

End 9520 
.tm Method TBLASTX: Maize 

End 5791 

Score 75 
5306. .5353, 5405. .5470, 5406. .5456, 
5563. .5598, 5564. .5599, 5603. .5 662, 



Seq. No. 30257 Seq. ID OJ990429_21 . 9922 . C12 

Gene No. 62553 Strand 

Start 2298 End 9520 

Name OJ9904 29_2 1 . 9922 . C12 . o3 . gp Method AAT/GAP 

Start 5490 End 5857 

GI 2309836 Score 463 

Exons 5490.. 5662, 5761.. 5857 



Seq. No. 30257 Seq. ID OJ990429__21 . 9922 . C12 

Gene No. 62553 Strand 

Start 2298 End 9520 



30148 



Name 
Start 
GI ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_21.9922.C12.o4.gp 

6679 

none 

6679. .6942, 7872. .7966, 8529. 

30257 
62553 
2298 

OJ990429_21.9922.C12.o2.ts 

6834 

none 

6834..6944, 6838. .6945, 7871. 
8526. .8687, 8530. .8688 

30257 
62553 
2298 

OJ990429_21.9922.C12.ol. tc 

6837 

none 

6837. .6944, 6841. .6945, 7871.. 
8517. .8687, 8530. .8688 



Method AAT/GAP 
End 94 60 

Score 934 
.8687, 9414. .9460 

Seq. ID OJ990429_21.9922.C12 
Strand 

End 9520 

Method TBLASTX : Soybean 

End 8688 

Score 120 

.7966, 7880. .7972, 8517. .8687, 



Seq. ID OJ990429_21.9922.C12 
Strand 

End 9520 

Method TBLASTX: Cress 

End 8688 

Score 115 

.7966, 7889. .7972, 7890. .7967, 



Seq. No. 30257 

Gene No. 62553 

Start 2298 

Name OJ990429_21 . 9922 . C12 . o3 . np 

Start 6840 

GI 6630684 

Exons 6840.. 6942, 7872.. 7966, 8529. 
GI Descrip. 



OJ990429 21.9922.C12 



Seq. ID _ 
Strand 

End 9520 
Method AAT/NAP 
End 9520 
Score 563 
.8687, 9414. .9520 
(AP000969) ESTs AU070430 (S15424) , AU08208 6 (E11580 ) correspond to 
a region of the predicted gene.; Similar to MF1 . (AB011804) 
[Oryza sativa] gi | 6815076 | dbj | BAA90363 . 1 | (AP001080) ESTs 
AU070430 (S15424) , AU08208 6 (E11580 ) correspond to a region of the 
predicted gene.; Similar to MF1 . (AB011804) [Oryza sativa] 



Seq. No. 


30258 








Seq. ID 


OJ990429_21 . 9922 


.C13 


Gene No. 


62554 








Strand 


+ 




Start 


7417 








End 


7661 




Name 


OJ990429 21 


.9922 


.C13.o3 


.np 


Method 


AAT/NAP 




Start 


7417 








End 


7661 




GI 


5902446 








Score 


278 




Exons 


7417. .7661 














GI Descrip. 


(AB030283) 


orf5 


[Oryza 


sativa 


] 






Seq. No. 


30258 








Seq. ID 


OJ990429_21.9922 


.C13 


Gene No. 


62555 








Strand 






Start 


2429 








End 


7372 




.Name 


OJ990429 21 


.'9922 


.C13.ol 


.gs 


Method 


GENSCAN 




Start 


2429 






End 


7372 




GI 


none 








Score 


.48 




Exons 


2429. .2571, 


3871 


. .6571, 


6862. 


.7005, 7043. .7372 




Seq. No. 


30258 








Seq. ID 


OJ99f)4?9 21,9922 


-C13 


Gene No. 


62555 








Strand 






Start 


2429 








End 


7372 




Name 


OJ990429 21 


. 9922 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 





30149 



Start 


o ^ ~i a 
D 1 1 4 








End 


4498 


bl 


none 








Score 


607 


Exons 


3 1 1 4 . . 4 UU / , 


o o n i 


. . 44 90, 


O. O O "7 

ooZ 1 


. .4498, 4042. .4491 


O 01 /~r XT s\ 

oeq. vio . 










Seq. ID 


OJ990429_21.9922.C13 


belle 1NO • 


fro c c c 








Strand 




Start 


242 9 








End 


7372 


Name 


OJ990429 21 


.9922 


.C13.ol 


.np 


Method 


AAT/NAP 


o car l 


3824 








End 


6933 


bl 


6630685 








Score 


4917 


Exons 


3824. .6571, 


6862 


. .6933 








GI Descrip. 


(AP000969) 


Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


30258 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




Of 3 y*4- 

OLaiL 


2429 








End 


7372 


Name 


ojyyu4^y zi 


n n o o 

. yyzz 


. CI J . OZ 


. ts 


Method 


TBLASTX: Soybean 


o car c 


3839 








End 


4480 


bl 


none 








Score 


39 


Exons 


3839. .4072, 


3987 


. . 4 u / y , 


4 u y i 


..4480, 4092. .4256, 4097. .4291 


Seq. No. 


30258 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




O +- — —f 


2429 








End 


7372 


Name 


ojyyu4zy zi 


n o o o 

. y yzz 


. C13 . o2 


. tc 


Method 


TBLASTX: Cress 


otart 


3842 








End 


4297 


bl 


none 








Score 


82 


Exons ' 


3842. .4054, 


3894 


. . 4 Uol , 


a m o 
4 (J M 


. .4207, 4211. .4297 


Seq. No. 


30258 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




o car c 


2429 








End 


7372 


Name 


OJ990429_21 


.9922 


. C13 . o5 


. tw 


Method 


TBLASTX: Wheat 


bcarc 


JO / J 








End 


4342 


C T 

bl 


none 








Score 


58 


Exons 


3875. .4063, 


3888 


. .4004, 


4082 


. .4342, 4107. .4187 


Seq. No. 


30258 








Seq. ID 


OJ990429_21. 9922.C13 


Gene No. 


62555 








Strand 




Of -srf 

bcarc 


2429 








End 


7372 


Name 


OJ990429 21 


.9922 


.C13.o3 


. tm 


Method 


TBLASTX: Maize 


Cf ^ vf 

bcarc 


4613 








End 


5049 


C T 
bl 


none 








Score 


265 


Exons 


4613. .5047, 


4614 


. .4883, 


4642 


. .5049 




beq. no. 


30258 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




Start 


2429 








End 


7372 


Name 


OJ990429 21 


. 9922 


C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4853 








End 


5458 


GI 


5509260 








Score 


239 


Exons 


4853. .5233, 


4935 


.5234, 


5246 


. .5458 




GI Descrip. 














Seq. No. 


30258 








Seq. ID 


OJ990429_21. 9922.C13 


Gene No. 


62555 








Strand 





30150 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.;Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
Seq. No. 



2429 

OJ990429_21. 

4865 

none 

4865. .5212, 
5246. .5317 

30258 
62555 
2429 

OJ990429_21. 

4970 

none 

4970. .5251, 

30258 
62555 
2429 

OJ990429_21. 

5166 

none 

5166. .5483, 

30258 
62555 
2429 

OJ990429_21. 

5492 

none 

5492. .6292, 

30258 
62555 
2429 

OJ990429_21. 

5597 

none 

5597. .5677, 
5865. .5939 

30258 
62555 
2429 

OJ990429_21. 

5723 

none 

5723. . 6184, 

30258 
62555 
2429 

OJ990429_21, 
5726 
none 

5726. . 6148 
30258 



9922.C13.o2.tw 



End 

Method 

End 

Score 



7372 

TBLASTX: Wheat 

5317 

232 



Seq. ID OJ990429_21. 9922. C13 
Strand 

7372 

TBLASTX: Maize 
5485 
352 



4879. .5214, 4935. .5210, 5073. .5222, 5214. .5240, 

Seq. ID OJ990429_21.9922.C13 
Strand 

End 7372 

9922 . CI 3 . o3 . tc Method TBLASTX : Cress 

End 5251 

Score 80 

5001. .5171 

9922.C13.o5. tm 
5166. .5285, 5168, 

9922.C13.62.tm 
5574. .5615, 5619. 

9922.C13.o3.tw 
5597. .5677, 5688. 



End 

Method 
End 
Score 
.5485 



Seq. ID OJ990429_21. 9922.C13 
Strand 

End 7372 

Method TBLASTX : Mai ze 

End 6364 

Score 45 
.6359, 6293. ^6364 

Seq. ID OJ990429_21. 9922.C13 
Strand 

End 7372 

Method TBLASTX : Wheat 

End 5941 

Score 43 

.5852, 5699. .5863, 5852.. 5941, 



9922.C13.o3.ts 



5874 . . 6164 



9922.C13.ol.tc 



Seq. ID OJ990429_21.9922.C13 
.Strand 

End 7372 

Method TBLASTX : Soybean 

End 6184 

Score 166 



Seq. ID OJ990429_21. 9922.C13 
Strand 

End 7372 

Method TBLASTX : Cress 

End 6148 

Score 220 



Seq. ID OJ990429 21.9922.C13 



30151 




Gene No. 


62555 








Strand 




Start 


2429 








End 


7372 


Name 


C\ TQQ C\ A 1 Q 01 

uj y y u 4 z y z l 


. yyzz 


. bl J . Ol 




Method 


TBLASTX: Wheat 


btar t 


buz y 








End 


6591 




none 








Score 


165 


Exons 


CHOQ C3 1 "3 

bUZ y . . dJIj, 


c n "3 c\ 


C "3 1 "7 

. . b Jl / / 


bzyy . 


.6342, 6324. .6434, 6353. .6535, 




boby . . b3Z4 / 


c "3 "7 "7 




boz y . 


.6591 




beq. wo. 


JUZDo 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




Start 


2429 








End 


7372 


Name 


uj y y u 4 z y z l 


. yyzz 


r"1 "3 r\ A 

.bio. 04 




Method 


TBLASTX: Maize 


btart 


b Jbo 








End 


6759 


f" T 
bl 


none 








Score 


151 


Exons 


DjDj . . DO , 


C.-1CC 

dj b b 


. . bOZ 4 , 


b4 4 o . 


.6528, 6513. .6632, 6515. .6640, 




(TCOQ CCT') 

djz y . . ddjj / 


b b4 u 


cn ^ q 
. . b / o y / 


b b4 4 . 


.6751 




Seq. No. 


30258 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 






0 yl O Q 

z 4 z y 








End 


7372 


Name 


uj y yu 4 z y z i 


. yyzz 


. bl J . 04 


4- T T 

. tw 


Method 


TBLASTX: Wheat 


b tart 


CCCn 

bbb / 








End 


6981 




none 








Score 


73 


Exons 


bob / . . by o 1 , 


cn cn 
b / b / 


CQQC 

. btfyo, 


by4 u . 


. 6981 




Seq. No. 


30258 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




otart 


z 4 z y 








End 


7372 


Name 


ujyyu4zy zi 


QQOO 

. yyzz 


bl J . ob 


. tm 


Method 


TBLASTX: Maize 


b tart 


b / bU 








End 


7100 


bl 


none 








Score 


151 


Exons 


cn en n r\r\o 
b / bU . . / UUZ , 


b / bl 


. by y / / 


n o o o 
/ Uzz . 


.7099, 7026. .7100 


beq. no. 


oUZoo 








Seq. ID 


OJ990429_21.9922.C13 


Gene No. 


62555 








Strand 




Start 


2429 








End 


7372 


Name 


OJ990429 21 


.9922. 


C13.o2 


.np 


Method 


AAT/NAP 


b tar c 


7019 






End 


7193 


bl 


4416301 








Score 


.118 


Exons 


7019. .7193 












bi uescrip . 


(AF105716) gag protein 


[Zea mays] 




Seq. No. 


30259 








Seq. ID 


OJ990429_21.9922.C14 


Gene No. 


62556 








Strand 


+ 


b tar z 


280 








End 


419 


Name 


OJ990429 21 


.9922. 


C14.ol 


. gs 


Method 


GENSCAN 


b car l 


280 






End 


405 


bl 


none 








Score 


.76 


Exons 


280. .405 












Seq. No. 


30259 








Seq. ID 


OJ990429_21. 9922.C14 


Gene No. 


62556 








Strand 


+ 


Start 


280 








End 


419 


Name 


OJ990429 21 


. 9922. 


C14 .ol 


.np 


Method 


AAT/NAP 


Start 


283 








End 


419 


GI 


6006359 








Score 


57 



Exons • 283.. 419 

30152 




GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


i n o (C a 

JQ260 


Seq. ID 


ojyy(J4zy 21 


. 9922 


. C15 


Gene No. 


62557 


Strand 








Start 


1 


End 


475 




- 


Name 


OJ990429 21.9922. CIS. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


475 






GI 


3688173 


Score 


"1 /TO 

loo 






Exons 


1..77, 194. .302, 438. .475 










GI Descrip. 


(AL031804) putative protein 


[Arabidops 


is thaliana] 






Seq. No. 


30260 


Seq. ID 


OJ990429_21 


. 9922 


.CIS 


Gene No. 


62557 


Strand 








Start 


1 


End 


475 






Name 


OJ990429 21. 9922.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


309 






bl 


none 


Score 


61 






Exons 


1..78, 8. .79, 180. .305, 193. 


.303, 193. 


.309 






Seq. No. 


30260 


Seq. ID 


OJ990429_21 


. 9922 


.CIS 


Gene No. 


62557 


Strand 








Start 


1 


End 


475 






Name 


OJ990429 21. 9922.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


314 






GI 


none 


Score 


89 






Exons 


1..87, 5. .85, 192. .314, 193. 


.303 








Seq. No. 


1 AO / 1 

302 61 


Seq. ID 


OJ990429 21 


. 9922 


. C16 


Gene No. 


62558 


Strand 


+ 






Start 


1 


End 


347 






XT _ „ _ 

Name 


OJ990429 21. 9922. C16. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


347 






GI 


4490342 


Score 


125 






Exons 


1..82, 168. .347 










GI Descrip. 


(AL035656) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


30261 


Seq. ID 


OJ990429_21 


. 9922 


.C16 


Gene No. 


62558 


Strand 


+ 






otart 


1 


End 


347 






Name 


OJ990429 21.9922.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4 


End 


310 






bi 


none 


Score 


84 






Exons 


4. .84, 4. .75, 176. .310 










Seq. No. 


30261 


Seq. ID 


OJ990429_21 


. 9922 


.C16 


Gene No. 


62558 


Strand 


+ 






Start 


1 


End 


347 






Name 


OJ990429 21. 9922.C16.ol.gs 


Method 


GENSCAN 






Start 


178 


End 


310 






GI 


none 


Score 


1 






Exons 


178. .310 










Seq. No. 


30262 


Seq. ID 


OJ990429_21 


9922 


.C17 


Gene No. 


62559 


Strand 


+ 






Start 


1 


End 


484 






Name 


OJ990429 21. 9922. C17. ol.np 


Method 


AAT/NAP 






Start 


1 


End 


484 







30153 



GI 5902445 

Exons 1 . . 484 

GI Descrip. (AB030283) GAG- POL precursor 

Seq. No. 30262 

Gene No. 62559 

Start 1. 

Name - OJ990429_21 . 9922 . C17 . ol . tw 

Start 41 

GI none 

Exons 41.. 400, 43. .396 

Seq. No. 30262 

Gene No. 62559 

Start 1 

Name OJ990429_21 . 9922 . C17 . ol . tm 

Start 151 

GI none 

Exons 151. .258, 152. .250, 241. .315, 

Seq. No. 30263 

Gene No. 62560 

Start 105 

Name OJ990429_21 . 9922 . C20 . ol . gs 

Start 105 

GI none 

Exons 105.. 422 

Seq. No. 30264 

Gene No. 62561 " 

Start 1 

Name OJ990429_21 . 9922 . C23 . ol . np 

Start 1 

GI 5902445 

Exons 1 . .410 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 30264 

Gene No. 62561 

Start 1. 

Name OJ990429_21 . 9922 . C23 . ol . tw 

Start 1 

GI none 

Exons 1 . . 315, 2 . . 316 

Seq. No. 30264 

Gene No. 62561 

Start 1 

Name OJ990429_21 . 9922 . C23 . ol . tm 

Start 26 

GI none 

Exons 26.. 346, 31.. 336 

Seq. No. 30264 

Gene No. 62561 

Start 1 

Name OJ990429_2 1 . 9922 . C23 . ol . gs 



Score 826 
[Oryza sativa] 

Seq. ID OJ990429_21.9922.C17 

Strand + 

End 484 

Method TBLASTX : Wheat 

End 4 00 

Score 300 



Seq. ID OJ990429_21.9922.C17 

Strand + 

End 484 

Method TBLASTX : Maize 

End 424 

Score 95 

245. .328, 338. .424 

Seq. ID OJ990429_21.9922.C20 

Strand + 

End 422 

Method GENSCAN 

End 422 

Score . 93 



Seq. ID OJ990429_21. 9922 .C23 

Strand + 

End 410 

Method AAT/NAP 

End 410 

Score 701 



[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990429_21. 9922.C23 
+ 

410 . 

TBLASTX: Wheat 

316 

363 



OJ990429_21.9922.C23 
+ 

410 - 

TBLASTX: Maize 

346 

354 



OJ990429_21.9922.C23 
+ 

410 

GENSCAN 



30154 



b tart 


1 it 
1 / / 


bno 


7 Q *3 
JO J 


C T 


none 


Score 


c 
. D 


Exons 


1 / / . . JOJ 






beq. wo. 


jUz DO 


beq. ID 


ATQonc;i fi 

uj yyuoiy 


Gene No. 


62562 


Strand 




Start 


1 


End 


589 


Name 


OJ990519 28-9924. CI. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


589 


GI 


131271 


Score 


982 


Exons 


1. .589 







28. 9924. CI 



GI Descrip. PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi I 72705 Ipir | IQJRZ6A photosystem II chlorophyll a-binding 
protein psbB - rice chloroplast gi I 12013 | emb | CAA33973 | (X15901) 
PSII 47kDa protein [Oryza sativa] gi I 226634 | prf | | 1603356BH 
photosystem II 47kD protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30265 



62562 
1 

OJ990519_28.9924.Cl.ol.tc 
2 

none 

2. .46, 12. .44, 15. .431, 28. .135, 51 



Seq. ID OJ990519_28.9924.C1 
Strand 
End 

Method 
End 
Score 



589 

TBLASTX: Cress 

431 

52 



,431 



Seq. No. 30265 Seq. ID 

Gene No. 62562 Strand 

Start 1 End 

Name OJ990519_28 . 9924 . CI . ol . gs Method 

Start 150 End 

GI none Score 

Exons 150.. 386 



OJ990519_28.9924.C1 
589 

GENSCAN 

386 

.76 



Seq. No. 


30265 




Seq. ID 


OJ990519_28.9924. 


CI 


Gene No. 


62562 




Strand 






Start 


1 




End 


589 




Name 


OJ990519 28.9924 .CI. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


271 




End 


585 




GI 


none 




Score 


504 




Exons 


271. .585, 273. .584 










Seq. No.' 


30265 




Seq. ID 


OJ990519_28. 9924 . 


CI 


Gene No. 


62562 




Strand 






Start 


1 




End 


589 




Name 


OJ990519 28. 9924. CI. or. 


ts 


Method 


TBLASTX: Soybean 




Start 


281 




End 


588 




GI 


none 




Score 


106 




Exons 


281. .382, 281. .586, 285 


. .587, 


285. .587 


, 286. .588 




Seq. No. 


30265 




Seq. ID 


OJ990519_28.9924 . 


CI 


Gene No. 


62562 




Strand 






Start 


1 




End 


589 




Name 


OJ990519 28. 9924. CI. ol. 


gp 


Method 


AAT/GAP 




Start 


324 




End 


589 




GI 


289b 1.R1084 




Score 


505 




Exons 


324 . .589 










GI Descrip. 


' 131271/sp| P12157 | PSBB 


ORYSA 


2.0e-88 PHOTOSYSTEM II P680 





30155 



CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



C Art M x-\ 
o e . LN O . 


jU^Dj 


oeq . i u 


DTQQnRI Q 9ft QQ94 




bene ino. 




oirana 






Start 


1 


End 


589 




Name 


OJ990519 28.9924.Cl.ol.tw 


Method 


TBLASTX: Wheat 




oLail. 


fi U j 




coo 
0 0 o 






none 


Score 


z / o 




Exons 


/in -5 rqq /in/i /in^ rqi 








oeq . ino . 


JU^. DO 


oeq. i u 






Gene No. 




Strand 






C -1 1 v+- 

otar l 


1 
1 




CQQ 




Name 


OJ990519 28. 9924 .Cl.o2.tc 


Method 


TBLASTX: Cress 






432 


End 


588 




GI 


none 


Score 


195 




Exons 


432.-587, 433. .588 








Seg. No. 


30266 


Seg. ID 


OJ990519_28.9924 


.C2 


Gene No . 


62563 


Strand 


"+ 




btart 


3017 


End 


4615 




Name 


OJ990519 28.9924.C2.o2.gp 


Method 


AAT/GAP 




otart 


2966 


End 


3695 




GI 


24824 1.R1084 


Score 


1375 




Exons 


2966. .3695 








tai uescrip. 


■476752 5.0e-87 (L24073) rubisco large 


subunit [Oryza sativa 




>gi 1583954 prf 2121489A 










RuBisCO: SUBUNIT=large : ISOTYPE 


^truncated [Oryza sativa] 1 




beg. no. 


30266 


Seg. ID 


OJ990519_28.9924 


.C2 


Gene No . 


62563 


Strand 


+ 




btart 


3017 


End 


4615 




Name 


OJ990519 28. 9924 .C2.o2.gs 


Method 


GENSCAN 




Start 


3017 


End- > 


4381 




GI 


none 


Score 


. 86 




Exons 


3017. .3206, 3261. .4381 








Seg. No. 


30266 


Seg. ID 


OJ990519_28.9924 


.C2 


Gene No. 


62563 


Strand 


+ 




Start 


3017 


End 


4615 




Name 


OJ990519 28 . 9924 .C2.o3.np 


Method 


AAT/NAP 




Start 


3017 


End 


4446 




GI 


132005 


Score 


2516 




Exons 


3017. .4446 









GI Descrip. RIBULOSE BISPHOSPHATE CARBOXYLASE LARGE CHAIN PRECURSOR (RUBISCO 
LARGE SUBUNIT) gi | 68 14 5 | pir | | RKRZL ribulose-bisphosphate 
carboxylase (EC 4.1.1.39) large chain precursor - rice 
chloroplast gi | 11992 | emb | CAA34 004 | (X15901) rbcL; RuBisCO large 
subunit [Oryza sativa] gi | 344017 | dbj | BAA00147 | (D00207) ribulose 
1, 5-bisphosphate carboxylase large subunit [Oryza sativa] 



rr-i I 99 



Seg. No. 
Gene No. 



30266 
62563 



Seg. ID OJ990519_28.9924 .C2 
Strand + 



30156 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

GI Descrip. 



3017 End 4615 

OJ990519_28 . 9924 . C2 . o3 . gp Method AAT/GAP 

3792 End 4615 

14384_1.R1084 Score 1343 

3792. .4502, 4588. .4615 

! 5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



OJ990519_28.9924.C2 
+ 

5792 
AAT/NAP 
5792 
557' 



30266 Seq. ID 

62564 Strand 
5475 End 
OJ990519_28 . 9924 . C2 . o4 . np Method 
5475 End 
140473 Score. 
5475. .5792 

ACETYL-COENZYME A CARBOXYLASE CARBOXYL TRANSFERASE SUBUNIT BETA 
(ACCASE BETA CHAIN) gi | 82516 | pir | | JQ0234 hypothetical 12. 5K 
protein {rbcL-psal intergenic region) - rice chloroplast 
gil 11995|emb|CAA33956| (X15901) ORF106 [Oryza sativa] 
gi I 226616 | prf | I1603356AN ORF 106 [Oryza sativa] 



OJ990519_28.9924.C2 
+ 

6485 
AAT/GAP 
6485 
806 



30266 Seq. ID 

62565 Strand 
6059 End 
OJ990519_28. 9924 ,C2.o4 . gp Method 
6059 End . 

7528_1.R1084 ' Score 
6059. .6485 

'131205/sp|P12186|PSAI_ORYSA 9.0e-13 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT VIII (PSI-I) >gi_72 677_pir A1RZI photosystem I 

protein psal - rice chloroplast >gi_11996_emb_CAA33957_ (X15901) 

ORF36 [Oryza sativa] >gi_226617_prf 1603356AP photosystem I 

small peptide [Oryza sativa] ' 



OJ990519_28.'9924 . C2 
+ 

6485 
AAT/NAP 
6233 
178 



30266 Seq. ID 

62565 Strand 
6059 End 
OJ990519_28.9924.C2.o5.np Method 
6126 End 
131205 Score 
6126. .6233 

PHOTOSYSTEM I REACTION CENTRE SUBUNIT VIII (PSI-I) 

gi I 72677 |pir | | A1RZI- photosystem I protein psal - rice 

chloroplast gi | 11996 | emb | CAA33957 | (X15901) ORF36 [Oryza sativa] 

gi I 226617 |prf | | 1603356AP photosystem I small peptide [Oryza 

sativa] 



Seq. No. 30266 '--Seq. ID 

Gene No. 62566 Strand » 

Start 39 End 

Name OJ990519_28 . 9924 . C2 . ol . gs Method 

Start 39 End 

GI none Score 

Exons 39.. 105, 413.. 594, 967.. 2218 



OJ990519_28. 9924 ,C2 

2502 
GENSCAN 
2218 
.86 



Seq. No. 
Gene No. 



30266 
62566 



Seq. ID OJ990519_28 . 9924 . C2 
Strand 



30157 




Start 39 End 2502 

Name OJ990519_28 . 9924 . C2 . ol . np Method AAT/NAP 

Start 311 End 721 

GI 114601 Score 690 

Exons 311.. 721 



GI Descrip. ATP SYNTHASE EPSILON CHAIN gi | 678 68 | pir | | PWRZE H+-transport ing 
ATP synthase (EC 3.6.1.34) epsilon chain - rice chloroplast 
gi|11990|emb|CAA34002| (X15901) atpE; ATPase epsilon subunit 
[Oryza sativa] gi 1343204 (M31464) atpE gene product [Oryza 
sativa] gi | 226611 | prf | | 1603356AH ATPase epsilon' [Oryza sativa] 



Seq. No. 


30266 




Seq. ID 


OJ990519_28.9924 


.C2 


Gene No . 


62566 




Strand 






o tart 


39 




End 


2502 




Name 


OJ990519 28 


.9924 .C2.o2.np 


Method 


AAT/NAP 




o tar t 


721 




End 


2218 




C T 


6815115 




Score 


2344 




Exons 


721. .2218 










GI Descrip. 


(AB037543) 


ATP synthase beta 


subunit [Oryza sativa] 




Seq. No. 


30266 




Seq. ID 


OJ990519_28. 9924 


.C2 


Gene No. 


62566 




Strand 






otart 


39 




End 


2502 




Name 


OJ990519 28 


.9924.C2.ol.gp 


Method 


AAT/GAP 




otart 


1985 




End 


2502 




r* t 
bl 


uC-osflM'202083hl2bl 


Score 


941 




Exons 


1985. .2502 










GI Descrip. 


'552857 3..0e-25 (M31464) atpB 


gene product [Oryza sativa] ' 


Seq. No. 


30266 




Seq. ID 


OJ990519_28.9924 


.C2 


Gene No. 


62567 




Strand 






o t art 


5074 




End 


5287 




Name 


OJ990519 28 


.9924.C2.ol.tc 


Method 


TBLASTX: Cress 




bt art 


228 




End 


2221 




C T 


none 




Score 


75 




Exons 


228.. 398, 323.. 562, 388.. 552, 


395. .556, 


483. .566, 533.. 


877, 




554. .877, 565. .879, 771. .878, 


938. .2221 


, 939.. 1559, 964 


. .18 




1184. .2221 










Seq. No. 


30266 




Seq. ID 


OJ990519_28.9924 


.C2 


Gene No. 


62567 




Strand 






Start 


5074 




End 


5287 




Name 


OJ990519 28 


.9924.C2.o5.tm 


Method 


TBLASTX : Maize 




Start 


261 




End 


645 




GI 


none 




Score 


131 




Exons 


261. .398, 262. .591, 301. .591, 


483. . 608, 


576. .644, 598.. 


645, 




598. .645 










Seq. No. 


-.30266 


*j 


.Seq. ID 


OJ990519_28.9924 


.C2 


Gene No. 


62567 




Strand 






Start 


5074 




End 


5287 




Name 


OJ990519 28 


. 9924 .C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


323 




End 


1623 




GI 


none 




Score 


69 





Exons 323. .877, 324. .398, 406. .873, 413. .877, 937. .1098, 938. .1621, 

939. .1559, 979. .1623, 1297. .1623 



30158 




Seq. No. 


30266 








Seq. ID 


OJ990519_28.9924 


.C2 


Gene No. 


62567 








Strand 






Start 


5074 








End 


5287 




Name 


OJ990519 28 


.9924 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


749 








End 


2063 




GI 


none 








Score 


67 




Exons 


749. .877, 754. .876, 93E 


1 . . lloo 


, 938.. 1534, 939.. 1523, 1178.. 




1556. .2044, 


1565 


. .1777, 


T C A A 
1 0 4i 4 . 


.2063 






Seq. No. 


30266 








Seq. ID 


OJ990519_28.9924 


. C2 


Gene No. 


62567 








Strand 






btart 


5074 








End 


5287 




Name 


OJ990519 28 


.9924 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


781 








End 


1165 






none 








Score 


44 




Exons 


781. .876, 782. .877, 938 


i . . llOO 


, 939. .1142 




Seq. No. 


30266 








Seq. ID 


OJ990519_28.9924 


.C2 


Gene No. 


62567 








Strand 






Start 


5074 








End 


5287 




Name 


OJ990519 28, 


.9924 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1253 








End 


1948 




GI 


none 








Score 


231 




Exons 


1253. . 1534,' 


1254 


. .1523, 


i o c n 

1259 . 


.1528, 1556.. 1615, 1622. .1660, 




. 1671. .1940, 


1685 


. .1948 










Seq. No. 


30266 








Seq. ID 


OJ990519_28. 9924 , 


.C2 


Gene No. 


62567 








Strand 






Start 


5074 








End 


5287 




Name 


OJ990519 28. 


.9924 


.C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1624 








End 


2219 




GI 


none 








Score 


491 




Exons 


1624. . 1884, 


1625 


. .2218, 


1625 . 


.2218, 1626. .2219 




Seq. No. 


30266 








Seq. ID 


OJ990519_28. 9924 , 


.C2 


Gene No. 


62567 








Strand 






btart 


5074 








End 


5287 




Name 


OJ990519 28. 


.9924 


.C2.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


2063 








End 


2209 




GI 


none 








Score 


192 




Exons 


2063. .2209, 


2064 


. .2207, 


2Udd . 


.2209 






Seq; No. 


30266 ■ 








Seq. ID 


■OJ990519_28.9924. 


.C2 


Gene No. 


62567 








Strand 






Start 


5074 








End 


5287 




Name 


OJ990519 28. 


9924 


.C2.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2092 








End 


2525 




GI 


none 








Score 


222 




Exons 


2092. .2241, 


20,94 


. .2231, 


2239 . 


.2322, 2239. .2304, 2303. .2524, 




2312. .2491, 


2316 


. .2525 










Seq. No. 


30266 








Seq. ID 


OJ990519_28. 9924 . 


,C2 


Gene No. 


62567 








Strand 






Start 


5074 








End 


5287 




Name 


OJ990519 28. 


9924, 


.C2.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


2210 








End 


2508 




GI 


none 








Score 


39 





30159 



Exons 


001 n 

1U . 


O O O T 

. 222 / , 


2211 . 


. 2270 , 


2212 . 




2297. 


.2455, 


23U0 . 


.2455, 


2301 . 




2452/ 


.2508, 




. zOUO , 


Zhdh . 


beq . INO . 


30266 










UC1IC L\ U a 


62567 










Start 


5074 










Name 


OJ990519 28 


.9924. 


C2.o6. 


tm 


Start 


2650. 










GI 


none 










Exons 


2650. 


.2772, 


2653. 


.2775, 


2749. 




2763. 


.2867, 


2832. 


.2957, 


2834. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
' Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq/ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



30266 
62567 
5074 

OJ990519_28, 

2693 

none 

2693. .2821, 
2866. .2940, 

30266 
62567 
5074 

OJ990519_28, 

2933 

none 

2933. .3619, 

30266 
62567 
5074 

OJ990519_28. 

2942 

none 

2942. .2974, 

30266 
62567 
5074 

OJ990519_28. 

2960 

none 

2960. .3658, 

30266 
62567 
5034 

OJ990519_28. 

3379 

none 

3379. ;3561, 

30266 
62567 
5074 



9924.C2.o2.tw 



2693.. 2854, 2695, 
2904.. 3332, 2924, 



9924.C2.o2.ts 
2933.. 3634, 2956. 

9924.C2.o2.tc 
2976.. 3326, 2977. 

9924 .C2.o2.tm 
2970.. 3332, 2972. 

9924.C2.o5. tw 
3380. .3559 



.2268, 2263.-2295, 2263.. 2295, 
.2462, 2316. .2480, 2448. .2504, 
.2507 

Seq. ID OJ990519_28 . 9924 .C2 
Strand 

End 5287 

Method TBLASTX : Mai ze 

End 2959 

Score 186 

.2859, 2760. .2837, 2762. .2857, 
.2959, 2876.-2959 

Seq. ID OJ990519_28.9924.C2 
Strand 

End 5287 

Method TBLASTX : Wheat 

End 3378 

Score 178 

.2838, 2812. .2910, 2841. .2903, 
.3376, 2924. .3376, 2953. .3378 

Seq. ID OJ990519_28.9924.C2 
Strand 

End 5287 

Method TBLASTX : Soybean 

End 3636 

Score 998 
.3636, 3121. .3636 

Seq. ID OJ990519_28.9924.C2 
Strand 

End 5287 

Method TBLASTX : Cress 

End 3418 

Score 41 
.3399, 2978. .3418, 2981. .3418 

Seq. ID OJ990519_28.9924.C2 
Strand 

End 5287 

Method TBLASTX : Mai ze 

End 3706 

Score 428 

.3700, 3656.. 3706, 3659. .3706 

Seq. ID OJ990519_28.9924.C2 
Strand 

-End 5287 

Method TBLASTX : Wheat 

End 3561 

Score 319 



Seq. ID OJ990519_28.9924.C2 
Strand 

End 5287 



30160 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No . 

Start 

Name 

Start 

GI 

Exons 



OJ990519_28. 

3704 

none 

3704. .4312, 
4312. .4455 

30266 
62567 
5074 

OJ990519_28, 

3709 

none 

3709. .3993, 

30266 
62567 
5074 

OJ990519_28. 

3941 

none 

3941. .4063, 

30266 
62567 
5074 

OJ990519_28. 

4051 

none 

4051. .4317, 
4527. .4586, 

30266 
62567 
5074 

OJ990519_28. 

4171 

none 

4171. .4329, 

30266 
62567 
5074 

OJ990519_28. 

5074 

none 

5074. .5287 

30266 
62568 
6092 

OJ990519_28. 

6092 

none 

6092. . 6271, 
6372. .6440, 



9924 .C2.ol.tw 



3705.. 4316, 3706. 



Method TBLASTX : Wheat 
End 4455 
Score 791 

.4317, 3710. .4318, 4309. .4449, 



9924.C2.o8.tm 
3710. .3997, 3714. 

9924.C2.o4.tc 
3942. .4088, 3943. 

9924.C2.o3.tm 



4060.. 4314, 4073, 
4531. .4584 



9924 .C2.o3.tc 
4172. .4336, 4303. 

9924.C2.o3.gs 



Seq. ID OJ990519_28. 9924 ,C2 
Strand 

5287 

TBLASTX: Maize 
3997 
206 



End 

Method 
End 
Score 
.3992 



Seq. ID OJ990519_28. 9924 .C2 
Strand 

5287 

TBLASTX: Cress 
4088 
153 



End 

Method 
End 
Score 
.4077 



9924.C2.o4.tm 



6098. .6271, 6274. 
6374. .6460, 6397, 



Seq. ID OJ990519_28. 9924 . C2 
Strand 

End 5287 

Method TBLASTX : Mai ze 

End 4586 • 

Score 346 

.4318, 4309. .4419, 4312. .4419, 



Seq. ID OJ990519_28. 9924 .C2 
Strand 

End 5287 

Method TBLASTX : Cress 

End 4 4 37 

Score 192 
.4437, 4313. .4405, 4315. .4437 

Seq. ID OJ990519_28.9924.C2 
Strand 

End 5287 

Method GENSCAN 

End 5287 

Score .54 



Seq. ID OJ990519_28.9924.C2 
Strand 

End 6485 

Method TBLASTX : Maize 

End 6485 

Score 265 

.6372, 6275.. 63RR. 6369=. 6440, 
.6441, 6408. .6485^ 6433. .6483 



Seq. No. 



30267 



Seq. ID OJ990519_28.9924.C3 



30161 



Gene No. 62569 Strand + 

Start 1 End 94 

Name OJ990519_28 . 9924 . C3 . ol . np Method AAT/NAP 

Start 1 End 94 

GI 118055 Score 135 

Exons 1 . . 94 

GI Descrip. APOCYTOCHROME F PRECURSOR gi | 100777 | pir | | S07296 

plastoquinol — plastocyanin reductase (EC 1.10.99.1) cytochrome f 
precursor - wheat chloroplast gi | 758344 | emb | CAA25213 | (X00538) 
cytochrome f [Triticum aestivum] 



Seq. No. 30267 Seq. ID 

Gene No. 62570 Strand 

Start 2 End 

Name OJ990519_28 . 9924 . C3 . ol . tw Method 

Start 2 End 

GI none Score 

Exons 2.. 166, 3.. 164 



OJ990519_28.9924.C3 
166 

TBLASTX: Wheat 

166 

284 



Seq. No. 30268 Seq. ID 

Gene No. 62571 Strand 

Start 1 End 

Name OJ990519_28 . 9924 . C4 . ol . np Method 

Start 1 End 

GI 140291 Score 

Exons 1 . . 136 

GI Descrip. HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir || S0511 6 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi | 226618 | prf | I1603356AQ ORF 185 [Oryza sativa] 



OJ990519_28.9924.C4 
+ 

136 

AAT/NAP 

136 

194 



Seq. No. 30268 Seq. ID 

Gene No. 62572 Strand 

Start 36 End 

Name OJ990519_28 . 9924 . C4 . ol . tm Method 

Start 3 End 

GI none , Score 

Exons 3. .134, 4 . . 135, 5 . . 136 



OJ990519_28.9924.C4 
136 

TBLASTX: Maize 

136 

199 



Seq. No. 30268 Seq. ID 

Gene No. 62572 Strand 

Start 36 End 

Name ■ OJ990519_28 . 9924 . C4 . ol . gp Method 

Start 36 End 

GI 2653_1.R1084 Score 

Exons 36. . 136 

GI Descrip. 1 11998/emb | CAA33959 | 5.0e-35 (X15901) ORF85 [Oryza sativa] 

>gi_22 6619_prf 1603356AR ORF 85A [Oryza sativa] ' 



OJ990519_28.9924.C4 

136 ■ 
AAT/GAP 
136 
158 



Seq. No. 30269 Seq. ID 

Gene No. 62573 Strand 

Start 1 End 

Name OJ990519_28 . 9924 . C6 . ol . gp Method 

Start 1 End 

GI uC-osflcypOllbOlbl Score 

Exons 1..190, 212.. 523 

GI Descrip. '343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 



OJ990519_28.9924.C6 
+ 

1032 
AAT/GAP 
523 
965 



30162 



>gi_2267 62_prf 1604469A cytochrome b6 [Oryza sativa] 1 



Seq. No. 30269 

Gene No. 62573 

Start 1 

Name OJ99051 9_28 . 9924 . C6 . ol . ts 

Start 54 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

54. .116, 55. .117, 55. .120, 62. .169, 94. .171, 106. .171, 210. .584, 
219. .584, 220. .585, 329. .592, 571. .819, 572. .820, 584. .829, 
585. .830, 859. .888, 860. .895 



OJ990519_28.9924.C6 
+ 

1032 

TBLASTX: Soybean 

895 

96 



Seq. No. 


30269 


Seq. ID 


OJ990519_28.3 


Gene No. 


62573 


Strand 


+ 


Start 


1 


End 


1032 


Name 


OJ990519 28.9924.C6.ol.gs 


Method 


GENSCAN 


Start 


85 


End 


478 


GI 


none 


. Score 


.64 


Exons 


85. .478 






Seq. No. 


30269 


Seq. ID. 


OJ990519_28.9 


Gene No. 


62573 


Strand 


+ 


Start 


1 


End 


1032 • 


Name 


OJ990519 28.9924.C6.ol.np 


Method' 


AAT/NAP " 


Start 


85 


End 


800 


GI 


343210 


Score 


1125 


Exons 


85. .800 






GI Descrip. 


(M35995) apocytochrome b6 


(alt.) [Oryza sativa] 




gi I 226762 |prf| 1 1604469A cytochrome b6 


[Oryza sativa] 



Seq. No. 


30269 




Seq. ID 


OJ990519_28.9924 


.C6 


Gene No. 


62573 




Strand 


+ 




Start 


1 




End 


1032- 




Name 


OJ990519 28. 9924. C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


133 




End 


1032 




GI 


none 




Score 


61 




Exons 


133. .171, 136. .171-; 


210. .584, 


211. .585, 


220. .585, 335.. 


592 




580. .714, 584. .802, 


585. .803, 


766. .804, 


824. .934, 856.. 


942 




858. .926, 979. .1032, 


979. .1032 






Seq. No. 


30269 




Seq'. ID 


OJ990519_28.9924 


.C6 


Gene No. 


62573 




Strand 


+ 




Start 


1 




End 


1032 




Name 


OJ990519 28. 9924. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


222 




End 


803 




GI 


none 




Score 


591 




Exons 


222. .578, 223. .585, 


228. .587, 


584 . . 685, 


585. .803, 722.. 


802 


Seq. No. 


30269 




Seq. ID 


OJ990519_28. 9924 


.C6 


Gene No. 


62574 




Strand 






Start 


968 




End 


1209 




Name 


OJ990519 28. 9924. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


968 




End 


1209 




GI 


none 






285 




Exons 


968. . 1162, 969. . 1160 


, 970. .1161, 970. .1167, 1165. .1209, 





1166. . 1207 



30163 



Seq. No. 30270 

Gene No. 62575 

Start 399 

Name OJ990519_28 . 9924 . C7 . ol . gs 

Start 399 

GI none 
Exons 



Seq. ID OJ990519 28. 9924. C7 



Strand 
End 

Method 

End 

Score 



+ 

2089 
GENSCAN 
2089 
.44 



399.. 609, 920.. 1053, 1180.. 1337, 2032 .. 2089. • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



30271 Seq. ID OJ990519_28 . 9924. C9 

62576 Strand 

1 End 708 

OJ990519_28. 9924 .C9.ol.gp Method AAT/GAP 

1 End 325 

2409JL.R1084 Score 598 

1. .325 

1 128690/sp| P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 
OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi 66161 pir DERZN3 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] f 



302-71 
62576 
1 

OJ990519_28. 9924 . C9\ ol . tm 
3 

none 



Seq. ID OJ990519_28. 9924 .C9 
Strand 

708' 

TBLASTX: Maize 
559 
72 



End 

Method 
End 
Score 

3. .32, 4. .57, 5. .58, 6. .59, 77. .112, 89. .142, 89. .118, 90. .146, 
97. .141, 135. .161, 139. .162, 192. .254, 194. .256, 209. .256, 
258. .305, 261. .305, 263. .310, 277. .372, 284. .391, 306. .398, 
384. .443, 390. .446, 394. .444, 446. .559, 448. .558 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



30271 
62576 
1 

OJ990519_28. 9924.C9.ol. ts 

4.51 

none 

451. .552, 452. .556, 452. .556, 
607. .660, 678. .707, 685. .708 



Seq. ID OJ990519_28.9924 .C9 
Strand 

End 708 

Method TBLASTX : Soybean 

End 708 

Score 131 

551. .628, 553.. .627, 555. .632, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30272 Seq. ID OJ990519_28 . 9924 . C10 

62577 Strand 
1 End 81 

OJ990519_28. 9924. C10. ol.np Method AAT/NAP 
1 End 81 

118048 Score 114 

1. .81 

APOCYTOCHROME F PRECURSOR gi | 65615 | pir | | CFRZ * ' " 
plastoquinol — plastocyanin reductase (EC 1.10.99.1) 
precursor - rice chloroplast gi | 12000 | emb | CAA33961 | 
cytochrome f [Oryza sativa] gi | 226621 | prf | | 1603356AU cytochrome 
f [Oryza sativa] 



cytochrome f 
(X15901) 



Seq. No. 
Gene No. 



30272 
62578 



Seq. ID OJ990519_28. 9924 .C10 
Strand 



30164 




Start 1 End 138 

Name OJ990519_28 . 9924 . CIO . ol . gp Method AAT/GAP 

Start 1 End 138 

GI uC-osflM202092b08bl Score 222 

Exons 1 . . 138 



GI Descrip. 1 118048/ sp| P07888 | CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi__226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



Seq. No. 


JUZ / £ 




Seq. ID 


ojyyuoiy zb.yyz4.ciu 


Gene No. 


r o c n n 




Strand 




Start 


313 




End 


oU / 


Name 


OJ990bl9 ZB . 9924 . CIO . ol . 


tc 


Method 


TBLASTX : Cress 


Start 


o 
0 




End 


bU / 


GI 


none 




Score 


r o 
DO 


Exons 


8. .82, 10. .81, 316. .408, 


317. 


.409, 460. 


.606, ' 462. .554, 581. 


Seq. No. 


30272 




Seq. ID 


OJ990519_28.9924.C10 


Gene No. 


62579 




Strand 




Start 


313 




End 


607 


Name 


OJ990519 28. 9924 .C10. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8 




End 


266 


GI 


none 




Score 


163 


Exons 


8. .115, 9. .161, 10. .162, 


45. . 


164, 160.. 


207, 164. .220, 165.. 




166. .225, 222. .266, 224. 


.259 






Seq. No. 


30272 




Seq. ID 


OJ990519_28. 9924. C10 


Gene No. 


62579 




Strand 




Start 


313 




End 


607 


Name 


OJ990519 28. 9924. C10. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


14 




End 


312 


GI 


none 




Score 


143 


Exons 


14. .115, 15. .161, 16. .162, -160. .204, 164. .226, 165. .281, 




209., 259, 210.. 281, 252. 


.311, 


286. .312 




Seq. No. 


30272 




Seq. ID 


OJ990519_28. 9924. C10 


Gene No. 


62579 




Strand 




Start 


313 




End 


607 


Name 


OJ990519 28. 9924. C10. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


308 




End 


605 


GI 


none 




Score 


89 


Exons 


308. .409, 316. .408, 460. 


.555, 


462. .554, 


546. . 605 


Seq. No. 


30272 




Seq. ID 


OJ990519_28. 9924. C10 


Gene No. 


62579 




Strand 




Start 


313 




End 


607 


Name 


OJ990519 28.9924.C10.o2. 


np 


Method 


AAT/NAP 


•Start 


313 




End 


607 


GI 


122779 




Score 


415 


Exons 


313. .607 









GI Descrip. POTENTIAL HEME-BINDING PROTEIN (ORF 230) gi | 82542 | pir | | S05118 
hypothetical protein 230 - rice chloroplast 
gi i 11999 |emb|CAA33960| (X15901) ORF230 [Oryza sativa] 
gi | 226620 | prf | I1603356AT ORF 230 [Oryza sativa] 



30165 



Seq. No. 30273 Seq. ID 

Gene No. 62580 Strand 

Start 460 End 

Name OJ990519_28 . 9924 . Cll . ol . gs Method 

Start 460 End 

GI none Score 

Exons 460.. 576 



OJ990519_28. 9924. Cll 
576 

GENSCAN 

576 

.75 



Seq. No. 30274 Seq. ID 

Gene No. 62581 Strand 

Start 89 End 

Name 0 J9 90 5 1 9_2 8.9924.C12.o2.gp Method 

Start 89 End 

GI 5003883 Score 

Exons 89. . 397 

GI Descrip. 11957/emb | X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



OJ990519_28.9924.C12' 
+ 

397 

AAT/GAP 
397 
580 



OJ990519_28, 
+ 

397 

AAT/NAP 

397 

388 



Seq. No. 30274 Seq. ID OJ99051 9_28 . 9924 . C12 

Gene No. 62581 Strand 

Start 8 9 End 

Name OJ990519_28 . 9924 . C12 . ol . np Method 

Start 145 End 

GI 124197 Score 

Exons 145.. 397 

GI Descrip. TRANSLATION INITIATION FACTOR I F-l , CHLOROPLAST 

gi I 72885 Ipir | | FIRZ1 translation initiation factor IF-1 - rice 
chloroplast gi | 12021 | emb i CAA33930 | (X15901) initiation factor 
"[Oryza sativa] gi | 226642 | prf | 1 1 603356BR initiation factor 1 

[Oryza sativa] gi | 227785 | prf | | 17112 63A initiation factor 1 

[Oryza sativa] 



Seq. No. 30274 

Gene No. 62582 

Start 1 

Name OJ990519_28 . 9924 . C12 .ol . gp 

Start 1 

GI uC-osflcyp086h07al 

Exons 1..112 

GI Descrip. ' 58 81726/dbj | BAA844 17 . 1 | 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] f 



Seq. ID OJ990519_28 . 9924 .C12 

Strand 

End 112 

Method AAT/GAP 

End 112 

Score ' 201 



Seq. No. 


30274 




Seq. ID 


OJ990519_28.9924 


.C12 


Gene No. 


62583 




Strand 






Start 


43 




End 


397 




Name 


OJ990519 28. 


9924 .C12 


. ol . tm Method 


TBLASTX: Maize 




Start 


43 




End 


397 




GI 


none 




Score 


66 




Exons 


43. .96, 45.. 


95, 109. 


.135, 179. .397, 179. .397 




Seq. No. 


30274 




Seq. ID 


OJ990519_28.9924 


.C12 


Gene No. 


62583 




Strand 






Start 


43 




End 


397 




Name 


OJ990519_28. 


9924. C12 


. ol.ts Method 


TBLASTX: Soybean 




Start 


165 




End 


389 




GI 


none 




Score 


215 




Exons 


185. .388, 20 


4. .389 









30166 



OJ990519_28.9924.C13 
531 

AAT/NAP 

531 

992 



Seq. No. 30275 Seq. ID 

Gene No. 62584 Strand 

Start 1 End 

Name OJ990519_28 . 9924 .C13. ol . np Method 

Start 1 End 

GI 131271 Score 

Exons 1 . . 531 

GI Descrip. PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi I 72705 | pir M QJR26A photosystem II chlorophyll a-binding 
protein psbB - rice chloroplast gi | 12013 | emb | CAA33973 | (X15901) 
PSII 47kDa protein [Oryza sativa] gi | 226634 | prf | | 1603356BH 
photosystem II 47kD protein [Oryza sativa] 



O n XT _ 

beq. No. 


D\JZ I D 


Seq. ID 


ATflflACI fl OO Pi Pi O /I 

OJ990519 28.9924 


. C13 


Gene No . 


a o c o c 


Strand 






O 4- -i v 4- 

btart 


c: q a 


T7 -J 

hna 


"7 O C 

/ZD 




Name 






TBLASTX: Cress 




Start 


277 


End 


543 




GI 


none 


Score 


195 




Exons 


17*7 R A "5 0 Q A coo 1 Q Q £ "3 £ 

Z f f . . Dh o f ZoQ . . D oZ , Zoo . . JJD 








P* — . — _ XT . 

beq . no . 


oUZ 1 D 


Seq. ID 


OJ990519_28 . 9924 


.C13 


Gene No . 


vZdod 


Strand 






Start 


C O A 


End 


725 




Name 


ojyyuoiy zo .yy^4 .cu.oi.tm 


Method 


TBLASTX: Maize 




Start 


4 35 


End 


725 




GI 


none 


Score 


311 




Exons 


435. .605, 436. .618, 605. .724, 


609. .725 


, 609. .725 




Seq. No. 


30275 


Seq. ID 


OJ990519_28.9924 


.C13 


Gene No. 


62585 


Strand 






Start 


584 


End 


725 




Name 


OJ990519 28.9924 .C13.ol.gp 


Method 


AAT/GAP 




Start 


584 


End 


712 




GI ■ 


LIB34 32-057-P1-K1-A8 


Score 


169 




Exons 


584. .712 








GI Descrip. 


' 11957/emb|X15901|CHOSXX 7 . Oe 


-52 Rice 


complete chloroplast 




genome f 








Seq. No. 


30276 


Seq. ID 


OJ990519_28. 9924 


C14 


Gene No. 


62586 


Strand 


+ 




Start 


268 


End 


624 




Name 


OJ990519 28.9924 .C14 .ol.np 


Method 


AAT/NAP 




Start 


268 


End 


624 




GI 


132767 


Score 


568 




Exons 


268. . 624 









GI Descrip. 



CHLOROPLAST SOS RIBOSOMAL PROTEIN L20 gi | 71276 | pir | | R5RZ20 
ribosomal protein L20 - rice chloroplast gi | 12010 | emb | CAA33971 | 
(X15901) ribosomal protein L20 [Oryza sativa] 

gi I 226632 f prf | | 1603356BF ribosomal protein L20 [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30276 Seq. ID 

62586 Strand 

268 End 

OJ990519_28. 9924 .C14 .ol.gs Method 

316 End 



OJ990519_28.9924.C14 
+ 

624 

GENSCAN 
485 



30167 



GI 


none 


Score 


A O 


Exons 


■31 /" O O 1 A "\ ~1 /IOC 

olo..Jol # 41/..4oo 






Seq. No. 


30276 


Seq. ID 


OJ990519_28. 9924 .C14 


Gene No. 


62587 


Strand 




Start 




End 


IOTA 
1 J / U 


Name 


/"\taaacia o o a a o ji pi / _ o j_ „ 

OJyyUoiy zb . 99Z4 . C14 . oz . t s - - . 


Method 


TBLASTX : Soybean 


Start 


1 O >1 


End 


4zz 


(jl 


none 


Score 


A "3 

y j 


Exons 


*\ O A 1 QC 1 ci IOC O O G /I AO 

iz4 . . iyo, Io/..i9o, zzy..4Uo, 


O O A A T O 
Z jy . .410 


o a a /no 
, Z o4 .. 4 Zz 


Seq. No. 


30276 


Seq. ID 


OJ990519_28.9924.C14 


Gene No. 


62587 


Strand 




o tart 




End 


-IOTA 

lo /U 


Name 


/""\taaac*ia oo a a o /i r*> ~\ a _ o — _ 

ojyyuoiy zo . yyz4 ,ci4 .oz .gs 


Method 


GENSCAN 


Start 


OCA 


End 


134 1 


GI 


none 


Score 


A C 


Exon's 


OCA 1 O A 1 

ODU . . 1341 






beq. wo. 


JUZ / D 


Seq. ID 


/"\TAAAE1A OO A A O >1 /"» 1 >1 

ojyyubiy zb. yyz4.ci4 




62587 


Strand 




Start 


850 


End 


1370 


Name 


OJ990519 28.9924.C14.o2.np 


Method 


AAT/NAP 


Start 


853 


End 


1341 


GI 


133839 


Score 


842 


Exons 


853.. 1341 






GI Descrip. 


CHLOROPLAST 30S RIB0S0MAL PROTEIN S18 


gi|71017|pir| IR3RZ18 



ribosomal protein S18 - rice chloroplast gi | 12009 | emb | CAA33970 | 
(X15901) ribosomal protein S18 [Oryza sativa] 

gi 1226631 Iprf | | 1603356BE ribosomal protein S18 [Oryza sativa] 



Seq. No. 


30276 








Seq. ID 


OJ990519_28.9924 


.C14 


Gene No. 


62587 








Strand 






Start 


850 








End 


1370 




Name 


OJ990519 28, 


.9924 


.C14 .ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


869 








End 


1370 




GI 


none 








Score 


196 




Exons 


869.. 967, 1012.. 


1197, 1021.. 


1191, 1025 


. . 1204, 1251. . 1316, 




1270. . 1317, 


1293 


. .1370 










Seq. No. 


30276 








Seq. ID 


OJ990519_28.9924 


.C14 


Gene No. 


62587 








Strand 






Start 


850 








End 


1370 




Name 


OJ990519 28. 


.9924 


.C14 .ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


1012 








End 


1322 




GI 


none 








Score 


260 




Exons 


1012. . 1197, 


1016 


. .1204, 


1251 


..1322, 1270. .1314 




Seq. No. 


30277 








-Seq. ID 


OJ990519_28.9924 


.C16 


Gene No. 


62588 








Strand 


+ 




Start 


2920 








End 


3144 




Name 


OJ990519 28, 


,9924 


•C16.ol. 


.gs 


Method 


GENSCAN 




Start 


2920 








End 


3144 




GI 


none 








Score 


.68 




Exons 


2920. .3144 














Seq. No. 


30277 








Seq. ID 


OJ990519_28. 9924 


.C16 



30168 



Gene No. 62589 

Start 4894 

Name OJ990519_28 . 9924 . CI 6 . o2 . gs 

.Start 4894 

GI none 

Exons 4894.. 5015, 5141.. 5207, 5263. 

7928. .8084, .8387. .8553 



Strand 
End 

Method 

End 

Score 



+ 

8553 
GENSCAN 
8553 
.55 



.5390, 5476.-5796, 6066. .6168, 



Seq. No. 30277 Seq. ID 

Gene No. 62589 Strand 

Start 4894 End 

Name OJ990519_28 . 9924 .C16. ol . gp Method 

Start 5115 End 

GI 20063_1.R1084 Score 

Exons 5115.. 5390, 5476.. 5774 

GI Descrip. ' 1352057/sp | P4 9679 | AXI4_PEA 6.0e-18 AUXIN- INDUCED PROTEIN IAA4 

>gi_629633_pir S39075 auxin-induced protein - garden pea 

>gi_414181_emb_CAA48297_ (X68215) auxin-induced protein [Pisum 
sativum] 1 



OJ990519_28.9924.C16 
+ 

8553 
AAT/GAP 
5774 
1046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30277 
62589 
4894 

OJ990519_28.9924.C16.ol.np 

5122 

4887020 



Seq. ID OJ990519_28.9924.C16 

Strand + 

End 8553 

Method AAT/NAP 

End 6130 

Score 269 



5122. .5387, 5476.-5796, 5886. .5947, 6096. .6130 
(AF123508) Nt-iaa28 deduced protein [Nicotiana tabacum] 



30277 Seq. ID 

62590 Strand 
8733 End 
OJ990519_28 . 9924 . C16 . o3 . gp Method 
8733 End 
uC-osf Icyp064gl2bl Score 
8733. .8962, 11242 .. 11451, 11624. .11721 
'4 874313/gb|.AAD31375. 1 |AC006053_17 2.0e-27 (AC006053 
proton phosphatase [Arabidopsis thaliana] 1 



OJ990519_28.9924.C16 
+ 

12983 
AAT/GAP 
11721 
1008 



putative 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



30277 . Seq. ID 

62590 Strand 

8733 End 

OJ990519_28 . 9924 . C16 . o2 . np Method 

9858 End 

4874313 Score 



OJ990519_28.9924.C16 
+ 

12983 
AAT/NAP 
12980 
1043 



9858.-9944, 11242 .. 114 51, 11624 .. 11835 , 12416. .12980 
(AC006053) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

t 

Exons 



30277 
62590 
8733 

OJ990519_28.9924 .C16.o4.gs 

10749 

none 



Seq. ID OJ990519_28.9924.C16 



Strand 
End 

Method 

End 

Score 



+ 

12983 
GENSCAN 
12983 
.99 



10749. . 10760, 11242. .11451, 11624 .. 11835 , 12416. .12983 



30169 




Seq. No. 


30277 








Seq. ID 


OJ990519 28.9924 


.C16 


Gene No. 


62591 








Strand 


- 




Start 


6227 








End 


6617 




Name 


OJ990519_28 


. 9924 . 


C16 . o2 . 


gp 


Method 


AAT/GAP 




Start 


6227 








End 


6617 




GI 


none 








Score 


747 




Exons 


6227 . . 6617 














Seq. No. 


30277 








Seq. ID 


OJ990519 28.9924 


.C16 


Gene No. 


62592 








Strand 


- 




Start 


8711 








End 


10151 




Name 


OJ99051 9__28 


.9924. 


C16.o3. 


gs 


Method 


GENSCAN 




Start 


8711 








End 


10151 




GI 


none 








Score 


. 64 




Exons 


8711. . 31 oo, 


10005. .10151 








Seq. No. 


30277 








Seq. ID 


OJ990519_28.9924 


.C16 


Gene No. 


62593 








Strand 






Start 


13951 








End 


18629 




Name 


OJ990519 28 


. 9924 . 


C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5473 








End 


5946 




GI 


none 








Score 


91 




Exons 


5473 . . 5535, 


5474 . 


,5560, 


5537 


..5674, 5549. .5638, 5701. .5796, 




5705 . . 5797 , 


5884 . 


.5946, 


5886 


. .5945 






Seq. No. 


30277 








Seq. ID 


OJ990519_28.9924 


.C16 


Gene No. 


62593 








Strand 






Start 


13951 








End 


18629 




Name 


OJ990519_28 


.9924. 


C16.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5474 








End 


5946 




GI 


none 








Score 


68 




Exons 


5474 . . 5527, 


5540. 


.5659, 


5702 


..5797, 581 


37. .5946 




Seq. No. 


30277 








Seq. ID 


OJ990519_28.9924 


.C16 


Gene No. 


62593 








Strand 






Start 


13951 








End 


18629 




Name 


OJ990519_28 


9924. 


C16.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5474 








End 


5797 




GI 


none 








Score 


69 




Exons 


5.474 .. 5560, 


5555. 


.5653, 


5732 


. .5797 






Seq. No. 


30277 








Seq. ID 


OJ990519_28.9924 


C16 


Gene No. 


62593 








Strand 






Start 


13951 








End 


18629 




Name 


OJ990519 28 


9924 . 


C16.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5474 








End 


5946 




GI 


none 








Score 


68 




Exons 


5474 . . 5539, 


5485. 


.5520, 


5546 


..5659, 5552.. 5638, 5705. .5797, 




5887 . . 5946 • 














Seq. No. 


30277 








Seq. ID 


OJ990519_28.9924 


C16 


Gene No. 


62593 








Strand 






Start 


13951 








End 


18629 




Name 


OJ990519 28 


9924 . 


C16.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


11311 








End 


11836 




GI 


none 








Score 


154 




Exons 


11311. . 114 54, 11316. .11456, 


11331. .11456, 11623. .11835, 





30170 



11624. .11836 



Seq. No. 


30277 






Seq. ID 


OJ990519_28.9924~ 


.C16 


Gene No. 


62593 






Strand 






Start 


13951 






End 


1 O C ft ft 

lb oz y 




Name 


OJ990519 28.9924.C16 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


12404 






hna 


1 O ft c o 

izybo 




bl 


none 






Score 


z 1 y 




Exons 


12404. . 


12640, 12405. 


. IZ bZ J, 


1 O^OO IOC 

Iz D Jo . . IZ ( 


soy, lzo39 . . 128 /5, 






12678. . 


12887, 12924. 


i o ft c o 
. IZ y DO 








Seq. No. 


30277 






Seq. ID 


OJ990519_28. 9924 


C16 


Gene No . 


62593 






Strand 






Start 


13951 






End 


18629 




Name 


OJ990519 28.9924.C16 


. Ol . tc 


Method 


TBLASTX: Cress 




Start 


12405 






End 


12968 




C T 

bl 


none 






Score 


295 




Exons 


12405. . 


12623, 12406. 


1 O C 1 ft 

. lzol y , 


12428. .12616, 12641 .. 12871, 






12642. . 


12875, 12927. 


. iz y do 








Seq. No. 


30277 






Seq. ID 


OJ990519_28.9924 


C16 


Gene No . 


62593 






Strand 






Start 


13951 






End 


18629 




Name 


OJ990519 28.9924.C16 


. ol . t s 


Method 


TBLASTX: Soybean 




Start 


12405. 






End 


12851 




GI 


none 






Score 


286 




Exons 


12405. . 


12602, 12413. 


. IzbOl, 


12600. .12635, 12638 .. 12850, 






12639. . 


12851, 12666. 


.12851 








beq. no. 


30277 






Seq. ID 


OJ990519_28.9924 


CI O 


Gene No . 


62593 






Strand 






Start 


13951 






End 


18629 




Name 


OJ990519 28.9924.C16 


. o2 . tw 


Method 


TBLASTX: Wheat 




otart 


12479 






End 


12719 




bl 


none 






Score 


151 




Exons 


12479. . 


12610, 12480. 


. lzol 4 , 


12641. . 12718, 12642... 12719 




Seq. No. 


30277 






Seq. ID 


OJ990519_28.9924. 


C16 


Gene No . 


62593 






Strand 






Start 


13951 






End 


18629 




Name 


OJ990519 28.9924.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12720 






. End 


13170 




bl 


none 






Score 


260 




Exons 


12720. . 


12878, 12720. 


1 ft ft ft /" 

. 12986, 


12722. .12976, 12 924 .. 1298 6, 






13030. . 


13077, 13141. 


.131/0 








Seq. No. 


30277 






Seq. ID 


OJ990519_28.9924. 


C16 


Gene No. 


62593 






Strand 






Start .. 


13951 






End 


18629 




Name 


OJ990519 28.9924.C16 


. o 4 . gp - 


Method 


AAT/GAP 




Start 


13951 






End 


18629 




GI 


LIB3477 


-003-P1-K1-E9 




Score 


97 




Exons 


13951. . 


13973, 15923. 


. 15982, 


18607 . . 18629 




GI Descrip. 


'249858 


6/sp|Q40638 |MP01_ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR 
sativa] 1 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



30171 



Seq. No. 


30278 




Seq. ID 


OJ990519_ 


28 . 9924 


. C17 


Gene No. 


62594 




Strand 


+ 






Start 


4010 




End 


4143 






Name 


OJ990519_28. 9924 ,C17.ol 


.gp 


Method 


AAT/GAP 






Start 


4010 




End 


4143 






GI 


t t n 1 yi T /I AAA ni i t — \ -i -i 

LIB34 74 -009-P1-K1-F11 




Score 


221 






Exons 


4010. .4143 












GI Descrip. 


4455244/ emb \ CAB 36/43.1 


I 6 . 0e 


<L1 (AL035523) MtN3-like protein 




[Arabidopsis thaliana] 1 












Seq. No. 


3027b 




Seq. ID 


OJ990519 


A A A A A A 

28 . 9924 


. C17 


Gene No. 






Strand 


+ 






Start 


4170 




End 


4784 






Name 


OJ990519_28. 9924 .C17.ol 


.np 


Method 


AAT/NAP 






Start 


4 1 /l) 




End 


4784 






GI 


5734709 




Score 


152 






Exons 


4170. . 4784 












GI Descrip. 


(AC008075) Contains PF| 


00069 


Eukaryotic protein 


kinase 


domain 




[Arabidopsis thaliana] 












Seq. No. 


30278 




Seq. ID 


OJ990519 


_28. 9924 


.C17 


Gene No. 


62596 




Strand 


+ 






Start 


A "7 A O 

4 /03 




End 


6735 






Name 


/-\ t A A A C 1 A A A A A A Jl IT A 

OJ990519 28 . 9924 . C17 . o2 


.gp 


Method 


AAT/GAP 






Start 


4703 




:.'End 


5835 






GI 


none 




Score 


680 






Exons 


4/03. .4859, 5594. .5835 












Seq. No. 


30278 




Seq. ID 


OJ990519 


_28. 9924 


.C17 


Gene No. 


62596 




Strand 


+ 






Start 


4 703 




End 


6735 






Name 


/™v T A A A I - 1 A A A A A A Jl /"NI' - ! A 

OJ990519 28 . 9924 . C17 . o3 


.gs 


Method 


GEN SCAN 






Start 


5706 




End 


6674 






GI 


none 




Score 


.89 






Exons 


5706.. 5825, 5952.. 6674 












Seq. No. 


30278 




Seq. ID 


OJ990519_ 


_28. 9924 


.C17 


Gene No. 


62596 




Strand 


+ 






Start 


4 /U3 




End 


6735 






Name 


<A T A A A fT 1 A A A A A A /I /~i T A 

OJ990519 28 . 9924 . C17 . o3 


.gp 


Method 


AAT/GAP 






Start 


6418 




End 


6735 






GI 


A Jl A -1 Jl A A 

2431408 




Score 


598 






Exons 


6418. .6/35 












Seq. No. 


30278 




Seq. ID 


OJ990519_ 


_28. 9924 


.C17 


Gene No. 


62597 




Strand 


+ 






Start 


7201 




End 


9824 






Name 


OJ990519 28 . 9924 . C17 . o4 


.gs 


Method 


GENSCAN 






Start 


7201 




End 


8568 






GI 


none 




Score 


.85 






Exons 


T A A 1 A f - /™ A 

7201 . .8568 












Seq. No. 


30278 




Seq. ID 


OJ990519_ 


28. 9924 


.C17 


Gene No. 


62597 




Strand 


+ 






Star L 


7201 




End 


9824 






Name 


OJ990519 28.9924.C17.o2 


.np 


Method 


AAT/NAP 






Start 


7588 




End 


9824 







30172 



• 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2213632 
7588. .8326, 
(AC000103) 

30278 
62598 
3700 

OJ990519_28 

3700 

none 

3700. .3921, 

30278 
62599 
7375 

OJ990519_28 

7375 

none 

7375. .7692, 

30278 
62599 
7375 

OJ990519_28 

7540 

none 

7540. .7869, 
7873. .7971 



Score 726 

9801. . 9824 
F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ990519_28.9924 .C17 
Strand 

End 4816 



. 9924.C17.o2.gs Method GENSCAN 

End 4816 



Score 



,75 



4430. .4816 



Seq. ID OJ990519_28.9924 .C17 
Strand 

End 8355 

. 9924 . C17 . o2 . tw Method TBLASTX : Wheat 

End 7692 

Score 202 

7425. .7667 

Seq. ID OJ990519_28.9924.C17 
Strand 

End 8355 

. 9924 . C17 . ol . tm Method TBLASTX : Maize 

End 7971 

• Score 341 
7554. .7691, 7714. .7857, 7782. .7868, 7872. .7970, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30278 
62599 
7375 

OJ990519_28. 

7701 

none 

7701. .7865, 

30278 
62599 
7375 

OJ990519_28. 

7972 

none 

7972. .8238, 

30278 
62599 
7375 

OJ990519_28. 

8110 

none 

8110. .8355 



Seq. ID OJ990519_28.9924.C17 
Strand 

End 8355 

9924 . C17 . ol . tw Method TBLASTX : Wheat 

End 8106 

Score 213 
7702. .7866, 7711. .7881, 7873. .8106, 7890. .8102 

Seq. ID OJ990519_28.9924.C17 
Strand 

End 8355 

9924 .C17.o2.tm Method TBLASTX : Maize 

End 8310 

Score 210 
7972. .8118, 8155. .8202, 8245. .8310 

Seq. ID OJ990519_28.9924.C17 
Strand 

End 8355 

9924 . C17 . o3 . tw Method TBLASTX : Wheat 

End 8355 

Score 187 



Seq. No. 30279 

Gene No. 62600 

Start 70 

Name OJ990519_28 . 9924 . C18 . ol . np 



Seq, ID OJ990519 28.9924.C18 

Strand - ~ 

End 206 

Method AAT/NAP 



30173 



bt art 


/ U 




End 


206 




b o io u y y 




Score 


/ / 


Exons 


n c\ one 








ui uescrip . 


IHruuiuoij nypo me ticai 


protein [Oryza 


sat i va ] 


Seq. No. 


30279 




Seq. ID 


OJ990519 


Gene No.' 


.62601 




V" Strand 




jldlL 






End 


oio 


Name 


ujyyuoiy zo. yyz4 .Lib .01 


. gs 


Method 


f~> TP XT C 7\ VT 


Of -> v- +- 

btart 


i yo 




End 


/T1 Q 




none 




Score 




Exons 


iyo. . 4 z y , oiu. . oio 








O c ■ LN U • 






Seq. ID 


OJ990519 


Gene No. 


62602 




Strand 




Start 


1173 




End 


11461 


Name 


OJ990519 28.9924.C18.o2 


.gs 


Method 


GENSCAN 


Start 


1173 




End 


11461 


GI 


none 




Score 


.56 


Exons 


1173. .1462, 1504. .1608, 


5934. 


.6035, 6118.. 6220, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



6855.-6993, 8203.. 8344, 8367.. 8518, 8658.. 8747, 9122. 
10295. .10407, 10862. .10959, 11003. .11461 



6636, 
9254, 



30280 
62603 
1 

OJ990519_28.9924 .C19.ol.np 
1 

5107374 



Seq. ID 
Strand 
End 

Method 
End 
Score 

l.',290, 371. .520, 606. .739, 834. .943, 1103. .1209, 1435. .1573, 
1676. .1792, 2127. .2234, 2317. .2388, 2498. .2620, 2726. .2885, 
2975. .3096, 3215. .3352, 3432. .3574, 3695. .3757, 3957. .4020, 
4099. .4234, 4513. .4586, 5154. .5248, 5341. .5372, 5494. .5663 
(AF154272) PINHEAD [Arabidopsis thaliana] 



OJ990519_28.9924 .C19 
+ 

5666 
AAT/NAP 
5663 
3024 



30280 
62603 
1 

OJ990519_28.9924.C19.ol.gs 

127 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

127.. 290, 374.. 520, 561.. 601, 620.. . 943, 1535.. 1573, 2498.. 2620, 
2703. .2885, 2975. .3096, 3215. .3352, 3695. .3757, 3934. .4020, 
4099. .4234, 4513. .4586, 5440. .5458, 5494. .5666 



OJ990519_28.9924.C19 
+ 

5666 
GENSCAN 
5666 
. 62 



30280 
62603 
1 

OJ990519_28. 9924 .C19.ol.gp 
1079 

uC-osflM202123c05bl 
1079. .1209, 1435. .1573, 1676 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1792, 2131.. 2242 
'5107374/gb|AAD40098.1|AF154272_l 5.0e-34 (AF154272) PINHEAD 
[Arabidopsis thalianal 1 



OJ990519_28.9924.C19 
+ 

5666 
AAT/GAP 
2242 
844 



30280 
62603 



Seq. ID OJ990519_28.9924 .C19 
Strand + 



30174 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



5666 
AAT/GAP 
3534 
754 



OJ990519_28.9924.C19.o2.gp 
2786 
2310389 

2786.. 2886, 2975.. 3096, 3215.. 3352, 3432.. 3534 
5107374/gb|AAD40098.1|AF154272_l 5.0e-34 (AF154272) PINHEAD 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30280 Seq. ID 

62604 Strand 

8499 End 
OJ990519_28.9924 .C19.o3.gs Method 

8499 End 

none Score 

8499.-8732, 8823. .9139, 9414. .9612 



OJ990519_28. 9924 .C19 
+ 

9612 
GENSCAN 
9612 
.94 



Seq. No. 


30280 


Seq. ID 


OJ99051.9_28.9924 


.C19 


Gene No. 


62605 


Strand 


+ 




Start 


10469 


End 


11230 




Name 


OJ990519 28.9924.C19.o4.gs 


Method 


GENSCAN 




Start 


10469 


End 


11230 




GI 


none 


Score 


.99 




Exons 


10469. .10615, 10697. .11230 








Seq. No. 


30280 


Seq. ID 


OJ990519_28.9924 


.C19 


Gene * No . 


62606 


Strand 


+ 




Start 


15613 


End 


18881 




Name 


OJ990519 28.9924.C19.o3.np 


Method 


AAT/NAP 




Start 


15613 


End 


18881 




GI 


4467124 


Score 


909 




Exons 


15613. . 17598, 18863. .18881 








GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30280 Seq. ID OJ990519_28 . 9924 . C19 

62607 Strand + 

20059 End 21808 

OJ990519_28 . 9924 .C19.o3.gp Method AAT/GAP 

20059 End 21808 

12398_1.R1084 Score 1382 

20059. .20114, 20364 . .20446, 20526 20657 , 20797 .. 21007, 

21274. .21392, 21619. .21808 

, 489518.7/gb|AAD32774.1|AC007661_ll 7.0e-16 (AC007661) unknown 
protein [Arabidopsis thaliana] 1 



OJ990519_28. 9924 .C19 
+ 

22302 
AAT/GAP 
22302 
391 . 



30280 Seq. ID 

62608 Strand 
22091 End 
OJ990519_28. 9924 .C19.o4 . gp ■ Method 
22091 End 
2291JL.R1084 Score 
22091.. 22302 

, 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



30175 



Seq. No. 30280 Seq. ID OJ990519_28 . 9924 . C19 

Gene No. 62609 Strand 



Start 


6085 






End 


8359 


Name 


a Tonne 1 c\ oo 


. 99-^4 . CI 9 . o3 


. ts 


Method 


TBLASTX : Soybean 


Start^ 


I D 






End 


C A C 

64 5 


GI 


none 






Score 


240 


Exons 


76.. 228, 79 


..279, 369.. 


524, 371. .523, 


594 .. 64 1, 595 .. 64 5 


Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924.C19 


Gene No. 


62609 






Strand 




Start 


6085 






End 


8359 " 


Name 


OJ990519 28 


.9924.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


79 






End 


5666 


GI 


none 






Score 


248 


Exons 


79. .273, 369. .524, 371. 


.508, 


604. .738, 


618. .737, 832.'. 927, 




832. .969, 839. .964, 1075. .1209, 1076.. 


1219, 1432.. 1584, 




1436. .1573, 


1476. . 1589, 


1.6 / o • 


.1792, 1675. .1788, 2108. .2236, 




2111. .2233, 


2124. .2237, 


2317 . 


.2388, 2317. .2388, 2495.-2629, 




2495. .2620, 


2497'! .2628, 


2725. 


.2889, 2726. .2896, 2744. .2890, 




2973. .3077, 


2974. .3099, 


2993. 


.3088, 3209.. 3355, 3209.. 3352, 




3214. .3354, 


3420. .3584, 


34 31. 


.3586, 3692.. 3754, 3705.. 3758, 




3955. .4020, 


3957. .4016, 


4084 . 


.4227, 4086. .4226, 4099. .4236, 




4511. .4594, 


4512. .4586, 


5151 . 


.5252, 5153.. 5248, 5326.. 5367, 




5339. .5371, 


5489. .5557, 


54 93 . 


.5567, 5609.. 5662, 5610.. 5666 


Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924.C19 


Gene No . 


62609 






Strand 




Start 


6085 






End 


8359 


Name 


OJ990519 28 


.9924.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


79 






End 


922 


GI 


none 






Score 


104 


Exons 


79. .171, 169. .279, 369. 


. 524 , 


375. .503, 


377. .523, 594. .728, 




595.. 738, 8 


32. .921, 839 


. . 922 






Seq. No. 


30280 






. Seq. ID 


OJ990519_28.9924.C19 


Gene No . 


62609 






Strand 




Start 


' 6085 






End 


8359 


Name 


OJ990519 28 


. 9924.C19.o6 


. ts 


Method 


TBLASTX : Soybean 


Start 


645 






End 


969 


GI 


none 






Score 


155 


Exons 


645. .737, 646. .738, 832 


. . 969, 


839. . 964 




Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924 .C19 


Gene No. 


62609 






Strand 




Start 


6085 






End . 


8359 


Name 


OJ990519 28 


. 9924 .C19.o8 


. tm 


Method 


TBLASTX: Maize 


Start 


1075 






End 


1486 ' 


GI 


none 






Score 


184 


Exons 


1075. .1221, 


1076. .1219, 


1432. 


.1485, 1436. .1486, 1436. .148,6 


Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924.C19 


Gene No. 


62609 






Strand 




Start 


6085 






End 


8359 


Name 


OJ990519 28 


.9924.C19.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1432 






End 


3736 


GI 


none 






Score 


169 


Exons 


1432. .1584, 


1433. . 1576, 


1673. 


.1792, 1678. .1791, 2124. .2237, 



30176 



2124. .2234, 2125. .2250, 2126. 

2317. .2388, 2495.-2626, 2495. 

2762. .2890, 2973. .3074, 2974. 

3420. .3575, 3428.-3583, 3431. 



.2236, 2152.. 2247, 2317.. 2388, 

,2635, 2725.. 2889, 2729.-2896, 

.3099, 3209.. 3355, 3217.. 3354, 

.3574, 3683.. 3736 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



30280 
62609 
6085 
OJ9905 
1487 
none 
1487. . 
2124. . 
2558. . 
2855. . 
3217. . 
3954. . 
4512. . 
5153. . 
5582. . 



19 28.9924.C19.ol.tm 



1576, 
2231, 
2638, 
2896, 
3354, 
4013, 
4586, 
5254, 
5665, 



1505. 
2314 . 
2576. 
2973. 
3420. 
3955. 
4523. 
5153. 
5610. 



. 1585, 
.2388, 
.2620, 
.3080, 
.3584, 
.4020, 
.4588, 
.5257, 
.5675 



1685. 
2317. 
2725, 
2974, 
3431. 
4098, 
5121. 
5339. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1792, 



OJ990519 28.9924.C19 



8359 
TBLASTX: 
5675 
111 
1708. .1791, 
.2388, 2495. .2581, 
.2790, 2726.. 2803, 
.3099, 3035.. 3112, 
.3586, 3695.-3757, 
.4238, 4099. .4257, 
.5255, 5151.. 5252, 
.5371, 5489.. 5563, 



Maize 



.2230, 
.2575, 
.2889, 
.3355, 
.3758, 
,4594, 
.5253, 
5493. .5567, 



2120. 
2495. 
2818. 
3209. 
3705. 
4511. 
5152. 



Seq. No. 30280 

Gene No. 62609 

Start 6085 

Name-" OJ990519_28 . 9924 . CI 9 . o2 . tw 

Start 2974 

GI ..none 

Exons '2974.. 3099, 2988.. 3074, 3209. 
3450. .3476 



Seq. ID OJ990519_28.9924.C19 
Strand 

End 8359- 

Method TBLASTX : Wheat 

End ' 3476 

Score 178 

.3355, 3217. .3351, 3449. .3475, 



Seq. No. 30280 
Gene No. 62609 
Start 6085 

Name OJ990519_28 . 9924 . CI 9 . o5 . ts 

Start 3954 
GI none 

Exons 3954.. 4016, 3955.. 4020, 4084. 

4099. .4257, 4511. .4582, 4512. 
5153. .5251, 5332. .5367, 5339. 
.5493. .5567,. 5609.. 5662, 5610. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 28.9924.C19 



8359 

TBLASTX : Soybean 
5666 
107 

4233, 4086. .4178, 4097. .4246, 
4586, 4514. .4588, 5151. .5252, 
5371, 5489. .5563, 5489.-5563, 
5666 



Seq. No. 30280 

Gene No. 62609 

Start .6085 

Name OJ990519_28 . 9924 .CI 9. o3 . tw 

Start 5136 

GI none 

Exons . 5136.. 5255, 5151.. 5252, 5153. 

5493. .5567, 5609. .5662, 5610. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5257, 5339 
.5666 • 



OJ990519 28.9924.C19 



8359 

TBLASTX: Wheat 
5666 
177 

5371, 5489.-5563, 



Seq. No. 30280 ' Seq. ID 

Gene No. 62609 Strand 

Start 6085 End 

Name OJ990519_28 . 9924 . C19 . o2 . np Method 

Start 6085 End 

GI 4544450 Score 

Exons 6085.. 6219, 6774.. 8317 



OJ990519_28.9924.C19 

8359 
AAT/NAP 
8317 
960 



30177 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC006592) hypothetical protein [Arabidopsis thaliana] 

OJ990519 28.9924.C19 



30280 Seq. ID 

62609 Strand 

6085 End 
OJ990519_28 . 9924 . CI 9 . o2 . gs Method 

67 67 End 

none Score 
6767.. 8359 

30280 Seq. ID 

62609 Strand 

6085 End 
OJ990519_28. 9924 .C19.o7 .ts Method 

6776 End 

none Score 

6776. .7003, 7013. .7237 

30280 Seq. ID 

62609 Strand 

6085 End 
OJ990519__28 . 9924 . CI 9 . o4 . tc Method 

6785 End 

none Score 

6785. .7003, 6806. .6997, 7007. .7117 



8359 
GENSCAN 
8359 
.67 



OJ990519_28. 9924 .C19 
8359 

TBLASTX : Soybean 

7237 

180 



.OJ990519_28. 9924". CI 9 
8359 

TBLASTX: Cress 

7117 

71 



30280 
62609 
6085 

OJ990519_28 . 9924 . CI 9 . o4 . tm 

6797 

none 

6797. .7003, 6851. .6994, 7025. 
7241. .7399, 7439. .7633, 7544. 
7732. .7761, 7817. .8158, 7838. 
7896. .8093, 7904. .8218, 7925. 

30280 
62609 
6085 

OJ990519_28. 9924 .C19.ol.tw 

7092 . 

none 

7092. .7412, 7097. .75.67, 7154. 
7622. .7804, 7811. .8266 

30280 
62609 
6085 

OJ990519_28. 9924 .C19.o2. tc 

7118 

none 

7118. .7240, 7154. .7348, 7226. 
7460. .7531, 7622. .7831, 7628. 
7922. .8158, 7934. .8218, 7935. 
8186. .8218 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7531, 
.7699, 

.7939, 7841 
.8158 



OJ990519 28.9924.C19 



8359. 

TBLASTX: Maize 
8218 
72 

7205.. 7531, 7217. 
7646. .7798, 7670. 

8014, 7845. 



.7399, 
,7798, 
,7964, 



OJ990519_28.9924.C19 
8359 

TBLASTX: Wheat 

8266 

142 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7267, 7455. .7568, 7460. .7717, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 28.9924.C19 



8359 

TBLASTX: Cress 
8221 
140 

.7591, 7238. .7798, 7241. .7648, 
.7828, 7817.. 7945. 7R3.S . . RAGS. 
.8132, 7937. .822lj 7991. .8155^ 



30178 




Seq. No. 


o a a n a i 

30280 






Seq. ID 


OJ990519_28.9924 


.CI 9 


Gene No. 


62609 






Strand 






Start 


6085 






End 


8359 




Name 


a to nr\c 1 o a o 

ojy 905 l y 2o . 


9924 .C19. 


o9. ts 


Method 


TBLASTX: Soybean 




Start 


T A C A 

7250 






End 


8218 




GI 


none 






Score 


68 




Exons 


"7 A C A lOTO 

7250 . . 7378 , 


7298.. 7675, 7473 


..7676, 7487. .7678, 7601. .7699, 




T CO C 1 ~1 A A 

/boo. . / / 4 4 , 


7694.. 7822, 7806 


..8069, 7832. .8068, 7994. .8218 


Seq. No. 


O A A O A 

30280 






Seq. ID 


OJ990519__28.9924, 


.C19 


Gene No. 


62610 






Strand 






Start 


9033 






End 


10621 




Name 


/A t a o a c i a a o 

OJyy05iy 2o. 


9924. C19. 


o3 . tc 


Method 


TBLASTX : Cress 




Start 


9033 






End 


10621 




GI 


none 






Score 


128 




Exons 


a a o *d ni/in 

9033 ..914 0, 


10367. .10618, 10376. .10456, 10396 10620, 






iu4 y D . . 1U 02 i 












Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924 , 


. Li y 


Gene No. 


62611 






Strand 






Start 


1 a c o o 
10538 






End 


10843 




Name 


/-"xtooact a a o 

OJ9 90519 2o . 


9924. C19. 


08 . ts 


Method 


TBLASTX: Soybean 




Start 


10538 






End 


10843 




GI 


none 






Score 


98 


• 


Exons 


1 A C *D O 1 A ^* 1 A 

10538 . . 10612 


, 10538.. 


1U bu o , 


10691. .106 


S43, 10696.. 10839 




Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924, 


. ci y 


Gene No. 


62612 






Strand 






Start 


15761 






End 


15981 




Name 


OJ990519 28. 


9924 .C19. 


o / . tm 


Method 


TBLASTX: Maize 




Start 


15761 






End 


15981 




GI 


none 






Score 


235 




Exons 


15761. .15979, 15775.. 


i c n o t 
15981 








Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924, 


. li y 


Gene No. 


62613 






Strand 






Start 


16365 






End 


16936 




Name 


OJ990519 28. 


9924. C19. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


16365 






End 


16921 




GI 


none 






Score 


490 




Exons 


16365. .16574 


, 16367.. 


16915, 


16367. .16921 




Seq. No. 


30280 






Seq. ID 


OJ990519_28. 9924 . 


.C19 


Gene No. 


62613 






Strand 






Start 


16365 






End 


16936 




Name 


OJ990519 28. 


9924 .C19. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


16411 






End 


16936 




GI 


none 






Score 


219 




Exons 


16411. .16665 


, 16412.. 


16717, 


16718. .16936 




Seq. No. 


30280 






Seq. ID 


OJ990519_28.9924. 


.C19 


Gene No. 


62613 






Strand 






Start 


16365 






End 


16936 




Name 


OJ990519 28. 


9924. C19. 


o4 . tw 


Method 


TBLASTX :Wh«at 




Start 


16541 






End 


16891 




GI 


none 






Score 


224 




Exons 


16541. .16891 













30179 



Seq. No. 


30280 






Seq. ID 


OJ990519_28. 9924 


.C19 


Gene No . 


62614 






Strand 






start 


17183 






End 


17598 




Name 


OJ990519 28.9924.C19 


.06. tm 


Method 


TBLASTX: Maize 




ot art 


17183 






End 


17598 




C T 
b± 


none 






. Score 


36 




Exons 


17183.-. 


17251, 17237. 


. J. / 4 0 0 , 


17474. .17596, 17491.. 17598 




beq. no. 


30280 






Seq. ID 


OJ990519_28.9924 


. ci y 


Gene No. 


62615 






Strand 






ot art 


18698 






End 


20920 




Name 


OJ990519 28.9924.C19 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


18698 






End 


20920 




GI 


none 






Score 


229 




Exons 


18698. . 


18862, 18715. 


. lo / yz , 


18962. . 19102, 18964 .. 19128, 






18965. . 


19102, 19026. 


1 Ol A O 

. 1 y 1 h z , 


19896. . 19961, 19896 .. 19967 , 






19897. . 


19968, 20038. 


. Z U 1 10 , 


20040. .20117, 20040. .20114, 






20337. . 


20447, 20361. 


0 n a a 1 
. ZU4 4 1 , 


20366. .20449, 20526 20657 , 






20527. . 


20655, 20795. 




20818. .20919, 20819 .. 20920, 






20828. . 


20920 










beq. No. 


30280 






Seq. ID 


OJ990519_28. 9924 


. ciy 


Gene No . 


62615 






Strand 






Start 


18698 






End 


20920 




Name 


OJ990519 28.9924.C19 


. o4 . ts 


Method 


TBLASTX : Soybean 




bt art 


18701 






End 


20607 • 




bl 


none 






Score 


160 - 




Exons 


18701. . 


18859, 18953. 


. 1 y iuz , 


18953. .19102, 18 964. .19104, 






19881. . 


19961, 19895. 


. 1 y yo4 , 


19896. .19970, 19897. .19968, 






20039. . 


20116, 20040. 


. Z U 1 1 / , 


20334. .20447, 20378 .. 204 4 9, 






20526. . 


20585, 20526. 


O A C Q C 

. ZUOOO , 


20527. .20607 




Seq. No. 


30280 






Seq. ID 


OJ990519_28. 9924 


.C19 


Gene No. 


62615 






Strand 






Of v-f 

btart 


18698 






End 


20920 




Name 


OJ990519 28.9924.C19 


„ C 4-,, 

. 00 . tw 


Method 


TBLASTX: Wheat 




btart 


20361 






End 


20848 




bl 


none 






Score 


94 




Exons 


20361. . 


20447, 20362. 


on / yi 0 
. ZU4 4 0 , 


20369. .20449, 20378 .. 2044 6, 






20529. . 


20657, 20530. 


. ZU 000 , 


20788. .20847, 20795. .20848 




beq . jno . 


30281 






Seq. ID 


OJ990429__23. 9924 


.Cl 


ucnc • 


62616 






Strand 


+ 




Start 


1 






End 


1976 




Name 


OJ990429 23. 9924. CI. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


1976 




GI 


2130082 






Score 


1148 




Exons 


1. .1467, 1599. .1976 










GI Descrip. 


protein 


kinase Xa21 


(EC 2.7. 


1.-) - rice 


gi | 1122443 (U37133) 




receptor kinase-like 


protein 


[Oryza sativa] gi 12586085 


(U72~ 



receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 I prf I I2203451A receptor kinase-like protein [Oryza 

satival 



Seq. No. 
Gene No. 



30281 
62616 



Seq. ID OJ990429_23.9924.C1 
Strand + 



30180 



Start 


1 






End 


1976 


Name 


OJ990429_23. 9924 


.CI .ol 


.gs 


Method 


GENSCAN 


Start 


97 






End 


1969 


GI 


none 






Score 


.85 


Exons 


97. . 1467, 1599. . 


1969 








Seq. No. 


30281 






Seq. ID 


OJ990429 23. 9924. CI 


Gene No. 


62617 






Strand 


+ 


Start 


4994 






End 


5251 


Name 


OJ990429 23.9924 


,Cl.o3 


gs 


Method 


GENSCAN 


Start 


4994 






End 


5251 


GI 


none 






Score 


.92 


Exons 


4994. .5251 











Seq. No. 30281 

Gene No. 62618 

Start 12158 

Name OJ9904 29_23 . 9924 . CI . o5 . gs 

Start 12158 

GI none 
Exons 



Seq. ID OJ990429_23.9924.C1 

Strand + 

End 14720 

Method GENSCAN 

End 14720 

Score .74 



12158. .12166, 12311. .127 96, 13145. .13396, 14 4 96. .14720 



Seq. No. 30281 Seq. ID 

Gene No. 62619 Strand 

Start 2664 End 

Name O J9 9 0 4 2 9_2 3 . 9 92 4 . C 1 . o2 . gs Method 

Start 2664 End 

GI none Score 

Exons 2664.. 3011 



OJ990429_23.9924.C1 

3011 

GENSCAN 

3011 



Seq. No. 30281 Seq. ID OJ990429_23 . 9924 . CI 

Gene No. 62620 Strand 

Start 3296 End 5106 

Name OJ990429_23 . 9924 . CI . ol . gp Method AAT/GAP 

Start 3296 End 5106 

GI 72299_1.R1084 Score 990 

Exons 3296.. 3783., 5019.. 5106 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-31 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 30281 . Seq. ID 

Gene No. 62621 Strand 

Start 6279 End 

Name OJ9904 29_23 . 9924 . CI . o4 . gs Method 

Start 6279 End 

GI none Score 

Exons 6279.. 6581, 6681. 

8349. .8549, 8897, 



OJ990429_23. 9924 .CI 

12784 
GENSCAN 
11905 
.74 



.6769, 6885. .6990, 7072. .7200, 7750. .7834, 
.9353, 10024. .10149, 11230 .. 11331, 



-11570. .11693, 11828.. 11905 



Seq. No. 30281 

Gene No. 62621 

Start 6279 

Name OJ9904 29_23 . 9924 . CI . o2 . np 

Start 6285 

GI 4741195 
Exons 



Seq. ID OJ990429_23.9924.C1 
Strand 

End 12784 

Method AAT/NAP 

End 12784 

Score 1730 



6285.. 6581, 6681.. 6769, 6885. .6990, 7072.. 7200, 7750.. 7834, 



30181 




7959. .8068, 8349.. 8549, 8989.-9353, 9853. .9936, 10024 .. 1014 9, 
10319. .104 81, 10596. .10754, 10998. .11028, 11065. .11158, 
11230. .1158 9, 12433. .12513, 1254 4. .12784 
GI Descrip. (AL049746) ABC transporter-like protein [Arabidopsis thaliana] 



Seq. No. 


30281 


Seq. ID 


OJ990429 


Gene No. 


62622 


Strand 




Start 


15212 


End 


15643 


Name 


OJ990429 23.9924.Cl.o6.gs 


Method 


GENSCAN 


Start 


15212 


End 


15643 


GI 


none 


Score 


.98 


Exons 


15212. .15643 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30281 

62623 

17401 

OJ99042 

78 

none 
78. /275 
90. .278 
282. .53 
288. .54 
485. .61 



OJ990429 23. 9924. CI 



9 23.9924.Cl.o2.tc 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

, 78. .278, 78. .278, 87. .260, 87. .191, 90. .278, 90. .278, 
, 90. .263, 93. .278, 129. .272, 264. .542, 269. .469, 
9, 282. .662, 285. .542, 285. .539, 285. .542, 288. .614, 

5, 288. .542, 288. .401, 345. .542, 432. .614, 453. .614, 

6, 1598. .1705 



18394 

TBLASTX: Cress 

1705 

76 



Seq'. No. 30281 Seq. ID 

Gene No. 62623 Strand 

Start 17401 End 

Name OJ9904 2 9_23 . 9924 . CI . o3 . ts Method 

Start 78 End 

GI none Score 

Exons 78. .284, 78. .230, 78. .182, 87. 

287. .346, 287. .547, 288. .401, 
351. .542, 374. .613, 591. .620 



OJ990429_23 . 9924 . CI 
18394 

TBLASTX : Soybean 
620 
118 

.308, 90. .308, 285. .545, 285. .542, 
288. .542, 288. .542, 288. .467, 



Seq. No. 


30281 










Seq. ID 


OJ990429_23. 9924 


.CI 


Gene No.'. ' 


62623 










Strand 






Start 


17401 










End 


18394 




Name 


OJ990429 


_23. 


9924 .CI 


.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


78 










End 


476 




GI 


none 










Score 


107 




Exons 


. 78. .233, 


92. 


.205, 1 


80. 


.476 








Seq. No.. 


30281 










Seq. ID 


OJ990429_23. 9924 


.CI 


Gene No. 


62623 










Strand 






Start 


17401 










End 


18394 




Name 


OJ990429 


_23. 


9924 .CI 


.o4 


tm 


Method 


TBLASTX: Maize 




Start 


93 










End 


545 




GI 


none 










Score 


259 




Exons 


93. .542, 


282 


. .368, 


285 


.404, 


311. .511, 


384 . .545 




Seq. No. 


30281 










Seq. ID 


OJ990429_23. 9924 


.CI 


Gene No. 


62623 










Strand 






Start 


17401 










End 


18394 




Name 


OJ990429 


_23. 


9924 .CI 


.ol 


tc 


Method 


TBLASTX: Cress 




Start 


876 










End 


1328 




GI 


none 










Score 


288 





30182 



Exons 



876. .1190, 893. .1189, 1099. .1194, 1287. .1328 



Seq. No. 30281 

Gene No. 62623 

Start 17401 

Name . OJ990429_23 . 9924 . CI . ol . ts 

Start 876 

GI none 
Exons 



Seq. ID OJ990429_23. 9924. CI 
Strand 

End 18394 

Method TBLASTX : Soybean 

End 1783 

Score 91 



876. .965, 878. .958, 983. .1171, 984. .1181, 1068. .1178, 
1200. .1403, 1229. .1384, 1251. .1403, 1437. .1466, 1597. .1773, 
1598. .1783 



Seq. No. 30281 

Gene No. 62623 

Start 17401 

Name OJ99042 9_23 . 9924 . CI . ol . tm 

Start 1016 

GI none 

Exons 1016.. 1372, 1017.. 1460 



Seq. ID OJ990429_23. 9924. CI 
Strand 

End 18394 

Method TBLASTX : Maize 

End 1460 

Score 390 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



30281 
62623 
17401 

OJ990429_23.9924.Cl.o3.tm 

1571 

none 



Seq. ID OJ990429_23. 9924 .CI 
Strand 

End 18394 

Method TBLASTX: Maize 

End 1899 

Score 226 



1571. .1792, 1597. .1797, 1797. .1880, 1816. .1893, 1817. .1894, 
1819. .1899 



Seq. No. 30281 

Gene No. 62623 

Start 17401 

Name OJ990429_23 . 9924 . CI . o5 . tm 

Start 6312 

GI none 

Exons 6312.. 6491, 6313.. 6492 



Seq. ID OJ990429_23'. 9924. CI 
Strand 

End 18394 

Method TBLASTX : Mai ze 

End 6492 

Score 145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30281 
62623 
17401 

OJ99042 9_23. 9924.Cl.o2.tm 

6498 
none 



Seq. ID OJ990429_23.9924.C1 
Strand 

End 18394 

Method TBLASTX : Mai ze 

End 7141 

Score. 65 



6498. .6593, 6678. .6779, 6679. .6768, 6874. .6993, 6884. .6991, 
7060. .7140, 7061. .7141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



30281 
62623 •> 
17401 

OJ99042 9_23 ^9924 . CI . o2 . ts 

6874 

none 



Seq. ID OJ990429_23.9924.C1 
Strand 

End 18394 

Method TBLASTX : Soybean 

End 7990 

Score 12 9 



6874. .6993, 6884. .6991, 6887. .7054, 6992. .7045, 7060. .7194, 

7070. .7201, 7075. .7203, 7732. .7827, 7766. .7834. 7 958 - . 7 990 
7959. .7982 

30281 Seq. ID OJ990429_23 . 9924 . CI 



30183 




Gene No. 


62623 






Start 


174 01 






Name 


OJ990429 23. 


9924 


. CI . 06 . 


Start 


8455 






GI 


none 






Exons 


8455 . . 8550, 


845 7 


o c c o 

. . 8552, 


oeq. jno . 


o n o o i 






Gene No. 


62623 






Start 


17401 






Name 


OJ990429 23. 


9924 


■Cl.ol. 


Start 


9100 






GI 


none 






Exons . 


§100. . 9348, 


9136 


. .9348 




Strand 

End 18394 

tm Method TBLASTX : Maize 

End 9943 

Score 62 
9109. .9348, 9139. .9333, 9866. .9943 

Seq. ID OJ990429_23.9924.C1 
Strand 

End 18394 

tw Method TBLASTX : Wheat 

End 9348 

Score 116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30281 
62623 
17401 

OJ990429_23.9924.Cl.o3.tc. 

9851 

none 



Seq. ID OJ990429_23. 9924 .CI 
Strand 

End 18394 

Method TBLASTX : Cress 

End 10165 

Score 108 



9851. .9937, 10020 .. 10154 , 10022. .10165 



Seq. No. 30281 

Gene No. 62623 

Start ' 17401 

Name OJ990429_23 . 9924 . CI . o7 . gs 

Start 17401 

GI ' none 

Exons 



Seq. ID OJ990429_23. 9924 .CI 
Strand 

End 18394 

Method GEN SCAN 

End 18394 

Score .46 



17401. .17655, 17895. .17965, 18036 18095 , 18247. .18394 



Seq. No. 


30282 








Seq. ID 


OJ990429_ 


_23. 


9924 


.02 


Gene No. 


62624 








Strand 


+ 








Start 


1891 








End 


2837 








Name 


OJ990429 23. 


9924 


.C2.ol. 


gs 


Method 


GENSCAN 








Start 


1891 








End 


2837 








GI 


none 








Score 


.41 








Exons 


1891. .2098, 


2120 


. .2343, 


2718. 


.2837 










Seq. No. 


30282 








Seq. ID 


OJ990429_ 


23. 


9924 


.C2 


Gene No. 


62625 








Strand 


+ 








Start 


18274 








End 


20154 








Name 


OJ990429 23. 


9924 


.C2.o3. 


np 


Method 


AAT/NAP 








Start 


18274 








End 


19850 








GI 


114655 








Score 


145 









Exons 18274. .18307, 19711.. 19850 

GI Descrip. ATP SYNTHASE A CHAIN PRECURSOR (SUBUNIT IV) 

gi I 2118207 |pir | | S10174 H+-transporting ATP synthase (EC 
3.6.1.34) chain a - maize chloroplast gi | 124 10 | emb | CAA36513 | 
(X52270) atpl gene product (AA 1-247) [Zea mays] 
gi | 902216 |emb|CAA60280| (X86563) ATPase a subunit [Zea mays] 



Seq. No. 30282 Seq. ID OJ990429_23 . 9924 . C2 

Gene No. 62625 Strand + 

SLctrL 16274 End 20154 

Name OJ99042 9_23 . 9924 . C2 . ol . gp Method AAT/GAP 

Start 19738 End 20154 



30184 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



LIB3477-011-P1-K1-C10 Score 206 

19738. .19853, 20119.. 20154 

■ 114657/sp| P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



30282 
62626 
3204 

OJ990429_23.9924.C2.ol.np 

3180 

2130082 

3180.. 3562, 3700.. 5850, 6206. 



OJ990429 23. 9924. C2 



Seq. ID 
Strand 

End 9194 
Method AAT/NAP 
End 6715 
Score 1809 
.6715 

protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi I 1586408 | prf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 30282 

Gene No. 62 62 6 

Start 3204 

Name OJ990429_23 . 9924 . C2 . o2 . gs 

Start 3204 

GI none 
Exons 



Seq. ID OJ990429 23. 9924. C2 



Strand 
End 

Method 

End 

Score 



9194 
GENSCAN 
9194 
.55 



3204.. 3562, 3700.. 6849, 6931.. 7242, 907.7.. 9194 



Seq. No. 30282 

Gene No. 62627 

Start 9940 

Name OJ990429_23 . 9924 . C2 . o3 . 

Start 9940 

GI none 

Exons 9940.. 10080, 10590.. 107 
12292. .12347 

Seq. No. 30282 

Gene No. 62628 

Start 17655 

Name OJ990429_23 . 9924 . C2 . o3 . 

Start 3261 

GI none 

Exons 3261. .3338, .3261. .3347, 
3381. .3563 



Seq. ID OJ990429_23. 9924 .C2 
Strand 

End 12347 

gs Method GENSCAN 

End 12347 

Score .42 
93, 11752. . 11849, 12080 .. 12204 , 



Seq. ID OJ990429_23. 9924 . C2 
Strand 

End 21147 

tm Method TBLASTX : Maize 

End 3602 

Score 63 
3262. .3339, 3370. .3564, 3381. .3602, 



Seq. No. 30282 

Gene No. 62628 

Start 17655 

Name OJ99042 9_23 . 9924 . C2 . ol . ts 

Start 3378 

GI none 

Exons 3378.. 3563, 3701.. 3967, 3780. 



S.eq. ID OJ990429_23. 9924 . C2 
Strand 

End 21147 

Method TBLASTX : Soybean 

End 18037 

Score 108 

,3923, 3788.. 3934. 3959.. 4174, 



3983. .4180, 3993. .4181, 4199. .4288, 4206. .4271, 17732 17929, 
17742. .17930, 17 948 .. 18037 , 17949. .18020 



30185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30282 
62628 
17655 

OJ990429_23. 

3453 

none 

3453. .3542, 
4046. .4132, 
4550. .4885, 
4553. .4873, 
4688. .4753, 
4883. .5047, 
4917. .5048, 
5088. .5228, 
5423. .5779, 
5564. .6271, 



5567, 
5741, 
5918, 



.5995, 
,5926, 
.6061, 



6221. .6334, 
6554. .6586, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3949, 3783. .3950,. 3980. .4033, 

.4600, 4547. .4780, 4547. .4879, 

.4744, 4553. .4600, 4553. .4879, 

.4882, 4604. .4885, 4631. .4825, 

.4882, 4859.-5242, 4883 

5257, 4907 

5257, 5000 

5335, 5144 

5614, 5429 

6058, 5567 

6478, 5708 

5920, 5864 

6208, 6134 

6478, 6362 



OJ990429 23. 9924. C2 



9924 .C2.ol.tc 



3782. 
4547. 
4550. 
4553. 
4772. 
4886. 
4922. 
5132. 
5426. 
5564 . 
5639. 
5774 . 
5936. 
6245. 
17729 



5251, 4889. 

5083, 4979. 

5251, 5132. 

5557, 5426. 

5803, 5564. 

5941, 5702. 

6508, 5789. 

6268, 6029. 

6427, 6284. 



21147 
TBLASTX: 
17881 
67 



.5236, 
.5251, 
.5191, 
,5254, 
,5575, 
, 6352, 
, 6013, 
, 6157, 
,6445, 
,6487, 



Cress 



3981. 
4547. 
4553. 
4676. 
4883. 
4907. 
5042. 
5375. 
5438. 
5567. 
5711. 
5864. 
6215. 
6500. 



.4016, 
.4684, 
.4885, 
.4879, 
.5191, 
.5209, 
.5227, 
.5428, 
.5548, 
.5869, 
.5770, 
.5914, 
.6481, 
.6532, 



17782, 17780. .17881 



Seq. No. 30282 

Gene No. 62628 

Start 17655 

Name OJ990429_23 . 9924 .C2 . ol . tm 

Start 3707 

GI none . 

Exons 3707.. 3751, 3776.. 4147, 3792. 
17730. . 17897 



Seq. ID OJ990429_23.9924 .C2 
Strand 

End 21147 

Method TBLASTX : Maize 

End 17897 

Score 84 

.3923, 3981.. 4136, 17 6*54 .. 178 96, 



Seq. No. 30282 
Gene No. 62628 
Start 17655 

Name OJ990429_23 . 9924 . C2 . ol . tw 

Start 4481 
GI none 

Exons 4481.. 4708, 4553 .. 4 672,' 4571 . 

5567.. 5848, 5591.. 5917, 5663. 
5859. .5876, 5879.. 6190, 6023. 
6167. .6490, 6503.'. 6649 



Seq. ID OJ990429_23. 9924 . C2 
Strand 

End 21147 
Method TBLASTX : Wheat 
End 6649 
Score 60 

.4879, 4640. .4885, 4890. .5114, 
.5974, 5724. .5897, 5807. .6118, 
.6334, 6095. .6421, 6110. .6364, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30282 
62628 
17655 

OJ990429_23. 
4547 
none 
4547. 
4553. 
4889. 
4914. 
5321. 
5567. 



9924.C2.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 23. 9924. C2 



21147 
TBLASTX: 
6493 
63 



Soybean 



.4879, 
.4681, 
.5242, 
.5150, 
.5425, 
.6199, 



4550, 
4553, 
4889. 
4977. 
5375. 
5585. 



,4882, 4550, 

.4879, 4553, 

.5227, 4890. 

.5105, 4980. 

.5557, 5426. 

.6271, 5651. 



6003. .6188, 6149. .6223, 6149, 



,487-9, 4550. .4816, 

,4882, 4883. .5227, 

,5036, 4908. . 5144, 

,5147, 4991.. 5251, 

5560, 5429.. 5539, 

6352, 5723.. 6424, 

6487, 6227. .6493 



4553. .4888, 
4886. .5263, 
4913. .5236, 
4998. .5225, 
5564 . .6136, 
5795, = 6487, 



Seq. No. 



30282 



Seq. ID OJ990429_23.9924 .C2 



30186 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



62628 
17655 
OJ9904 
4550 
none 
4550. . 
4883. . 
4908. . 
5375. . 
5567. . 
5852. . 
5996. . 



29 23.9924.C2-.o2.tm 



4879, 4550.. 4669, 4553. 

5083, 4883.. 5038, 4889. 

5072, 4913.. 5026, 4986. 

5548, 5429. .5608, 5429. 

5830, 5576.. 6046, 5639. 

6340, 5864.. 6130, 5894. 

6478, 6005.. 6274, 6080. 



Strand 

End 21147 
Method TBLASTX : Mai ze 
End 64 93 

Score 71 

.4663, 4607. .4879, 4679. .4885, 
,5083, 4898. .5257, 4907. .5251, 
,5147, 4988. .5242, 5132. .5254, 
,5557, 55*64.. 5896, 5567.. 5839, 
,6118, 5708. .6190, 5792. .6262, 
,6334, 5936.. 6199, 5936.. 6406, 
,6349, 6212. .6493 



30282 
62628 
17655 

OJ990429_23.9924.C2.o2.tw 

5150 

none 

5150. .5428, 5196. .5429 



Seq. ID 

Strand 
End 

Method 

End 

Score 



30282 

62628 

17655 

OJ99042 

17655 

2130082 

17655. . 

protein 

recepto 

recepto 

gil 1586 

sativa] 



OJ990429_23.9924.C2 
21147 

TBLASTX: Wheat 

5429 

99 



OJ990429 23. 9924. C2 



Seq. ID 
Strand 

End 21147 
Method AAT/NAP 
End 21147 
Score 295 

18243, 21111. .21147 

kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 
r kinase-like protein [Oryza sativa] gi 12586085 (U72723) 
r kinase-like protein [Oryza longistaminata] 
408 Iprf M 2203451A receptor kinase-like protein [Oryza 



9_23.9924.C2.o2.np 



Seq. No. 30283 

Gene No. 62629 

Start 325 

Name OJ990429_23 . 9924 . C3 . ol . gs 

Start 325 

GI none 

Exons 325.. 392, 1346.. 1490, 1495. 
4496. .4736 



Seq. ID OJ990429_23. 9924 .C3 

Strand + 

End 5027 

Method GENSCAN 

End 4736 

Score . 4 
1711, 2697. .2889, 3164.. 3298, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



30283 Seq. ID 

62629 Strand 

325 End 

OJ990429_23. 9924.C3.o2.np Method 

2625 End 

6630699 Score 
2625.. 2972 

(AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990429_23.9924.C3 
+ 

5027 
AAT/NAP 
2972 
76 



30283 
62629 
325 



Seq. ID OJ990429_23.9924.C3 
Strand + 
End 5027 



30187 



Name 


OJ990429 23.9924.C3.o3.np 


Method 


AAT/NAP 




Start 


3099 


End 


5027 




GI 


6539570 


Score 


175 




Exons 


3099.. 3302, 3492.. 3565, 5000.. 5027 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




beg. NO. 


30283 


Seq. ID 


OJ990429 23.9924 


. C3 




62630 


Strand 








546 


End 


1875 




Name 


OJ990429 23.9924.C3.ol.np 


Method 


AAT/NAP 




jLdl L 


546 


End 


1875 




GI 


5922620 


Score 


440 




Exons 


546. .625, 1265. .1549, 1639 


. . 1875 






GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi | 6016853 |dbj IBAA85196. 1 | 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


30284 


Seq. ID 


OJ990429_23. 9924 


.C4 


Gene No. 


62631 


Strand 


+ 




btart 


209 


End 


481 




Name 


OJ990429 23.9924.C4.ol.gs 


Method 


GENSCAN 




.Start 


209 


End 


481 




GI 


none 


Score 


.57 




Exons 


209. .295, 434. .481 








Seq. No. 


30284 


Seq. ID 


OJ990429_23. 9924 


C4 


Gene No . 


62632 


Strand 






Of a y+- 


1408 


End 


1515 




Name 


OJ990429 23. 9924 .C4 .ol.np 


Method 


AAT/NAP 




Start 


1408 


End 


1515 




bl 


5922619 


Score 


69 




Exons 


1408. .1515 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6016852 | dbj IBAA85195.1 | 


(AP000570) 


hypothetical protein 




[Oryza satiya] 








Seq. No. 


30285 


Seq. ID 


OJ990429_23.9924. 


C5 


Gene No. 


62633 


Strand 


+ 




Start 


1 


End 


1191 




Name 


OJ990429 23. 9924. C5. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1185 






5734739 


Score 


818 




Exons 


1..235, 706. .1185 








GI Descrip. 


(AC007259) Similar to syntaxin [Arabidopsis thaliana] 




Seq. No. 


30285 


Seq. ID 


OJ990429_23.9924. 


C5 


Gene No. 


62633 


Strand 


•t 




bt art 


1 


End' 


1191 




Name 


OJ990429 23.9924.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


1010 




GI 


none 


Score 


239 




Exons 


1. .231, 2. .232/ 691. .1008, 


729. .1010 






Seq. No. 


30285 


Seq. ID 


OJ990429_23.9924. 


C5 


Gene No. 


62633 


Strand 


+ 





30188 



Start 1 

Name OJ990429_23 . 9924 . C5 . ol . tc 

Start 2 .-■ 

GI none 

Exons 2. .232, .13. .231, 688. .1107, 

Seq. No. 30285 

'Gene No. 62633 

Start 1 

Name OJ99042 9_23 . 9924 . C5 . ol . gs 

Start 44 

GI none 

Exons 44.. 235, 706.. 1191 

Seq. No. 30285 

Gene No. 62633 

Start 1 

Name OJ99042 9_23 . 9924 . C5 . ol . tm 

Start 673 

GI none 

Exons 673.. 1107, 711.. 1031 

Seq. No. 30285 

Gene No. 62633 

Start 1 

Name OJ99042 9_23 . 9924 . C5 . ol . tw 

Start 709 

GI none 

Exons 709.. 1086, 717.. 1085 

Seq. No. 30286 

Gene No. 62634 

Start 35 

Name OJ9904 29_23 . 9924 . C6 . ol . gs 

Start 35 

GI none 

Exons 35.. 511 



End 

Method 
End 
Score 
708. .1106 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1191 

TBLASTX: Cress 

1107 

231 



OJ990429_23.9924.C5 
+ 

1191 
GENSCAN 
1191 
.68 



OJ990429_23.9924.C5 
+ 

1191 

TBLASTX: Maize 

1107 

403 



OJ990429_23.9924.C5 
+ 

1191 

TBLASTX: Wheat 

1086** 

356 



OJ990429_23.9924.C6 
511 

GENSCAN 

511 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



30287 
62635 
278 

OJ990429_23. 9924 .C7 .ol.gs 

278 

none 

278. .349, 1032. .1157 

30287 
62636 
1895 

OJ990429_23.9924.C7.o2.gs 

1895 

none 

1895. .2021, 2147. .2220 

30287 
62637 
7028 



Seq. ID 

Strand 

End 

Method 
End 

Score 



Seq. ID 
Strand 
-j End 
Method 
End 
Score 



Seq. ID 

Strand 

End 



OJ990429_23.9924.C7 
+ 

1157 
GENSCAN 
1157 
.73 



OJ990429_23. 9924 .C7 
+ 

2220 
GENSCAN 
2220 
.85 



OJ990429_23.9924.C7 
+ 

7570 



30189 



Name 

Start 

GI 

Exons 



OJ990429_23. 9924 .C7.o3.gs 
7028 



none 
7028, 



.7570 



Method GENSCAN 
End 7570 
Score . 97 



Seq. No. 30287 Seq. ID 

Gene No. 62 638 Strand 

Start 10489 End 

Name OJ990429_23 . 9924 . C7 . o4 . gs Method 

Start 10489 End 

GI none Score 

Exons 10489. . 10644 



OJ990429_23.9924.C7 
+ 

10644 
GENSCAN 
10644 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30287 Seq. ID OJ990429 23. 9924. C7 

62639 Strand 
10550 End 
OJ990429_23 . 9924 . C7 . ol . gp Method 
10550 End 
87037_1.R1084 Score 
10550. .10980 

'5902363/gb|AAD55465.1|AC009322_5 2.0e-40 (AC009322) Putative 
coatomer protein complex, subunit beta 2 {beta prime) 
[Arabidopsis thaliana] ' 



OJ990429_23.9924, 
+ 

10980 
AAT/GAP 
10980 
802 



30287 
62640 
11936 

OJ990429_23.9924.C7.o5.gs 
11936 
none 
11936. 
15387. 
16627. 



12031, 12098. .12253, 
15514, 15692. .15787, 
16756 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12431. .12813, 
15841. .15954, 



OJ990429_23.9924. 
+ 

16965 
GENSCAN 
16756 
.64 

15191. .15330, 
16515. . 16551, 



C7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990429 23. 9924. C7 



30287 
62640 
11936 

OJ99042 9_23.9924 .C7.o3.np 
12431 
2462835 
12431. . 12609 

(AF000657) hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

16965 
AAT/NAP 
12609 
100 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429__23. 9924 .C7 
+ 



30287 
62640 
11936 

OJ990429_23. 9924.C7.o2.gp 
15286 
3760098 

15286. . 15330, 15618. . 15638, 
16515. .16551, 16627. .16862 

5902363/gb|AAD55465.1|AC009322_5 2.0e-40 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
TArabidoosis thaliana] 



16965 
AAT/GAP 
16862 
711 



15726. .15787, 15900 .. 15954 , 



Seq. No. 
Gene No. 



30287 
62640 



Seq. ID OJ990429_23. 9924 ,C7 
Strand + 



30190 



Start 


I 1 (1 1 £ 

I I y jo 




End 


16965 




Name 


OJ990429 23. 9924. C7 


. o 4 . np 


Method 


AAT/NAP 




Start 


15615 




End 


16965 




GI 


5902363 




Score 


725 




Exons 


15615. .15638, 15726 


. . 15787, 


15900. . 15954, 16515. . 16551, 






16627. .16965 










GI Descrip. 


(AC009322) Putative 


coatomer protein 


complex, subunit beta 2 




(beta prime) [Arabidopsis thaliana] 






Seq. No. 


30287 




Seq. ID 


OJ990429_23. 9924 


.C7 


Gene No. 


62641 




Strand 






Start 


919 




End 


1293 




Name 


OJ990429 23. 9924. C7 


. ol . np 


Method 


AAT/NAP 




Start 


919 




End 


1293 




GI 


2435542 




Score 


71 




Exons 


919. .1077, 1195. . 1293 








GI Descrip. 


(AF026204) No definition line found [Caenorhabditis elegans] 


Seq. No. 


30287 




Seq. ID 


OJ990429_23.9924 


.C7 


Gene No. 


62642 




Strand 






Start 


12431 




End 


12628 




Name 


OJ990429 23. 9924. C7 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12431 




End 


12628 




GI 


none 




Score 


190 




Exons - 


12431. .12628, 12475 


; .12606 








Seq. No. 


30287 




Seq. ID 


OJ990429_23.9924 


,C7 


Gene No. 


6264 3 




Strand 






Start 


15723 




End 


16965 




Name 


OJ990429 23. 9924. C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


15723 




End 


16957 




GI 


none 




Score 


81 




Exons 


15723. .15788, 15746 


. .15787, 


15900. .1598 6, 15901. .15987, 






16610. .16789, 16626 


. .16838, 


16626. . 16955, 16859. .16957 




Seq. No. 


30287 




Seq. ID 


OJ990429_23.9924 


.C7 


Gene No. 


62643 




Strand 






Start 


15723 




End 


16965 




Name 


OJ990429 23. 9924. C7 . 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


16653 




■ End 


16964 




GI 


none 




Score 


98 




Exons 


16653. .16808, 16692, 


. .16955, 


16692. . 16964, 16694 . . 16957, 






16779. .16832, 16848, 


. .16907 








Seq. No. 


30287 




Seq. ID 


OJ990429_23. 9924 


.C7 


Gene No. 


62643 




Strand 






Start 


15723 




End 


16965 




Name 


OJ990429 23. 9924. C7. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16688, 




End 


16965 




GI 


none 




Score 


452 




Exons 


16688. .16951, 16689. 


. .16955, 


16692. . 16964, 16693. . 16965 




Seq. No. 


30287 




Seq. ID 


OJ990429_23. 9924 


.C7 


Gene No. 


62643 




.Strand 






Start 


15723 




End 


16965 




Name 


OJ990429 23. 9924. CI. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


16710 




End 


16957 





30191 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 185 

16710. .16952, 16714. .16953, 16715. .16957, 16868. .16957 



30288 
62644 
1 

OJ990429_23. 9924.C8.ol.np 
1 

6453853 
1..184, 1271. .1315 

(AC011717) putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



Seq. ID OJ990429_23.9924.C8 

Strand + 

End 1315 

Method AAT/NAP 

End 1315 

Score 270 



30288 
62644 
1 

OJ990429_23. 9924 .C8.ol.tc 
18 

none 

18. .200, 35. .187, 1263. .1313 



Seq. No. 30288 

Gene No. 62644 

Start 1 

Name OJ990429_23 . 9324 . C8 . ol . ts 

Start 18 

GI none 

Exons 18.. 200, 35.. 187, 1263.. 1313 



Seq. ID OJ990429_23. 9924 .C8 

Strand + 

End 1315 

Method TBLASTX : Cress . 

End 1313 

Score 249 



Seq. ID OJ990429_23. 9924 .C8 

Strand + 

End 1315 

Method TBLASTX : Soybean 

End 1313 

Score 262 



Seq. No. 30288 Seq. ID 

Gene No. 62644 Strand 

Start 1 End 

Name OJ9904 29_23 . 9924 . C8 . ol . tm Method 

Start 18 End 

GI none Score 
Exons 



OJ990429_23.9924.C8 
+ 

1315 

TBLASTX: Maize 

1314 

129 



18. .125, 33. .113, 77. .187, 108. .200, 1263. .1313, 1264. .1314 



Seq. No. 30289 

Gene No. 62645 

Start 2344 

Name OJ990429_23 . 9924 . C10 . ol . gp 

Start 2344 

GI 7406_1.R1084 

Exons 2344.. 2745 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990429_23. 9924 .C10 

Strand + 

End 2745 

Method AAT/GAP 

End 2745 

Score 64 6 



30289 
62646 
587 

OJ990429_23. 9924. CIO. ol.gs 

587 

none 



Seq. ID OJ990429_23. 9924. C10 
Strand 

End 1418 

Method GENSCAN 

End 1418 

Score .69 



587. .711, 1094. .1181, 1347. .1418 



Seq. No. 
Gene No. 



30289 
62647 



Seq. ID OJ990429_23. 9924. C10 
Strand 



30192 



# 



Start 
Name 
Start 
GI 

Exons 



2353 End 5312 

OJ990429_23 . 9924 . CIO . o2 . gs Method GENSCAN 
2353 End 5169 

none Score . 68 

2353. .2475, 3805. .3922, 3927. .3974, 4038. .4169, 4270. .4325, 
4416. .4513, 4545. .4665, 4758. .5016, 5093. .5169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30289 
62647 
2353 

OJ990429_23. 9924 .C10. ol.np 

3688 

5441880 



OJ990429 23. 9924. ClO^ 



Seq. ID 
Strand 

End 5312 
Method AAT/NAP 
End 5312 
Score 1489 

3688. .3922, 4038. .4169, 4416. .4513, 4758. .5016, 5093. .5312 
(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30289 Seq. ID OJ990429_23 . 9924 . C10 

62647 Strand 

2353 End 5312 

OJ990429_23. 9924 .C10. o2.gp Method AAT/GAP 

4766 End 5265 

LIB3475-007-P1-K1-G8 Score 793 

4766. .5016, 5093. .5265 - 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds - to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



30290 Seq. ID 

62648 Strand 

6326 End 
OJ990429_23. 9924 .Cll.o3.np Method 

6290 End 

6862937 Score 
6290. .7315 

(AC019018) putative lipase [Arabidopsis thaliana] 



OJ990429_23.9924.C11 
+ 

7357 
AAT/NAP 
7315 
1055 



30290 Seq. ID 

62648 Strand 

6326 End 
OJ990429_23. 9924 .Cll.o2 . gs Method 

6326 End 

none Score 
6326. .7357 



OJ990429_23. 9924 .Cll 
+ 

7357 
GENSCAN 
7357 
1 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



30290 
62649 
502 

OJ990429_23. 9924. Cll. ol.np 
502 

5441880 



OJ990429 23. 9924. Cll 



Seq. ID 
Strand 

End 3736 
Method AAT/NAP 
End 3736 
Score 3124 

502. .881, 987. .1137, 1696. .2011, 2255. .2286, 2731. .3736 
(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



30193 



Seq. No. 30290 

Gene No. 62649 

Start 502 

.Name OJ990429_23 . 9924 . Cll . ol . gp 

Start 2701 

GI 5701669 

Exons 2701.. 3132 

GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 



Seq. ID OJ990429_23. 9924. Cll 
Strand 

End 3736 

Method AAT/GAP 

End 3132 

Score 845 





transposon MuDR mudrA protein 


. (AC003981) [Oryza sativa] 


Seq. No. 


30290 




Seq. ID 


OJ990429_23. 9924. Cll 


Gene No. 


f~ O f c o 

62 650 




Strand 




Start 


3749 




End 


4804 


Name 


OJ990429 23. 9924. Cll. o2 


.np 


Method 


AAT/NAP 


otart 


3749 




End 


4804 


GI 


6721543 




Score 


166 


Exons 


3749. .3865, 4678. .4804 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


30290 




Seq. ID 


OJ990429_23. 9924 .Cll 


Gene No. 


62650 




Strand 




Start 


3749 




End 


4804 


Name 


OJ990429 23. 9924. Cll. o2 


.gp 


Method 


AAT/GAP 


Start 


4642 




End 


4790 


GI 


. 7406 1.R1084 




Score 


230 


Exons 


4642. .4790 








GI Descrip. 


, 1122315/emb|CAA63901 1 


7.0e-10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 








Seq. No. 


30290 




Seq. ID 


OJ990429_23. 9924. Cll 


Gene No . 


62651 




Strand 




Start 


6245 




End 


6446 


Name 


OJ990429 23. 9924. Cll. o3 


.gp 


Method 


AAT/GAP 


Start 


6245 




End 


6446 


GI 


none 




Score 


376 


Exons ■ 


f O A C /* A A f 

6245 . .6446 








Seq. No. 


30290 




Seq. ID 


OJ990429_23. 9924. Cll 


Gene No. 


62652 




Strand 




Start 


8592 




End 


9143 


Name 


OJ990429 23. 9924. Cll. o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


392 




End 


823 


GI 


none 




Score 


99 


Exons 


392. .424, 542. .577, 632 


. .760, 


642. .761, 


770. .823 


Seq. No. 


30290 




Seq. ID 


OJ990429_23. 9924. Cll 


Gene No. 


62652 




Strand 




Start 


8592 




End 


9143 


Name 


OJ990429 23. 9924. Cll. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2501 




End 


2881 


GI 


none 




Score 


79 


Exons 


2501. .2677, 2531. .2677, 


2562. . 


2681, 2675. .2872, 2687. .2881 


Seq. No. 


30290 




Seq. ID 


OJ990429_23. 9924. Cll 


Gene No. 


62652 




Strand 




Start 


8592 




End 


9143 



30194 




Name 


OJ990429 23 


. 9924 


. Cll . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2579 








End 


3175 


GI 


none 








Score 


151 


Exons 


25 /9 . . 2650, 


2/14 


. . 3013, 


OTIC 

2775 . 


.2996, 3047. .3175, 3069. .3167 


Seq. No. 


3U2 90 








Seq. ID 


OJ990429_23. 9924 .Cll 


Gene No. 


62652 








Strand 




Start 


8592 








End_ 


9143 


Name 




. y yz 4 


. Ll 1 . Ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


c o /- c 
DODD 








End 


7300 


GI 


none 








Score 


41 


Exons 


DODO. . D 3 9 / , 


boo 9 


. . 6484 , 


6503 . 


.6805, 6503. .6622, 6673. .6804, 




/*01 1 HI yl Q 

boll . . /14y , 


bo 12 


*i *3 rt n 


6911 . 


.7267 




Seq. No. 


*3 A O O A 

30290 








Seq. ID 


OJ990429_23. 9924. Cll 


Gene No. 


62652 








Strand 




Start 


8592 








End 


9143. . 


Name . 


ujyyu4zy zo 




oil «i 
. Oil . Ol 


tc 


Method 


TBLASTX: Cress 


Start 


a *3 o n 
bib 9 








End 


6955 


GI 


none 








Score 


105 


Exons 


63o 9 . .6505, 


64 93 


r r r\ n 

. . 6609, 


6494 . 


.6805, 6670. .6804, 6812. .6955, 




bo 1 / . . b9ol 












beq. no. 










Seq. ID 


OJ990429_23. 9924. Cll 


Gene No. 


62652 








Strand 




Start 


8592 








End 


9143 


Name 


OJ990429 23 


.9924 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6503 








End 


7285 


GI 


none 








Score 


179 


Exons 


6503. .6799, 


6812 


. . 6868, 


6926. 


.7285 





Seq. No. 30290 Seq. ID 

Gene No. 62652 Strand 

Start 8592 End 

Name OJ990429_23 . 9924 . Cll . o3 . tw : Method 

Start 6569 End 

GI none Score 

Exons 6569.. 6799, 6676.. 6798, 6806.. 7000' 



OJ990429_23. 9924. Cll 
9143 

TBLASTX: Wheat 
7000 

155' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30290 
62 652 
8592 . . 

OJ990429_23. 9924 .Cll. o2 . tc 

6962 

none 



Seq. ID OJ990429_23. 9924. Cll 
Strand 
End 

Method 
End 
Score 



9143 

TBLASTX: Cress 

7300 

74 



6962. .7039, 7093. .7137, 7094. .7300, 7157. .7267 



Seq. No. 30290 Seq. ID 

Gene No. . 62652 Strand 

Start 8592 End 

Name OJ 99042 9_2 3. 9924. Cll. o3.gs Me t hod 

Start 8592 End 

GI none Score 

Exons 8592.. 8729, 9036.. 9143 



OJ990429_23. 9924. Cll 

9143 
GEN SCAN 
9143 
.71 



Seq. No. 
Gene No. 



30291 
62653 



Seq. ID OJ990429_23. 9924 .C13 
Strand + 



30195 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



438 



End 

Method 
End 
Score 



681 

AAT/NAP 
681 
42 



OJ990429_23. 9924.C13.ol.np 

438 

2498930 
438. .681 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog " [Drosophila melanogaster ] 



30291 Seq. ID 

62653 Strand 

438 End 
OJ990429_23. 9924 .C13.ol.gs Method 

44 9 End 

none Score 
449. .508 



OJ990429_23.9924.C13 
+ 

681 

GENSCAN 

508 

.99 



Seq. No. 30292 Seq. ID 

Gene No. 62654 Strand 

Start 178 End 

Name OJ990429_23 . 9924 . C14 . ol . gp Method 

Start 178 End 

GI 17063_1.R1084 Score 

Exons 178. .352, 674. .763 ' 

GI Descrip. 1 5902363/gb | AAD55465 . 1 | AC009322_5 2.0e-40 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 



OJ990429_23.9924.C14 
+ 

763 

AAT/GAP 

763 

402 





[Arabidopsis thaliana] 1 






Seq. No. 


30292 


Seq. ID 


OJ990429 23.9924.C14 


Gene No. 


62654 


Strand 


+ 


Start 


178 


End 


763 


Name 


OJ990429 23. 9924 .C14 .ol.gs 


Method 


GENSCAN 


Start 


184 


End 


333 


GI 


none 


Score 


.96 


Exons 


184. .333 






Seq. No. 


30292 


Seq. ID 


OJ990429_23. 9924 .C14 


Gene No. 


62654 


Strand 


+ 


Start 


178 


End 


763 


Name 


OJ990429 23.9924.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


190 


End 


716 


GI 


none 


Score 


65 


Exons 


190. .243, 190. .252, 220. .252, 


232. .351 


, 232. .321, 252. .353, 




270. .353, 675. .716 






Seq. No. 


30293 


Seq. ID 


OJ990429_23. 9924 .C15 


Gene No. 


62655 


Strand 


+ 


Start 


1 


End 


2923 


Name 


OJ990429 23.9924.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2923 


GI 


6453853 


Score 


1256 


Exons 


1..29, 181. .328, 419. .493, 582. .758, 8 


54. .945, 1026. .1142, 




1218. .1332, 1414. .1485, 2492. 


.2688, 27 


88. .2923 


GI Descrip. 


(AC011717) putative coatomer 


protein complex, subunit beta 2 




(beta prime) [Arabidopsis thaliana] 




Seq. No. 


30293 


Seq. ID 


OJ990429_23. 9924 .C15 


Gene No. 


62655 


Strand 


+ 



30196 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990429_23. 9924 .C15.ol.tc 

149 

none 



End 

Method 

End 

Score 



2923 

TBLASTX: Cress 

1341 

206 



149. .319, 182. .328, 187. .327, 415. .519, 419. .493, 576. .764, 
631. .741, 671. .766, 692. .766, 843. .905, 851. .907, 853. .909, 
873.. 917, 893.. 943, 1023.. 1142, 1030.. 1140, 1215.. 1301, 
1216. .1302, 1216. .1329, 1297. .1341 



30293 
62655 
1 

OJ99042 
182 
none 
182 
576 
853 
1185. .1 
2481. .2 
2785. .2 



,32 
,76 
,94 



9 23.9924.C15.ol.tm 



8, 182. 

4, 583. 

5, 853. 



OJ990429_23. 9924 .C15 
+ 

2923 

TBLASTX: Maize 

2890 

221 



Seq. ID 
Strand 
End 

Method 
End 
Score 

325, 186. .326, 187. .327, 415. .492, 419. .493, 
744, 665. .769, 840. .944, 851. .943, 851. .949, 
951, 1023.. 1157, 1024.. 1155, 1165.. 1323, 
343, 1216. .1332, 1411. .1500, 1412. .1453, 1416. .1505, 
573, 2489. .2686, 2491. .2688, 2500. .2688, 2616. .2723, 
883, 2786. .2890, 2790. .2885 



30293 
62655 
1 

OJ99042 9_23.9924 .C15.ol.ts 
182 
none 



Seq. ID OJ990429_23. 9924 .C15 
Strand + 
End 2923 
Method TBLASTX : Soybean 
End 2884 
Score 216 

182. .328, 187. .327, 197. .328, 410. .508, 415. .519, 419. .493, 
576. .764, 627. .764, 647. .766, 851. .943, 853. .945, 867. .944, 
1023. .1157, 1024. .1155, 1027. .1206, 1215. .1328, 1216. .1332, 
1411. .1500, 1416. .1505, 2468. .2686, 2491. .2688, 2499. .2693, 
2785. .2883, 2786. .2884 



30293 Seq. ID 

62655 Strand 

1 End 
OJ990429_23.9924 .C15.o3.tw Method 

185 End 

none Score 

185. .328, 187. .324 



OJ990429_23.9924.C15 
+ 

2923 

TBLASTX: Wheat 

328 

207 



30293 
62655 
1 

OJ990429_23. 9924 .C15.ol.gs 

299 

none 

299..328, 419. .493, 582. .758, 
1414. .1485, 2492. .2688, 2788. 



Seq. ID OJ990429_23.9924.C15 

Strand + 

End 2923 

Method GENSCAN 

End 2881 

Score .88 

854. .945, 1026. .1142, 1218. .1323, 
.2881 



30293 Seq. ID 

62655 Strand 

1 End 

OJ990429_23.9924 .C15.ol.tw Method 

418 End 

none Score 



OJ990429_23.9924.C15 
+ 

292.3 

TBLASTX: Wheat 

1334 

125 



30197 



Exons 



418. .492, 419. .493, 419. .493, 423. .515, 424. .516, 576.-764, 
579. .722, 586. .744, 668. .766, 851. .943, 853. .945, 853.-945, 
869. .946, 1023. .1142, 1024. .1137, 1033. .1155, 1165. .1332, 
1173. . 1334, 1216. . 1329 



Seq. No. 30293 Seq. ID 

Gene No. 62655 Strand 

Start 1 End 

Name OJ990429_23 . 9924 . C15 . ol . gp Method 

Start 591 End 

GI LIB3475-001-P1-K2-C6 Score 

Exons 591.. 758, 854.. 945, 1026.. 1089 

GI Descrip. ' 5902363/gb | AAD55465 . 1 | AC009322_5 3.0e-43 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



OJ990429_23. 9924 .C15 
+ 

2923 
AAT/GAP 
1089 
584 



Seq. No. 30293 

Gene No. 62655 

Start 1 

Name OJ99042 9_23 . 9924 . C15 . o2 . gp 

Start 1301 

GI 17063_1.R1084 

Exons 1301. .1332, 1414. .1485, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End- 
Score 

2492. .2688, 2788.-2923 
'5902363/gb|AAD55465.1|AC009322_5 2.0e-40 (AC009322) Mutative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thaliana] 1 



OJ990429_23. 9924 .C15 
+ 

2923 
AAT/GAP 
2923 
685 



Seq. No. 30293 

Gene No. 62655 

Start 1 

Name OJ990429_23 . 9924 . C15 . o2 . tw 

Start 2303 

GI none 

Exons 2303.. 2425, 2611.. 2688, 2612. 

2772. .2867, 2783. .2875, 2784. 

Seq. No. 30293 

Gene No. 62655 

Start 1 

Name OJ99042 9_23 . 9924 . C15 . o2 . tc 

Start 2582 

GI none 

Exons 2582..2686, 2585.-2674, 2599., 
2786. .2884 



Seq. ID OJ990429_23.9924.C15 

Strand + 

End 2923 

Method TBLASTX : Wheat 

End 2884 

Score 116 

.2686, 2614. .2688, 2767.-2868, 
.2882, 2785. .2883, 2786.-2884 

Seq. ID OJ990429_23.9924.C15 

Strand + 

End 2923 

Method TBLASTX: Cress 

End 2884 

Score 138 

.2688, 2783. .2881, 2785. .2883, 



Seq. No. 30294 Seq. ID 

Gene No. 62656 Strand 

Start 1 End 

Name OJ990429_23 . 9924 . C16 . ol . gp Method 

Start 1 End 

GI 17063_1.R1084 • Score 

Exons 1..48, 148. .241, 718. .824, 1101. .1236, 

2103. .2385, 2856. .2888 
GI Descrip. ' 5902363/gb i AAD554 65 . 1 | AC009322_5 2.0e-40 (AC00932?) Putative 

coatomer protein complex, subunit beta 2 (beta prime) 

[Arabidopsis thaliana] 1 



OJ990429_23.9924.C16 
+ 

9206 
AAT/QAP 
2888 
1532 

1478.. 1646, 1957.. 2022, 



30198 



+ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30294 Seq. ID 

62656 Strand 

1 End 

OJ9904 29_23. 9924 .C16.ol . np Method 

1 End 

6453853 Score 



OJ990429__23.9924.C16 
+ 

9206 
AAT/NAP 
1618 
342 



1. .48, .148. .241, 718. .824, 1101. .1256, 1456. .1618 

(AC011717) putative coatomer protein complex, subunit beta 2 

(beta prime) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30294 
62656 
1 

OJ9904 
1 

none 
1. .48, 
718. .8 
1195. . 
1484 . . 
1955. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.250, 714. 
1191, 1097 

1239, 1208. .1237, 1451. .1534, 1451. .1531, 1457. .1546, 
1537, 1526. .1615, 1526. .1597, 1546. .1620, 1557. .1604, 
2044, 2134. .2196, 2199. .2264, 2200. .2262 



29 23.9924.C16.o4.tm 



2. .46, 145. .243, 146, 
31, 1068. .1190, 1093.. 



OJ990429_23. 9924 .CI 6 
+ 

9206 

TBLASTX : Maize 
2264 
75 

806, 715. .825, 717. .812, 
1201, 1099. .1212, 



Seq: No. 30294 Seq. ID 

Gene No. 62656 " Strand 

Start „ 1 End 

Name OJ990429_23 . 9924 . C16 . o2 . ts Method 

Start 2 End 

GI none Score 
Exons 



2. .46, 145. .243, 146. .244, 717. .830, 717 
1084. .1188, 1110. .1187, 1213. .1242, 1472 
6807.. 6923, 6839.. 6919, 8125.. 8202, 8126 
8504. .8680, 8520. .8681, 8526. .8681, 8759 
9165. .9206, 9171. .9206 



OJ990429_23. 9924 .C16 
+ 

9206 

TBLASTX: Soybean 

9206 

71 

.803, 718. .831, 
.1612, 1547. .1612, 
.8206, 8127. .8195, 
.8827, 8764. .8823, 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name OJ990429_2'3 . 9924 . CI 6 . ol . gs 

Start 148 

GI none 

Exons 148.. 241, 718.. 824, 1101.. 1236, 147* 
4312. .4623 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method GEN SCAN 

End 4 623 

Score .54 

1598, 3483. .3991, 



Seq. No. 30294 Seq. ID OJ990429_23 . 9924 . C16 

Gene No. 62656 Strand + 

Start 1 End 9206 

Name OJ990429_23 . 9924 . C16 . o2 . np Method AAT/NAP 

Start 3498 End 5830 

V GI 6466937 Score 725 

Exons 3498.. 4668, 5805.. 5830 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name OJ990429 23 . 9924 . C16 . o2 . tm 



Seq, ID O-J990429 23.9924.C16 

Strand + ~~ 

End 9206 

Method TBLASTX : Mai ze 



30199 



# 



Start 
GI 

Exons 



3554 End 4107 

none Score 439 

3554. .3991, 3557. .3769, 3580. .3786, 3820. .3987, 3975. .4106, 

3981. .4106, 3991. .4107 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name OJ99042 9_23 . 9924 . CI 6 . o3 . ts 

Start 3554 

GI none 

Exons 35S4..3877, 3565.. 3786 



Seq. ID OJ990429_23.9924.C16 

Strand + 

End 9206 

Method TBLASTX : Soybean 

End 3877 

Score 260 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name OJ990429_23 . 9924 . C16 . o2 . tw 

Start 3725 

GI none 

Exons 3725-/3988, 3820.. 3960 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method TBLASTX : Wheat 

End 3988 

Score 222 



Seq. No. 30294 
Gene No. .' 62656 

Start 1 

Name OJ990429_23 . 9924 . C16 . o3 . tm 

Start 4179 

GI none 
Exons 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End • 9206 

Method TBLASTX: Maize 

End .4868 

Score 277 



4179. .4412, 4192. .4515, 4237. .4473, 4614. .4679, 4734. .4868, 
4735. .4803 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name OJ99042 9_23 . 9924 . CI 6 . ol . tw 

Start 4198 

GI none 

Exons 4198.. 4521, 4212.. 4484 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method TBLASTX : Wheat 

End 4521 

Score 269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30294 
62656 ■ 
1 

OJ9904 29_23. 9924 .C16.o2.gp 
4972 
3760098 



Seq. ID OJ990429_23. 9924 .C16 
Strand + 

9206 
AAT/GAP 
6643 
951 



End 

Method 
End 
Score 

4972. .5111, 5404. .5424, 5514 . .5575, 5687. .5741, 6299. .6335, 
6408. . 6643 

5902363/gb|AAD55465.1|AC009322_5 2.0e-40 (AC009322) Putative 
coatomer protein complex, subunit beta 2 (beta prime) 
[Arabidopsis thalianaj 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name ' OJ990429_23 . 9924 . C16 . o2 . as 

Start 5379 

GI none 
Exons 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method GENSCAN 

End 8827 

Score .74 



5379. .5424, 5488. .5575, 5687. .5741, 6299. .6335, 6408. .6733, 



30200 



♦ 



6831. .6962, 8041. .8201, 8528. .8678, 8762. .8827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30294 
62656 
1 

OJ990429_23.9924 .C16.o3.np 
5401 
5902363 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429_23. 9924 .C16 
+ 



9206 
AAT/NAP 
9206 
1510 .. 

5401. .5424, 5514. .5575, 5687. .5741, 6299. .6335, 6408. .6733, ■ 
6831. .6962, 7032. .7180, 8133. .8201, 8528. .8675, 8762. .8827, 
9169. .9206 

(AC009322) Putative coatomer protein complex, subunit beta 2 
(beta prime) [Arabidopsis thaliana] 



30294 
62656 
1 

OJ99042 9_23.9924.C16.ol.ts 

5511 

none 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method TBLASTX : Soybean 

End 7202 

Score 77 



5511. .5576, 5534. .5575, 5679. .5741, 5688. .5774, 6407. .6619, 
6407. .6736, 6422. .6553, 6602. .6745, 6606. .6746, 6640. '.6747, 
6924. .6965, 7032. .7166, 7053. .7121, 7089. .7202, 7131. .7163 



Seq. No. 30294 

Gene No. ' 62656 

Start " 1 

Name OJ99042 9_23 . 9-924 . C16 . ol . tm 

Start 6434 

GI none 

Exons 6434.. 6589, 6473.. 6736, 6473. 

6629. .6688, 6828. .6977, 6828. 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method TBLASTX: Maize 

End 7163 

Score 97 

.6745, 6475.. 6738, 6560.. 6613, 
.6962, 6833. .6964, 7014. .7148, 



7029. .7163, 7030. .7149, 7031. .7147 



Seq. No. 30294 

Gene No. 62656 

Start 1 

Name OJ990429_23 . 9924 . C16<. ol . tc 

Start 6469 

GI none 

Exons 6469.. 6732, 6470.. 6736, 6473. 

6828. .6953, 6833. .6958, 6924. 



Seq. ID OJ990429_23. 9924.C16 

Strand + 

End 9206 

Method TBLASTX : Cress 

End 7163 

Score 452 

.6745, 6474. .6746, 6828. .6956, 
.6965, 7029. .7163, 7053. .7115 



Seq. No. 30294 

Gene No. 62656 

Start . 1 

Name OJ9904 29_23 . 9924 . CI 6 . o3 . tw 

Start 6491 

GI none -> 

Exons 6491.. 6733, 6495.. 6734, 6496. 
6649. .6771 



Seq. ID OJ990429_23. 9924 .C16 

Strand + 

End 9206 

Method TBLASTX : Wheat 

End 6771 

Score 185 

.6738, 6497. .6763, 6504. .6764, 



Seq. No. 30295 Seq. ID 

Gene No. 62657 Strand 

Start 11269 End 

Name OJ990429_23 . 9924 . C18 . o2 . gs Method 

Start 11269 End 



OJ990429_23. 9924. Clf 
+ 

19388 

GENSCAN 

19049 



30201 




GI 


none 


Score 


.5 




Exons 


11269. .11327, 12061. .12189, 


12253. .12428, 13649 


. .13791, 




138 66 .. 14217 , 14311 .. 14338 , 


16358. .16470, 16499 


. . 16583, 




16994 .. 17068, 17 17 6 .. 17357 , 


17597. .17717, 18836 


. . 19049 


Seq. No. 


3Uz9o 


Seq. ID 


OJ990429 


_23. 9924 .C18 


Gene No. 


62657 


Strand 


+ 




Start 


11269 


End 


19388 




Name 


OJ990429 23.9924.C18.o2.np 


Method 


AAT/NAP 




Start 


14476 


End 


18128 




GI 


6815109 


Score 


179 




Exons 


14476. .14509, 1564 9 .. 15859, 


18087. .18128 




GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30295 


Seq. ID 


OJ990429 


23. 9924 .C18 


Gene No. 


62657 


Strand 


+ 




Start 


11269 


End 


19388 




Name 


OJ990429 23.9924.C18.o3.np 


Method 


AAT/NAP 




Start 


15277 


End 


19388 




GI 


5042454 


Score 


329 




Exons 


15277. .15327, 16143 .. 16192, 


17080. . 17468, 19336 


. 19388 


GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


30295 


Seq. ID 


OJ990429_ 


_23. 9924 .C18 


Gene No. 


62658 


Strand 








282 


End 


10900 




Name 


OJ990429 23.9924.C18.ol.gp 


Method 


AAT/GAP 




Start 


282 


End 


4380 




GI 


10522 1.R1084 


Score 


2661 




Exons 


282. .939, 1438. .1501, 1588. 


.1714, 2034, 


.2183, 2269. .2373, 




3949. .4119, 4216. .4380 








GI Descrip. 


, 54 41880/dbj | BAA82378.il 5. 


0e-75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 30295 
Gene No. 62658 
Start 282 

Name OJ990429_23 . 9924 . C18 . ol . np 

Start 718 

GI 4584540 

Exons 718.. 1017, 2033.. 2138, 2287. 

4364. .4474, 4541. .4718, 4973 
5709.. 5770, 5854.. 5952, 8393 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 23.9924.C18 



10900 
AAT/NAP 
8533 
444 

,2373, 3949. .4090, 4225.. 
..5143, 5180. .5380, 5536. 
,8533 



GI Descrip. (AL04 9608) putative protein [Arabidopsis thaliana] 



4318, 
.5622, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30295 
62658 
282 

OJ990429_23.9924.C18.ol.gs 
826 



none 
826. . 
4224. 
8435, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

939, 1438.. 1501, 1588.. 1714, 2034. 
.4706, 4858.. 5412, 5529.. 5622. SR54 , s 5 94 1 - 7846: =8052,- 
.8575, 8709. .8825, 8883. .9177, 10127 .. 1014 6, 10840. .10900 



OJ990429_23.9924.C18 

10900 
GEN SCAN 
10900 
.89 

.2183, 3949. .4119, 



Seq. No. 30295 Seq. ID OJ990429_23 . 9924 . C18 

30202 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62659 
16980 
OJ99042 
609 
none 
609. .67 
836. .88 
1569. . 1 
2080. .2 
3949. .4 
4284. .4 
4605. .4 



9 23.9924.C18.o2.tm 



19388 

TBLASTX: Maize 

4665 

54 



Strand 
End 

_ Method 

End 
Score 

7, 613. .669, 697. .756, 700. .768, 701. .778, 834. .881, 
0, 838. .915, 838. .882, 860. .919, 1471. .1494, 1473. .1499, 
709, 1569. .1700, 1588. .1728, 2036. .2158, 2037. .2090, 
103, 2157. .2189, 2163. .2189, 2281. .2373, 2282.. 2374, 
014, 3949. .4119, 3962. .4120, 4282. .4461, 4283. .4462, 
463, 4461. .4523, 4481. .4525, 4601. .4660, 4603. .4665, 
664 



Seq. No. 30295 

Gene No. 62659 

Start 16980 

Name OJ990429_23 . 9924 . C18 . o3 . tm 

Start 4863 

GI none 

Exons 4863. .4916, 4867. .4917, 4867. 

4973. .5017, 5002. .5193, 5003. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 23.9924.C18 



19388 

TBLASTX: Maize 
5194 
56 

.4896, 4969. .5022, 4969. .5016, 
,5194 



Seq. No. 30295 
Gene No. 62659 
Start 16980 

Name OJ990429_23 . 9924 . C18 . ol . tm 

Start 5196 
GI none 

Exons 5196.. 5339, 5197.. 5340, 5202, 

5344. .5412, 5527. .5625, 5529. 
5710. .5772, 5711. .5773, 5711. 
5854. .5955, 6081. .6167, 6088. 
8435. .8521, 8435. .8548 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5339, 5322 
.5633, 5529 



OJ990429 23.9924.C18 



19388 

TBLASTX: Maize 
8548 
186 

5414, 5341. 
5624, 5709. 



.5770, 5816. 
.6174, 6089. 



,5935, 5825. 



,5415, 
,5771, 
,5968, 



,6148, 8433. .8510, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



30295 
62659 
16980 

OJ990429_23. 9924 .C18 .ol.ts 

5556 

none 

5556. .5624, 5557. .5625, 5709. 
5834. .5935, 5854. .5934, 5854, 
6092.. 6151, 6092.. 6157 

30295 
62659 
16980 

OJ990429_23.9924.C18.o5.np 

16980 

6815109 

16980. .17024, 17384 .. 174 69, 



Seq. ID OJ990429_23. 9924 .C18 
Strand 

End 19388 

Method TBLASTX : Soybean 

End 6157 

Score 69 

,5771, 5710. .5772, 5711. .5770, 
,5955, 5861. .5941, 6081. .6149, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_23.9924.C18 

19388 
AAT/NAP 
19388 
163 



19152. .19388 



(AP001081) hypothetical protein [Oryza sativa] 



30295 
62659 
16980 

OJ990429_23. 9924 ,C18.o4 .np 



Seq. TO O-J990429 23. 9924. CIS 

Strand - ~~ 

End 19388 

Method AAT/NAP 



30203 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19191 End 19388 

6815109 Score 152 

19191. .19388 

(AP001081) hypothetical protein [Oryza sativa] 



30296 

62660. 

2959 

OJ990429_23. 9924 .C19.ol.gp 

2959 

2310221 

2959. .3312 



Seq. ID OJ990429_23.9924.C19 

Strand + 

End 4317 

Method AAT/GAP 

End 3312 

Score 655 



Seq. No. 30296 

Gene No. 62660 

Start 2959 

Name OJ990429_23 . 9924 . C19 . ol . gs 

Start 3024 

GI none 

Exons 3024 . .4169 



Seq. ID OJ990429_23. 9924 .C19 

Strand + 

End 4317 

Method GENSCAN 

End 4169 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990429_23. 9924 .C19 



30296 

62660 * Strand + 

2959 End 4317 

OJ9904'29_23. 9924.C19.ol.np Method AAT/NAP* 

3033 -End . 4166 

6730740 Score 547 
3033.. 4166 

(AC01884 9) unknown protein [Arabidopsis thaliana] 



30296 
62660 
2959 

OJ990429_23. 9924.C19.o2.gp 

3965 

none 

3965. .4317 



Seq. ID OJ990429_23. 9924.C19 

Strand + 

End 4317 

Method AAT/GAP 

End 4317 

Score 620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



30296 
62661 
5050 

OJ990429_23. 9924.C19.ol.tc 

2997 

none 



Seq. ID OJ990429_23.9924.C19 
Strand 

End 15440 

Method TBLASTX : Cress 

End 3794 

Score 106 



2997. .3185, 3423. .3605, 3612. .3692, 3681. .3794 



30296 
62661 
5050 

OJ990429_23. 9924 .C19.o2.tm 

3021 

none 



Seq. ID OJ990429_23. 9924 .C19 
Strand 

End * 15440 -. 

Method TBLASTX : Mai ze 

End 3608 

Score 144 



3021. .3098, 3036. .3140, 3074 .. 3136, - 3423 .. 3608 , 3428. .3589 



30296 
62661 
5050 



Seq. ID OJ990429_23.9924.C19 
Strand 

End 15440 



30204 



Name 

Start 

GI 

Exons 



OJ990429_23. 9924 ,C19.ol .ts Method TBLASTX : Soybean 
3036 End 3835 

none Score 152 

3036. .3176, 3423..3587, 3428.-3589, 3510. .3716, 3561. .3671, 
3689.. 3835, 3690.. 3812 



Seq. No. 30296 Seq. ID 

Gene No. 62661 Strand 

Start 5050 End 

Name OJ990429_23 . 9924 . CI 9 . o2 . gs Method 

Start 5050 End 

GI none Score 
Exons 



OJ990429_23. 9924 :C19 

15440 
GEN SCAN 
15440 
.76 



5050. .5113, 5175. .5299, 6413. .6493, 6614. .6680, 6994. .7034, 
7309. .7406, 7869. .8061, 9403. .10440, 11015 .. 11135 , 12253 .. 124 15 , 
12574 . .12654, 12 690 .. 12950 , 13257 .. 134 18 , 13527 .. 13778, 
13879. .13974, 15336.. 15440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30296 Seq. ID OJ990429_23 . 9924 . CI 9 

62661 Strand 

5050 End 15440 

OJ990429_23.9924 .C19.o3.gp Method AAT/GAP 

9154 End 9646 

19301JL.R1084 Score 913 

9154. .9646 

1 54 41880/dbj | BAA8237 8 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



30296 Seq. ID 

62661 Strand 

5050 End 
OJ990429_23.9924 .C19.o4 .tm Method 

9826 End 

none Score 

9826.. 10098, 9856. .10095 



OJ990429_23.9924.C19 
15440 

TBLASTX: Maize 

10098 

210 



Seq. No. 30296 

Gene No. 62661 

Start 5050 

Name OJ990429_23 . 9924 . C19 . ol . tm 

Start 10109 

GI none 

Exons 10109. .10156, 10111 .. 10155, 
10176. .10223, 10226. .10429, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 23.9924.C19 



15440 

TBLASTX: Maize 
10441 
69 

10160. .10222, 10174. .10254, 
10234 . .10440, 10235.. 10441 



Seq. No. 30296 Seq. ID OJ990429_23 . 9924 . CI 9 

Gene No. 62661 Strand 

Start 5050 End 15440 

Name OJ990429_23 . 9924 . C19 . o2 . np Method AAT/NAP 

Start 10910 End 14192 

GI 4874303 Score 527 

Exons 10910. .11135, 12253 .. 12535, 12636 .. 12793, 12877 .. 13353, 
13429. .14192 

GI Descrio. (AC006053) putative transcription elongation factor S-II 
[Arabidopsis thaliana] 



Seq. No. 



30296 



Seq. ID OJ990429 23.9924.C19 



30205 



Gene No. 62661 Strand 

Start 5050 End 

Name OJ990429_23 . 9924 . C19 . o5 . tm Method 

Start 11010 End 

GI none Score 

Exons 11010. .11138, 11012 .. 11137, 12253 12423, 12255 

12255. . 12407, 12404 .. 12538 , 12404 12526, 12417 

12418. .12549 



15440 

TBLASTX: Maize 
12549 
177 

12425, 
12539, 



Seq. No. 30296 Seq. ID 

Gene No. 62661 Strand 

Start 5050 End 

Name OJ990429_23 . 9924 . C19 . o4 . gp Method 

Start ■ 12288 End 

GI none Score 

Exons 12288. . 12710 



OJ990429_23. 9924 .C19 

15440 
AAT/GAP 
12710 
733 



Seq. No. 30296 

Gene No. 62661 

Start 5050 

Name OJ99042 9_23 . 9924 . CI 9 . o3 . tm 

Start 12676 

GI none 

Exons 12676. .12882, 12678 .. 12902 , 
12964. .12990, 1298 9. .13072, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12897 

12991 



OJ990429 23.9924.C19 



15440 

TBLASTX: Maize 
13077 
167 

12950, ■ 12957. .13067, 
13077, 12994 . . 13077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30296 Seq. ID OJ99042 9_23 . 9924 . C19 

62661 Strand - 

5050 End 15440 

OJ990429_23. 9924 .C19.o5.gp Method AAT/GAP 

12788 End 13128 

LIB3475-003-P1-K2-H5 Score 586 

12788.. 13128 

'4874303/gb|AAD31365.1|AC006053_7 2.0e-09 (AC006053) putative 
transcription elongation factor [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30296 Seq. ID OJ99042 9_23 . 9924 . C19 

62 661 "■■ *' Strand 

5050 End 15440 

OJ990429_23. 9924 .C19.o6.gp Method AAT/GAP 

13206 End 13675 

4715646 Score 933 

13206.. 13675 

4874303/gb|AAD31365. 1 IAC006053J7 2.0e-09 (AC006053) putative 
transcription elongation factor [Arabidopsis thaliana] 



30297 Seq. ID 

62662 Strand 

3120 End 
OJ990429_23. 9924 .C20.ol.gp Method 

3120 End 

none Score 

3120. .3316, 3577. .3913 



OJ990429_23. 
+ 

3913 
AAT/GAP 
3913 
975 



9924 .C20 



Seq. No. 
Gene No. 
Start 



30297 
62663 
9989 



Seq. ID OJ990429__23. 9924 .C20 
Strand + 
End 10473 



30206 




Name OJ990429_23 . 9924 . C20 . o2 . gp Method AAT/GAP 

Start 9989 End 10473 

GI uC-osflcyp020d01bl Score 946 

Exons 9989.. 10473 

GI Descrip. 1 1514 643/emb I CAA94 4 37 | 3.0e-65 (Z70524) PDR5-like ABC 
transporter [Spirodela polyrrhiza] 1 



Seq. No. 


30297 




Seq. id ojyyu4zy 


23 . 9924 . C20 


Gene No. 


62664 




Strand + 




Start 


14109 




End 14 boo 




Name 


OJ990429 23.9924.C20.o3.gs 


Method GENS CAN 




Start 


14109 




End 14663 




GI 


none 




Score .96 




Exons 


14109. 


.14130, 14400. .14466, 


14516. .14663 




Seq. No. 


30297 




Seq. ID OJ990429_ 


23 . 9924 . C20 


Gene No. 


62665 




Strand 




Start 


6665 




End 13091 




Name 


OJ990429 23.9924.C20.o2.gs 


Method GEN SCAN 




Start 


bobo 




End 13081 




GI 


none 




Score .72 




Exons 


cane 
OOO0 . . 


6925, 7017.. 7271, 7367 


..7538, 7940. .8073, 


8162 . . 8245 , 




8414.. 


8620, 8697.. 9029, 9116 


..9239, 9427. .9686, 


9773 . . 9876, 




994 5 . . 


10313, 10503. .10602, 10653 .. 10804 , 10888.. 


11166, 




112 7 2 . 


.11362, 11443. .11493, 


11598; .11674, 11761. 


. 11920 , 


- 


12050. 


.12134, 12219. .12307, 


12424. .12544, 12750. 


.13081 


C ^ « XT- 

Seq. No. 


302 9 / 




Seq. ID OJ990429_ 


_23.9924.C20 


Gene No . 


DZODO 




Strand - 




Start 


r r r c 

6665 




End 13091 




Name 


OJ9904 


29_23. 9924.C20.ol.np 


Method AAT/NAP 




btart 


6668 




End 13091 




GI 


151464 


3 


Score 5370 




Exons 


6668. . 


6925, 7017.. 7271, 7367 


. .7538, 7628. .7855, 


7940. .8073, 




8162. . 


8245, 8330.. 8620, 8697 


..9029, 9116. .9243, 


9340. .9438, 




9524. . 


9672, 9765.. 9876, 9945 


. .10422, 10503. .1078 


4, 10865. . 11166, 




11272. 


.11362, 11443. .11493, 


11598. .11674, 11761. 


.11920, 




12050. 


.12134, 12219. .12307, 


12424. .12544, 12750. 


.13091 


GI Descrip. 


(Z7052 


4) PDR5-like ABC transporter [Spirodela polyrrhiza] 


Seq. No. 


30297 




Seq. ID OJ990429_ 


23.9924.C20 


Gene No . 


62666 




Strand 




Start 


14980 




End 25129 




Name 


OJ9904 


29_23. 9924.C20.o4 . gs 


Method GENSCAN 




Start 


14980 




End 25060 




GI 


none 




Score .76 




Exons 


14980. 


.15291, 15813. .15893, 


16283. .16348, 16487. 


.16555, 




16875. 


.16928, 17283. .17391, 


18302. .18705, 18775. 


.18873, 




19717. 


.20115, 20393. .20508, 


20769. .20978, 21327. 


.21494, 




21545.- 


.21734, 21825. .21938, 


22296. .22628, 23150. 


.23497, 




23576. 


.23719, 23802. .24068, 


24317. .25060 




Seq. No. 


30297 




Seq. ID OJ990429_ 


23.9924 .C20 


Gene No. 


62666 




Strand 




Start 


14980 




End 25129 




Name 


OJ990429 23.9924.C20.o3.gp 


Method AAT/GAP 




Start 


18357 




End 19956 





30207 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42383_1.R1084 Score 1297 

18357. .18705, 18775. .18873, 19717. .19956 
'3776057/emb|CAA15498| 1.0e-09 (AL008725) dJ148E22.2 
PAB1) [Homo sapiens] 1 



(similar to 



• gp 



30297 
62666 
14980 

OJ990429_23. 9924 .C20.O4 
21941 

18345_1.R1084 
21941. .22042, 22328. .22628, 23150. .234 07 
• 4138583/emb|CAA71785| 1.0e-70 (Y10821) plastidic 
ATP/ADP-transporter [Solanum tuberosum] ? 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 23. 9924 .C20 



25129 
AAT/GAP 
23407 
1009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429 23.9924 .C20 



30297 
62666 
14980 

OJ990429_23. 9924 .C20.o2.np 
22263 
6226239 

22263. .22628, 23150 .. 234 97 , 
24317.. 24865 

PLASTIDIC ATP/ADP-TRANSPORTER gi | 4 138583 | emb | CAA71785 | (Y10821). 
plastidic AT£/ADP-transporter [Solanum tuberosum] 



25129 
AAT/NAP 
24865 
1929 



23576. .23719, 23802 .. 24068 , 



30297 
62666 
14980 

OJ990429_23. 9924 .C20.o5.gp 
24586 

36737_1.R1084 
24586. .25129 



Seq. ID OJ990429_23.9924 .C20 
Strand 

End 25129 

Method AAT/GAP 

End 25129 

Score 1013 



'4138583/emb|CAA71785| 2.0e-22 (Y10821) plastidic 
ATP/ADP-transporter [Solanum tuberosum] 1 



30297 
62667 
26835 
OJ9904 
6653 
none 
6653. . 
7020. . 
7364. . 
7943. . 
8465. . 
9107. . 
9773. . 
10099. 



Seq. ID OJ990429 23.9924.C20 



29 23.9924.C20.ol.ts 



Strand 
End 

Method 
End 
Score 



6820, 6666:. 6821, 

7118, 7036. .7125, 

7540, 7365.. 7535, 

8065, 8157. .8237, 

8623, 8694.. 9032, 

9226, 9120.. 9194, 

9874, 9776.-9874, 



6816. 
7179. 
7630. 
8162. 
8694 . 
9559; 



27842 

TBLASTX: Soybean 
11158 
76 

6926, 6833.. 6925, 7017.. 7115, 

7283, 7180.. 7275, 7190.. 7279, 

7857, 7637.. 7858, 7939.. 8070, 

8248, 8327.. 8623, 8328.. 8621, 

9032, 8698.. 9033, 8725.. 9033, 

9654, 9573. ,.9668, 9768.. 9872, 



9922. . 1014 6, 9923. . 10138., 9961. .10140, 



10257, 10976. . 11050, 11060. .11158 



Seq. No. 30297 Seq. ID 

Gene No. 62667 Strand 

Start 26835 End 

Name OJ990429_23 . 9924 . C20 . o2 . tm Method 

Start 6662 End 

GI none Score 



OJ990429_23. 9924 .C20 
27842 

TBLASTX: Maize 

9877 

69 



30208 




Exons 


6662 . . 6697, 


6663 


. . 6782, 


6755 . 


.6796, 6821.. 6943, 6840.. 6923, 




7020. .7109, 


7024 


. .7125, 


7179. 


.7283, 7364. .7540, 7365. .7526, 




7630 . . 7857, 


7637 


. . 7834 , 


7936. 


.8064, 7939. .8070, 7967.. 8071, 




7967 . . 8074 , 


8157 


. . 8237 , 


8162 . 


.8248, 9794. .9877 


Seq. No. 


30297 








Seq. ID 


OJ990429_23.9924.C20 


Gene No. 


62667 








Strand 




Start 


26835 








End 


27842 


Name 


OJ990429 23 


.9924 


.C20.ol 


. tc 


Method 


TBLASTX : Cress 


Start 


6666 








End 


11134 


GI 


none 








Score 


69 


Exons 


6666 . . 6722, 


6813 


. . 6926, 


6836 . 


.6925, 7012. .7125, 7017. .7112, 




7179 . . 7283, 


7364 


. . 7540, 


7377 . 


.7526, 7636. .7857, 7637. .7852, 




7939 . , 8064 , 


7940 


. .8065, 


8162 . 


.8248, 81 


87. .8237, 8319. .8471, 




8327 . .8473, 


9794 


. . 9871, 


10099 


. .10257, 


10976. . 11050, 11060. .1 


Seq. No. 


30297 








Seq. ID 


OJ990429_23.9924.C20 


Gene No. 


62667 








Strand 




Start 


26835 








End 


27842 


Name 


OJ990429_23 


9924 


.C20 . 06 


. tw 


Method 


TBLASTX : Wheat 


Start 


6834 








End 


7112 


GI 


none 








Score 


99 


Exons 


6834 . . 6923, 


6839 


. . 6922, 


6843 . 


.6923,-' 7014. .7112 


Seq. No. 


30297 








Seq. ID 


OJ990429_23. 9924 .C20 


Gene No. 


62667 








Strand 




Start 


26835 








End 


27842 


Name 


OJ990429_23 


9924 


.C20 . o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


7179 








End 


10278 


GI 


none 








Score 


49 


Exons 


7179 . .7268, 


9842 


. . 9874 , 


9843 . 


.9872, 9946.. 10278, 9959.. 10267 


Seq. No. 


30297 








Seq. ID 


OJ990429_23.9924.C20 


Gene No. 


62667 








Strand 




Start 


26835 








End 


27842 


Name 


OJ990429 23 


9924 


.C20 . o5 


tw 


Method 


TBLASTX: Wheat 


Start-' 


7364 








End 


7530 


GI 


none 








Score 


169 


Exons 


7364 . . 7525, 


7365 


. .7526, 


7366 . 


.7530 




Seq. No. 


30297 








Seq. ID 


OJ9904 2 9_23. 9924 .C20 


Gene No. 


62667 








Strand 




Start 


26835 








End 


27842 


Name 


OJ990429 23. 


9924 


.C20 . o2 


tw 


Method 


TBLASTX: Wheat 


Start 


7627 








End 


8459 


GI 


none 








Score 


128 


Exons 


7627 . .7857, 


7628 


. .7858, 


7936 . 


8064, 7939. .8070, 7943. .8071, 




7947 . . 8078, 


•8162 


. . 8233, 


8162 . 


8248, 8327. .8458, 8331. .8459 


Seq. No. 










Seq. ID 


OJ990429_23.9924.C20 


Gene No. 


62667 








Strand 




Start 


26835 








End 


27842 


Name 


OJ990429 23. 


9924 


.C20.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


8319 








F.nH 


8483 


GI 


none 








Score 


177 


Exons 


8319. .8483, 


8327 


. .8482 









,30209 



Seq. No. 30297 

Gene No. 62667 

Start 26835 

Name OJ990429_23 . 9924 . C20 . o3 . tc 
Start . 8474 

GI none 
Exons 



Seq. ID OJ990429_23. 9924 .C20 
Strand 

End 27842 
Method TBLASTX : Cress 
End 11920 
Score 130 

8474. .8581, 8475. .8576, 8573. .8620, 8596. .8619, 8700. .9029, 
8704. .9030, 9108. .9242, 9119. .9253, 11789. .11920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



30297 
62667 
26835 

OJ990429_23. 9924.C20.o3.tm 

8514 

none 



Seq. ID OJ990429_23.9924.C20 
Strand 

End 27842 
Method TBLASTX : Mai ze 
End 12262 
Score 83 

8514. .8621, 8516. .8578, 8593. .8622, 8694. .9029, 8698. .9030, 
8723. .9091, 9107. .9184, 12059 .. 12133, 12221. .12262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30297 
62667 
26835 

OJ99042 9_23. 9924 .C20.O7 .tm 

10117 

none 

10117. . 10287 > 10118. .10288 

30297 
62667 
26835 

OJ990429_23. 9924.C20.o5.tc 

10258 

none 

10258. .10425, 104 94. .10559 

30297 
62667 
26835 

OJ99042 9_23. 9924 .C20.O3. ts 
10494 
■ none 



Seq. ID OJ990429_23. 9924 .C20 
Strand 

End 27842 

Method TBLASTX : Mai ze 

End 10288 

Score 113 



Seq. ID OJ990429_23.9924.C20 
Strand 

End 27842 

Method TBLASTX : Cress 

End 10559 

Score 81 



Seq. ID OJ990429_23.9924.C20 
Strand 

End 27842 

Method TBLASTX': Soybean 

End 10975 

Score 145 



104 94. .10787, 10510. .10785, 10859 . . 10975 , 108 60. .10964 



30297 
62667 
26835 

OJ990429_23. 9924 .C20.o4 . tc 

10659 

none 



Seq. ID OJ990429_23. 9924 .C20 
Strand 

End 27842 

Method TBLASTX : Cres s 

End 10975 

Score 57 



10659. .10787, 10671 .. 1076j7 , 10859 10975 , 108 60 10964 



30297 
62667 
26835 

OJ99042 9_23. 9924 .C20.o4 . tm 

10946 

none 



Seq. ID OJ990429_23.9924.C20 
Strand 

End 27842 

Method TBLASTX : Maize 

End 11363 

Score 243 



10946. . 11176, 10947. .11168, 10952 .. 11182 , 11270 .. 11344 , 



30210 



11271. .11363 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30297 
62667 
26835 

OJ990429_23. 9924 .C20.o4 . ts 

12427 

none 



Seq. ID OJ990429_23. 9924 .C20 
Strand 

End 27842 

Method TBLASTX : Soybean 

End 12991 

Score 99 



12427. .12552, 12428 .. 12559, 127 4 3 .. 12880, 12881. .12991 



30297 
62667 
26835 

OJ990429_23, 
15789 
none 
15789. 
16268. 
16497. 



9924.C20.o5. tm 



. 15899, 
,16366, 
,16556, 
17062. . 17130, 
18364 . . 18405, 
18444. . 18476, 
18492. . 18599, 
18776. . 18874, 



15808. 
16283. 
16872. 
17062. 
18372. 
18444. 
18620. 
19714. 



15900, 
16363, 
16925, 
17127, 
18428, 
18596, 
18697, 
19824, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16111 

16287 

16875 

18302 

18375 

18446 

18654 

19714 



OJ990429 23.9924.C20 



27842 

TBLASTX: Maize 
19824 
81 

16182, 16111. .16179, 
16376, 16487. .16558, 
16934, 17058. .17126, 
18325, 18302. .18337, 
18431, 18394. .18429, 
18601, 18448. .18564, 
18707, 18775. .18879, 
19824 



30297 
62667 
26835 

OJ990429_23.9924.C20.o4 . tw 
18450 



none 
18450, 
18620, 
18762, 



Seq. ID OJ990429_23.9924.C20 
Strand 

End 27842 
Method TBLASTX: Wheat 
End 18879 
Score 143 

18566, 18450. .18566, 1854 0 . . 18 617 , 18567 .. 18608, 
18655, 18659. . 18697, 18 659 .. 18703, 18666 .. 18707, 
18875, 18775. . 18876, 18775. .18879 



30297 
62667 
26835 

OJ990429_23.9924.C20.ol.tm 

22087 

none 

22087. .22116, 22222 .. 22365 , 
22425. .22631, 224 4 1 .. 22629, 
23567. .23722, 23577 .. 23720, 
23802. .24071, 23802 24 071 , 
24611. .24796 



Seq. ID OJ990429_23. 9924 ,C20 

Strand 
- End- 27842 

Method TBLASTX :Maize 

End 24796 

Score 175 
22229. .22426, 22233 .. 22430, 
23147. .23500, 2314 8 .. 23501 , 
23578. .23730, 23800 .. 24 069, 
24314. .24796, 24318 .. 247 94 , 



Seq. No. 30297 
Gene No. 62667 
Start 26835 

Name OJ990429_23 . 9924 . C20 . o2 . ts 

Start 22294 
GI none 

Exons 22294 . . 22332. 22383, = 22631,- 

23122. . 23238* 23132 .. 2328 1 ) 
23348. .23518, 23567 .. 23722 , 
23796. .24071, 23842 .. 24 072 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_23.9924.C20 
27842 

TBLASTX: Soybean 

24800 

37 



224 4 4 22 629, 22476. .22631 

23145. .234 95^ 2314 7. .2 3500 

23580. .23720, 23593. .23733, 

23845. .24069, 23850 .. 24 077 , 



30211 






0/101/ OjIOOO- O/IOI/I O /I ~7 ft 

z4 J14 . . z4 jo^ , z 4 .314 . . 24 7 96, 


24318. .24440, 24546 


. .24800 




beq. no. 


ono Q*7 

ouzy / 


Seq. ID 


OJ990429_ 


_23.9924 


. C20 


Gene No . 


£0 can 


Strand 








otarc 


Z DO JO 


End 


27842 






Name 


OJ990429 23.9924.C20.o2.tc 


Method 


TBLASTX: Cress 




Start 


22326 


End 


24806 






PT 


none 


Score 


251 






Exons 


o o o o c ooo£i oo /i ai oo^roi 
ZZoZ 0 . . ZZ obi , ZZ4U / . . zzdjI , 


22444 . .22629, 23134 


. .23235, 






Zol4 D . . Zo4 yo , Zol4 1 . . Z JoUU , 


23567. .23722, 23580 


. .23720, 






OOQQ1 OOQ01 OOQOI 


23934 . .24071, 23935 


. .24069, 






0/101/1 O/ITOC 0/I01Q O/i yi / A 

Z4 J14 . . Z 4 / y b, Z 4 o 1 o . . Z 4 4 4 U , 


24546. .248 


06 






beq. wo. 


ouzy / 


Seq. ID 


OJ990429_ 


_23. 9924 


. C20 


Gene No. 


62667 


Strand 








Start 


26835 


End 


27842 






Name 


r^TGQfl/IOQ OO Q.G.O/1 POfl f M 

ujyyu4zy ^j. yyz4.tzu.oi.tw 


Method 


TBLASTX: Wheat 




otiart 


ZJZZO 


End 


23748 






C T 


none 


Score 


322 






Exons 


ooooc oocnn oooon oocat 

zozzo . . z JoOU , zozzy . . z JoUl , 


23567. .23731, 23577 


. . 23717, 






Zjj / o . . Zo / 4 o 










Seq. No. 


30297 


Seq. ID 


OJ990429 


_23. 9924 


.C20 


Gene No. 


62667 . . 


Strand 








Of vf 

otart 


0 C Q 0 R 


End 


27842 






Name 


OJyy(J4z9 zo . 99Z4 . Cz 0 . o5 . gs 


Method 


GENS CAN 






Start 


o fZ o o c 

zoo Jo 


End 


27842 






bl 


none 


Score 


.58 






Exons 


O^QOCi OCGCO TT1 7/1 O "7 O "7 "7 

Zdojj. .zbybj, Z/1/4..Z/0//, 


27744 . .278 


42 






Seq. No. 


30298 


Seq. ID 


OJ990409 


_11. 9922 


C3 


Gene No. 


62668 


Strand 


+ 






Of 3 y~-f- 

OUalL 




End 


759 






Name 


ujyyu4uy ii.yyzz.uo.oi.gs 


Method 


GENSCAN 






b tar z 


1 C\ 1 

1U 1 


End 


759 






C T 


none 


Score 


.45 






Exons 


i ni 0/i£ £ /i o ocn 
1U 1 . . Z4 b , b4o. . / oy 










beq. no. 


o a o n n 

juzy y 


Seq. ID 


OJ990409_ 


11. 9922. 


C5 


Gene No. 


62669 


Strand 


+ 






Start 


1 


End 


349 






Name 


OJ990409 11.9922.C5.ol.np 


Method 


AAT/NAP 






btiar l 


1 


End 


349 








6721543 


Score 


142 






Exons 


1..41, 227. .349 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30300 


Seq. .ID 


OJ990409_ 


11. 9922. 


C6 


Gene No. 


62>670 


Strand 


+ 






Of -i v-t- 


370 


End 


666 






Name 


OJ990409 11.9922.C6.ol.gs 


Method 


GENSCAN 






Start 


370 


End 


602 






GI 


none 


Score 


.49 






Exons 


370. .602 










Seq. No. 


30300 


Seq. ID 


OJ990409_ 


11. 9922. 


C6 


Gene No. 


62670 


Strand 


+ 







30212 




Start 


370 


End 


666 






Name 


OJ990409 11.9922.C6.ol.np 


Method 


AAT/NAP 






Start 


428 


End 


666 






GI 


4926830 


Score 


142 






Exons 


428. . 666 










GI Descrip. 


(AC004135) T17H7.15 [Arabidopsis thaliana] 






Seq. No. 


30301 


Seq. ID 


OJ990409 


_li. 9922 


C8 


Gene No. 


62671 


Strand 


+ 






b car c 


529 


End 


718 






Name 


ojyyo4uy ii.yyzz.c8.oi.gs 


Method 


GENSCAN 






Start 


529 


End 


592 






GI 


none 


Score 


.52 






Exons 


529. .592 










Seq. No. 


30301 


Seq. ID 


OJ990409_ 


11 . 9922 


C8 


Gene No. 


62671 


Strand 


+ 






Start 


529 


End 


718 






Name 


OJ990409 11 . 9922 . C8 . ol . np 


Method 


AAT/NAP 






Start . 


529 


End 


718 






GI 


729671 


Score 


266 






Exons 


529. .718 










GI Descrip. 


HISTONE H2A gi | 473603 (U08225) 


histone 


H2A [Zea 


mays] 




Seq. No. 


30301 


Seq. ID 


OJ990409_ 


_11.9922_. 


C8 


Gene No. 


62671 


Strand 


+ 






Start 


529 


End 


718 






Name 


. OJ990409 11.9922.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


610 


End 


717 






GI 


none 


Score 


169 






Exons 


610. .717, 613. .717 










Seq. No. 


30302 


Seq. ID 


OJ990409_ 


_11. 9922. 


C9 


Gene No . 


62672 


Strand 


+ 






Start 


1 


End 


356 






Name 


OJ990409 11.9922.C9.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


356 






GI 


3763093 


Score 


592 






Exons 


1. .356 










GI Descrip. 


473602/gb|U08225|ZMU08225 4.0e-23 Zea mays W-22 


-.histone 


H2A 




mRNA, complete cds 










Seq. No. 


30302 


Seq. ID 


OJ990409_ 


9922. 


C9 


Gene No. 


62672 


Strand 


+ 






Start 


1 


End 


356 






Name 


OJ990409 11.9922.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


190 






GI 


729671 


Score 


237 






Exons . 


1. . 190 










GI Descrip. 


HISTONE H2A gi 1473603 (U08225) 


histone 


H2A [Zea 


mays ] 




Seq. No. 


30302 


Seq. ID 


OJ990409_ 


JL1.9922. 


C9 


Gene No. 


62672 


Strand 


+ 






Start 


1 


End 


356 






Name 


OJ990409 11.9922.C9.ol.gs 


Method 


GENSCAN 






Start 


72 


End 


193 






GI 


none 


Score 


.84 







30213 



Exons 



72. .193 



Seq. No. 


30302 


Seq. ID 


OJ990409 


_11. 9922.C9 


bene no. 


CO £Z~7 "5 
OZ D / J 


Strand 


+ 




C< 4_ _ „ 4_ 

btart 


/l O Q o 
4 Z 


End 


10137 




Name 


ujyyu^uy n . yyzz .by .oz .gs 


Method 


GENSCAN 




ot art 




End 


8388 




C T 

bl 


none 


Score 


.71 




Exons 


4ZJZ. .44IJO, 4 . . OlZD, DbUZ 


..5726, 6S44..6664, 


-70m onco 

/by/. .oUdo, 




o 1 y 4 . . o Jo o 








Seq. No. 


30302 


Seq. ID 


OJ990409 


_11. 9922.C9 


Gene No . 


OZ D / O 


Strand 


+ 




btart 


yl O "3 O 


End 


10137 




Name 


ujyyu<iuy 11 . yy^z.by.o^ .np 


Method 


AAT/NAP 




o tart 




End 


5732 




C T 

bl 


Do OZ loZ 


Score 


239 




Exons 


04! JO . . D 1 JZ 








GI Descrip. 


lAiiii/zoDj znouuiz.i [uryza 


sativa] 






Seq. No. 


30302 


Seq. ID 


OJ990409 


_11. 9922.C9 


Gene No. 


62673 


Strand 


+ 




bt art 


4232 


End 


10137 




Name 


OJ990409 11.9922.C9.o5.np 


Method 


AAT/NAP ' 




Start 


6045 


End 


10137 




bl 


5295955 


Score 


181 




Exons 


6045.. 6334, 6608.. 6632, 8203 


..8426, 9244. .9481, 


10024 . . 10137 


bl Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) < 


genome. (V01555) 




[Oryza sativa] 








Seq. No. 


30302 


Seq. ID 


OJ990409_ 


_11. 9922.C9 


Gene No. 


62674 


Strand 


-f- 




o tart 


10148 


End 


10316 




Name 


OJ990409 11. 9922.C9.o5.gp 


Method 


AAT/GAP 




btart 


10148 


End 


10316 




H T 


LIB3475-004-P1-K2-A5 


Score 


241 




Exons 


10148. .10316 








GI Descrip. 


, 5777 612/emb| AJ24 5900. 1 IOSA245900 l.Oe 


-94 Oryza 


sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome ' 




Corf NTr*\ 

beq . ino . 


30302 


Seq. ID 


OJ990409_ 


_11 . 99ZZ . C9 


Gene No . 


62675 


Strand 






Start' 


1842 


End 


2501 




Name 


OJ990409 11.9922.C9.o2.gp 


Method 


AAT/GAP 




otart 


1842 


End 


2501 




bl 


none 


Score 


817 




Exons 


1842. .2339, 2436. .2501 








Seq. No. 


30302 


Seq. ID 


OJ990409_ 


JL1.9922.C9 


Gene No. 


62676 


Strand 






Start 


3312 


End 


3671 




Name 


OJ990409 11.9922.C9.o2.np 


Method 


AAT/NAP 




Start 


3312 


End 


3671 




GI 


3879015 


Snore 


96 




Exons 


3312. .3464, 3575. .3671 









GI Descrip. (Z81108) similar to RNA recognition motif, (aka RRM, RBD, or RNP 
domain); cDNA EST EMBL:D73942 comes from this gene; cDNA EST 



30214 




yk257f,10.5 comes from this gene; cDNA EST EMBL:D70930 comes from 
this gene; cDNA EST EMBL: D734 7 6 co . . . 



Seg. No. 


o a o a a 
oU J02 








Seg. ID 


/"\TAAA/IAA 11 AAAA 

ojyyo4oy 11.9922 


. C9 


Gene No . 


com 
bZb I I 








Strand 






Start 


Q ^ A 1 

6 / 4 1 








End 


/I 1 Or 

4 1 Jo 




Name 


f^lTAAA/IAA. IT 

ujyyu4iiy 11 


A A A A 

. yy^z , 


, cy . oo . 


gp 


» * j_ l _v _j 
Metnod 


AAl/GAir 




Start 


J / 4 1 








TT 1 w. 

End 


a 1 0 a 

4 loo 




GI 


2428981 








Score 


741 




Exons 


3741. .4135 














Seg. No. 


*3 A i a o 

j(J J02 








Seg. ID 


OJ990409_11.9922 


. C9 


Gene No . 


/*T A /" "7 O 








Strand 






Start 


3 j y / 








End 


8438 




Name 


T A A A A AO 1 1 

ojyyo40y li, 


A A A A 

. 9922 . 


C9 . o4 . 


gp 


Method 


AAT/GAP 




Start 


A O A T 

4 Jy / 








End 


8438 




GI 


none 








Score 


711 




Exons 




7439. 


.7492, 


8047. 


.8186, 8296. .8438 




Seg. No. 


30302 








Seg. ID 


OJ990409_11. 9922 


.C9 


Gene No . 


bZ b / o 








Strand 






Start 


4397 








End 


8438 




Name 


OJ990409 11. 


.9922. 


C9.o3. 


np 


Method 


AAT/NAP 




Start 


A f A A 

4 690 








End 


5142 




GI 


"D A 1 "3 O A A 

oy 1 J804 








Score 


509 . 




Exons 


^ /" A A r i * o 

4 690 . . 5142 














GI Descrip. 


HISTONE H2B. 


.3 gi|577825 


|emb|CAA4 9584 | 


(X69960) H2B histone 




mays] 














Seg. No. 


O A O A A 








Seg. ID 


OJ990409_11. 9922. 


.C9 


Gene No. 


62 679 








Strand 






Start 


oooo 








End 


8748 




Name 


/^ntaaa^aa *i i 


. 9922. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




otart 


*3 *3 C vi 

O Jo4 








End 


3649 




GI 


none 








Score 


155 




Exons 


3354. .3464, 


3355. 


.3465, 


3358. 


.3468, 3363. .3473, 3555. .3647, 




3572'. .3649, 


3577. 


.3648 










Seg. No. 


O A A A A 








Seg. ID 


OJ990409_11.9922. 


.C9 


Gene No . 


bZ b i y 








Strand 






btart 


boo J 








End 


8748 




Name 


ojyyu4uy ii. 


9922. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


A a O 1 

4 bo / 








End 


4950 




GI 


none 








Score 


269 




Exons 


4687. .4950, 


4697. 


.4948 










Seg. No. 


A A A A A 

30302 








Seg. ID 


OJ990409_11.9922. 


,C9 


Gene No . 


62679 








Strand 






Start 


8563 








End 


8748 




Name 


OJ990409 11. 


9922. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4687 








End 


5068 




GI 


none 








Score 


292 




Exons 


4687. .5025, 


4697. 


.4948, 


5045. 


.5068 






Seg. No. 


30302 








Seg. ID 


OJ990409_11.9922. 


C9 


Gene No. 


62679 








Strand 






Start 


8563 








End 


8748 





30215 




Name 


ujyyu4uy ii.yyzz.cy.oi. tin 


Method 


TBLASTX : Maize 


Start 


4 DO / 


End 


4 you 


bl 


none 


Score 


b / 


Exons 


4bo/..4yDU, 4bcfy..4/Z4, 4by/ 


a n A o 

. 4 y4 o 




Seq. No. 


30302 


Seq. ID 


OJ990409JL1. 9922.C9 


Gene No. 


62679 


Strand . 




opart 


OODO 


,End 


8748 


Name 


ujyyu^uy ii.yyzz.ty.oi.tw 


Method 


TBLASTX: Wheat 


otart 


4i oyo 


End 


4950 


bl 


none 


Score 


348 


Exons 


4byj..4you, 4by/..4y4o, 4odd 


.4948, 4858.-4947 


Seq. No. 


30302 


Seq. ID 


OJ990409JL1. 9922.C9 


Gene No. 


62679 


Strand 




Start 


oobj 


End 


8748 


Name 


ujyyu4uy n.yyzz.by.oo.gs 


Method 


GENSCAN 


Start 


o ob 3 


End 


8748 


bl 


none 


Score 


.99 


Exons 


o D b J . . o / 4 o 






beq . No . 


*3 n o n o 


Seq. ID 


OJ990409 11. 9922. C10 


bene ino . 


62680 


Strand 


+ 


Start 


1 


End 


1765 


Name . - 


OJ990409 11.9922.C10.ol.np 


Method 


AAT/NAP 


otart 


l' 


End 


1765 


GI 


4539658 


Score 


250 


Exons 


1..97, 139.. 316, 1651. .'1765 






bl uescrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


30303 


Seq. ID 


OJ990409_11. 9922. C10 


Gene No. 


62680 


Strand 


+ 


otart 


1 


End 


1765 


Name 


OJ990409 11.9922.C10.ol.gs 


Method 


GENSCAN 


C 4- -i -*-4- 

btart 


185 


End 


1212 


C T 
bl 


none 


Score 


.65 


Exons 


185.. 302, 1124.. 1212 






Seq. No. 


30303 


Seq. ID 


OJ9904 09_11 . 9922. C10 


Gene No . 


62680 


Strand 


+ 


Start 


1 


End 


1765 


Name 


OJ990409 11.9922.C10.ol.gp 


Method 


AAT/GAP 


otdlt 


329 


End 


607 


bl 


LIB347 5-004-P1-K2-A5 


Score 


414 


Exons 


329. .491, 513. .607 






GI Descrip. 


? 5777612/emb|AJ24 5900. 1 IOSA245900 1 . Oe- 


94 Oryza sativa 




chromosome 4 BAC q3037-207Fl 


complete genome' 


Seq. No. 


30303 


Seq. ID 


OJ990409_11. 9922. C10 


bene lno . 


62681 


Strand 




Start 


1408 


End 


1611 


Name 


OJ990409 11.9922.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End. 


719 


GI 


none 


Score 


91 


Exons 


1..99, 3. .113, 3. .116, 360. .482, 361. .4 


80, 361. .489, 374. .4 




482. .508, 496. .606, 503. .631, 


512. .628, 


652. .714, 660. .719 



30216 



Seq. No. 


30303 




Seq. ID 


OJ990409 


Gene No. 


C O f O 1 

bZ DO 1 




Strand 




Start 


1408 




End 


1611 


Name 


OJ990409 11 . 9922 . CIO . o2 . 


gs 


Method 


GENSCAN 


Start 


1408 




End 


1611 


GI 


none 




Score 


...46 


Exons 


1408 . . 1611 








Seq. No. 


30304 




Seq. ID 


OJ990409 


Gene No. 


62682 




Strand 


+ 


Start 


1182 




End 


1 ft /" Ci 

1969 


Name 


OJ990409 11 . 9922 . C14 . ol . 


np 


Method 


AAT/NAP 


Start 


1182 




End 


1969 


GI 


6815053 




Score 


121 


Exons 


1182. .13o0, 1/14. -1/9j, 


1850 


. .1969 




GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


30305 




Seq. ID 


OJ990409 


Gene No. 


62683 




Strand 


+ 


Start 


327 




End 


6172 


Name 


OJ9904 09_11. 9922.C15.ol. 


tm 


Method 


TBLASTX: 


Start 


274 




End 


5586 


GI 


none 




Score 


84 


Exons 


274. .396,,. 279. .401, 300. 


.395 


, 404. .460 


, 405. .44 




434.. 652, 531.. 653, 3905 


..3955, 4977.. 


5159, 498 




5245. .5394, 5247. .5390, 


5247 


..5396, 5248. .5394, 




5496 . . 5585 








Seq. No. 


30305 




Seq. ID 


OJ990409 


Gene No. 


62683 




Strand 


+ 


Start 


327 




End 


6172 


Name 


OJ990409 ll.9922.C15.ol. 


gs 


Method 


GENSCAN 


Start 


327 




End 


5883 


GI 


none 




Score 


.74 


Exons 


327. .650, 2908. .3003, 3908.. 


3955, 4980 


..5156, 5 




5498. .5584, 5860. .5883 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30305 
62683 
327 

OJ990409__11. 9922.C15.ol.ts 

377 

none 



Seq. ID OJ990409_11.9922.C15 

Strand + 

End 6172 

Method TBLASTX: Soybean 

End 5586 

Score 172 



377. .610, 378. .611, 4977. .5159, 4991. .5164, 5242.-5373, 
5248. .5412, 5250. .5411, 5475. .5585, 5503. .5586 



Seq. No. 30305 

Gene No. 62683 * 

Start 327 ' 

Name OJ9904 09_11 . 9922 . C15 . o2 . tc 

Start 453 

GI none 

Exons 453.-656, 458. .649 



Seq. ID OJ990409__11.9922.C15 

Strand + 

End 6172 

Method TBLASTX : Cress 

End 65 6 

Score ' 181 



Seq. No. 
Gene No. 



30305 
62683 



Seq. ID OJ990409_11.9922.C15 
Strand + 



30217 



Start 


327 


End 


6172 


Name 


OJ990409 11.9922.C15.ol.np 


Method 


AAT/NAP 


Start 


746 


End 


6172 


GI 


2462828 


Score 


331 


Exons 


746. .792, 3832. .3955, 4980. 


.5156, 5248 


..5452, 5490. .5584, 




6141. .6172 






GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


30305 


Seq. ID 


OJ990409_11.9922.C15 


Gene No. 


62683 


Strand 


+ 


Start 


327 


End 


6172 


Name 


OJ990409 11. 9922.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


4977 


End 


5388 


GI 


none 


Score 


202 


Exons 


4977. .5159, 4979. .5188, 524 


8. .5388, 5250. .5387 


Seq. No. 


30306 


Seq. ID 


OJ990409_11. 9922.C16 


Gene No. 


62684 


Strand 


+ 


Start 


1 


End 


7456 


Name 


OJ990409 11. 9922.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3408 


GI 


2462828 


Score 


400 


Exons 


1..24, 498. .626, 874. .992, 


3237. .3408 




GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 


"Seq. No. 


30306 


;> Seq. ID 


OJ990409_11. 9922.C16 


Gene No. 


62684 


Strand 


+ 


Start 


1 


End 


7456 


Name 


OJ990409 11.9922.C16.ol.gs 


Method 


GENSCAN 


Start 


874 


End 


7456 


GI 


none 


Score 


. 61 


Exons 


874. .992, 2111. .2210, 3249. 


.3348, 7430 


. .7456 


Seq. No. 


30306 


Seq. ID 


OJ990409_11.9922.C16 


Gene No. 


62684 


Strand 


+ 


Start 


1 


End 


7456 


Name 


OJ990409 11.9922.C16.ol.gp 


Method 


AAT/GAP 


Start 


878 


End 


3798 


GI 


45025 1.R1084 


Score 


1070 


Exons 


878. .992, 3237. .3348, 3454. 


.3798 




GI Descrip. 


'2462828 7.0e-18 (AF000657) 


hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


30306 


Seq. ID 


OJ990409_11. 9922.C16 


Gene No. 


62685 


Strand 


+ 


Start 


7958 


End 


8293 


Name 


OJ990409 11. 9922.C16.o2.gp 


Method 


AAT/GAP 


Start 


7958 


End 


8.293. 


GI 


2291 1.R1084 


Score 


581 


Exons 


7958. .8293 






GI Descrip. 


' 133936/sp|P12146|RR3 ORYSA 


3.0e-27 CHLOROPLAST 30S RIBOSOMAL 



PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 
S3 [Oryza sativa] >gi 226646 prf 16D3356RW ribosomal protein S3 
[Oryza sativa] 1 

Seq. No. 30306 Seq. ID OJ9904 09_11 . 9922 . C16 



302,18 




Gene No. 


62686 . 






Strand 


+ 


Start 


12858 






End 


15719 


Name 


OJ990409 11 


.9922.C16.o3 


.gs 


Method 


GENSCAN 


Start 


12858 






End 


15719 


GI 


none 






Score 


.61 


Exons 


12858. . 13103, 13374 . .13647, 15578. .15719 


Seq. No." 


30306 






Seq. ID 


OJ990409 11.9922.C16 


Gene No. 


62687 






Strand 


- 


Start 


9433 






End 


9967 


Name 


OJ990409 11 


.9922.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


498 






End 


930 


GI 


none 






Score 


237 


Exons 


498. .629, 499. .627, 500 


. .646, 


500. .628 


, 501. .629, 874. .930 


Seq. No. 


30306 






Seq. ID 


OJ990409_11.9922.C16 


Gene No. 


62687 






Strand 




Start 


9433 






End 


9967 


Name 


OJ990409 11 


9922.C16.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


498 






End 


3276 


GI 


none 






Score 


185 


Exons 


498. .620, 500. .616, 873 


. . 992, 


874. .987 


, 3208.. 3276 


Seq. No. 


30306 






Seq. ID 


OJ990409_11.9922.C16 


Gene No . 


62687 






Strand ' 




Start 


9433 






End 


9967 '" ; 


Name 


OJ990409 11 


9922.C16.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


3211 






End 


3534 


GI 


none 






Score 


171 


Exons 


3211. .3345, 


3234 . .3344, 


3235. 


.3345, 3448. .3510, 3452. .3511, 




3458. .3511, 


3509. .3532, 


3511. 


.3534 




Seq. No. 


30306 






Seq. ID 


OJ990409_11.9922.C16 


Gene No. 


62687 






Strand 




Start 


9433 






End " 


9967 


Name 


OJ990409 11 


9922.C16.ol 


tc 


Method 


TBLASTX: Cress 


Start 


7988 






End 


8461 


GI 


none 






Score 


34 


Exons 


7988. .8017, 


8065. .8130,. 


8065. 


.8358, 8067.. 8249, 8108.. 8359, 




8210. .8362, 


8357. .8461 








Seq. No. 


30306 






Seq. ID 


OJ990409_11.9922.C16 


Gene No. 


62687 






Strand 




Start 


9433 






End 


9967 


Name 


OJ990409 11. 


9922.C16.ol. 


tm 


Method 


TBLASTX :Maize 


Start 


8044 






End 


8541 


GI 


none 






Score 


242 


Exons 


8044 . .8358, 


8046. .8249, 


8066. 


.8359, 8312. .8371, 8325. .8474, 




8346. .8459, 


8357. .8470, 


8515. 


.8541 


"i 


Seq. No. 


30306 






Seq. ID 


OJ990409_11.9922.C16 


Gene No. 


62687 






Strand 




Start 


9433 






End 


9967 


Name 


OJ990409 11. 


9922.C16.o2. 


np 


Method 


AAT/NAP 


Start 


8110 






End 


9785 


GI 


133933 






Score 


496 ' 


Exons 


8110. .8471, 


9674. .9785 









30219 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



CHLOROPLAST 30S RIBOSOMAL PROTEIN S3 gi | 1363605 | pir | | S58590 
ribosomal protein S3 - maize chloroplast gi 1 124 69 | emb | CAA68427 | 
(Y00340) ribosomal protein S3 [Zea mays] gi | 902260 | emb | CAA60324 
(X86563) ribosomal protein S3 [Zea mays] 



30306 
£2687 
9433 

OJ990409_11. 

8121 

none 

8121. .8249, 
8355. .8459, 



9922.C16.ol.ts 



8122. 
8357. 



,8358, 
,8461 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 09_11. 9922. CI 6 
9967 

TBLASTX: Soybean 

8461 

98 



8123. .8359, 8194. .8442, 8210. .8371, 



Seq. No. 30306 Seq. ID 

Gene No. 62687 Strand 

Start 9433 End 

Name OJ9904 09_11 . 9922 . CI 6 . o2 . gs Method 

Start 9433 End 

GI none Score 

Exons 9433.. 9508, 9795.. 9967 



OJ990409_11.9922.C16 

9967 
GENSCAN 
9967 
.72 



Seq. No. 30307 Seq. ID 

Gene No. 62688 Strand 

Start 940 End 

Name OJ990409_11 . 9922 . CI 7 . ol . gs Method 

Start 940 End 

GI none Score 

Exons 940. . 1029 



OJ9904 09_11. 9922 .C17 ■ 

1029 
GENSCAN 
1029 
.68 



Seq. No. 30308 Seq. ID 

Gene No. 62689 Strand 

Start 34 End 

Name OJ9904 09_11 . 9922 . C18 . ol . gs Method 

Start 34 End 

GI none Score 

Exons 34.. 148 



OJ990409_11.9922.C18 
+ 

148 

GENSCAN 

148 

.83 



Seq. No. 30309 Seq. ID 

Gene No. 62690 Strand 

Start 173 End 

Name OJ990409_11. 9922 . C19 . ol . gs Method 

Start 173 End 

GI none Score 

Exons 173. .316 



OJ990409_11.9922.C19 
316 

GENSCAN 

316 

.54 



Seq. No. 30310 

Gene No. 62691 

Start 511 

Name OJ9904 09_. 1 1 . 9922 . C20 . ol . gs 

Start 511 

GI none 

Exons 511.. 625, 1503.. 1550, 1639. 

6990. .7037, 7126. .7225 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_11.9922.C20 

7225 
GENSCAN 
7225 
. 65 



1738, 2654. .2697, 2892. .6812, 



Seq. No. 
Gene No. 



30310 
62691 



Seq. ID 
Strand 



OJ990409 11.9922.C20 



30220 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



511 End 7225 

OJ990409_11. 9922 .C20.ol.np Method AAT/NAP 
637 End 717 

6498434 Score 96 

637.. 717 

(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409 11.9922.C20 



30310 
62691 
511 

OJ9904 09_11. 9922.C20.o2.np 
2891 
6539553 
2891. .6796 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



7225 
AAT/NAP 
6796 
6774 



Seq. No. 


30310 








Seq. ID 


OJ990409JL1. 9922 


.C20 


Gene No. 


62691 








Strand 






Start 


511 








End 


7225 




Name 


OJ990409_11 . 


. 9922 


.C20 .o2 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


3027 








End 


3503 




GI 


■ none 








Score 


376 




Exons 


3027. .3413, 


3065 


. .3412, 


3106. 


.3414, 3428. .3502, 3432. .3503 


Seq. No. 


30310 








Seq. ID 


OJ990409_11.9922 


.C20 


Gene No. 


62691 








Strand 






Start 


511 








End 


7225 




Name 


OJ990409_11 . 


. 9922 


,C20.o4 , 


. ts 


Method 


TBLASTX: Soybean 




Start 


3155 








End 


3496 




GI 


none 








Score 


79 




Exons 


3155. .3364, 


3234, 


. .3359, 


3383. 


.3496, 3390. .3470 




Seq. No. 


30310 








Seq. ID 


OJ990409JL1. 9922 


.C20 


Gene No. 


'62691 








Strand 






Start 


511 








End 


7225 




Name 


OJ990409 11. 


9922, 


.C20.O4. 


tm 


Method 


TBLASTX: Maize 




Start 


3359 








End 


3698 




GI 


none 








Score 


190 




Exons 


3359. .3697, 


3360, 


. .3698 










Seq. No. 


30310 








Seq. ID 


OJ990409_11.9922 


.C20 


Gene No. 


62691 








Strand 






Start 


511 








End 


7225 




Name 


OJ990409 11. 


9922, 


,C20.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


3509 








End 


3854 




GI 


none 








Score 


133 




Exons 


3509. .3853, 


3654. 


, . 3854 










Seq. No. 


30310 








Seq. ID 


OJ990409_11. 9922 


.C20 


Gene No. 


62691 








Strand 






Start 


51 1 








End 


7225 




Name 


OJ990409 11. 


9922. 


,C20.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3707 








End 


4252 




GI 


none 








Score 


52 





30221 




Exons 


j /u / . . 3913 , 


3 / 1 / 


O O *D A 

. .3839, 


O A A O 

3908 . 


.4252, 3932.. 4105 




Seq. No. 


30310 








Seq. ID 


OJ990409_11.9922 


.C20 


Gene No. 


62691 








Strand 






Start 


CI 1 

Oil 








End 


7225 




Name 


ojyyu4oy n 


A A A A 

. 9922 


r* A A ^ 

. C20 . oj 


tm 


Method 


TBLASTX: Maize 




Start 


joUd 








End 


4253 






none 








Score 


55 




Exons 


joUb . .4^02, 


Jo 91 


/I A A 1 

. . 4 U(J 1 , 


3930 . 


.4117, 4071.. 4253 




.beq. No. 


JU J 1U 








Seq. ID 


OJ990409_11.9922 


r> A A 

. C20 


Gene No. 


62691 








Strand 






Start 


511 








End 


7225 




Name 


ojyyo4U9 n 


A A O A 

. 9922 


r* A A ^ 1 
. C2U . Ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


*3 A. A "3 

392 3 








End 


4387 




GI 


c c a a a a 

oo092o0 








Score 


58 




Exons 


o a a o /ioot 


O A yl A 

394 2 


/I A A 1 

. .4001, 


A A T A 

4 0/4. 


.4169, 4218. .4286 




GI Descrip. 
















Seq. No. 


30310 








Seq. ID 


OJ990409_11. 9922 


.C20 


Gene No. 


62691 








Strand 






Start 


C 1 1 

oil 








End 


7225 




Name 


OJ990409 11 


A A A A 

9922 


. C20 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


4034' 








End 


4294 




GI 


none 








Score 


62 




Exons 


^ A ^ / a a /i 

4 034 . . 4294 , 


A A 1 C 

421o 


A A A A 

. . 4 292 










Seq. No. 


t> a o i a 

30310 








Seq. ID 


OJ990409_11.9922 


.C20 


Gene No. 


62691 








Strand 






Start 


511 








End 


7225 




Name 


0J99U4uy n 


A A A A 

9922 


O A A ^ 1 

. C20 . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


A O A "7 

4 30/ 








End 


5062 




GI 


none 








Score 


200 




Exons 


4 oU / . . 4 o4 o, 


/ n AO 

4 JUo 


A A C C 

. . 4 4 bo , 


A *3 A /I 

4 324. 


.4554, 4327. .4524, 4575. .5054, 




A CQQ CfiCO 

4 oyy . . dudZ 














Seq. No. 


30310 








Seq. ID 


OJ990409_11.9922 


C20 


Gene No. 


62691 








Strand 






Start 


CI 1 

Oil 








End 


7225 




Name 


AiTAAA^AA 11 

OJ9904 09 11 . 


A A A A 

9922 


A A ^ A 

. C20 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


a r O O 
4 DC 0 








End 


5077 






none 








Score 


112 




Exons 


/I TOO A Q Q 1 

4 bo o . . 4 o o z , 


A O A C 

4 o y o 


C A "7 *7 
. . OU / / 










Seq. No. 


30310 








Seq. ID 


OJ990409_11. 9922. 


C20 


Gene No. 


62691 








Strand 






bt art 


CI 1 

Oil 








End 


7225 




Name 


/^TAAAylAA 1 "I 

OJ990409 11. 


9922 


. C20 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4712 








End 


5110 




GI 


none 








Score 


38 




Exons 


4712 . .4885, 


4839 


. . 4 877, 


4886 . 


.5110, 4932.. 5102 




Seq. No. 


30310 








Seq. ID 


OJ990409JL1.9922. 


C20 


Gene No. 


62691 








Strand 






Start 


511 








End 


7225 




Name 


OJ990409 11. 


9922 


.C20.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4898 








End 


5332 





30222 



GI none 

Exons 4898.. 5332, 4923.. 5123 

Seq. No. 30310 

Gene No. 62691 

Start 511 

Name OJ9904 09_11 . 9922 . C20 . o5 . tw 

Start 5063 

GI none 

Exons 5063.. 5254, 5063.. 5254 

Seq. No. 30310 

Gene No. 62691 

Start 511 

Name OJ9904 09_11 . 9922 . C20 . o5 . ts 

Start 5120 

GI none 

Exons 5120.. 5368, 5351.. 5506 

Seq. No. 30310 

Gene No. 62691 

Start 511 

Name OJ990409_11 . 9922 . C20 . ol . tm 

Start 5533 

GI none 

Exons 5533.. 5700, 5534.. 5848, 5535. 

Seq. No. 30310 

Gene No. 62691 

Start 511 

Name OJ990409_11 . 9922 . C20 . o2 . tm 

Start 6354 

GI none 

Exons 6354..6659, 6356.-6667 

Seq. No. 30310 

Gene No. 62691 

Start 511 

Name OJ9904 09_11 . 9922 . C20 . o4 . tw 

Start 6416 

GI none 

Exons 6416.. 6802, 6417.. 6791 

Seq. No. 30311 

Gene No. 62692 

Start 797 

Name OJ9904 09_11 . 9922 . C21 . ol . gs 

Start 797 

GI none 

Exons 797.. 903, 1682.. 2175 



Score 



84 



Seq. ID OJ990409_11.9922.C20 
Strand 

End 7225 

Method TBLASTX : Wheat 

End 5254 " 

Score 180 



Seq. ID OJ990409_11.9922.C20 
Strand 

End 7225 

Method TBLASTX : Soybean 

End 5506 

Score 88 



Seq. ID OJ990409_11.9922.C20 
Strand 

End 7225 

Method TBLASTX: Maize 

End 5855 

Score 395 
.5828, 5601.. 5855 

Seq. ID OJ990409_11.9922.C20 
Strand 

End 7225 

Method TBLASTX : Mai ze 

End 6667 

Score 297 



Seq. ID OJ990409_11.9922.C20 
Strand 

End 7225 ' ' • 

Method TBLASTX: Wheat 

End 6802 

Score 254 



Seq. ID OJ990409_11.9922.C21 

Strand + 

End 2175 

Method GENSCAN 

End 2175 

Score .52 



Seq. No. 30311 

Gene No. 62693 

Start 3388 

Name OJ990409_11 . 9922 .C21 . o2 .gs 

Start 3388 

GI none 



Seq. ID OJ990409_11.9922.C21 
Strand 

End 5535 

Method GENSCAN 

End 5535 

Score .49 



30223 



Exons 



3388. .3506, 4643. .4771, 5478. .5535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30312 
62694 
2344 

OJ9904 09_11. 9922.C22.o2.gs 

2344 

none 



Seq. ID OJ990409_11. 9922.C22 
Strand 

End 10603 

Method GENSCAN 

End 8727 

Score .73 



2344. .2466, 2846. .2948, 2954. .3060, 3096. .3237, 3282. .3493, 
6442. .6537, 7163. .7267, 7547. .7717, 8157. .8226, 8546. .8727 



30312 
62694 
2344 

OJ9904 09_11. 9922.C22.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409 11.9922.C22 



10603 
AAT/NAP 

4040 End 10603 

2130080 Score 614 

4040. .4139, 4460. .4649, 6442. .6537, 6722. .6847, 7163. .7267, 
7547. .7717, 8157. .8226, 8546. .8727, 10580. .10603 
Nrampl protein - rice gi | 1470320 | bbs | 177441 (S81897) 
OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi|2231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30312 
62694 
2344 

OJ990409_11, 

4357 

none 

4357. .4638, 

30312 
62694 
2344 

OJ990409_11, 

8536 

none 

8536. .8724, 

30313 
62695 
96 

OJ990409JL1. 
96 

none 

96. .367, 38E 

30313 
62696 
1 

OJ990409_11. 
1 

2130080 
1..85, 625.. 
3565. .3640 



Seq. ID OJ990409_11.9922.C22 
Strand 

End 10603 

9922 . C22 . ol . tm Method TBLASTX : Maize 

End 4652 

Score 186 
4362. .4652, 4409. .4645, 4434. .4652 



Seq. ID OJ990409_11. 9922.C22 
Strand 

End 10603 

Method TBLASTX : Mai ze 

End 8725 

Score 143 



9922.C22.o2.tm. 



8543. .8725 



Seq. ID OJ990409_11.9922.C23 

Strand + 

End • 6726 

9922.C23.ol.gs Method GENSCAN 

End 6726 

Score .42 
:5..4116, 4481. .4624, 4726. .4925, 6615. .6726 

Seq. ID OJ990409_11.9922.C23 
Strand 

End 7211 

9922.C23.ol.np Method AAT/NAP " 

End. 364 0 

Score 342 

741, 1688. .1792, 1872. .1950, 2057. .2097, 2354. .2437, 



30224 



GI Descrip. Nrampl protein - rice gi | 1470320 | bbs | 17744 1 (S81897) 

OsNrampl=Nrampl homolog/Bcg product homolog [Oryza sativa, 
indica, cv. IR 36, etiolated shoots, Peptide, 517 aa] [Oryza 
sativa] gi 1 2231132 (L41217) integral membrane protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30313 



62696 
1 

OJ990409_11.9922.C23.ol.ts 
671 
none 

671. .742, 672. .746, 1684. .1800, 1692 
1871. .1951 



Seq/ ID 
Strand 
End 

Method 
End 
Score 



OJ9904 09_11. 9922 .C2.3 
7211 

TBLASTX: Soybean' 

1956 

72 

1793, 1867.. 1956, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name i- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990409 11.9922.C23 



30313 Seq. ID 

62696 Strand 
1 End 7211 

OJ990409_11. 9922.C23.o2.np Method AAT/NAP 
3428 End 7211 

6539553 Score 478 

3428. .3452, 6866. .7211 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

30313 
62696 
1 

OJ9904 09_11. 9922.C23.ol.gp 
4393 
none 

4393. .4882 

30313 
62696 
1 

0 J9904 0 9_1 1 . 9922 . C23 . ol . tm 
7070 
none 

7070. .7186, 7071. .7208, 7071. .7211 

30314 
62697 
1 

OJ9904 09_11. 9922. C24 .ol.np 
1 

6539553 
1..678. 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID 


OJ990409_11.9922 


.C23 


Strand 






End 


7211 




Method 


AAT/GAP 




End 


4882 




Score 


960 




Seq. ID 


OJ990409JL1.9922 


.C23 


Strand 






End 


7211 




Method 


TBLASTX: Maize 




End 


7211 




Score 


122 




7211 






Seq. ID 


OJ990409_11. 9922 


.C24 


Strand 






End 


3256 




Method 


AAT/NAP 




End 


678 




Score 


850 





Seq. No. 
Gene No. 



30314 
62697 



Seq. ID 
Strand 



OJ990409 11.9922.C24 



30225 



otart 


1 




End 


3256 




Name 


OJy9U4U9 11. 9922. C2 4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


234 




End 


543 




C T 


none 




Score 


112 




Exons 


2J4..4U, 2Jb..4lD, 


2 J9 . ,41b, 


416 . .4 66, 


XII .a /- — 7 /HA 

4 17 .. 4 67, 472 . . 


543 


Seq. No. 


30314 




Seq. ID 


OJ990409_11. 9922 


.C24 


Gene No. 


62697 




Strand 






o car l 


1 




End 


3256 




Name 


ujyyu4uy 11.yy22.c24 


.ol.gs 


Method 


GENSCAN 




C +- -\ •»*•+- 

btart, 


2 yj 




End 


3256 




bl 


none 




Score 


. 58 




Exons 


OQO /CO Qi ^ 1*11*3 

2yo..4oy, yi4..iiio, 


2292. .3256 






Seq. No. 


30314 




Seq. ID 


OJ990409_11. 9922 


.C24 


Gene No. 


62697 




Strand 






Of -3 4- 

o car x. 


i 
i 




End 


32 5 6 




Name 


tjjyyu4uy 11.yy22.c24 


. ol . tw 


Method 


TBLASTX : Wheat 




btart 


0 q a 

2 y b 




End 


612 




bl 


none 




Score 


7 9 




Exons 


Ofi<*r ^10 oni jii*D 
290.-412, 2 97.. 413, 


473. .568, 


475. .612 






Seq. No. 


30314 




Seq. ID 


OJ990409_11 . 9922 


.C24 


Gene No. 


62697 




Strand 






Start 


1 




End 


3256 




Name 


OJ990409 11.9922.C24 


.ol.gp 


Method 


AAT/GAP 




Start 


2578 




End 


3014 




GI 


LIB3433-052-P1-K1-B4 




Score 


774 




Exons 


2578. .3014 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•473602/gb|U08225|ZMU08225 4.0e-23 Zea mays W-22 histone H2A 
mRNA, complete cds 1 



30315 
62698 
2443 

OJ990409_ll.9922.C25.ol.np 
2392 
5441880 
2392. .2582 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990409_11.9922.C25 
Strand 

End 2802 

Method AAT/NAP 

End 2582 

Score 134 



30315 
62698 
2443 

OJ9904 09_11. 9922. C25. ol.gs 

2443 

none 

2443. .2802 



Seq. ID OJ990409_11.9922.C25 
Strand 

End 2802 

Method GENSCAN 

End 2802 

Score .74 



Seq. No. 30316 

Gene No. 62699 

Start 1 

Name OJ990409_11 . 9922 . C26 . ol . np 

Start 1 

GI 5441880 



Seq. ID OJ990409_11.9922.C26 
Strand 

End 2540 

Method AAT/NAP 

End 2429 

Score 1605 



30226 




Exons 1..43, 319. .682, 941. .972, 1418. .2429 

GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 





Seg. No. 


30316 


Seg. ID 


OjyyU4uy n. 


. C2 6 




Gene No . 


62699 


Strand 








Start 


1 


End 


z54 (J 






Name 


OJ990409 11.9922.C26.ol.gs 


Method 


GENSCAN 






Start 


26 


End 


2540 






bl 


none 


Score 


.56 






Exons 


26. .222, 544. .1134, 1460. .2540 








beg. no. 


30316 


Seg. ID 


OJ990409_11. 9922 


.C26 




Gene no . 


62699 


Strand 








Start 


1 


End 


2540 






Name 


OJ9904 09_11. 9922.C2 6.ol.tw 


Method 


TBLASTX: Wheat 






Start 


nyu 


End 


1566 






GI 


none 


Score 


53 






Exons 


1190. .1249, 1227. .1364, 1297. 


.1350, 1389. .1565, 1420. .1566 




Seg. No. 


30316 


Seg. ID. 


OJ990409_11. 9922 


C26 




Gene No. 


62699 


Strand 


— 






Start 


1 


End 


2540 






Name 


OJ990409 11.9922.C26.ol.tm 


Method 


TBLASTX: Maize 






Start 


1384 


End 


1862 




h '• ' 


tjl 


none 


Score 


217 




fl \ 


Exons 


1384. .1857, 1395. .1862 








"•z z '• 

i\\ 
%l\ 


Seg. No. 


30317 


Seg. ID 


OJ990409__11. 9922 


C27 


Gene No . 


62700 


Strand 


+ 






Start 


426 


End 


658 




i \. i 


Name 


OJ990409 11.9922.C27.ol.gs 


Method 


GENSCAN 






Start 


426 


End 


658 




£^ 


GI 


none 


Score 


.96 




"M 


Exons 


426. .658 








\,. 

i ' \ 


Seg. No. 


30318 


Seg. ID 


OJ990409_11.9922. 


C28 




Gene No . 


62701 


Strand 


+ 




f " ■ 


Start 


409 


End 


1154 




as . 


Name 


OJ990409 11. 9922.C28 .ol.np 


Method 


AAT/NAP - 






Start 


409 


End 


1154 






GI 


5852093 


Score 


57 






Exons 


409. .791, 1049. .1154 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seg. No. 


30318 


Seg. ID 


OJ990409_11. 9922. 


C28 




Gene No. 


62702 


Strand 


+ 






Start 


2686 


End 


9082 






Name 


OJ990409 11. 9922.C28.o2.np 


Method 


AAT/NAP 






Start 


2129 


End 


2229 






GI 


5777617 


Score 


73 






Exons 


2129.. 2229 










GI Descrip. 


(AJ245900) CAA30375.1 nrn^in 


[Oryza sativa] 






Seg. No. 


30318 


Seg. ID 


OJ990409JL1.9922. 


C28 




Gene No. 


62702 


Strand 


+ 





30227 



Start 
Name 
Start 
GI 

Exons 



2686 End 9082 

OJ990409_11 . 9922 . C28 . o2 . gs Method GENSCAN 
2686 End 9082 

none Score .41 

2686. .2826, 2927. .3163, 5900. .6063, 6112. .6198, 7431. .7500, 
7991. .8163, 8305. .8539, 8873. .9082 



Seq. No. 30318 
Gene No. 62702 
Start 2686 

Name OJ9904 09_11 . 9922 . C28 . o4 . np 

Start 3631 
GI 5922634 
Exons 3631.. 3732, 5909.. 5992 

GI Descrip. (AP000492) hypothetical 

gi | 60.16867 | dbj | BAA85210 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_ 
+ 

9082 
AAT/NAP 
5992 
91 



11.9922.C28 



protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



Seq. No. 


30318 






Seq. ID 


OJ990409_ 


11 


.9922 


.C28 


Gene No. 


62703 






Strand 


+ 








Start 


10837 






End 


11265 








Name 


OJ990409 11.9922.C28 


.ol 


.gp 


Method 


AAT/GAP 








Start 


10837 






End 


11265 








GI 


none 






Score 


749 








Exons 


10837. .11265 
















Seq. No. 


30318* 






Seq. ID 


OJ99040§_ 


11 


.9922' 


.C28 


Gene No. 


62704 






Strand 










Start 


887 






End 


1888 








Name 


OJ990409 11.9922.C28 


ol 


.gs 


Method 


GENSCAN 








Start 


887 






End 


1888 








GI 


none 






Score 


.45 








Exons 


887. .971, 1689. .1888 

















Seq. No. 


30318 




Seq. ID 


OJ990409_ 


Gene No. 


62705 




Strand 




Start 


3471 




End 


4779 


Name 


OJ990409 11.9922.C28 


. o3 . np 


Method 


AAT/NAP 


Start 


3471 




End 


4779 


GI 


5777617 




Score 


98 


Exons 


3471. .3579, 4736. .4779 






GI Descrip. 


(AJ245900) CAA30375. 


1 protein 


[Oryza 


sativa] 


Seq. No. 


30318 




Seq. ID 


OJ990409_ 


Gene No. 


62706 




Strand 




Start 


10966 




End 


12108 


Name 


OJ990409 11.9922.C28 


. o5 . np 


Method 


AAT/NAP 


Start 


10887 




End 


12050 


GI 


4926830 




Score 


573 


Exons 


10887. .12050 








GI Descrip. 


(AC004135) T17H7.15 


[Arabidopsis thaliana] 



Seq. No. 30318 Seq. ID OJ990409__11 . 9922 . C28 

Hpne No : 627Q6 Strand 

Start 10966 End 12108 

Name OJ990409_11 . 9922 . C28 . o3 . gs Method GENSCAN 

Start 10966 End 12108 



30228 




GI 


none 


Score 


. 98 








Exons 


lUyob. . llboz, 1 1 / 4U . . l^lUo 












Seq. No. 


30319 


Seq. ID 


OJ990409_ 


_11 


. 9922. 


C2 9 


Gene No. 


62707 


Strand 


+ 








Start 


74 


End 


1 oo4 








Name 


OJ990409 11.9922.C29.ol.gs 


Method 


GEN SCAN 








Start 


74 


End 


1664 






bl 


none 


Score 


. 42 








Exons 


74. .104, 616. .687, 1253. .1502, 1643.. 


1 oo4 








Seq. No. 


30319 


Seq. ID 


OJ990409_ 


_11 


. 9922. 


C29 


Gene No. 


62708 


Strand 










o tar u 


2279 


End 


Z 1 0 D 








Name 


OJ990409 11. 9922.C29.o2.gs 


Method 


GEN SCAN 








Start 


2279 


End 


Z /o 6 








bi 


none 


Score 


. oZ 








Exons 


2279.. 2523, 2696.. 2786 












Seq. No. 


30320 


Seq. ID 


OJ990409_ 


_11 


.9922. 


C30 


Gene No. 


62709 


Strand 


+ 








Start 


4953 


End 


toco 

5252 








Name 


OJ990409 11.9922,C30.o2.gs 


Method 


GENSCAN 








Start 


4953 


End 


5252 








GI 


none 


Score 


. 53 








Exons 


4953. .5252 












Seq. No. 


30320 


Seq. ID 


OJ990409 


11 


. 9922 . 


C30 


Gene No. 


62710 


Strand 










Start 


2277 


End 


5897 








Name 


OJ990409 11. 9922.C30.ol.np 


Method 


AAT/NAP 








Start 


2277 


End 


3672 








GI 


5911167 


Score 


410 








Exons 


2277. .2784, 2814. .3672 












GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 






Seq. No. 


30320 


Seq. ID 


OJ990409_ 


11 


. 9922. 


C30 


Gene No. 


62710 


Strand 










otar t 


2277 


End 


5897 








Name 


OJ990409 11. 9922.C30.ol.tm 


Method 


. TBLASTX: Maize " 




Start 


2376 


End 


2660 








bl • 


none 


Score 


80 








Exons 


2376.. 2657, 2385.. 2489, 2395. 


.2658, 2541. .2660 








beq. no. 


30320 


Seq. ID 


OJ990409_ 


11 


. 9922. 


C30 


Gene No. 


62710 


Strand 










Start 


2277 


End 


5897 








Name 


OJ990409 11.9922.C30.o2.np 


Method 


AAT/NAP 








Start 


2604 


End 


5897 








GI. 


4680203 


Score 


362 








LiAUilD 


2604. .2772, 2802. .2873, 3036. 


.3687, 5874. .5897 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


30321 


Seq. TO 


O.T9904n9 


11 


= 9922 , 


C31 


Gene No. 


62711 


Strand 










Start 


245 


End 


1197 








Name 


OJ990409 11.9922.C31.ol.gs 


Method 


GENSCAN 









30229 



Start 
GI 

Exons 



245 End 1197 

none . Score . 59 

245. .356, 687. .784, 1146. .1197 



Seq. No. 30322 

Gene No. 62712 

Start 43 

Name OJ990409_11 . 9922 . C34 . ol . tm 

Start 39 

GI none 
Exons 



Seq. ID OJ990409_11.9922.C34 
Strand 

End 430 

Method TBLASTX: Maize 

End 430 

Score 133 



39. .239, 40. .264, 41. .259, 233. .289, 244. .288, 292. .414, 
293. .430, 297. .419 



Seq. No. 30322 

Gene No. 62712 

Start 43 

Name OJ9904 09_11 . 9922 . C34 . ol . gs 

Start 43 

GI none 

Exons 43 . . 366 



Seq. ID OJ990409_11.9922.C34 
Strand 

End 430 

Method GENSCAN 

End 366 

Score .79 



Seq. No. 30322 Seq. ID 

Gene No. 62712 Strand 

Start 43 End 

Name OJ990409_11 . 9922 . C34 . ol . tc Method 

Start 43 End 

GI none Score 

Exons 43.. 240, 44.. 235 



OJ990409_11.9922.C34 
430 

TBLASTX: Cress 

240 

88 



Seq. No. 30322 Seq. ID 

Gene No. 62712 Strand 

Start 43 End 

Name OJ9904 09_11 . 9922 . C34 . ol . ts Method 

Start 43 End 

GI none Score 

Exons 43..2S8, 44.. 247 



OJ990409_11.9922.C34 
430 

TBLASTX: Soybean 

258 

110 



Seq. No. 30323 Seq. ID 

Gene No. 62713 Strand 

Start 310 End 

Name OJ990409_11 . 9922 . C35 . ol . gs Method 

Start 310 End 

GI none Score 

Exons 310.. 394 



OJ990409_11.9922.C35 
+ 

394. 

GENSCAN 

394 

.71 



Seq. No. 30324 Seq. ID 

Gene No. 62714 Strand 

Start 273 End 

Name OJ990409_11 . 9922 . C36 . ol . gs Method 

Start 273 End 

GI none Score 

Exons 273. .304 



OJ990409_11.9922.C36 
+ 

304 

GENSCAN 

304 

.89 



Seq. No. 30325 

Gene No. 62715 

Start 1 

Name OJ9904 09_11 . 9922 . C37 . ol . np 



Seq. ID OJ9904f}9_n . 9922*037 
Strand 

End 452 

Method AAT/NAP 



30230 



Start 
GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



452 
135 



5295955 
1..124, 423. .452 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



30326 Seq. ID 

62716 Strand 
145 End 
OJ990419_11. 9923.Cl.ol. tm Method 
35 End 
none Score 
35. .346, 94. .126, 179. .346, 183. .356, 213. .350, 225. .374, 
285. .305, 294. .374, 445. .615, 450. .641, 450. . 605, 451. .609, 
934. .1254, 977. .1255, 987. .1256, 1059. .1256 



OJ990419_11.9923.C1 
1579 

TBLASTX: Maize 

1256 

177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30326 Seq. ID OJ9904 19_11 . 9923 . CI 

62716 Strand 

145 End 1579 

OJ990419_11. 9923.Cl.ol.gp Method AAT/GAP 

145 End 549 

427016 Score 566 

145. .373, 450. .549 

129916/sp|P12783|PGKY_WHEAT 2.0e-36 PHOSPHOGLYCERATE KINASE, 

CYTOSOLIC >gi_66911_pir TVWTGY phosphoglycerate kinase (EC 

2.7.2.3), cytosolic - wheat >gi_21835_emb_CAA33302_ (X15232) 
phosphoglycerate kinase (AA 1 - 401) [Triticum aestivum] 



30326 
62716 
145 

OJ990419_11. 9923.Cl.ol.np 
182 

129916 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 11. 9923. CI 



1579 
AAT/NAP 
1579 
935 

182. .373, 450. .608, 937. .1256, 1556. .1579 
PHOSPHOGLYCERATE KINASE, CYTOSOLIC gi | 66911 | pir | | TVWTGY 
phosphoglycerate kinase (EC 2.7.2.3), cytosolic - wheat 
gi|21835|emb|CAA33302| (X15232) phosphoglycerate kinase (AA 
401) [Triticum aestivum] 



1 - 



Seq. No. 30326 

Gene No. 62716 

Start 145. 

Name OJ9904 19_11 . 9923 . CI . ol . ts 

Start 182 

GI none 
Exons 



Seq. ID OJ990419_11. 9923. CI 
Strand 
End 

Method 
End 
Score 



1579 

TBLASTX: Soybean 

1256 

237 



182. .376, 183. .374, 188. .376, 450. .611, 450. .611, 458. .616, 
934. .1254, 980. .1255, 984. .1256 



Seq. No. 30326 Seq. ID 

Gene No. 62716 Strand 

Start 145 End 

Name OJ990419_11 . 9923 . CI . ol . tc Method 

Start 182 End 

GI none ' Score 
Exons 



OJ990419JL1. 9923. CI 
1579 

TBLASTX: Cress 

1256 

66 



182. .340, 182. .376, 183. .374, 445. .615, 450. .605, 454. .609, 
479. .610, 934. .1254, 980. .1255, 984. .1256 



30231 




Seq. No. 


30326 


Seq. ID 


OJ990419 11.9923 


.CI 


Gene No. 


62716 


Strand 


- 




Start 


14b 


End 


157 9 




Name 


OJ990419 11 . 9923 . CI . ol . tw 


Method 


TBLASTX : Wheat 




Start 


222 


End 


1006 






none 


Score 


17 6 




Exons 


ZZZ..3oOf 222. .329, 224. .340, 


224 . .34 0, 


33o . . 3 73, 342 . . 


374 , 




450. .611, 450. .605, 934. .993, 


934 . . 996, 


AAA 1 (\ f\ f 

938 . . 1006 




Seq. No. 


30326 


Seq. ID 


OJ990419_11.9923 


.CI 


Gene No . 


bz /lb 


Strand 






Start 


14 b 


End 


1579 




Name 


OJ99U419 11 . 9923 . CI . ol . gs 


Method 


T"» It 7 f"i S> ~T\ XT 

GENSCAN 




Start 


24 / 


End 


1254 




bl 


none 


Score 


f\ A 

. 94 




Exons 


24/. .3/3, 450. .608, 93/. .1254 








Seq. No. 


30326 


Seq. ID 


OJ990419_11.9923 


.CI 


bene No . 


02 / 1 0 


Strand 






Start 


145 


End 


1579 




Name 


OJ990419 11 . 9923 . CI . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1009 


End 


1331 






none 


Score 


275 




Exons 


1009. .1254, 1010. .1255, 1020. 


.1331, 1038.. 1256 




Seq. No. 


30327 


Seq. ID 


OJ990419_11.9923 


.C2 


Gene No. 


62717 


Strand 


+ 




Start 


8370 


End 


14711 




Name 


OJ990419 11.9923.C2.o4.gs 


Method 


GENSCAN 




Start 


8370 


End 


14549 




GI 


none 


Score 


.59 




Exons 


8370. .9330, 9385. .9765, 9777. 


.10546, 10658. . 11287, 11594 .. 11 64 4 , 




11663. .12786, 12792 .. 13401, 13440. .14549 




Seq. No. 


30327 


Seq. ID 


OJ990419_11.9923 


.C2 


Gene No. 


62717 


Strand 


+ 




Start 


8370 


End 


14711 




Name 


OJ990419 11.9923.C2.o2.np 


Method 


AAT/NAP 




Start . 


11603 


End • 


14711 




GI 


5902445 


Score 


3064 




Exons 


11603. .13376, 13418. .14711 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


30327 


Seq. ID 


OJ990419_11. 9923 


.C2 


Gene No. 


62718 


Strand 






Start 


670 


End 


1055 




Name 


OJ990419 11.9923.C2.ol.gp 


Method 


AAT/GAP 




Start 


670 


End 


1055 




GI 


611 1.R1084 


Score 


539 




Exons 


670. .886, 982. .1055 









GI Descrip. * 12 991 6/sp | P12783 | PGKY_WHEAT 1.0e-38 PHOSPHOGLYCERATE KINASE, 

CYTOSOLIC >gi_66911_pir TVWTGY phosphoglycerate kinase (EC 

2.7.2.3), cytosolic - wheat >gi_21835_emb_CAA33302_ (X15232) 
phosphoglycerate kinase (AA 1 - 401) [Triticum aestivum] 1 

Seq. No. 30327 Seq. ID OJ9904 19JL1 . 9923 . C2 



30232 




Gene No. . 


62718 




Strand 




Start 


D / 0 




End 


1055 


Name 


OJ990419 11 


. 9923 . Cz . ol . gs 


Method 


GENSCAN 


Start 


C ~1 f\ 

670 




End 


864 


GI 


none 




Score 


. 99 


Exons 


670 . . 864 








Seq. No. 


r\ o o t 

3U3z / 




Seq. ID 


OJ 9904 19 


UCllC LNU • 


£971 Q 

DZ 'I? 




Strand 




Start 


2952 




End 


5214 


Name 


OJ990419 11 


.9923.C2.ol.np 


Method 


AAT/NAP 


Start 


2742 




End 


5214 


GI 


4680501 




Score 


466 


Exons 


2742. .3379, 


5190. .5214 






GI Descrip. 


(AF119222) 


hypothetical protein [Oryza 


sativa] 



Seq. No. ■ 30327 Seq. ID 

Gene No. 62719 Strand 

Start 2952 End 

Name OJ9904 19_11 . 9923 . C2 . o2 . gs Method 

Start 2952 End 

GI none Score 

Exons 29S2..3749, 3756.. 379? 



OJ990419_11.9923.C2 

5214 
GENSCAN 
3797 
.98 



Seq. No. 30327 Seq. ID 

Gene No. 62720 Strand 

Start 5698 End 

Name OJ9904 1 9_1 1 . 9923 . C2 . o3 . gs Method 

Start 5698 End 

GI none Score 

Exons 5698. . 6792 



OJ990419_11.9923.C2 

6792 
GENSCAN 
6792 
.49 



Seq. No. 30327 Seq. ID 

Gene No. 62721 Strand 

Start 14155 End 

Name OJ990419_11 . 9923 . C2 . o4 . np Method 

Start 14155 End 

GI ' 6907089 Score 

Exons 14155. . 14225, 17523.. 18176 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990419_11.9923.C2 

18176 
AAT/NAP 
18176 
246 



Seq. No. 30327 Seq. ID OJ9904 19_11 . 9923 . C2 

Gene No. 62721 Strand - 

Start 14155 End 18176 

Name OJ9904 1 9_11 . 9923 . C2 . o3 . np Method AAT/NAP 

Start 16175 End 17977 

GI 6721561 Score 938 

Exons 16175. . 16933, 17004 .. 17066, 17138 .. 17306, 17896.. 17977 

GI Descrip. .. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



30327 
62722 
20160 



Seq. ID 

Strand 
End 



OJ990419 11. 9923. C2 



2424£ 



30233 



Name OJ9904 19_11 . 9923 . C2 . 06 . np Method AAT/NAP 

Start 20160 End 24245 

GI 4680341 Score 161 

Exons 20160. .20230, 21153. . 21784, 24137.. 24245 

GI Descrip. (AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. No. 30327 

Gene No. 62722 

Start 20160 

Name OJ9904 19_11 . 9923 . C2 . o5 . np 

Start 20663 

GI 6721512 

Exons 20663. .20782 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990419_11.9923.C2 
Strand 

End 24245 

Method AAT/NAP 

End 20782 

Score 57 



Seq. No. 30327 

Gene No. 62723 

Start 24893 

Name OJ9904 19_11 . 9923 . C2 . o2 . gp 

Start 24893 

GI 5004057 

Exons 24893. .2511'9 



Seq. ID OJ990419_11.9923.C2 
Strand 

End 25119 

Method AAT/GAP . 

End 25119 

Score 343 



Seq.. No. 30327 

Gene No. '62724 

Start 25441 

Name OJ9904 19_11 . 9923 . C2 . ol . tc 

Start 664 

GI none 

Exons 664. .984, 670. .864, 677. .865 



Seq. ID OJ990419_JL1. 9923. C2 
Strand 

End 27326 

Method TBLASTX : Cress 

End 98 4 

Score 151 



Seq. No. 30327 
Gene No. . 62724 

Start 25441 

Name OJ9904 19_11 . 9923 . C2 . o3 . ts 

Start 664 

GI none 

Exons 664.. 867, 671.. 868, 771.. 875 



Seq. ID OJ990419_11.9923.C2 
Strand 

End 27326 

Method TBLASTX : Soybean 

End 875 

Score 207 



Seq. No. 30327 

Gene No. 62724 

Start 25441 

Name OJ9904 19_11 . 9923 . C2 . o5 . tm 

Start 664 

GI none 

Exons 664. .864, 668. .865, 671. .868 



Seq. ID OJ990419_11.9923.C2 
Strand 

End 27326 

Method TBLASTX: Maize 

End 868 

Score 264 



Seq. No. 30327 

Gene No. 62724 

Start 25441 

Name OJ9904 19_1 1 . 9923 . C2 . 08 . tw 

Start 2748 

GI none 
Exons 



Seq. ID OJ990419_11.9923.C2 
Strand 

End 27326 

Method TBLASTX: Wheat 

End 21469 

Score . 67 



2748. .2837, 2853. .3026, 3036. .3146. 571 0 s 5808 5711,. 5809,- 
5818. .5979, 6049. .6123, 21398. .21469 



Seq. No. 



30327 



Seq. ID OJ990419 11. 9923. C2 



30234 




Gene No. 


bz / 






Strand 




Start 


O A A 1 
Z 3 4 4 1 






End 


27326 


Name 


OJ990419 11. 


9923 


.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2749 






End 


21664 


bl 


none 






Score 


58 


Exons 


2749. .2838, 


2757 


..2849, 2850. 


.3020, 2896.. 3021, 3042.. 3296, 




3073. .3114, 


3142 


..3276, 5722. 


.5805, 5732.. 5848, 5818. .5985, 




' 6025. .6294, 


6068 


..6274, 21228 


. .21335, 


21263. .21352, 




21395. .21493, 21420 .. 214 64 , 21470 21664 , 21513 '.. 21617 


beg. wo. 


30327 






Seq. ID 


OJ990419_11.9923.C2 


Gene No. 


62724 






Strand 




Start 


25441 






End 


27326 


Name 


OJ990419 11. 


9923 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Of 

o car l 


2757 






End 


22146 


bl 


none 






Score 


141 


Exons 


2757. .2849, 


2850 


..3020, 3042. 


.3296, 3073.. 3300, 5722.. 5805, 




5818. .5985, 


6025 


..6294, 6080'. 


.6238, 6643.. 6747, 21263 .. 214 93, 




21470. .21658, 22000. .22146 






Seq. No. 


30327 






Seq. ID 


OJ990419_11. 9923.C2 


Gene No. 


62724 






Strand 




Start 


25441 






End 


27326 


Name 


OJ990419 11. 


9923 


.C2.o2 . tc 


Method 


TBLASTX: Cress 


Start 


3042 






End 


21670 


bl 


none 






Score 


93 


Exons 


oU4 Z . .3^99, 


3073 


..3282, 6040. 


.6294, 21395. .21463, 21536. .21670 


Seq. No. 


30327 






Seq. ID 


OJ990419_11.9923.C2 


Gene No. 


62724 






Strand 




bear u 


25441 






End 


27326 


Name 


OJ990419 11. 


9923 


C2.o6.tw 


Method 


TBLASTX: Wheat 


btart 


9872 






End 


10270 


bl 


none 






Score 


59 


Exons 


9872. . 9922, 


9923 


.10036, 9934 


. .9984, 


10010. .10270, 10042. .10269 


Seq. No. 


30327 






Seq. ID 


OJ990419_11.9923.C2 


Gene No. 


62724 






Strand 




b tar l 


25441 






End 


27326 


Name 


OJ990419 11. 


9923 


C2.o6.tm 


Method 


TBLASTX: Maize 


btart 


9917 






End 


10156 


bl 


none 






Score 


198 


Exons 


9917. . 10156 










beq. no. 


30327 






Seq. ID 


OJ990419_11. 9923.C2 


Gene No . 


62724 






Strand 




Start 


25441 






End 


27326 


Name 


OJ990419 11. 


9923. 


C2.o3.tw 


Method 


TBLASTX: Wheat 


Start 


10901 






End 


21863 


GI 


none 






Score 


139 


Exons 


10901. . 11083 


, 10909. .11082, 11120. .11356, 11 122 .. 1134 6, 




21705. .21863 










Seq. No. 


30327 






Seq. ID 


OJ99041 9 11. 9923.C2 


Gene No. 


62724 






Strand 




Start 


25441 






End 


27326 


Name 


OJ990419 11. 


9923. 


C2.ol.tw 


Method 


TBLASTX: Wheat 



30235 




Start 


1 1 c a n 

1154 9 




End 


12004 




GI 


none 




Score 


553 




Exons 


1 lo4 9 . . lz(JU4 , 11549 


. . 1 1 9o y , 


11557. .12003 




Seq. No. 


30327 




Seq. ID 


OJ990419_11.9923 


.C2 


Gene No. 


62724 




Strand 


- 




Start J • 


O C A A 1 

zo4 4 1 




End 


27326 




Name 


OJ99U419 11.99z3.Cz 


. oz . tm 


Method 


TBLASTX: Maize 




Start 


lib / o 




End 


12034 




GI 


none 




Score 


418 




Exons 


1 1 0 / o . . lzU J4 , 11/4U 


. . IZUoo 








Seq. No. 


30327 




Seq. ID 


OJ990419_11.9923 


.C2 


Gene No. 


62724 




Strand 






Start 


O C / /I 1 

zo4 4 1 




End 


27326 




Name 


OJ99U419 ll.992J.Cz 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


i o n ^ o 

lzUbz 




End 


12445 




GI 


none 




Score 


329 




Exons 


lzUbz . . lz44o, lZUby 


. . lziyy , 


12229. .12444 




Seq. No. 


30327 




Seq. ID 


OJ990419_11.9923 


.C2 


Gene No. 


62724 




Strand 






Start 


O C A A 1 

z544 1 




End 


27326 




Name 


OJ990419 11. 9923. C2 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12119 




End 


12543 




GI 


none 




Score 


465 




Exons 


10110 i o c ^ i i oi i n 
lzll9 . . lzo41, 1Z119 


i o c o o 

. . lzozo, 


12229. .12543 




Seq. No. 


30327 




Seq. ID 


OJ990419_11.9923 


.C2 


Gene No^ 


62724 




Strand 






Start 


zo4 4 1 




End 


27326 




Name 


OJ990419 11. 9923. C2 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


1 O 1 1 o 

12173 




End 


12598 




GI 


none 




Score 


308 




Exons 


Izl /o . . lzoyo , lzzJz 


. lz Jo / 








Seq. No. 


onion . 

30327 




Seq. ID 


OJ990419_11.9923 


. C2 


Gene No. 


62724 ' 




Strand 






Start 


25441 




End 


27326 




Name 


ojyyu4iy ii.yyzj.cz 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


1268 9 




End 


13095 




GI 


none 




Score 


78 




Exons 


1 O/"0n lOTOT 1 O T T O 

Izoo 9 . . Iz /o / , 1277 z . 


1 O O 1 o 

. 12 912, 


12780. .12914, 12922. . 13095, 






i juz4 . . i ju yo 










Seq. No. 


30327 




Seq. ID 


OJ990419_11.9923 


.C2 


Gene No. 


62724 




Strand 






Start 


O C A A 1 

254 41 




End 


27326 




Name 


OJ990419 11. 9923. C2 . 


o9 . tw 


Method 


TBLASTX: Wheat 




Start 


1 O 1 O O 

13138 




End 


13392 




GI 


none 




Score 


182 




Exons 


13138. .13392, 13140. 


.13265 








Seq. No. 


30327 




Seq. ID 


OJ990419JL1.9923 




Gene No. 


62724 




Strand 






Start 


25441 




End 


27326 




Name 


OJ990419 11. 9923. C2 . 


o3 . tm 


Method 


TBLASTX: Maize 





30236 




Start 


13596 


End 


13901 


GI 


none 


Score 


359 


Exons 


i 35 y D . . ljy Ul / 13bl3..13yUU 






Seq. No. 


30327 


Seq. ID 


OJ990419_11.9923.C2 


Gene No. 


62724 


Strand 




Start 


o c; A A T 


End 


27326 


Name 


ojyyu4iy n. yyz3.cz .04 . tw 


Method 


TBLASTX: Wheat 


Start 


13 / z / 


End 


14108 


GI 


none 


Score 


366 


Exons 


13 / Z 1 . . 13 / OJ , 13 / Z 0 . . in 1 Uo , 


13829. . 14071 


Seq. No. 


O A O O T 

3U3z / 


Seq. ID 


OJ990419__11.9923.C2 


Gene No. 


62724 


Strand 




Start 


25441 


End 


27326 


Name 


(jjyyu4iy ii.yyz3.Lz.oo.tw 


Method 


TBLASTX: Wheat 


Start 


1 4 1 15 


End 


14702 


01 


none 


Score 


247 


Exons 


14 115 . . 14 4 (JO , 1 4 1 1 / . . 14Z U3, 


14252. .1434 4, 14 385. .1454 6, 




14571 .. 1470Z, 1457b. .14701 






Seq. No. 


o n *d o "7 

30327 


Seq. ID 


OJ990419_11. 9923.C2 


Gene No. 


62724 


Strand 




Start 


25441 


End 


27326 


Name 


OJ990419 11.9923.C2.o7.np 


Method 


AAT/NAP 


Start 


25441 


End v 


27326 


GI 


4321762 


Score 


99 


Exons 


25441. .25466, 26088 .. 26220, 


27125.. 27326 


GI Descrip. 


(AF061107) transcription factor MYC7E 


[Zea mays] 


Seq. . No. 


30328 


Seq. ID 


OJ990419_11. 9923.C3 


Gene No. 


62725 


Strand 




Start 


390 


End 


3195 


Name 


OJ990419 11. 9923.C3.ol.gs 


Method 


GENSCAN 


Start 


390 


End 


3192 


GI 


none 


Score 


.8 


Exons 


390. .880, 2242. .2346, 2524.. 


2570, 2646 


..2760, 3087. .3192 


Seq. No. 


30328 


Seq. ID 


OJ990419_11. 9923.C3 


Gene No. 


62725 


Strand 




Start 


390 


End 


3195 


Name 


OJ990419 11. 9923.C3.ol. tm 


Method 


TBLASTX: Maize 


Start 


2983 


End 


3195 


GI 


none 


Score 


67 


Exons 


2983.. 3063, 2987.. 3043, 2998 


..3045, 3048. .3170, 3053. .3193, 




3064. .3195, 3089. .3193 






Seq. No. 


30329 


Seq. ID 


OJ990419_11.9923.C4 


Gene No. 


62726 


Strand 




Start 


242 


End 


5691 


Name 


OJ990419 11.9923.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


161 


End 


2953 


GI 


none 


Score 


67 


Exons 


161. .241, 165. .221.. 176. .223 


. 226. .34R 


. . . ^71 . 0d0 ^7? 




267. .371, 607. .732, 622. .732, 647. .733, 648. .734, 823. .894, 




824. .895, 825. .896, 1065. .1109, 1066.. 


1110, 1067. .1111, 




1311. .1409, 1349. .1399, 1363 


..1410, 1915. .2037, 1916. .2038, 



30237 






zyuo . . zy4 y , 


O Q 1 A 

z y ± 4 


. . zy oz , z y id . 


o n c o 

. z y d j 




beq. no. 


30329 






Seq. ID 


OJyyU4ly_ll . 9923 . C4 


Gene No. 


62726 






Strand 




Start 


242 






End 


5691 


Name 


OJ990419 11 


.9923 


.C4.ol.gs 


Method 


GENSCAN 


btart 


242 






End ' 


-5621 




none 






Score 


. 96 


Exons 


242. .370, 1349.. 


1408, 1918. .2037, 2917 


..3189, 3261. .3332, 




3873. .3965, 


4032 


..4214, 4619. 


.4735, 4809. .5621 


Seq. No. 


30329 






Seq. ID 


OJ990419_11. 9923.C4 


Gene No. 


62726 






Strand 




Start 


242 






End 


5691 


Naine 


OJ990419 11 


.9923 


.C4.ol.ts 


Method 


TBLASTX: Soybean 


btart 


622 






End 


1111 




none 






Score 


97 


Exons 


622. .732, 624. .731, 647. .736, 


648. .737 


, 823. .894, 824. .895, 




824. .901, 1067.. 


1111 






Seq. No. 


30329 






Seq. ID 


OJ990419_11.9923.C4 


Gene No. 


62726 






Strand 




Start 


242 






End 


5691 


Name 


OJ990419 11 


. 9923 


.C4 .ol .np 


Method 


AAT/NAP 


Start 


1894 






End 


5691 


GI 


3193327 






Score 


1075 


Exons 


1894. .2037, 


2917 


..3382, 4005. 


.4310, 4655. .4762, 4809. .5691 


GI Descrip. 


(AF069299) No definition line 


found [Arabidopsis thaliana] 


O rt rt- VT rt 

beq. No. 


30329 






Seq. ID 


OJ990419_11.9923.C4 


Gene No. 


62726 






Strand 




Start 


242 






End 


5691 


Name 


OJ990419 11 


.9923 


.C4.o2.tm 


Method 


TBLASTX: Maize 


b car u 


2954 






End 


3303 


GI 


none 






Score 


84 


Exons 


2954. .3028, 


2954 


..3085, 2958. 


.3086, 2958. .3086, 2959. .3093, 




3097. .3189, 


3104 


..3208, 3104. 


.3199, 3258. .3302, 3258. .3302, 




3262. .3303 










O rt rt- VT rt 

beq. no. 


30329 






Seq. ID 


OJ990419_11.9923.C4 


Gene No . 


62726 






Strand 




Start 


242 






End 


5691 


Name 


OJ990419 11 


.9923 


.C4.ol.tm 


Method 


TBLASTX: Maize 


b tar l 


5010 






End 


5531 . 


CjI 


none 






Score 


145 


Exons 


5010. .5060, 


5012 


..5173, 5036. 


.5173, 5097. .5183, 5171. .5221, 




5172. .5234, 


5205 


..5393, 5221. 


.5307, 5238. .5423, 5401. .5472, 




5402. .5473, 


5415 


..5477, 5478. 


.5531 




beq. no. 


30330 






Seq. ID 


OJ990419_11.9923.C5 


Gene No. 


62727 






Strand 




Start 


1 






End 


1091 


Name 


OJ990419 11 


9923 


.C5.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


i091 


GI 


3193327 






Score 


277 


Exons 


1..183, 275 


.595, 


970. . 1091 







GI Descrip. (AF069299) No definition line found [Arabidopsis thaliana] 



30238 




Seq. No. 


30330 


Seq. ID 


OJ990419_11 


. 9923. 


C5 


Gene No . 


oz t Z f 


St rand 








Start 


I 




i n q i 
l u y i 






Name 


ojyyi)4iy 11 . yyzo.bo.oi.gs 


Method 


C t? NT C H TS. M 






Start 


11 


hna 


i u y l 






bl 


none 


Score 








Exons *_ 


11 1 AQ1 

ii. . iu y i 










Seq. No. 


30331 


Seq. ID 


OJ990419_11 


.9923. 


C6 


Gene No. 


62728 


Strand 








btart 


1 


End 


2240 






Name 


ujyyu4iy 11. yyzj.uo.oi.np 


Method 


AAT/NAP 






otart 


i 


End 


2240 






bl 


oiyjoz / 


Score 


208 






Exons 


1 OCT 1 Q1 C 00 A Ci 
1 . . Z Ol , ±yiO..ZZ4iU 










GI Descrip. 


[Pit uoyzyy; no aenniLion ±me 


found [Arabidopsis thaliana] 


Seq. No. 


30332 


Seq. ID 


OJ990419_11 


.9923. 


C7 


Gene No . 


oz /z y 


Strand 


+ 






Start . 


ion 
1 


End 


298 






Name 


ojyy(J4iy n.yyzJ.c/.oi.gs 


Method 


GEN SCAN 






Start 


1 on 
1 JU 


End 


298 






GI 


none 


Score 


.59 






Exons 


1 on ono Tic ono 

loU. .zuj, zoo. .zyy 










Seq. No. 


30332 


Seq. ID 


OJ990419_11 


.9923. 


C7 


Gene No . 


62730 


Strand 


+ 








794 


End 


4603 






Name 


OJ990419 11.9923.C7.ol.np 


Method 


AAT/NAP 






Start 


794 


End 


3718 






bl 


6016874 


Score 


2129 






Exons 


794. .872, 956. .1093, 1158. .1389, 1780.. 


1939, 2333. 


.2512, 






2630. .2970, 3443. .3718 










GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative 


AC 9 






transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


30332 


Seq. ID 


OJ990419_11 


.9923. 


C7 


Gene No . 


62730 


Strand 


+ 






otart 


794 


End 


4603 






Name 


OJ990419 11.9923.C7.o2.gs 


Method 


GENSCAN 






otart 


794 


End 


2973 






bl 


none 


Score 


.76 






Exons 


794. .872, 956. .1093, 1158. .1246, 1780.. 


1939, 2513. 


.2973 




Oc(j> 1\ O . 


30332 


Seq. ID 


OJ990419_11 


. 9923. 


C7 


Gene No . 


62730 


Strand 


+ 






Start 


794 


End 


4603 






Name 


OJ990419 11.9923.C7.ol.gp 


Method 


AAT/GAP 






Start 


1482 


End 


1990 






GI 


uC-osflcypll0c07bl 


Score 


958 






Exons 


1482. . 1990 










GI Descrip. 


1 4 68017 8/gb! AF111709. 1 t AF111709 .S 5 Oe-81 


Oryza sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



30239 




Seq. No. 


*3 n *3 "3 0 








Seq. ID 


0 Jyy 04 1 9 


1 1 . 9923 . C7 


Gene No. 


62730 








Strand 


+ 




Start 


794 








End 


4603 




Name 


uj y y 1/4 1 y 11 


.9923 


.C7.o2. 


np 


Method 


7\ 7\ T" / M 7\ O 

tU\l / NAr 




b car l 










End 


A C A "3 

4 bU J 






C A A C O C~l 

bUUbob / 








Score 


OU 




Exons 


TAQn *3 1 1 Q 


4523 


. .4603 










GI Descrip. 


/ 7\daaacc;g\ 


hypothetical 


protein [Oryza 


sat iva] 




Seq. No. 


30332 








Seq. ID 


OJ990419 


_11.9923.C7 


.Gene No. 


62731 








Strand 






otart 










End 


10009 




Name 


ojyyU4iy__ii 


.9923 


C7.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


11/10 

114z 








End 


1587 




GI 


none 








Score 


69 




Exons 


1 1 /I O 1 ooc 

114Z . . Izzo , 


1214 


.1351, 


1333. 


.1491, 1492. .1554, 


1 o4 y . .loo/ 


Seq. No. 


30332 








Seq. ID 


OJ990419 


_11. 9923.C7 


Gene No. 


62731 








Strand 






0 cart: 










End 


10009 




Name 


ojyy(J4iy 11 


.9923. 


C7.o4. 


tm 


Method 


TBLASTX: 


Maize 


04.-iy.4- 

0 tart 


1 C Q 1 
1 DO 1 








End 


1995 




GI 


none 








Score 


65 




Exons 


lbol . ,1/bo, 


1768. 


.1995, 


. 1771. 


.1899, 1776. .1994 




Seq. No. 


30332 








Seq. ID 


OJ990419 


9923. C7 


Gene No. 


62731 








Strand 






Start 


"0 A T O 

o4 la 








End 


10009 




Name 


ojyyu4iy 11 


.9923. 


C7.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


ZZUU 








End 


2552 * 




GI 


none 








Score 


240 




Exons 


oonn 0/101 
z/UU . . Z4 0 1 , 


2211. 


.2552 










Seq. No. 


30332 








Seq. ID 


OJ990419 


_11. 9923.C7 


Gene No. 


62731 








Strand 






btart 


J 4 1 0 








End 


10009 




Name 


r\TQQn/l 1 Q 11 

uj y y u 4 1 y 11 


.9923. 


C7.o2. 


tm 


Method 


TBLASTX: 


^aize 


btar l 


Z b b4 








End 


2907 






none 








Score 


282 




Exons 


Z b b 4 . . Z-O Z Z , 


2674. 


.2907 










beq. wo. 


-3 a 0 -3 0 
jU J JZ 








Seq. ID 


OJ990419 


IT A A A "3 r*> ~7 

1 1 . 9923 . C7 


Gene No. 


62731 








Strand 






Start 


3418 








End 


10009 




Name 


uj y yu4 1 y 11 


.9923. 


C7.o3. 


gs 


Method 


GENSCAN 




Start 


o4 lo 








End 


10009 




GI 


none 








Score 


.44 




Exons 


J4 lo . . Joy 1 , 


4538. 


.4650, 


5616. 


.5921, 6166. .6406, 


6507 . . 6820, 




/ 4Zo . . ozzy , 


8592. 


.8615, 


8665. 


.8710, 8863.. 8915, 


9755 . . 10009 


Qorr Mo 
Oct|. LN U . 










Seq. ID 


OJ990419 


1 1 . y yz 0 . u / 


Gene No. 


62731 








Strand 






Start 


3418 








End 


10009 




Name 


OJ990419 11 


.9923. 


C7.o3. 


np 


Method 


AAT/NAP 




Start 


5583 








End 


9356 




GI 


4325041 








Score 


2630 




Exons 


5583. .5921, 


6166. 


. 6406, 


6507. 


.6820, 7149. .8287, 


9283. . 9356 



30240 



GI Descrip. (AF117339) FtsH-like protein Pftf precursor [Nicotiana tabacum] 



Seq. No. 30332 
Gene No. 62731 
Start 3418 

Name OJ9904 1 9JL1 . 9923 . C7 . ol . tm 

Start 5604 
GI* none 

Exons 5604.. 5924, 5613.. 5924, 5614. 

6163. .6414, 6167. .6412, 6167. 
6511.. 6831, 6512.. 6832, 7143. 
7294. .7356, 7404. .7505, 7406. 
7411. .7644, 7412. .7639, 7601. 
7765. .8319, 7766. .8320, 8178. 



Seq. ID OJ990419_11.9923.C7 
Strand 

End 10009 
Method TBLASTX : Maize 
End 8321 
Score 383 

.5925, 6162.. 6215, 6163.. 6408, 
.6415, 6498. .6824, 6506. .6823, 
.7202, 7147. .7200, 7293. .7364, 
.7642, 7407. .7637, 7408. .7638, 
.7714, 7635. .7970, 7636. .8310, 
.8321 



Seq. No. 30332 
Gene No. 62731 
Start 3418 

Name OJ9904 19_11 . 9923 . C7 . ol . ts 

Start 5613 
GI none 

Exons 5613.. 5924, 5613.. 5924, 5614. 

6184 .,.'6417, 6276.. 6419, 6495. 
6508.'. 6834, 6706.. 6834, 7143. 
7300. .7365, 7404. .7499, 7411. 
7768..8163-, 7771.. 8109, 7775. 



Seq. ID OJ990419_11.9923.C7 
Strand 

End 10009 

Method TBLASTX : Soybean 

End 8163 

Score 215 

.5925, 6163. .6414, 6167. .6412, 
.6662, 6498. .6833, 6506. .6823, 
.7202, 7144. .7203, 7293. .7376, 
.7716, 7415. .7714, 7683. .7748, 
.8152 



Seq. No. 30332 

Gene No. 62731 

Start 3418 

Name OJ9904 1 9_11 . 9923 . C7 . o3 . tc 

Start 5613 

GI none 

Exons 5613.. 5864, 5614.. 5853, 5835. 
6167. . 6262 



OJ990419_11.9923.C7 
10009 

TBLASTX: Cress 

6264 

290 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.5924, 5836. .5925, 6163. .6264, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30332 
62731 
3418 

OJ990419_11. 9923.C7.o2.gp 
6232 

1422 4.R1084 



OJ990419 11. 9923. C7 



Seq. ID _ 
Strand 

End 10009 
Method AAT/GAP 
End 7953 
Score 2067 

6232. .6406, 6507. .6820, 7149.. 7202, 7293. .7383, 7406. .7953 
, 3808101/emb|CAA09935.1| 0.0e+00 (AJ012165) chloroplast protease 
[Capsicum annuum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30332 
62731 
3418 

OJ990419JL1 . 9923 . C7 . ol . tc 
6265 



Seq. ID OJ990419_11.9923.C7 
Strand 

10009 

TBLASTX: Cress 
7663 
179 



End 

Method 
End 

none Score 
6265. .6414, 6266. .6406, 6267. .6410, 6495. .6641, 6498. .6833, 
6506. .6823, 6508. .6831,- 7143. .7202, 7144. .7203, 7293. .7352, 
7300. .7353, 7329. .7358^ 7330. .7356, 7404. .7499, 7406. .7516, 
7407. .7508, 7411. .7662, 7412. .7663 



30241 




Seq. No. 


*3 A "3 "3 o 

3U 3 32 








Seq. ID 


OJ990419JL1.9923 


.C7 


Gene No. 


62731 








Strand 






Start 


3418 








End 


10009 




Name 


^ TQQHyl 1 Q 11 


. yyzo 


. b / . ol . 


tw 


Method 


TBLASTX: Wheat 




btart 


feci 








End 


7203 




C T 
bl 


none 








Score 


350 




Exons 




fC CO 

booZ 


. . boZ4 , 


£ C C *3 

bob J 


.6831, 6706..-. 6831, 71.37.. 7202 






"7 1 /t A 
I 1 4 4 












Seq. No. 


30332 








Seq. ID 


ojyyu4iy 11.9923 


. C7 


Gene No. 


62731 








Strand 






bear t 


O/l 1 Q 
J4ltJ 








End 


10009 




Narne 


ujy yu4 iy 11 


y yz3 


. C / . oz . 


tw 


Method 


TBLASTX: Wheat 




O -f- -1 -K- -1- 


/ jz y 








End 


7627 




C T 


none 








Score 


111 




Exons . 


/ jz y . . / j/ o, 


7/111 
/ 4 11 


. . / bl 1 , 


/4 33 . 


.7627 






Seq. No. 


30332 








Seq. ID 


OJ990419JL1.9923 


.C7 


Gene No. 


62731 








Strand 






b tar t 


.34 1 o 








End 


10009 




Name 


ojyyu4iy 11. 


n n o *3 

9 9z3 


. C7 . o2 . 


tc 


Method 


TBLASTX: Cress 




otart 


/ / y o 








End 


8196 






none 








Score 


366 




Exons 


/ / yb. . oiiu, 


"7 o o o 

/ozz 


O 1 O "J 

. olz 7 , 


O 1 O /t 

8134 . 


.8196, 8138. .8188 




Seq. No. 


30332 








Seq. ID 


OJ990419_11.9923 


. C7 


Gene No. 


62731 








Strand 






otart 


*5 A 1 D 

j4 1 o 








End 


10009 




Name 


ojyyu4iy n. 


o o o o 


C7 . o3 . 


gp 


Method 


AAT/GAP 




otart 


/ y oo 








End 


9013 




C T 
bl 


none 








Score 


916 




Exons 


/ y bb . . oolb, 


o o <z o 
oo b J , 


. yui 3 










Seq. No. 


30332 








Seq. ID 


OJ990419_11. 9923 


C7 


Gene No. 


62731 








Strand 






otart 


J4 1 O 








End 


10009 




Name 


uj y y U4 1 y ii . 


Q Q O O 

y 32 3 . 


C / . OZ . 


t s 


Method 


TBLASTX: Soybean 




otart 


y / ol 








End 


9923 




P T 
bl 


none 








Score 


201 - 




Exons 


y / j i . . y yzz , 


y / jo . 


. yyzj 










Seq. No. 


30332 








Seq. ID 


OJ990419_11. 9923. 


C7 


Gene No. 


62731 








Strand 






otart 


-34 1 o 








End 


•10009 




Name 


r\ Toon >i 1 o 11 

Qjyyu4iy ii. 


yy^o . 


C7 . o4 . 


tc 


Method 


TBLASTX: Cress 




otart 


y / oi 








End 


10006 




C T 
bl 


none 








Score 


233 




Exons 


y / 31 . . y y o / , 


O 1 *3 C 

y/ jo . 


. 9959, 


9872 . 


.9967, 9971. .10006 




oeq . iNO • 










Seq. ID 


OJ990419_11. 9923. 


C7 


Gene No. 


62731 








Strand 






Start 


3418 








End 


10009 




Name 


OJ990419 11. 


9923. 


C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


9731 








End 


9872 




GI 


none 








Score 


206 




Exons 


9731. .9871, 


9735. 


. 9872 











30242 




Seq. No. 


30333 




Seq. ID 


OJ990419_11. 9923 


.C8 


Gene No. 


62732 




Strand 








84 




End 


1 / o4 




Name 


OJ990419 11 


.9923.C8.ol.gs 


Method 


bENSCAN 




Qi-a -y- +- 


84 




End 


T 1 0 ez 
1 / Z 0 




PT 

bl 


none 




Score 








84. .559, 832. .1502, 1614. .1726 






Seq. No. 


30333 




Seq. ID 


OJ990419_11.9923 


.C8 


Gene No. 


62732 




Strand 






Of--, r"h 


84 




End 


1764 




Name 


OJ990419 11 


.9923.C8.ol.ts 


Method 


TBLASTX: Soybean 




Of -i yf 


276 




End 


1049 




P T* 


none 




Score 


295 




Exons 


276. .542, 277. .540, 833. .1048, 849. .1049 




Seq. No. 


30333 




Seq. ID 


OJ990419_11.9923 


.C8 


Gene No. 


62732 




Strand 








84 




End 


1764 




Name 


OJ990419 11 


.9923.C8.o2.tm 


Method 


TBLASTX: Maize 




o tar z 


513 




End 


1088 




C T 
bl 


none 




Score 


61 




Exons 


513. .542, 514. .543, 826. .984 


, 833. .1087, 837. .1088 




Seq. No. 


303-33 




Seq. ID 


OJ990419_1-1.9923 


.C8 


Gene No. 


62732 




Strand 






o l ar l 


84 




End 


1764 




Name 


-OJ990419 11 


. 9923.C8.ol.tc 


Method 


TBLASTX: Cress 




Of -,v-f 

btart 


968 




End 


1490 




r* t 

bl 


none 




Score 


404 




Exons 


968. .1486, 


969. .1490, 1156.. 


1488 






o e q . ln o . 


30333 




Seq. ID 


OJ990419_11.9923, 


.C8 


Gene No. 


62732 




Strand 






Start 


84 




End 


1764 




Name 


OJ990419 11 


. 9923.C8.o3.ts 


Method 


TBLASTX : Soybean 




o tar t. 


1049 




End 


1346 




bl 


5058398 




Score 


113 




Exons 


1049. .1156, 


1050. .1166, 1068 


. .1133, 1115. .1345, 1206. .134 6 


bi uescnp. 












o e q . wo. 


30333 




Seq. ID 


OJ990419_11.9923, 


.C8 


bene no . 


62732 




Strand 






Start- 


84 




End 


1764 




Name 


OJ990419 11 


. 9923.C8.ol.tm 


Method 


TBLASTX: Maize 




o car n 


1115 




End 


1764 




bl 


none 




Score 


86 




Exons 


1115. . 1192, 


1116. .1193, 1117 


..1194, 1224. .1502, 1226. .1504, 




1237. .1503, 


-1241.. 1504, 1242 


..1505, 1610. .1762, 1611. .1763, 




1613. . 1762, 


1630. . 1764 








Seq. No. 


30333 




Seq. ID 


OJ990419_11.9923. 


,C8 


Gene No. 


62732 




Strand 






Start 


84 




End 


1764 




Name 


OJ990419 11. 


.9923.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1366 




End 


1764 




GI 


none 




Score 


209 





30243 



Exons 1366.. 1398, 1367.. 1504, 1368.. 1505, 1611.. 1763, 1613.. 1762, 

1630. .1764 



beq. NO. 


30333 






Seq. ID 


OJ990419_11. 9923.C8 




Gene No . 


62732 






Strand 






O -1- ~> >~ 4- 
OldlL 


84 






End 


1764 




Name 


OJ990419 


ll.9923.C8.o2. 


zs ... . 


Method 


TBLASTX : Soybean 




C +- -> -y~ 4- 

b l32Tl 


1395 






End 


1753 




GI 


none 






Score 


124 




Exons 


1395.. 1505, 1397.. 1504, 


1611. . 


1748, 1613. .1753 




beq . no . 


30334 






Seq. ID 


OJ990419_11.9923.C9 




Gene No . 


62733 






Strand 


- 




btar z 


65 






End 


2155 




Name 


OJ990419 


11. 9923.C9.ol. 


gs 


Method 


GENSCAN 




otart 


65 






End 


2155 






none 






Score 


.66 




Exons 


65. .187, 


457. .637, 704. 


.805, £ 


i 94 . . 1013, 


1119. .1272, 2036.. 


2155 


beq . no . 


30334 






Seq. ID 


OJ990419_11.9923.C9 




Gene No . 


62733 






Strand 






btar t 


65 






End 


2155 




Name 


OJ990419 


ll.9923.C9.ol. 


tm 


Method 


TBLASTX: Maize 




otart 


398 






End 


1193 






none 






Score 


263 




Exons 


398. .619, 


429. .623, 620 


. .772, 


701. .808, 


701. .808, 881. .102 


A 




891. .1040 


, 892. .1014, 1105. .1191, 1117. 


.1191, 1119. .1193 




Seq. No. 


30334 






Seq. ID 


OJ990419_11.9923.C9 




Gene No. 


62733 






Strand 






Start 


65 






End 


2155 




Name 


OJ990419 


11. 9923.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


773 






End 


1206 




GI 


none 






Score 


45 




Exons 


773. .808, 


777. .806, 881 


. . 1024, 


891. .1076, 892. .1014, 1000. 


.120 



1086. .1205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene ->No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30335 
62734 
9427 

OJ990419_11. 9923. C10. o2.gs 

9427 

none 



Seq. ID OJ990419JL1. 9923. C10 

Strand + 

End 14536 

Method GENSCAN 

End 14536 

Score .75 



9427.. 9477, 10654 . . 1077 6, 11139 .. 112 12 , 11306. . 11360, 
11663. .11713, 11961. . 12009, 12457 .. 1257 9, 12687 1274 3, 
13280. .13370, 134 68 .. 13812, 13878 .. 14 138 , 14482. .14536 



30335 
62734 
9427 

OJ990419_11. 9923. C10. o3.gp 
9458 

uC-osflcyp055a02bl 
9458. .9553, 10654. .10869, 
11663. .11689 

1 387887 4 /emb | CAA93672 . 1 1 2.0e-12 (Z69793) R03A10.3 
[Caenorhabditis elegans] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11139. . 11212 



OJ990419_11. 9923. C10 
+ 

14536 
AAT/GAP 
11689 
836 

11306, s 11360.- 



30244 



Seq. No. 30335 
Gene No. 62734 
Start 9427 

Name OJ9904 19_11 . 9923 . CIO . o2 . np 

Start - 10726 
GI 6513925 

Exons " 10726. . 10869, 11139 11212 , 

11810. .11883, 11961. .12009, 
12873. .12916 

GI Descrip. (AC011664) unknown protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 

End 
• Score 
11306. .11360, 
12495. .12579, 



OJ990419_11 
+ 

14536 
AAT/NAP 
12916 
447 

11663. 
12687. 



9923. C10 



11737, 
12743, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30335 
62735 
1 

OJ990419_11. 9923. C10. ol.np 



6907099 
1..90, 2332, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_11. 9923. C10 

6808 
AAT/NAP 
3015 
190 



,2395, 2908.. 3015 



(AP001129) Similar to Arabidopsis thaliana DNA chromosome 4, 
ESSA I contig fragment No. 6, membrane protein homolog. (Z97341] 
[Oryza sativa] 



Seq. No. 30335 Seq. ID 

Gene No. 62735 Strand 

Start 1 End 

Name OJ990419_11 . 9923 . C10 . ol . gs Method 

Start ■ 239 End 

GI none Score 

Exons 239.. 331, 2336.. 2395, 2908.. 3017, 3458 
6531. . 6808 



OJ990419_11. 9923. C10 

6808 
GENSCAN 
6808 
.52 

. .3851, 4630. .4687, 



OJ990419 11. 9923. C10 



Seq. No. 30335 Seq. ID _ 

Gene No. 62735 Strand 

Start 1 End 6808 

Name OJ9904 1 9_11 . 9923 . C10 . ol . gp Method AAT/GAP 

Start 1127 . End 1725 

GI uC-osflcypll0b03al Score 990 

Exons 1127.. 1576, 1660.. 1725 

GI Descrip. ' 3878874 /emb | CAA93672 . 1 | 2.0e-12 (Z69793) R03A10.3 
[Caenorhabditis elegans] ' 



Seq. No. 30335 Seq. ID OJ9904 1 9_11 . 9923 . C10 

Gene No. 62735 Strand 

Start 1 End 6808 

Name OJ9904 19_11 . 9923 . C10 . o2 . gp Method AAT/GAP 

Start 2968 End 4695 

GI uC-osflcypll0b03bl Score 882 

Exons 2968. .3017, 3458. .3568, 3656. .3814, 3910. .4033, 4630. .4695 

GI Descrip. '2191140 3.0e-19 (AF007269) contains weak similarity to 
MYB-related proteins [Arabidopsis thaliana] ' 



Seq. No. 30335 Seq. ID 

Gene No. 62736 Strand 

Start 9517 End 

Name OJ9904 1 9_11 . 9923 . C10 . o2 . tm Method 

Start 1243 End 



OJ990419_11. 9923. C10 
14071 

TBLASTX: Maize 
1689 



30245 



GI 

Exons 



none Score 4 7 

1243. .1287, 1245. .1277, 1259. .1321, 1325. .1378, 1331. .1378, 

1367. .1438, 1387. .1431, 1429. .1515, 1457. .1510, 1503. .1574, 

1513. .1575, 1659. .1688, 1663. .1689 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30335 
62736 
'-•-95 17 

OJ990419_11. 9923. CIO. o3.np 

9517 

6630700 



Seq. ID OJ990419_11. 9923. C10 
Strand 

End 14071 

Method AAT/NAP 

End 14071 

Score 631 



9517. .9623, 13424 .. 13755, 13781. .14071 

(AP000969) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] gi | 6721537 | dbj | BAA8 9567 . 1 | 
(AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



30335 
62736 
9517 

OJ990419_11. 9923. C10. ol.tm 
10679 
none 
10679. 
11295. 
11801. 
11958. 
12685, 



,10774, 10820. 

,11360, 11300. 

,11884, 11806. 

,12053, 11959. 

,12735, 12686. 



.10867, 
.11356, 
.11886, 
.12033, 
.12736 



Seq. ID OJ990419_11. 9923. C10 
Strand 

End 14071 

Method TBLASTX: Maize 

End 12736 

Score 106 
.11138. .11212, 11139. .11213, 
11660. .11740, 11662. .11739, 
11809. .1188 6, 11958. .12008, 
124 92. .12578, 124 94. .12583, 



Seq. No. 30335 
Gene No. 62736 
Start 9517 

Name OJ9904 1 9_11 . 9923 . C10 . ol . tc 

Start 11295 
GI none 

Exons 11295. .11360, 11660 . . 117 4 0 , 

11809. .11886, 11961. .12008, 
12494 . .12556, 12689. .12706 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11662 

11965 



OJ990419 11. 9923. C10 



14071 

TBLASTX: Cress 
12706 
78 

11739, 11801. .11,878, 
12033, 12492. .12572, 



Seq. No. 30335 

Gene No. 62736 

Start ■ 9517 

Name OJ990419_11 . 9923 . C10 . ol . tw 

Start 11660 

GI none 

Exons 11660 
11809 



Seq. ID OJ990419__11. 9923. C10 
Strand 

14071 

TBLASTX: Wheat 
12907 
90 



End 

_ Method 

End 
Score 

11740, 11662. .11739, 11807 .. 11884 , 11807 .. 11881, 
11886, 11958. .12005, 11 958 .. 12005 , 11959 .. 12033, 



12492. .12584, 124 94 .. 12607 , 124 94 .. 12 607 , 12679 .. 12741, 
12686. . 12742, 128 68 .. 1290 6, 12869. .12907 



Seq. No. 30336 

Gene No. 62737 

Start 1166 

Name OJ990419_11 . 9923 . Cll . ol . gs 

Start 1166 

GI none 
Exons 



Seq. ID OJ990419_11.9923.C11 

Strand + 

End 8033 

Method ^F.NfSCAN 

End 7 658 

Score .82 



1166. .1277, 1692. .1796, 1903. .1961, 2777. .2963, 3363. .3474, 



30246 



3716. .3801, 4135. .4291, 4363. .4465, 4669. .4785, 5212. .5289, 
5584. .5677, 5975. .6039, 6281. .6429, 6681. .6913, 7110. .7240, 
7348. .7458, 7542. .7658 



Seq. No. 30336 
Gene No. 62737 
Start 1166 

Name OJ990419_11 . 9923 . Cll . ol . np 

Start 1433 
GI 5758310 

Exons 1433.. 1511, 1698.. 1839, 2315. 

3502.. 3669, 3756.. 3801, 4002. 
4672. .4785, 5212. .5289, 5373. 
5975. .6039, 6281. .6415, 6670. 
7348. .7419 

GI Descrip. (AF162681) maroon-like protein [Drosophila melanogaster ] 



Seq. ID- OJ990419_11. 9923. Cll 
Strand + 
End 8033 
Method AAT/NAP 
End 7419 
Score 438 

.2487, 2805. .2904, 3376. .3447, 
.4042, 4134. .4255, 4301. .4465, 
.5477, 5584. .5706, 5791. .5874, 
.6787, 6821. .6898, 7122. .7240, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gl' 

Exons 

GI Descrip. 



30336 
62737 
1166 

OJ990419_11. 9923. Cll. ol.gp 

3567 

3766624 



Seq. ID OJ990419_11. 9923. Cll 



Strand 
End 

Method 

End 

Score 



+ 

8033 
AAT/GAP 
4210 
452 



3567. .3669, 3756. .3801, 4002. .4040, 4135. .4210 
3878874/emb | C7VA93672.il 2.0e-12 (Z69793) R03A10.3 
[Caenorhabditis elegans] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30336 Seq. ID OJ9904 1 9_11 . 9923 . Cll 

62737 Strand + 

1166 End 8033 

OJ990419_11. 9923. Cll. o2.np Method AAT/NAP 

5793 End 7237 

5852321 Score 88 

5793. .5874, 5975. .6118, 6635. .6909, 7133. .7237 

(AF088856) hypothetical protein [Vogesella indigofera] 



Seq. No. 


30336 








Seq. ID 


OJ990419_1L.9923.C11 


Gene No. 


62737 








Strand 


+ 


Start 


1166 








End 


8033 


Name 


OJ990419 11 


.9923. 


Cll.o2 


.gp 


Method - 


AAT/GAP 


Start 


7199 








End 


8033 


GI 


3766625 








Score 


1178 


Exons 


7199. .7240, 


7348. 


.7458, 


7542. 


.8033 




Seq. No. 


30336 








Seq. ID 


OJ990419_11. 9923. Cll 


Gene No. 


62738 








Strand 




Start 


8214 








End 


10059 


Name 


OJ990419 11 


.9923. 


Cll.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


1145 








End 


2470 


GI 


none 








Score 


138 


Exons 


1145. . 1276, 


1700. 


.1795, 


1708. 


.1812, 2315. .2470, 2319. .2468, 



2327. .2470 



Seq. No. 30336 Seq, ID OJ990 4 1 9_1 1 

Gene No. 62738 Strand 

Start 8214 End 10059 

Name OJ990419 11 . 9923 . CI 1 . o2 . tc Method TBLASTX : Cress 



30247 




Start 3571 End 3803 

GI " none Score 151 

Exons 3571.. 3672, 3573.. 3671, 3575.. 3673, 3750.. 3803, 3758.. 3802 



Seq. No. 30336 

Gene No. 62738 

Start 8214 

Name ' OJ9904 19_11 . 9923 . Cll . o3 

Start 3597 

GI none 

Exons 3597.. 3668, 3597.. 3668, 
4110. .4262, 4115. ..4258 

Seq. No. 30336 
Gene No. 62738 
Start 8214 

Name OJ9904.19_11 . 9923 . Cll . ol 

Start 4337 
GI none 

Exons 4337.. 4459, 4363.-4452, 

5194.. 5298, 5205, .5297, 
5375.-5479, 5584.. 5676,. 



Seq. ID OJ990419_11. 9923. Cll 
Strand 

End 10059 

.ts Method TBLASTX : Soybean 

End 4262 

Score 62 
3598.-3675, 3977. .4042, 4000. .4041, 



Seq. ID OJ990419_11. 9923. Cll 
Strand 

End 10059 
.tm Method TBLASTX : Maize 

End 5684 

Score 146 
4668. .4784, 4677.-4784, 4678. .4785, 
5343.-5477, 5373. .5477, 5374.-5478, 
5586.-5684, 5595. .5684 



Seq, No. 30336 

Gene No. 62738 

Start 8214 

Name OJ990419_11 . 9923 . Cll . ol 

Start 5211 

GI none 

Exons 5211.. 5267, 5211.. 5300, 
5374.-5472, 5375.-5473, 



Seq. ID OJ990419_11. 9923, Cll 
Strand 

End 10059 
.tc Method TBLASTX : Cress 

End 6033 

Score 4 8 
5212. .5298, 5373.-5477, 5374. .5478, 
5584. .5655, 5763. .5879, 5974. .6033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30336 
62738 
8214 

OJ990419_11. 9923. Cll. ol.ts 

7133 

none 



Seq. ID OJ990419_11. 9923. Cll 
Strand 

End 10059 

Method TBLASTX : Soybean 

End 7694 

Score 115 



7133. .7240, 7138. .7239, 7339. .7461, 7347. .7460, 7530. .7583, 
7575. .7694, 7617. .7646 



Seq. No. 30336 

Gene No. 62738 / 

Start 8214 

Name OJ9904 1 9_11 . 9923 . Cll . o2 

Start 7332 

GI none 

Exons 7332.. 7451, 7333.. 7455, 
7533.. 7652, 7546.-7659, 

Seq. No. 30336 

Gene No. 62738 

Start 8214 

Name OJ9904 1 9_11 . 9923 . Cll . o2 

Start 8214 

GI none 

Exons 8214.. 8247, 8874.-8956, 



Seq. ID OJ990419_11. 9923. Cll 
Strand 

End 10059 ' 

.tm Method TBLASTX : Maize 

End 7659 

Score 182 
7333..7452, 7334. .7453, 7529. .7651, 
7546. .7659 

Seq. ID OJ990419_11. 9923. Cll 
Strand 

End 10059 

.as Method GEN SCAM 

End 10059 

Score .94 
9051. .972 9, 9825. .98 95, 9967. .10059 



30248 




Seq. No. 


30337 


Seq. ID 


OJ990419JL1.9923 


.C12 


Gene No. 


/" O *7 "5 n 

62739 


Strand 


+ 




Start 


471 


End 


2012 




Name 


OJ990419 11. 9923.C12.ol.gs 


Method 


GEN SCAN 




Start 


A T 1 

4 /l 


End 


2012 




GI 


none 


Score 


. 56 




Exons " 


4/1. .043, 893. .1116, 1836.. 


2012 






Seq. No. 


30337 


Seq. ID 


OJ990419_11. 9923 


.C12 


Gene No . 


62740 


Strand 


+ 




Start 


2889 


End 


9058 




Name 


OJ990419 11.9923.C12.o2.gs 


Method 


GENSCAN 




Start 


2889 


End 


9058 




GI 


none 


Score 


A 1 

. 4 1 




Exons 


2889. .2964, 4828. .4918, 5421. .5530, 8 


931 . . 9058 




Seq. No. 


30337 


Seq. ID 


OJ990419_11. 9923 


.C12 


Gene No. 


62741 


Strand 


+ 




Start 


12311 


End 


16281 




Name 


OJ990419 11.9923.C12.o3.gs 


Method 


GENSCAN 




Start 


12311 


End 


16031 




GI 


none 


Score 


. 58 




Exons 


12311. .16031 








Seq. No. 


30337 


Seq. I'D 


OJ990419JL1. 9923 


C12 


Gene No. 


62741 


Strand 


+ 




Start 


12311 


End 


16281 




Name 


OJ990419 11.9923.C12.ol.np 


Method 


AAT/NAP 




Start 


12719 


End 


16281 




GI 


6466937 


Score 


2004 




Exons 


12719. .13171, 13214. .16281 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


30337 


Seq. ID 


OJ990419_11. 9923 


C12 


Gene No. 


62742 


Strand 






Start 


9214 


End' 


9672 




Name 


OJ990419 11. 9923.C12.ol.gp 


Method 


AAT/GAP 




Start 


9214 


End 


9672 




GI 


LIB34 32-059-P1-K1-D8 


Score 


760 




Exons 


9214 . . 9672 








GI Descrip. 


-'.5734616/dbj 1 AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genom. 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


30337 


Seq. ID 


OJ990419_11.9923. 


C12 


Gene No. 


62743 


Strand 






Start 


13337 


End 


14182 




Name 


OJ990419 11. 9923.C12.o5. tm 


Method 


TBLASTX: Maize . t 




Start 


13337 


End 


14182 




GI 


none 


Score 


121 




Exons 


13337. .13471, 1354 4. .1378 6, 


1387 4. .13963, 14 078. .14182 




Seq. No. 


30337 


Seq. TO 


OJ990419 11.9923. 




Gene No. 


62744 


Strand 






Start 


14171 


End 


14707 




Name 


OJ990419 11. 9923.C12.ol.tw 


Method 


TBLASTX: Wheat 





30249 




btart 


1 A 1 "7 1 
141/1 




End 


14653 




C T 
bl 


none 




Score 


366 




Exons 


14 1 / 1 . . 14 boo, 1431o. 


1 a a n A 

. 1 4 4 y 4 , 


14323. .14610 




Seq. No. 


30337 




Seq. ID 


OJ990419_11.9923 


C12 


Gene No. 


62744 




Strand 






Q+- a y~ f 


1 A -1 1 1 
14 1 / I 




End 


14707 




Name 


(jjyyu4iy ii.yyz3.ciz 


. o4 . ts 


Method 


TBLASTX: Soybean 






i /i o *7 
142U / 




End 


14521 






none 




Score 


205 




Exons 


14ZU / . . 140Z.1, 143Z1. 


1 yl COI 

.14021 








Seq. No. 


30337 




Seq. ID 


OJ990419_11.9923\ 


C12 


Gene No. 


62744 




Strand 






Of ~.f 


141/1 




End 


14707 




Name 


ojyyu4iy 11.yy2j.c12 


. o2 . tm 


Method 


TBLASTX: Maize 




Cf -| vf 

otarc 


14 z 34 




End 


14707 




P T 


none 




Score 


595 




Exons 


14z J4 . .14 I \) I f 14/ J / . 


1 a a a c 
. 1 4 bbb , 


14251. . 14697 




Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923. 


C12 


Gene No. 


62745 




Strand 






Cf -.*<f 


i yi con 
14 boU 




End 


15268 




Name 


^~rnnn/iin ii nno o o i o 

ojyy(J4iy 11.yy2j.c12 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


■ i /icon 
14 b 3D 




End 


14989 




bl 


none 




Score . 


288 




Exons 


i /i c o n i ^ no n 1 /i c /i "7 
14 b JU . . 14 yb y , 14b4/. 


1 a n o r 

. 1 4 y / D 








Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923. 


C12 


Gene No. 


62745 




Strand 






OA 4 >~f 

btart 


1 4 b J U 




End 


15268 




Name 


r\ Tonr\yi i n i i n n o o 1 o 

ojyyu4iy 11.yy23.c12 


o2 . tw 


Method 


TBLASTX: Wheat 




Of 1 vf 

btart 


1 A H C\ O 

1 4 / Uz 




End 


15103 




(jrl 


none 




Score 


329 




Exons 


14 / Uz . . 101U3, 14/4y. 


1 c n c n 
loU by 








Seq. No. 


30337 




Seq. ID 


OJ990419_11.9923. 


C12 


Gene No. 


62745 




Strand 






O 4- — i vf 

otart 


1 /I C on 
1 4 DJU 




End 


15268 




Name 


/^■rnnn^in 1 i nnoo i o 

ojyyu4iy 11.yy23.c12 


ol . tm 


Method 


TBLASTX : Maize 




btart 


1 a n 0 a 
14 / z b 




End 


15253 






none 




Score 


598 




Exons 


1 COCO ~\ A H A C 

14 /2o . . 1525 J, 14/4b.. 


1 C O A O 

15243, 


14819. .15097 




Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923. 


C12 


Gene No. 


62745 




Strand 






otart 


14 b JU 




End 


15268 




Name 


ATOfin/i 1 n 11 nnoo /^*io 

ojyyu4iy 11.yy23.ciz. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


15U11 




End 


152.68 




GI 


none 




Score 


217 




Exons 


i c n i i ico/^o Tenon 

15011 .. 15268, 15028.. 


151 62 








Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923. 


C12 


Gene No. 


62746 




Strand 






Start 


15254 




End 


16227 




Name 


OJ990419 11.9923.C12. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15254 




End 


15679 





30250 




bl 


none 




Score 


228 




Exons 


1DZD4 . .104jy, 10ZD4. 


1 c: A O A 
. 104 Z 4 , 


15256. .15438, 154 4 9 1567 9, 






1304 4 . . lO O fO 










Seq. No. 


30337 




oeq . ±u 


uu yyu'i iy ii.yyzo 


.C12 


Gene Np. " 


62746 




Strand 








1DZ34 






1 aoon 
1 DZ z / 




Name 


O TQQH/1 1 Q 11 QQ 0*5 PI O 

ujyyu4iy ii.yyzj.bi/ 


. o3 . tw 


J\A ^\ +• V^i rt/'-l 

rieunou 






Q+- a 






Hit 1U 


1004/ 




P T 


none 




Score 


0 1 "3 

zoo 




IT 1 v t^i c 


1 in 1 1 ccOQ 
I D 4 j / X 0 / j O / lODCJy. 


. 10 / U 0 , 


15775. . 156 


146, 15800. .15847 




Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923 


.C12 


Gene No. 


62746 




Strand 






OLdl L 


1 gl 9 C /I 
10ZD4 




End ( 


16227 




Name 


r\ TQQH/1 T Q 11 G G O "3 PI O 

ujyyu4iy xx . yyzo.LXz 


. o3 . tm 


Method 


TBLASTX: Maize 






13 DO U 




End 


16227 




P T 


none 




Score 


78 




TP u rt, if\ rt 


± 3 DO U . . 1 3 / 4 Z , 1 3 DO Z . 


.10/44, 


15790. .16227, 15800. .16225 




Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923 


.C12 


Gene No. 


62746 




Strand 






otdiL 


1DZD4 




End 


16227 




Name 


ojyyU4iy 11.yyzo.ciz 


. oz . t s 


Method 


TBLASTX: Soybean 




o car l 


10 / jy 




End 


16087 






none 




Score 


279 




Exons 


10 /oy . . I0U0 0, XjoXo . 


1 CLC\ Q n 
. 1 DUO / , 


15842. .16087 




Seq. No. 


30337 




Seq. ID 


OJ990419_11. 9923 


.C12 


Gene No. 


62746 




Strand 








1 0Z 0 4 




End 


16227 




Name 


ATQQri/l 1 Q 11 G G O "3 P 1 O 

ujyyu4iy 11.yyzj.biz 


. o4 . tw 


Method 


TBLASTX: Wheat 




Of -, vf 


lo y Jo 




End 


16213 




C T 


none 




Score 


229 




Exons 


x oy j J . . XDZX j, 1 OUZ / . 


1 C1 1 T 

. XbXXo 








oeq . no . 






.Seq. ID 


OJ990419_11. 9923 


. C13 




62747 




Strand 


+ 




Start 


1 




End 


2849 




Name 


OJ990419 11.9923.C13 


. ol . np 


Method 


AAT/NAP 






1 




End 


1053 




bl 


3810596 




Score 


277 




Exons 


1..543, 1020. .1053 










uescrip. 


(AC005398) putative retroelement pol polyprotein [Arabidopsi 




thaliana] 










Seq. No. 


30338 




Seq. ID 


OJ990419_11. 9923 


.C13 


Gene No. 


62747 




Strand 


+ 




o car l 


1 




?nd 


2849 




Name 


OJ990419 11.9923.C13 


ol . gs 


Method 


GEN SCAN 




otart 


5 




End 


2576 




GI 


none 




Score 


.58 




Exons 


5. .443, 483. .689, 1244. .1298, 2059. .2166, 2413. .2576 




Seq. No. 


30338 




Seq. ID 


OJ990419 11.9923. 


C13 


Gene No. 


62747 




Strand 


+ 




Start 


1 




End 


2849 





30251 




Name 


ujyyu4iy 11. yyzj.Lij.oi.tm 




TBLASTX: Maize 




otart 


1 7 

l / 




661 






p t 
bl 


none 


Score 


72 








17 "3."3.7 Iff 17Q 90 ££1 


4 4 9 R £4 
*i fl Z , . O D*i / 


506. .595 






Seq. No. 


30338 


Seq. ID 


OJ990419_11 


.9923 


.C13 


Gene No. 


62747 


Strand 


+ 






C +• ^ rf 


i 


UtTlO. 


2849 






Name 


ujyyu4iy 11. yyzj.Lij.oi. lw 




TBLASTX: Wheat 




OLdlt 


4! 4 


£jI1U 


385 






P T 


none 


Score 


325 






Exons 


/I /I "3Q c AA T37 7Q "3/1 c; 
4 4 . . OO D , 44 . . jj / / /y..J4D 










beq. wo. 




beq . i u 


OJ990419_11 


QQ9 ^ 


p I o 
. Ll j 


Gene No. 


62747 


Strand 


+ 






Start 


1 


End 


2849 






Name 


PiTQQ041Q 11 QQ9"3 PI "3 r\9 
UUyyU4iy 11 . j . LI J . . np 


Method 


AAT/NAP 






b car l 


R C R 
ODD 


End 


2849 






p T 


*3 *3 Q C /I /I O 

j o y 0 4 4 Z 


Score 


70 






Exons 


jdj . . Dj / / Z 4 Do . .ZOoU, -co^y . 


.2849 








GI Descrip. 


[ALUU4 do j) unKnown protein 


[Arabidopsis thaliana] 






beq. no. 


jUjoy 


Seq. ID 


OJ990419_11 


9923 


PI A 
. L14 


Gene No. 


62748 


Strand 


+ 






Start 


819 


End 


1802 






Name 


ATQQn/l 1 Q 11 QQO'3 pi /I ^ 1 

ujyyu4iy 11. yyzo.ti^ .oi.np 


Method 


AAT/NAP 






b tart 


Q1 Q 

o i y 


End 


1802 






p t 

K3± 


4 4 ooz y o 


Score 


43 






Exons 


Q1Q QCt; 1 7 Q 9 1 Q H 9 

oiy..yoo, 1/0Z..10UZ 










GI Descrip. 


IaijUoddzoj putative protein 


[Arabidopsis thaliana] 






Seq. No. 


30339 


Seq. ID 


OJ990419_11 


9923 


.C14 


Gene No. 


62748 


Strand 


+ 






OLdLL 


Ol Q 

0 1 y 


End 


1802 






Name 


ATQQA/I 1 Q 11 QQO'3 p 1 A r\ 1 /~rc* 

uuyyu4iy 11 . yyzo . bi4 . 01 . gs 


Method 


GENSCAN 






otart 


Q 7 1 

0/1 


End 


1508 






P T 
bl 


none 


Score 


.93 






Exons 


P.71 Q47 1111 1 ^04 1491 

o/i..y4/f 1111 . . iju^/ if±zi. 


.1508 








Seq. No. 


30340 


Seq. ID 


OJ990419JL1 


9923 


C15 


Gene No. 


62749 


Strand 


+ 






b iar l 


A HI 
4 U / 


End 


694 






Name 


PiTQGO^IQ 11 QQO'3 pi C ^ 1 

uuyyu4iy ii.yyzj.Lij.oi.gs 


Method 


GENSCAN 






btart 


/! H7 

4 u / 


End 


694 






PT 
ol 


none 


Score 


1 






Exons 


4 07 £ Q4 
4U / . . 0 y fi 










Seq. No. 


30340 


Seq. ID 


OJ990419_11. 


9923 


C15 


Gene No. . 


62750 


Strand 


+ 






oiaiL 


2668 


End 


4208 






Name 


OJ990419 11.9923.C15.o2.gs 


Method 


GENSCAN 






Start 


2668 


End 


4208 






GI 


none 


Score 


.45 






Exons 


2668. .2713, 3080. .3467, 3495. .3660, 4034. .4208 






Seq. No. 


30341 


Seq. ID 


OJ990419_11. 


9923. 


C16 


Gene No. 


62751 


Strand 


+ 







30252 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



1041 End 6076 

OJ9904 19_11 . 9923 . CI 6 . ol . np Method AAT/NAP 
1041 End 6076 

3420982 Score 428 

1041. .1236, 1370. .1487, 1610. .1660, 1764. .1855, 1987. .2077, 
2392. .2511, 2604. .2681, 2926. .2972, 3055. .3110, 4387. .4427, 
4782.. 4872, 5921. .6076 

(Z97628) Similarity to Brugia peptidylprolyl i some rase 
(TR:G984562) [Caenorhabditis elegans] gi | 3876969 | emb | CAB03088 . 1 | 
(Z81080) Similarity to Brugia peptidylprolyl isomerase 
(TR:G984562) [Caenorhabditis elegans] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30341 
62751 
1041 

OJ990419_11.9923.C16.ol.gs 

1133 

none 



Seq. ID OJ990419_11.9923.C16 



Strand 
End 

Method 

End 

Score 



+ 

6076 
GEN SCAN 
4139 
.78 



1133. .1236, 1370. .1487, 1610. .1660, 1764. .1855, 1987. .2086, 
2392. .2511, 2604. .2681, 2926. .2972, 3055. .3110, 4009. .4139 



Seq. No. 30341 Seq. ID 

Gene No. 62752 Strand .■■ 

Start 54 65 End 

Name OJ9904 19JL1 . 9923 . C16 . o2 . gs Method 

Start 5465 End 

GI none Score 

Exons 5465.. 5660, 6117.. 6130 



OJ990419_11. 9923.C16 

6130 
GEN SCAN 
6130 
.94 



Seq. No. 30342 Seq. ID 

Gene No. 62753 Strand 

Start 53 End 

Name OJ990419_11 . 9923 . C17 . ol . gs Method 

Start 53 End 

GI none Score 

Exons 53.. 132, 225.. 302 



OJ990419_11. 9923.C17 
+ 

302 

GENSCAN 
302 
. 65 



Seq. No. 30343 

Gene No. 62754 

Start 1 

Name OJ990419_11 . 9923 .C18 . ol .np 

Start 1 

GI 4680180 

Exons 1 . .511 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 30343 

Gene No. 62754 

Start 1 .. 

Name OJ990419_11 . 9923 . C18 . ol . tw 

Start 1 

GI none 

Exons 1..93, 5. .205, 185. .346, 371.. 



Seq. ID OJ990419_11.9923.C18 

Strand + 

End 511 

Method AAT/NAP 

End 511 

Score 386 

sativa subsp. indica] 

Seq. ID OJ990419_11.9923.C18 

Strand + 

End 511 

Method TBLASTX : Wheat 

End 502 

Score 58 

502, 376.. 501 



Seq. No. 
Gene No. 
Start 



30343 
62754 
1 



Seq. ID OJ990419_11.9923.C18 
Strand + 
End 511 



30253 



Name ■* 


C\ TQQn/1 1 Q 11 

u J y y u 4 1 y xi 


. yy^j.bio.oi.gs 


Method 


bbNbbAJN 




Start 


■DC 






oh y 




bl 


none 




Score 


. yo 




Exons 


JO. • J T " 










Seq. No. 


30343 




Seq. ID 


OJ990419_11.9923 


.C18 


Gene No. 


62754 




Strand. 


+ 




OLdlL 


• 1 




kna 


CI 1 

Oil 




Name 


OJ990419 11 


. 9923.C18.ol.tm 


Method 


TOT A C TV • M -i 

i oii/\b i a . Mai ze 






200 




bna 






bl 


none 




Score 


1 "\0 
1 




Exons 


200. .382, 383. .466 








beq . no . 


30344 




beq. ijj 


nTQQfl/l 1 Q 11 QQO^ 

ujyyu^iy n.yyzj 


bz 1 


Gene No. 


62755 




Strand 


+ 




Start 


1 




End 


312 




Name 


OJ990419 11 


. 9923.C21.ol.np 


Method 


AAT/NAP 




O +- -i v~-f- 

otaru 


1 




End 


312 




bl 






Score 


65 




Exons 


1..139, 269 


. .312 








bi uescnp. 


(AC011664) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30344 




Seq. ID 


OJ990419_11.9923 


C21 


Gene No. 


62756 




Strand 






O J , v +- 

otart 


32 6 




End 


410 




Name 


OJ990419 11 


.9923.C21.ol.gs 


Method 


GENSCAN ■ 




otart 


326 




End 


410 




bl 


none 




Score 


.84 




Exons 


326. .410 










Seq. No. 


30345 




Seq. ID 


OJ990419JL1.9923 


C25 


Gene No. 


62757 




Strand 






otan 


1084 




End 


1362 




Name 


OJ990419 11 


.9923.C25.ol.gs 


Method 


GENSCAN 




otart 


1084 




End 


1362 




C T 


none 




Score 


.8 




Exons 


1084. .1362 










beq . no . 


30346 




Seq. ID 


OJ990419_11. 9923, 


C27 


Gene No. 


62758 




Strand 


+ 




Start 


2053 




End 


9412 




Name 


OJ990419 11 


.9923.C27.ol.gs 


Method 


GENSCAN 




Of-, v 4- 

otart 


2053 




End 


7415 




P T 
bl 


* none 




Score 


.63 




Exons 


2053. .2094, 


4889. .5051, 5801. .5901, 5917. .6148, 6255. .6466, 




6811. .6861, 


7305. .7415 








beq. No. 


30346 




Seq. ID 


OJ990419__11.9923. 


C27 


Gene No . - } 


. 62758 




Strand 


+ 




oLaiL 


2053 




End 


9412 




Name 


OJ990419 11 


.9923.C27.ol.np 


Method 


AAT/NAP 




Start 


5848 




End 


9412 




GI 


2654088 




Score 


867 




Exons 


5848. .6148, 


6255. .6503, 6811. .6861, 7020. .72RQ, 7363,. 7415, 




7545. .7659, 


9354 . . 9412 








GI Descrip. 


(AF033118) potassium transporter [Arabidopsis thaliana] 






gi I 2688979 


(AF029876) high- 


■affinity potassium transporter; 



30254 




AtKUPlp [Arabidopsis thaliana] gi | 31504 13 | gb | AAC16965 . 1 | 
(AC004165) high affinity K+ transporter (AtKUPl/AtKTlp) 
[Arabidopsis thaliana] 



beg. no. 


t n *j a a 








Seq. ID 


OJ990419JL1. 9923.C27 


Gene No . 


/r o n c q 
bZ / jo 








Strand 


+ 


O 4- -j v*4- 

otarc 


ZU J J 








End 


94.12 


Name 


TO Qnyl 1 Q 11 

uj y y u 4 1 y 11 


. y yz j 


con /-v o 
. bZ / . oz 




Method 


TBLASTX : Maize 


otart 










End 


6150 


bl 


none 








Score 


66 


Exons 


5931. .6020, 


5931 


. .6014, 


5932. 


.6150, 5941.. 6150 


beq. no. 


JUj4 b 








Seq. ID 


OJ990419_11. 9923.C27 


bene No. 


bZ / JO 








Strand 


+ 


otart 


ZU D J 








End 


9412 


Name 


ATQQn/11 Q 11 


. yyzo 


con 
. bZ / . O i 


. tic 


Method 


TBLASTX: Cress 


Of -1 v~ +- 

btarr 


erne 

oyjj 








End 


7702 


bl 


none 








Score 


279 


Exons 


erne /;i en 


j y oz 


. . bl 4 y , 


bibb. 


.6297, 6254.. 6451, 6371.. 6502, 




6371. .6496, 


6807 


. .6875, 


6968. 


.7282, 7021. .7281, 7359. .7418, 




7518. .7646, 


7521 


. .7658, 


7562. 


.7702 




Seq. No. 


3034 d 








Seq. ID 


OJ990419_11. 9923.C27 


Gene No. 


r o 1 c o 
bz75b 








Strand 


+ 


Start 


2053 








End 


9412 


Name 


ojyyu4±y n 


n n o o 

. yyzj 


CZ / . Ol 


. ts 


Method 


TBLASTX : Soybean" 


Start- 


C Ci *d c 

5935 








End 


6502 


GI 


none 








Score 


266 


Exons 


5935. . 6144, 


5940 


.6146, 


5947. 


.6147, 6254. .6349, 6254. .6340, 




/TOCO £Tc;nO 


o j y j 


/■/inn 

. b4 y y 








Seq. No. 


3U34 b 








Seq. ID 


OJ990419_11. 9923.C27 


Gene No . 


bZ / JO 








Strand 


+ 


OH 1 >-»+- 

otart 


ZUjj 








End 


9412 


Name 


r\ to nn a i q 11 

uj y yu4 1 y 1 1 


. yyzo 


bZ / . Ol 


tw 


Method 


TBLASTX: Wheat 


Start 


6245 








End 


6502 


GI 


. none 








Score . • 


103 


Exons 




DZ 04 


. b o4 y , 


b j y j . 


.6502, 6454. .6501 


beq. No. 


JU 34 b 








Seq. ID 


OJ990419_11. 9923.C27 


bene no. 


/•ATCQ 

DZ / JO 








Strand 


+ 


Start * 


ZU53 








End 


9412 


Name 


ojyyu4iy 11 


n o o o 


Cz / . OZ 


ts 


Method 


TBLASTX : Soybean 


Start 


7027 








End 


7634 


GI 


none 








Score 


329 


Exons 


n din n oq a 
1 UZ 1 . . / Zo 4 , 


n r\ O T 
/ U3 / . 


T O O C 


i o c 


.7433, 7361.. 7432, 7521. .7634 


Seq. No. 


30346 








Seq. ID 


OJ990419_11. 9923.C27 


Gene No. 


62758 








Strand 


+ 


Start 


2053 








End 


9412 


Name 


OJ990419 11 


. 9923. 


C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7067 








End 


7658 


GI 


none 








Score 


274 


Exons 


7067. .7279, 


7073. 


.7285, 


7078. 


.7281, 7359.. 7436, 7542.. 7658 


Seq. No. 


30347 








Seq. ID 


OJ990419_11. 9923.C28 


Gene No. 


62759 








Strand 


+ 



30255 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



706 

AAT/NAP 
706 
144 



OJ990419_11. 9923.C28.ol.np 

1 

2654088 
1..189, 497. .706 

(AF033118) potassium transporter [Arabidopsis thaliana] 
gi I 2688979 (AF029876) high-affinity potassium ' transporter ; 
AtKUPlp [Arabidopsis thaliana] gi | 31504 13 | gb | AAC1 6965 . 1 1 
(AC004165)" high affinity K+ transporter (AtKUPl/AtKTlp) 
[Arabidopsis thaliana] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30347 
62759 
1 

OJ990419_ 
72 

none 
72. . 189, 

30348 
62760 
53 

OJ990419 
53 

none 
53. .121 



ll.9923.C28.ol.gs 



497. .547 



11.9923.C29.ol.gs 



Seq. ID OJ990419_11.9923.C28 

Strand + 

End 706 

Method GENSCAN 

End .547 



Score 



,73 



Seq. ID OJ990419_11.9923.C29 

Strand + 

End 121 

Method . GENSCAN 

End 121 

Score .51 



Seq. No. 30349 Seq. ID OJ990419_11 . 9923 . C30 

Gene No. /62761 Strand 

Start 100 End 753 

Name OJ990419_11 . 9923 . C30 . ol . tra Method TBLASTX : Maize 

Start 68 End 493 

GI none Score 162 

Exons 68. .190, 68. .190, 69. .191, 70. .195, 296. .490, 297. .491, 299. .493 

Seq. No. 30349 Seq. ID OJ990419_11 . 9923 . C30 

Gene No. 62761 Strand 

Start ••100 • End 753 

Name OJ9904 1 9_11 . 9923 . C30 . ol . tw Method TBLASTX : Wheat 

Start 68 End 712 

GI none Score 184 

Exons . 68. .190, 69. .191, 297. .500, 299. .499, 316. .501, 668. .712, 
668. .712 



Seq. No. 


30349 








Seq. ID 


OJ990419_11. 9923 


C30 


Gene No. 


62761 








Strand 






Start 


100 








End 


753 




Name 


OJ990419 


11. 


9923. 


C30.ol.ts 


Method 


TBLASTX : Soybean 




Start 


81 








End 


439 




GI 


none 








Score 


124 




Exons 


81. .191, 


83. 


.190, 


297. .434, 


299. .439 






Seq. No. 


30349 








Seq. ID 


OJ990419_11. 9923 


C30 


Gene No. 


62761 








Strand 






Start 


100 








End 


753 




Name 


OJ990419 


11. 


9923. 


C30.ol.gs 


Method 


GENSCAN 




Start 


100 % 








End 


753 





30256 



bl 


none 


Score 


Q O 

. yz 




Exons 


inn 1 QQ OOn yi QQ £ £T Q TCO 

iuu . . loo , juu . . 4yo, boy. . nj 








Seq. No. 


30349 


Seq. ID 


OJ990419_11. 9923 


.C30 


Gene No. 


62762 


Strand 






04- -a V.+- 

otart , ; , 


i nno 
1 UUZ 




I 1 Q 1 

I I O 1 




Name 


ujyyu^iy 11 . yyzj .lju . oz . tin 


Method 


mnT 7\ O <T»v • M -i -> ^ 

l biiAb l a : Mai z e 




btart, 


i n n o 
lUUz 




I 1 Q 1 

I I O 1 




bl 


none 


Score 


1 CO 

loo 




Exons 


i nno ii"79 i nn? iifii in^^ 

1UUZ. . 1 1 / Z , 1 U Uz . .1101, XUjj . 


line 
• x 1 / O 






Seq. No. 


30350 


Seq. ID 


OJ990419JL1.9923 


.C31 


Gene No. 


62763 


Strand 






Of yf 

otart 


0 H 
Z I 




coo 
bz z 




Name 


n TQQA/l 1 Q 11 QQOO r'QI ^1 rvc* 

ujyyu^iy 11 . yyz j .boi . 01 . gs 


Method 


bhjINbbAN 




btart 


O H 
Z 1 


bna 


coo 
bz Z 




bl 


none 


Score 


"7 C 




Exons 


OH 1 QQ C Q Q (TOO 

z / . . 1 y o , d y o . . z 








Seq. No. 


30351 


Seq. ID 


OJ990419_11.9923 


.C33 


Gene No. 


62764 


Strand 


+ 




O 4- -i 4- 

btart 


COT 




"7 C 1 
/ 0 1 




Name 


ujyyu^iy 11 . yyzj .cjj . 01 . gs 


Method 


bhlNbbAN 




Start 


COT 


bna 


TCI 

/ D 1 




bl 


none 


Score 


. 4 




Exons 


COT TCI 

OZ 1 . . /Dl 








Seq. No. 


o n o c o 


beq. ID 


ojyyu4iy li.yyzo 


. Co 4 


Gene No. 


62765 


Strand 


+ 




Start 


1 


End 


608 




Name 


OJ990419 11.9923.C34.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


608 




bl 


4972682 


Score 


58 




Exons 


1..183, 508. .608 








bi uescrip. 


(AF132148) unknown [Drosophila melanogaster ] 




Seq. No. 


30352 


Seq. ID 


OJ990419_11.9923 


.C34 


Gene No. 


62765 


Strand 


+ 




otart 


1 


End 


608 




Name 


OJ990419 11.9923.C34.ol.tw 


Method 


TBLASTX: Wheat 




C" -f- -, 1-4- 

btart: 


109 


End 


228 




bl 


none 


Score 


184 




Exons 


109. .222, 116. .223, 117. .227, 


118. .228 






beq. No. 


30353 


Seq. ID 


OJ990419_11.9923 


. b-5 O 




62766 


Strand 






Start 


1 


End 


490 




Name 


OJ990419 11.9923.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


490 




bl 


6466937 


Score 


409 




Exons 


1. .490 








GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops: 




thaliana] 








Seq. No. 


30353 


Seq. ID 


OJ990419_11.9923 


.C36 


Gene No. 


62766 


Strand 






Start 


1 


End 


490 





30257 



Name OJ9904 19_11 . 9923 . C36 . ol . tm 

Start 120 

GI none 

Exons 120. .488, 121. .489 

Seq. No. 30353 

Gene No. 62766 

Start 1 

Name OJ9904 1 9_11 . 9923 . C36 . ol . tw 

Start 120 

GI none 

Exons 120. .485, 322. .408, 345. .410 

Seq. No. 30353 

Gene No. 62766 

Start 1 

Name OJ9904 19_11 . 9923 . C36 . ol . ts 

Start 220 

GI none 
Exons 



Method TBLASTX : Maize 
End 4 89 

Score 206 



Seq. ID OJ990419_11.9923.C36 
Strand 

End 4 90 

Method TBLASTX : Wheat 

End 485 

Score . 62 



Seq. ID OJ990419_11.9923.C36 
Strand 

End 4 90 

Method TBLASTX : Soybean 

End 489 

Score 41 



220. .261, 222. .272, 258. .323, 265. .324, 348. .488, 348. .485, 
349. .489 



Seq. No. 30354 Seq. ID OJ9904 1 9_11 . 9923 . C4 0 

Gene No. 62767 Strand + 

Start 117 End 2455 

Name ' OJ9904 19_11 . 9923 . C40 . ol . gs Method GENSCAN 

Start - 117 End 2448 

GI none Score .51 

Exons 117. .293, 410. .492, 625. .662, 958. .1037, 1197. . 1339, 1406. .1627 
1878. .2448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30354 Seq. ID OJ9904 19_1 1 . 9923 . C40 

62767 Strand + 
117 End 2455 
OJ990419_11 . 9923.C40.ol.np Method AAT/NAP 
1817 End 2455 
3860250 Score 532 
1817. .2455 

(AC005824) putative chorismate mutase/prephenate dehydratase 
[Arabidopsis thaliana] 

30354 Seq.. ID OJ9904 19_1 1 . 9923 . C4 0 

62768 . . Strand 

5322 End 7646 

OJ9 904 1 9_1 1 . 9923 . C4 0 . ol . tm Method TBLASTX : Maize 

1012 End 2455 

none Score 95 

1012. .1116, 1842. .1907, 1843. .1905, 1909. .2049, 1910. .2050, 
2083. .2376, 2094. .2372, 2212. .2376, 2377. .2439, 2378. .2455, ■■ 
2378. .2440 



Seq. No. 30354 Seq. ID O J9904 1 9_1 1 . 9923 . C4 0 

Gene No. 62768 Strand 

Start 5322 End 7646 

Name OJ9904 19_11 . 9923 . C40 . ol . ts Method TBLASTX: Soybean 

Start 1836 End 2455 

GI none Score 101 



30258 




Expns 


lo jo . . xyu / , 


lo J / 


1 QflC 

. . iy Uj , 


1 y u y , 


..2049, 1910.. 2050, 2083.. 2355, 






Zo / / 


9 A "3 Q 

. . Z4 0 y , 


Z J /o , 


9 / c; c 




Seq. No. 


30354 








Seq. ID 


OJ990419_11.9923.C40 


Gene No. 


62768 








Strand 




Of arf 

btari 


0 z 








End 


7646 


Name 


p to on / i q i i 
(jj y y u*i x y x x 


. yyz 0 


. bfi u . oz 


f ., 
. tw 


. Method 


TBLASTX: Wheat 


otart 


1 Q / 9 

1 o 4 z 








End 


2050 


bX 


none 








Score 


95 


Exons 


x o 4 z . .xyu/, 


1 O H O 


1 QOR 


1 QHQ 


. .2049, 1910. .2050 


beq. no. 










Seq. ID 


OJ990419_11.9923.C40 


Gene No. 


62768 








Strand 




Start 


5322 








End 


7646 




UUi?yUflX^ XX 




P4 0 r\ 1 


. LC 


Method 


TBLASTX: Cress 


Of -3 rf 


X y Z 3 








End 


2455 


P T 
bX 


none 








Score 


176 


Exons 


i yz o . . z uou , 


1 QC1 

1 y o 1 


9 0 A Q 
. . Z U 4 :7 / 


9 n q n 
z U O u . 


,.2346, 2181. .2345, 2344. .2376, 




ZJ/O. . Z ft 3D , 


9 ^ft R 
Z JO 0 


94 ^ft 
. . Z *4 J 0 








Seq. No. 


30354 








Seq. ID 


OJ990419_11.9923.C40 


Gene No. 


62768 








Strand 




otart 


OOZZ 








End 


7646 


Name 


ATQQn/l 1 Q 11 

ujyyu4iy 11 


. y yzo 


. b4 U . Ol 


f ,, 
. tw 


Method 


TBLASTX: Wheat 


Start 


Z Uoj 








End 


2342 


bl 


none 








Score 


292 


Exons 


ZUo J . . Z Oft U, 


9 1 on 
Z 1UU 


9 "3 /l 9 
. . Z Oft Z 








Seq. No. 


30354 








Seq. ID 


OJ990419_11.9923.C40 


Gene No. 


62768 








Strand 




pi. _ 
otart 


oozz 








End 


7646 


Name 


n TQQfl/ 1 Q 11 

UJ y yu^ i y 1 1 


. y yz 0 . 


. b4 u . oz 


. gs 


Method 


GENSCAN 


Start 


OoZZ 








End 


7646 


P T 

bX 


none 








Score 


.76 


Exons . 


o JZZ . . 0 JjO , 




rACQ 

. . OUJ3, 


TQQQ 

oyo y . 


, .7254, 7629. .7646 


beq. No. 










Seq. ID 


OJ990419_11.9923.C41 


Gene No. 


62769 








Strand 




Start 


960 








End 


3833 


Name 


P TQQ04 1 Q 11 

uj yyu4iy x x 


. 9923, 


.C41.ol 


.np 


Method 


AAT/NAP . 


Of n vf 

otart 


you 








End 


2904 


bl 


JddoUo 1 








Score 


94 


Exons 


you . . i uz4 , 


1804. , 


.2125, ; 


2449. . 


2586, 2693. .2746, 2864. .2904 


bl uescrip . 


{ U U *i o o / ; 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


30355 








Seq. ID 


OJ990419_11.9923.C41 


Gene No. 


62769 








Strand 




bt art 


y du 








End 


3833 


Name 


pi tq on/i 1 q ii 

uj yyu^iy n 


. 9923. 


■C41.o2 


.gs 


Method 


GENSCAN .. 


Start 


9 A A A 
Z 4 4 U 








End 


3833 


GI 


none 








Score 


. 61 


Exons 


2440. .2613, 


2693, 


.'.2746, 


2864 . 


.3046, 3636. .3833 


Seq. No. 


30356 








Seq. ID 


OJ990419 11,9923. C42 


Gene No. 


62770 








Strand 




Start 


655 








End 


6454 


Name 


OJ990419 11 


. 9923. 


,C42.ol 


.gs 


Method 


GENSCAN 



30259 



Start 
GI 

Exons 



655 End 6454 

none Score .88 

655. .1127, 1200. .1332, 2548. .2653, 2890. .2930, 3571. .3626, 
3709. .3755, 3919. .3996, 4086. .4205, 4567. .4666, 4805. .4896, 
4994. .5044, 5192. .5309, 5389. .5493, 6020. .6250, 6278. .6454 



Seq. No. 30356 Seq.. ID 

Gene No'. 62770 Strand 

Start 655 End 

Name OJ9904 1 9_11 . 9923 . C42 . ol . tm Method 

Start 853 End 

GI ' none Score 

Exons 853.. 930, 853.. 957, 942.. 1094, 964 



OJ990419_11. 9923.C42 
6454 

TBLASTX: Maize 
2600 
72 

1128, 971. .1129, 973. .1128, 



1200. .1334, 1202. .1333, 2549. .2599, 2553. .2600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq/v No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



30356 
<62770 
655 

OJ990419_11. 9923.C42.ol.np 
919 

3420982 

919.. 1077, 2592.. 2653, 2890. 

3919. .3996, 4086. .4205, 4576. .4666, 4805. .4896, 4994, 
5192. .5309, 5389..5493, 6020. .6117 

(Z97628) Similarity to Brugia peptidylprolyl isomerase 
(TR:G984562) [Caenorhabdit is elegans] gi | 3876969 | emb | CAB03088 . 1| 
(Z81080) Similarity to Brugia peptidylprolyl isomerase 
(TR:G984562) [Caenorhabditis elegans] 



Seq. ID OJ990419_11. 9923.C42 
Strand 

6454 
AAT/NAP 
6117 
571 

,2930, 3571.. 3626, 3709.. 3755, 

,5044, 



30356 Seq. ID 

62770 Strand 

655 End 

OJ990419_11. 9923.C42.ol.gp Method 

981 End 

LIB3474-006-P1-K1-A5 Score 



OJ990419_11. 9923.C42 

6454 
AAT/GAP 
2940 
790 



981. .1127, 1200. .1332, 2548. .2653, 2890. .2940 

1 4 972682/gb I AAD34 736 . 1 1 4.0e-ll (AF132148) unknown [Drosophila 
melanogaster] T 



Seq. No. 30356 
Gene No. 62770 
Start 655 

Name .OJ990419_11 . 9923 . C42 . ol . tw 

Start 1214 
GI none 

Exons 1214.. 1333, 1215.. 1334, 1224. 

2549. .2656, 2550. .2663, 2887. 
3572.. 3625, 3573.. 3626, 3708. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 11.9923.C42 



6454 

TBLASTX: Wheat 
4005 
152 

.1334, 1225. .1335, 2545. .2655, 
.2949, 3564. .3626, 3571. .3627, 
.3755, 3709. .3765, 3709. .3756, 



3917. .3997, 3919. .4005, 3919. .3996 



Seq. No. 30356 Seq. ID 

Gene No. 62770 Strand 

Start 655 End 

Name OJ9904 19_11 . 9923 . C4 2 . ol . tc Method 

Start 4997 End 

GI none Score 
Exons 



OJ990419_11. 9923.C42 
6454 

TRT.ASTX: Cress 

6118 

105 



4997. .5044, 5192. .5311, 5196. .5312, 5383. .5496, 5388. .5501, 



30260 




5400. .5501, 5437. .5502, 6019. .6117, 6020. .6118 





30357 


Seq. ID 


OJ990419_11.9923 


P4 4 


Gene No. 


62771 


Strand 


+ 




Start 


1 


End 


717 




Name 


OJ990419 11.9923.C44.ol.np 


Method 


AAT/NAP 




DLdl C 


1 


End 


717 




Kj l 


6016874' 


Score 


680 




F v An c 


1..63, 147. .284, 349. .581, 628. .717 






P_ T Docpri r">i 
o J. L/cotiipi 


(AP000570) ESTs C1914 3 (E10020 ) , D2507 6 ( R31 1 6) correspond 


CO 




region oi cne preciicceu. gene . 


/ Similar 


co pucacive H\*,y 






transposase. (P03010) [Oryza 


sativa] 






oeq« lno . 


o n o c 7 


oeq . i u 


ujyyufiiy ii.yyzo 


P/J A 


bene ino . 


£9771 

Oc. I I 1 


o crana 






OLdlL 


-i 

X 


Hjna 


7 17 
fit 




Name 


nTQQfl/11 Q 11 QQOQ P4/1 ^l rre 

uuy^ufiiy i i . :? o . Cy fi . o i ■ gs 


LYie cnoa 


P XT Kt Q P 7\ M 




o Cd.IT C 


i a 7 
14/ 


bna 


yl "57 




P T 


none 


Score 


7 yl 




Exons 


1/17 OQA "3/1 Q /l T7 

1 4 / . . z o 4 , o 4 y . . 4 o / 








beC] . ino . 


30357 


Seq. ID 


OJ990419_JL1. 9923 


n A A 


(aene no . 


62771 


Strand 


+ 




bLdlt 


1 


End 


717 




Name 


udyyuiiy ii . yyz j . l.44 . o± . cm 


Method 


TBLASTX: Maize 




o car c 




End 


662 




p t 


none 


Score 


69 




Exons 


.3 J J . . 4 1 r , 4UD..OOZ, 4 Z 0 . . O 1 O 








Seq. No. 


O fi -3 C O 


Seq. ID 


OJ990419_11.9923 


.C45 


Gene No. 


62772 


Strand 


+ 




O Ca L C 


482 


End 


1080 




Name 


P>TQQfl41Q 11 Q Q 9 ^ PAR ^ 1 rrr\ 


Method 


AAT/GAP 




ocar c 


A ff 9 

4 O C. 


End 


1080 




P T 
LjI 


uu os ricypi i udu oai 


Score 


990 




Exons 


4R9 R47 ^*^i inan 








ljx Ucscnp. 


1 ^R7fifi74 /omK 1 PZiZlCl'3^79 1 1 9 fio 

00/00/4/ emu | bi-LH. ^jd / z . i | z.ue 


-12 (Z69793) R03A10.3 






L uaenornaDuicis eiegansj 








Seq. No. 


30358 


Seq. ID 


OJ990419_11. 9923 


.C45 


bene no . 


62772 


Strand 


+ 




Q+- -a r-4- 


482 


End 


1080 




Name ■ 


OJ990419 11. 9923;C45.ol.tm 


Method 


TBLASTX: Maize 




OLaiL 


518 


End 


964 




bl 


none 


Score 


44 




Exons 


518. .544, 519. .548, 632. .694, 


633. .704, 


692. .778, 697..' 


/ jU, 




769. .840, 776. .820, 829. .876, 


829. .882, 


920. .964, 930..' 


962 


Seq. No. 


30359 


Seq. -ID 


OJ990419_11. 9923 


P4 


Gene No. 


62773 


Strand 


+ 




Start 


247 


End 


540 




Name 


OJ990419 11. 9923.C46.ol.gs 


Method 


GENSCAN 




Start 


247 


End 


540 




GI 


none 


Score 


.58 




Exons 


247. .255, 407. .540 








Seq. No. 


30360 


Seq. ID 


OJ990419_11. 9923 


.C48 



30261 



Gene No. 62774 Strand 

Start 97 End 747 

Name OJ9904 19_11 . 9923 . C48 . ol . gs Method GEN SCAN 

Start 97 End 747 

GI none Score . 66 

Exons 97. .213, 417. .519, 591. .747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



30360 
62775 
672 

OJ990419_11.9923.C4 8.ol.ts 

620 

none 



Seq. ID OJ9904L9_11.9923.C48 
Strand 

End 905 

Method TBLASTX : Soybean 

End 905 

Score 101 



620. .772, 624. .767, 840. .905, 841. .882 



30360 
62775 
672 

OJ990419_11. 9923.C4 8.ol.gp 
672 

3766624 
672. .747, 842. .880 

3878874/emb|CAA93672.1| 2.0e-12 (Z69793) R03A10.3 
[Caenorhabditis elegans] 



Seq. ID OJ990419_11.9923.C48 
Strand 

End 905 

Method AAT/GAP 

End 880 

Score 187 



Seq. No. 30361 

Gene No. 62776 

Start 32 

Name OJ9904 1 9_11 . 9923 . C50 . ol . gs 

Start 32 

GI none 

Exons 32. . 158 



Seq. ID OJ990419_11.9923.C50 

Strand + 

End 158 

Method GEN-SCAN 

End 158 

Score .99 



Seq. No. 30362 

Gene No. 62777 

Start 90 

Name OJ9904 19_11 . 9923 . C51 . ol . gs 

Start 90 

GI none 

Exons 90.. 140, 501.. 620 



Seq. ID OJ990419_11.9923.C51 

Strand + 

End 620 

Method GENSCAN 

End 620 

Score .81 



Seq. No. 30363 

Gene No. 62778 

Start 589 

Name OJ9904 19_11 . 9923 . C52 . ol . gs 

Start 589 

GI none 

Exons 589.. 645, 956.. 976 



Seq. ID OJ990419_11.9923.C52 

Strand + 

End 97 6 

Method GENSCAN 

End 97 6 

Score .49 



Seq. No. 30364 

Gene No. 62779 

Start 1 

Name OJ9904 19_11 . 9923 . C53 . ol . np 

Start 1 

GI 3878874 

Exons 1..107, 310.. 385 

GI Descrip. (Z69793) R03A10.3 [Caenorhabditis elegans] 



Seq. ID OJ990419_11.9923.C53 

Strand + 

End 385 

Method AAT/NAP 

End 38 5 

Score 69 



30262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30365 Seq. ID 

62780 Strand 

1 End 
OJ990419_11. 9923.C54 .ol.np Method 

1 End 

5902445 Score 
1..644 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990419_11.9923.C54 
+ 

644 

AAT/NAP 
644 
576 



30365 Seq. ID 

62780 Strand 

1 End 
OJ9904 19_11 . 9923 . C54 . ol . tm Method 

7 4 End 

none Score 

74. .457, 101. .211, 241. .456 



Seq. No. 30365 Seq. ID 

Gene No. 62780 Strand 

Start 1 End 

Name OJ9904 19_11 . 9923 . C54 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83 . . 601 



OJ990419_11.9923.C54 
+ 

644 

TBLASTX: Maize 

457 

329 



OJ990419_11.9923.C54 
+ 

644 

GENSCAN 

601 

.66 



Seq. No. 30365 Seq. ID 

Gene No. 62780 Strand 

Start 1 End 

Name OJ9904 19_11 . 9923 . C54 . ol . tw Method 

Start 131 End 

GI none Score 

Exons 131. .544, 131. .535, 241. .555 



OJ990419_11.9923.C54 
+ 

644 

TBLASTX: Wheat 

555 

459 



Seq. No. 30365 Seq. ID 

Gene No. 62780 Strand 

Start 1 End 

Name OJ9904 19_11 . 9923 . C54 . ol . ts Method 

Start 185 End 

GI none Score 

Exons 185.. 580, 244.. 369 



OJ990419_11.9923.C54 
+ 

644 

TBLASTX: Soybean 

580 

285 



Seq. No. 30366 Seq. ID 

Gene No. 62781 Strand 

Start 4 9 End 

Name OJ9904 19_11 . 9923 . C55 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49. . 156 



OJ990419_11.9923.C55 
+ 

156 

GENSCAN 

156 

.4 



Seq. No. 30367 Seq. ID 

Gene No. 62782 Strand 

Start 1 End 

Name OJ9904 19_11 . 9923 . C57 . ol . np Method 

Start 1 ' End 

GI 129916 Score 

Exons 1..336, 442.. 519, 1248.. 1381 



OJ990419_11.9923.C57 

1381 
AAT/NAP 
1381 
636 



30263 



GI Descrip. PHOSPHOGLYCERATE KINASE, CYTOSOLIC gi | 66911 | pir || TVWTGY 
phosphoglycerate kinase (EC 2.7.2.3), cytosolic - wheat 
gi|21835|emb|CAA33302| (X15232) phosphoglycerate kinase (AA 1 
401) [Triticum aestivum] 



Seq. No. 30367 

Gene No. 62782 

Start 1 

Name OJ9904 19_11 . 9923 . C57 . ol . tm 

Start 30 

GI none 
Exons 



Seq. ID OJ990419_11.9923.C57 
Strand 

End 1381 

Method TBLASTX : Maize 

End 1374 

Score 274 



30. .332, 51. .335, 70. .336, 71. .337., 439. .576, 440. .520, 
444. .521, 1242. .1373, 1248. .1373, 1249. .1374 



Seq. No. 30367 " 

Gene No. 62782 
Start ' 1 

Name OJ9904 1 9_11 . 9923 . C57 . ol . tc 

Start 49 

GI none 
Exons 



Seq. ID OJ990419_11.9923.C57 
Strand 

End 1381 

Method TBLASTX: Cress 

End 1338 

Score 230 



49. .339, 70. .336, 75. .338, 439. .576, 440. .520, 1242. .1337, 
1255. .1338 



Seq. No. 30367 

Gene No. 62782 

Start - 1 

Name OJ9.904 19_11 . 9923 . C57 . ol . ts 

Start 57 - 

GI none 
Exons 



Seq. ID OJ990419_11.9923.C57 
Strand 

End 1381 

Method TBLASTX : Soybean 

End 1374 

Score 219 



57. .320, 70. .336, 71. .340, 439.-576, 440. .520, 1242. .1373, 
1242. .1373, 1249. .1374 



Seq. No. 30367 

Gene No. 62782 

Start 1 

Name ■ OJ9904 19_11 . 9923 . C57 . ol . gs 

Start 76 

GI none 

Exons 76. .336, 442. .519, 1248. .1286 



Seq. ID OJ990419_11.9923.C57 
Strand 

End 1381 

Method GENSCAN 

End 1286 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30367 
62782 
1 

OJ990419_11. 9923.C57.ol.gp 
213 

611 1.R1084 



Seq. ID OJ990419_11.9923.C57 
Strand 

End 1381 

Method AAT/GAP 

End 1381 

Score 607 



213. .336, 442. .519, 1248. .1381 

' 129916/sp| P12783 | PGKY_WHEAT 1.0e-38 PHOSPHOGLYCERATE KINASE, 

CYTOSOLIC >gi_66911_pir TVWTGY phosphoglycerate kinase (EC 

2^7.2.3), cytosolic - wheat >gi_2 1835_emb_CAA33302_ (X15232) 
phosphoglycerate kinase (AA 1 - 401) [Triticum aestivum] 1 



Seq. No. 30368 

Gene No. 62783 

Start 153 

Name OJ9904 19_11 . 9923 . C58 . ol . gs 

Start 153 



Seq. ID OJ990419_11.9923.C58 
Strand 

End 326 

Method GENSCAN 

End 32 6 



30264 



GI 

Exons 



none 

153. .326 



Score 



.78 



Seq. No. 30369 

Gene No. 62784 

Start 83 

Name OJ990419_11 . 9923 . C60 . ol . gs 

"Start 83 

GI none 

Exons 83.. 450, 480.. 607 

Seq. No. 30370. 

Gene No. 62785 

Start 511 

Name OJ9904 19_11 . 9923 . C62 . ol . gs 

Start 511 

GI none 

Exons 511 . . 600 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_11.9923.C60 
607 

GENSCAN 

607 

.74 



OJ990419_11. 9923.C62 
600 

GENSCAN 

600 

.5 



Seq. No. 30371 Seq. ID 

Gene No. 62786 Strand 

Start 153 End 

Name OJ990429_10 . 9924 . CI . ol . gp Method 

Start 153 End 

GI 286452 Score 

Exons 153.. 436 



OJ990429_10. 9924 .CI 
436 

AAT/GAP 
436 . 
499 



Seq. No. 30371 Seq. ID 

Gene No. 62786 Strand 

Start 153 End 

Name OJ990429_10 . 9924 . CI . ol . tm Method 

Start 158 End 

GI none Score 

Exons 158.. 226, 203.. 394, 209.. 418, 241.. 399 

Seq. No. 30372 Seq. ID 

Gene No. 62787 Strand 

Start 831 End 

Name OJ99042 9_10 . 9924 . C2 . ol . gs Method 

Start 831 End 

GI none Score 

Exons 831.. 903 



OJ990429_10. 9924 .CI 
436 

TBLASTX : Maize 

418 

151 



OJ990429_10. 9924 . C2 
+ 

903 

GENSCAN 

903 

.72 



Seq. No. ■ 30373 - Seq. ID 

Gene No. 62788 Strand 

Start 355 End 

Name OJ990429_10 . 9924 . C3 . ol . gs Method 

Start 355 End 

GI none Score 

Exons 355 . . 573 



OJ990429_10. 9924 .C3 
+ 

573 

GENSCAN 
573 
. 9 



Seq. No. 30374 Seq. ID 

Gene No. 62789 Strand 

Start 1 End 

Name OJ990429_10 . 9924 . C4 . ol . np Method 

Start 1 End 

GI 3461814 Score 



OJ990429_10. 9924 .C4 
503 

AAT/NAP 

503 

259 



30265 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..503 

(AC004138) hypothetical protein [Arabidopsis thaliana] 



30374 
62790 
449 

OJ990429_10. 9924 .C4 .ol . gp 
449 

286452 
449. .775 



Seq. ID OJ990429_10.9924.C4 
Strand 

End 775 

Method AAT/GAP 

End 775 

Score 591 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30374 
62791 
881 

OJ990429_10. 9924 .C4 . o2 . tm 

227 

none 



Seq. ID OJ990429_10. 9924 ,C4 
Strand 

End 1340 

Method TBLASTX : Mai ze 

End 439 

Score 90 



227. .421, 228. .407, 229. .417, 229. .426, 314. .439 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30374 
62791 
881 

OJ990429_10.9924 .C4 .ol.tc 

228 

none 



Seq. ID OJ990429_10.9924.C4 
Strand 

End 1340 

Method TBLASTX : Cress 

End 421 

Score 71 



228. .377, 229. .399, 229. .420, 314. .421 



Seq. No. 30374 

Gene No. 62791 

Start 881 

Name OJ990 429^10 . 9924 . C4 . ol . ts 

Start 229 

GI none 

Exons 229.. 435, 230.. 277, 314.. 430 



Seq. ID OJ990429_10. 9924 .C4 
Strand 

End 1340 

Method TBLASTX : Soybean 

End 435 

Score 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30374 
62791 
881 

OJ990429_10.9924.C4 .ol.tm 

454 

none 



Seq. ID OJ990429_10. 9924 .C4 
Strand 

End 1340 

Method TBLASTX : Maize 

End 773 

Score 191 



454..S22, 499. .750, 505. .747, 509. .751, 537. .773 



30374 
62791 
881 

OJ99042 9_10. 9924 .C4 .o2.gp 
881 

2427803 
881. .1340 



Seq. ID OJ99042'9_10. 9924 . C4 
Strand 

End 1340 

Method AAT/GAP 

End 1340 

Score 907 



Seq. No. 30375 

Gene No. 62792 

Start 404 

Name OJ990429_10 . 9924 . C5 . ol . gs 

Start 404 

GI none 



Seq. ID OJ990429_10. 9924 .C5 

Strand + 

End 3033 

Method GENSCAN 

End 3033 

Score .81 



30266 



Exons 



404. .511, 800. . 998/ 1969. .2558, 3001. .3033 



Seq. No. 30375 Seq. ID 

Gene No. 62793 Strand 

Start 13413 End 

Name OJ99042 9_10 . 9924 . C5 . ol . gp Method 

Start 13413 End 

GI 50925_1.R1084 " Score 

Exons 13413.. 13816 

GI Descrip. ! 3894191 5.0e-13 (AC005662) unknown protein [Arabidopsis 
thaliana] * 



OJ990429_10.9924, 
+ 

13816 
AAT/GAP 
13816 
784 



C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30375 Seq. ID OJ990429_10 . 9924 . C5 

62794 Strand 

1997 End 17022 

OJ990429_10 . 9924 .C5.ol.np Method AAT/NAP 

1997 End 16863 

6523547 Score 339 

1997. .2696, 10611 .. 10854 , 1404 9 .. 14 113, 14 8 90 .. 14 933, 

15081. .15177, 16767. .16863 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 30375 Seq. ID 

Gene No. 62794 " Strand 

Start 1997 End 

Name OJ990429_10 . 9924 . C5 . o4 . gs Method 

Start 13578 End 

GI none Score 

Exons 13578. .14368, 14397.. 14688 



OJ990429_10.9924.C5 

17022 
GENSCAN 
14688 
.82 



Seq. No. 30375 

Gene No. 62794 

Start 1997 

Name OJ990429_10 . 9924 . C5 . 

Start 13579 

GI none 

Exons 13579. .13710/ 13581. 

13881. .13940, 13881. 



ol.ts 



.13718,- 
, 14045, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

13776 

13981 



13868, 
14031 



OJ990429_10.9924.C5 
17022 

TBLASTX: Soybean 

14045 

99 

13789. .13863, 



Seq. No. 30375 

Gene No. 62794 

Start 1997 

Name OJ990429_10 . 9924 . C5 . ol . tc 

Start 13590 

GI none 

Exons 13590. . 13634, 1364 1 .. 13718, 
13753. . 13863, 13878 ... 14024 , 



Seq. ID 

Strand 
End 

Method 
End 
Score 

13657 

13879 



OJ990429 10. 9924. C5 



17022. . 

TBLASTX: Cress 
14025 

55 ' ' 

13734, 13752. .13865, 
14025 



Seq. No. 30375 

Gene No. 62794 

Start 1997 

Name OJ9904 29_10 . 9924 . C5 . ol . tm 

Start 13977 

GI none 

Exons 13977 
14118 



OJ990429 10. 9924. C5 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

14048, 13978. . 14046, 14 112 .. 14222 , 14 113 .. 14223 , 
14228, 14221. .14307, 14 24 1 .. 1427 9, 14268 .. 14 306, 



17022 

TBLASTX: Maize 

14408 

96 



30267 



14 364. .14 399, 14364. .14 408 



Seq. No. 30375 Seq. ID 

Gene No. 62794 Strand 

Start 1997 End 

Name OJ990429_10 . 9924 . C5 . o2 . gp Method 

Start 14476 - End 

GI none " ' Score 

Exons 14476. . 14950 



OJ990429_10. 9924 . C5 

17022 
AAT/GAP 
14950. 
810 



Seq. No. 30375 

Gene No. 62794 

Start 1997 

Name OJ990429_10 . 9924 . C5 . o5 . gs 

Start 15612 

GI none 
Exons 



Seq. ID OJ990429_10. 9924 .C5 
Strand 

End 17022 

Method GENSCAN 

End 17022 

Score .75 



15612. .15861, 16437. .16629, 16904.. 17022 



Seq. No. 30376 

Gene No. 62795 

Start 112 

Name OJ990429__10 . 9924 . C7 . ol . gs 

Start 112 

GI none 
Exons 



Seq. ID OJ990429_10. 9924 .C7 
Strand + 

16517 
GENSCAN 
16517 
.65 



End 

Method 
• End 
Score 

112. .223, 547. .559, 603. .691, 833. .945, 3949. .4061, 4707. .5249, 
5251. .5375, 5444. .5538, 5613. .5840, 6337. .6424, 6818. .6911, 
7649. .7803, 7900. .7970, 8105. .8284, 9781. .9870, 9975. .10050, 
10545. .10655, 10956 .. 11119, 12239 .. 12361, 13095 .. 13190, 
13413. .13496, 13588 .. 13772 , 13862 .. 14000, 14111 .. 14 170, 
14239. .14310, 14406. .14506, 15109 .. 15215, 15822 .. 16024 , 
16314 . .16517 



Seq. No. 


30376 


Seq. ID 


OJ990429_ 


_10. 9924 


.C7 


Gene No. 


62795 


Strand 


+ 






Start 


112 


End 


16517 






Name 


OJ990429 10. 9924 .C7.ol.gp 


Method 


AAT/GAP 






Start 


299 


End 


1023 






GI ■ 


LIB34 74-003-P1-K1-C2 


Score 


846 






Exons 


299. .423, 603. .733, 833. .1023 










GI Descrip. 


, 6069643/dbj | AP000616 . 1 | AP000616 1 . Oe- 


116 Oryza 


sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No,. 


30376 


Seq. ID 


OJ990429_ 


_10. 9924 


,C7 


Gene No. 


62795 


Strand 


+ 






Start 


112 


End 


16517 






Name 


OJ990429 10.9924.C7.o2.gp 


Method 


AAT/GAP 






Start 


3388 


End 


3453 






GI 


4715668 


Score 


102 






Exons 


3388. .3453 










Seq. No. 


30376 


Seq. ID 


OJ990429_ 


10.9924 


.C7 


Gene No. 


62795 


Strand 


+ 






Start 


112 


End 


16517 






Name 


OJ990429 10.9924.C7.ol.np 


Method 


AAT/NAP 






Start 


A CxCC 

"3 \J \J 


End 


6591 






GI 


5734783 


Score 


397 






Exons 


4966. .5150, 5251. .5375, 5444.. 


5538, 5613.. 5850, 


6362. . 6 


424 , 



30268 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



6542. .6591 

(AC007980) 96541 [Arabidopsis thaliana] 



30376 Seq. ID 

62795 Strand 

112 End 

OJ990429_10 . 9924 . C7 . o2 . np Method 

5115 End 

6692099 Score 



OJ990429_10. 9924 ,C7 
+ 

16517 
AAT/NAP 
14516 
644 



5115. .5136, 10956. .11116, 12239 .. 12361 , 13413 134 96, 
13588. .13772, 138 62 .. 14000 , 14111 14364 , 14406. .14516 
(AC007764) F22C12.12 [Arabidopsis thaliana] 



30376 Seq. ID 

62795 Strand 

112 End 

OJ990429_10. 9924 .C7.o3.gp Method 

6368 End 

none Score 

6368.-6424, 6542. .6593, 7252. .7317, 7649 
8087. .8179 



OJ990429_10.9924.C7 
+ 

16517 
AAT/GAP 
8179 
836 

7803, 7900. .7970, 



Seq. No. - 
Gene No'. 
""Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



30376 Seq. ID 

62795 Strand 

112 End 

OJ990429_10 . 9924 . C7 ,o4 .gp Method 

10783 End 

36571 1.R1084 Score ^ 



OJ990429_10. 9924 .C7 
+ 

16517 
AAT/GAP. 
13749 
1044 



10783. .10824, 10943 .. 11119, 12239 .. 12361 , 13413 .. 134 96, 
13588. .13749 

1 3193292 8.0e-55 (AF069298) similar to ATPases associated with 
various cellular activites (Pfam: AAA.hmm, score: 230.91) 
[Arabidopsis thaliana] 1 



Seq. No. 


30376 






Seq. ID 


OJ990429 


10. 


9924 


.C7 


Gene No. 


62795 






Strand 


+ 








Start 


112 






End 


16517 








Name 


OJ990429 10. 9924. C7 


. b5 . gp 


Method 


AAT/GAP 








Start 


14100 






End 


14628 








GI 


none 






Score 


420 








Exons 


14100. 


.14170, 14239 


. .14311, 


14405. . 14628 








Seq. No. 


30376 






Seq. ID 


OJ990429_ 


10. 


9924 


■ C7 


Gene No. 


627 95 






Strand 


+ 








Start 


112 






End 


16517 








Name 


OJ990429 10. 9924. C7 


o6.gp 


Method 


AAT/GAP 








Start 


14118 






End 


14696 








GI 


none 






Score 


540 








Exons 


14118. 


.14170, 14239 


.14311,' 


14405. .14696 








Seq. No. 


30376 






Seq. ID 


OJ990429_ 


10. 


9924 


C7 


Gene No. 


62796 






Strand 


+ 








Start 


-18389 






End 


18586 








Name 


OJ990429 10.9924'.C7 


o2 . g's 


Method 


GENSCAN 








C -1 — J- 

<J LQ1 t_ 


1836 9 






End 


18586 








GI 


none 






Score 


.73 








Exons 


18389. 


.18586 















30269 



Seq. No. 30376 

Gene No. 62797 

Start 21458 

Name OJ990429_10 . 9924 . C7 . o3 . tm 

Start 5258 

GI none * 

Exons 5258.. 5383, 5269.. 5385, 5269. 

5442. .5540, 5443. .5538 



Seq. ID OJ990429_10. 9924 .C7 

Strand + 

End 22172 

Method TBLASTX: Maize 

End 5540 

Score 154 

.5382, 5277.. 5399, 5442.. 5537, 



Seq. No. 30376 
Gene No. 62797 
Start 21458 

Name OJ990429_10 . 9924 . C7 . o2 . tm 

Start 5799 
GI none 

Exons 5799.-5846, 6334.. 6426, 6335. 

6542. .6595, 7249. .7317, 7249. 
7636. .7806, 7646. .7732, 7654. 
7899. .7976, 7902. .7973, 8073. 
8087. .8245 



Seq. ID OJ990429_10.9924.C7 

Strand + 

End 22172 

Method TBLASTX: Maize 

End 8245 

Score 68 

.6424, 6540.. 6593, 6541.. 6594, 
.7317, 7262.. 7318, 7623. .7802, 
.7803, . 7864 . .7971, 7882. .7971, 
.8243, 8084. .8245, 8086. .8244, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30376 
62797 
21458 

OJ990429_10.9924 .C7.o2.ts 

7902 

none 



Seq. ID OJ990429_10. 9924 .C7 

Strand + 

End 22172 

Method TBLASTX : Soybean 

End 8247 

Score 79 



7902. .7979, 7902. .7982, 8087. .8245, 8101. .8247 



Seq. No. 30376 

Gene No. 62797 

Start 21458 

Name OJ990429_10 . 9924 . C7 . o4 . tm 

Start 9801 

GI none 
Exons 



Seq. ID OJ990429_10. 9924 .C7 

Strand + 

End 22172 

Method TBLASTX : Mai ze 

End 10839 

Score 79 



9801.. 9872, 9802.. 9873, 9802. .9873, 9972.. 10049, 9972. 
9986. .10051, 10538. .10675, 10565 10660, ft)'5'67 10710, 
1074 6. .1082 6, 10753. .10833, 10753. .10839 



10049, 



Seq. No. 30376 
Gene No. 62797 
Start 21458 

Name OJ990429_10 . 9924 . C7 . ol . tm 

Start 10946 
GI none 
Exons 10946. . 11107, 

12238. .12360, 

13566. .13766, 

13869. .14000, 

14271. .14321, 



10957. .11106, 
13410. .13499, 
13582. .13773, 
13873. . 14001, 
14417. . 14494, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12236. . 12361, 
13410. .1349.6, 
13585. .13773, 
14105. .14170, 
14427. .14510 



OJ990429_10. 9924 .C7 
+ 

22172 

TBLASTX: Maize 
14510 
167 

12236. . 12355, 
13412. .13498, 
13860. .14.p00, 
14266. .14313, 



Seq. No. 30376 

Gene No. 62797 

Start 21456 

Name OJ990429_10 . 9924 . C7 . ol . ts 

Start 10946 



Seq. ID OJ990429_10.9924.C7 

Strand + 

End 22172 

Method TBLASTX : Soybean 

End 14489 



30270 



GI 

Exons 



none 

10946. .11107, 10957. 

12238. .12336, 12238. 

13566. .13766, 13567. 

14105. . 14194, 14257. 



Score 168 
.11106, 12236. .12331, 12237 .. 12329, 
,12357, 13410. .13499, 134 12 .. 134 98 , 
,13773, 13860. .14000, 138 68 .. 13999, 
,14313, 14427. .14489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30376 
62797 
21458 

OJ990429_10. 9924 .C7.ol.tc 
13421 



none 
13421. 
13860. 
14392, 



,13498, 13422. 
,14000, 13868. 
,14493, 14427. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13499, 13566. . 13766, 13567 
13999, 14105. .14170, 14391 
14510 



OJ990429_10.9924 .J21 
+ 

22172 

TBLASTX: Cress 
14510 
74 

13773, 
14489, 



Seq. No. 30376 

Gene No. 62797 

Start 21458 

Name OJ990429_10 . 9924 . C7 . ol . tw 

Start 13623 

GI none 

Exons 13623. .13769, 13624 13773, 
14105. .14170 



Seq. ID OJ990429_10.9924 ,C7 

Strand + 

End 22172 

Method TBLASTX : Wheat 

End 14170 

Score 210 
13860. .14000, 13860. .14000, 



Seq. No. 30376 

Gene No. 62797 

Start 21458 

Name OJ990429_10 . 9924 . C7 . o3 . gs 

Start 21458 

GI none 
Exons 



Seq. ID OJ990429_10.9924.C7 

Strand + 

End 22172 

Method GENSCAN 

End 22172 

Score .68 



21458. .21484, 21694 2184 1, 22024. .22172 



Seq. No. 30377 

Gene No. 62798 

Start 154 

Name OJ9904 2 9_10 . 9924 . C8 . ol . gs 

Start 154 L 

GI none 
Exons 



Seq. ID OJ990429_10.9924.C8 

Strand + 

End 1562 

Method GENSCAN , : 

End 1359 

Score .79 



154. .243, 285. .377, 744. .917, 1047. .1129, 1230. .1359 



Seq. No. 30377 
Gene No. 62798 
Start 154 

Name OJ9904 29JL0 . 9924 . C8 . ol . np 

Start 237 

GI 114200 

Exons . " 237 . . 566, 

GI Descrip. SHIKIMATE KINASE 
kinase precursor 
shikimate kinase 



671. .743., 830. . 917, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1047 



OJ990429_ 
+ 

1562 
AAT/NAP 
1562 
336 

1129, 1230.. 



10. 9924. C8 



1362, 1539.. 1562 



PRECURSOR gi | 100253 IpirJ | S21584 shikimate 
- tomato gi| 1934 9 | emb | CAA45121 | (X63560) 
precursor [Lycopersicon esculentum] 



Seq. No. 
Gene No. 
Star L 
Name 
Start 



30377 Seq. ID 

62798 Strand 

154 End 

OJ990429_10. 9924 .C8 .ol .tm Method 

367 End 



OJ990429_10. 9924 . C8 
+ 

1562 

TBLASTX: Maize 
1360 



30271 



GI 

Exons 



none Score 80 

367. .423, 368. .424, 509. .568, 511. .567, 669. .773, 670. .741, 
672. .743, 828. .917, 828. .917, 829. .918, 829. .951, 1014. .1130, 
1022. .1129, 1045. .1131, 1221. .1358, 1229. .1360, 1231. .1359 



Seq. No. 30377 

Gene No. 62798 

Start 154 

Name OJ990429_10 . 9924 . C8 . ol . gp 

Start 371 

GI 5004551 
Exons 



Seq. ID OJ990429_10.9924.C8 



Strand 
End 

Method 

End 

Score 



+ 

1562 
AAT/GAP 
908 
422 



371. .424, 512. .566, 671. .743, 830. .908 



Seq. No. 30377 

Gene No. 62798 

Start 154 

Name OJ990429JL0 . 9924 . C8 . ol . 

Start 515 

GI none 

Exons 515.. 565, 658.. 702, 828 
1221. .1355, 1228. ..1356, 



Seq. ID OJ990429_10.9924.C8 

Strand + 

End 1562 

ts Method TBLASTX : Soybean 

End 1356 

Score 63 
..917, 1044. .1130, 1094. .1132, 
1231. .1356 



Seq. No. 30378 Seq. ID 

Gene No. 62799 Strand 

Start 195 End 

Name OJ99042 9_10 . 9924 . C9 . ol . gs Method 

Start 195 End 

GI none Score 

Exons 195.. 329, 554.. 853, 897.. 962 



OJ990429_10.9924.C9 
962 

GENSCAN 
962 ■ 
.71 



Seq. No. 


*30379 




Seq. ID 


OJ990429_10. 


9924. C10 


Gene No. 


62800 




Strand 


+ 




Start 


291 




End 


936 




Name 


OJ990429 10. 9924. C10 


. ol . gs 


Method 


GENSCAN 




Start 


291 




End 


936 




GI 


none 




Score 


.69 




Exons 


291. .411, 690. .761, 


826. .936 








Seq. No. 


30379 




Seq. ID 


OJ990429_10. 


9924. C10 


Gene No. 


62801 




Strand 






Start 


1802 




End 


3317 




Name 


OJ990429 10. 9924. C10 


.ol.gp 


Method 


AAT/GAP 




Start 


1802 




End. 


3317 




GI 


30772 1.R1084 




Score 


1198 




Exons 


1802. .2107, 2481. .25 


88, 2684. 


.2804, 318 


8. .3317 




GI Descrip. 


l 4680189/gb|AF111710 


.1IAF111710 8.0e-10 


Oryza sativa subsp . 



indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 .. t 

OJ990429_10. 9924. C10 
3317 

TBLASTX: Cress 
2797 
122 

81. .2588, 2681. .2797, 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 



30379 
62801 
1802 

OJ990429 10. 9924 .C10.ol.tc 



none 

2048. .2107, 2476. 



.2589, 2480. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2596, 24 



30272 



2682. .2786, 2684. .2794 



Seq. No. 30379 

Gene No. 62801 

Start 1802 

Name OJ990429_10 . 9924 . CIO . ol . tm 

Start 2479 

GI none 
Exons • 



Seq. ID OJ990429_10. 9924. CIO 
Strand 
End 

Method 
End 
Score 



3317 

TBLASTX: Maize 

2803 

167 



2479. .2589, 2479. .2595, 2480. .2590, 2633. .2704, 2681. .2788, 
2682. .2789, 2684. .2803, 2686. .2790 



Seq. No. 30380 Seq. ID 

Gene No. 62802 Strand 

Start 210 End 

Name OJ990429_10 . 9924 . Cll . ol . gs Method 

Start 210 End 

GI none Score 

Exons 210. .731 



OJ990429_10. 9924. Cll 
731 

GENSCAN 

731 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30380 
62803 
952 

OJ9904 
952 
none 
952. .1 
2690. . 
5895. . 
7671. . 
9634. . 
10553. 



29_10. 9924. Cll. o2.gs 



141, 1562. .1689, 1866.. 
2777, 3255.. 3324, 3738. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 10. 9924. Cll 



12583 
GENSCAN 
12583 
.83 

1928, 2029. .2145, 2346. .2435, 
.3816, 5024. .5068, 5721. .5807, 
5978, 6098.. 6277, 6356.. 6496, 6667.. 6775, 7205.. 7260, 
7718, 7815. .7953, 8504. .8611, 8935. .8961, 9122. .9214, 
9713, 9848.. 9937, 10083 .. 10173, 10300 10388 , 
.10591, 12408.. 12583 



Seq. No. 30380 

Gene No. 62803 

Start 952 

Name OJ99042 9_10 . 9924 . Cll . ol . gp 

Start 1299 

GI 31132_1.R1084 

Exons 1299.. 1689, 1866.. 1928, 2029. 
GI Descrip. 



OJ990429 10. 9924. Cll 



Seq. ID _ 
Strand 

End 12583 
Method AAT/GAP 
End 2098 
Score 940 
.2098 

' 5042437/gb|AC007789.1 IAC007789 1.0e-29 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. ID OJ990429_10. 9924 .Cll 
Strand 
End 

Method 
End 
Score 

1448. . 1483, 1582.., 1689, 1583. .1690, 1854. .1925, 1863. .1925, - 
2029. .2145, 2030. .2143, 2346. .2408 



Seq. No. 30380 

Gene No. 62803 

Start 952 

Name OJ9904 2 9_10 . 9924 . CI 1 . ol . tc 

Start 1448 

GI none 
Exons 



12583 

TBLASTX: Cress 

2408 

123 



Seq. No. 30380 Seq. ID 

Gene No. 62803 Strand 

Start 952 End 

Name OJ930429_I0. 9924 .CIi.o2. tm Method 

Start 1464 End 

GI none Score 



OJ990429_10. 9924. Cll 
12583 

TBLASTX: Maize 

3326 

217 



30273 



Exons 



1464. .1508, 1546. .1689, 1556. .1690, 1559. .1690, 1863. .1928, 

1864. .1929, 1866. .1928, 2029. .2145, 2029. .2145, 2030. .2146, 

2030. .2146, 2322. .2438, 2342 24587 2346. .2459, 2356. .2460, 

2689. .2775, 2690. .2776, 2690. .2776, 2694. .2777, 2697. .2780, 

3248.. 3325, 3252.. 3326, 3257.. 3325, 3273.. 3326 



Se.q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30380 
62803 
952 

OJ990429_10.9924.Cll.o2.ts 

1582 

none 



Seq. ID OJ990429_10.9924.C11 
Strand 
End 

Method 
End 
Score 



12583 

TBLASTX : Soybean 

2133 

108 



1582. .1689, 1583. .1681, 1591. .1692, 1854. .1928, 1863. .1928, 
1864.. 1929, 2029.. 2133, 2029.. 2133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30380 
62803 
952 

OJ990429_10.9924.Cll.ol.ts 
6080 



OJ990429 10.9924.C11 



none 

6080. 

6357. 

7201. 

8515. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6277, 6096. .6278, 6096. .6278, 6344. .6499, 6356.-6496, 
6515, 6358. .6498, 6367. .6522, 6664. .6777, 6665. .6778, 
7284, 7668. .7706, 7803. .7931, 7807. .7905, 8514. .8612, 
8619 



12583 

TBLASTX: Soybean 

8619 

219 



Seq. No. 30380 
Gene No. 62803 
Start 952 

Name OJ990429_10 . 9924 .Cll .ol . tm 

Start 6110 
GI none 

Exons 6110. .6277, 6111. .6278, 6114. 

6360. .6497, 6361. .6501, 6664, 
7177. .7260, 7201. .7260, 7202. 



Seq. ID OJ990429_10. 9924. Cll 
Strand 

End 12583 
Method TBLASTX: Maize 
End 7264 
Score 24 9 

.6278, 6356. .6496, 6357. .6500, 
.6777, 6665. .6778, 6675.-6785, 
.7264 



Seq. No. 30380 
Gene No. 62803 
Start 952 

Name OJ990429_10 . 9924 . Cll . ol . tw 

Start 7200 
GI none 

Exons 7200.. 7259, 7201.. 7281, 7207. 

7809. .7943, 7810. .7920, 7817. 
8505. .8612 



Seq. ID OJ990429__10. 9924. Cll 
Strand 

End 12583 
Method TBLASTX : Wheat 
End 8613 
Score 85 

.7260, 7668. .7727, 7671. .7721, 
.7921, 7920. .7949, 8497. .8613, 



Seq. No. 30381 Seq. ID 

Gene No. 62804 Strand 

Start 184 8 .. End 

Name OJ990429_10 . 9924 . C12 . ol . gs Method 

Start 1848 End 

GI none Score 

Exons 1848.. 2066 



OJ990429_10. 9924 .C12 
+ 

2066 
GENS CAN 
2066 
.96 



— — i * ^ 

Gene No. 
Start 



62805 
8150 



Seq. ID OJ990429_10. 9924 .C12 
Strand + 
End 9551 



30274 




Name 


OJ990429 10 


. 9924 


.C12 . o3 


as 


Method 


Vj Cj Vi O V^rT-lN 


Start 


8150 ~~ 








End 


9551 


GI 


none 








Score 


. 45 


Exons 


8150 . . 8206, 


8979 


. . 9551 








Seq. No. 


30381 








Seq. ID 


OJ990429_10.9924.C12 


Gene No. 


62806 








Strand 




Start 


2902 








End 


.5064 


Name 


OJ990429 10 


. 9924 


.C12 . o2 


as 


Method 


GENS CAN 


Start 


2902 ~ 








End 


5049 


GI 


none 








Score 


.99 


Exons 


2902 . . 3032, 


3126 


. .4229, 


4339. 


.4583, 4680. .4831, 4942. .5049 


Sea. No. 


30381 








Seq. ID 


OJ990429_10.9924.C12 


Gene No. 


62806 








Strand 




Start 


2902 








End 


5064 


Name 


OJ990429 10 


.9924 


.C12.ol. 


np 


Method 


AAT/NAP 


Start 


2905 








End 


5064 


GI 


1621467 








Score 


1133 


Exons 


2905. .3032, 


3126 


. .4229, 


4339. 


.4583, 4680. .4831, 4942. .5064 


GI Descrip. 


(U73106) laccase 


[Liriodendron tulipifera] 


Sea No 


30381 








Seq. ID 


OJ990429_10.9924.C12 


Gene No. 


62806 








Strand 




Start 


2902 








End 


5064 


Name 


OJ990429 10 


.9924 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start, 


2917 








End 


3534 


GI 


none 








Score 


62 


Rvon 

J-J \J 1 1 o 


2917 . .3027, 


2932 


. .3054, 


2945. 


.3034, 3122. .3304, 3124. .3312, 




3307 . . 3369, 


3323 


. . 3370, 


3421 . 


.3534 




Seq. No. 


30381 








Seq. ID 


OJ990429_10. 9924 .C12 


Gene No. 


62806 








Strand 




Start 


2902 








End 


5064 


Name 


OJ990429 10 


.9924 


.C12.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2932 








End 


3270 


GI 


none 








Score 


101 


Exons 


2932. .3054, 


3122 


. .3265, 


3124 . 


.3270 




Sea. No. 


30381 








Seq. ID 


OJ990429JL0. 9924 .C12 


Gene No. 


62806 








Strand 




Start 


2902 








End 


5064 


Name 


OJ990429 10 


9924 


.C12.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2932 








End 


3693 


GI 


none 








Score 


83 


Exons 


2932. .3057, 


2948 


. .3034, 


3122. 


.3304, 3124. .3312, 3427. .3477, 




3469. .3549, 


3592 


. .3693 








Seq. No.. 


30381 








Seq. ID 


OJ990429_10.9924.C12 


Gene No. 


62806 








Strand 




Start 


2902 








End 


5064 


Name 


OJ990429 10 


9924 


.C12.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3886 








End 


4132 


GI 


none 








Score 


133 


Exons 


3686. . 4i3l, 


3887 


. .4132 








Seq. No. 


30381 








Seq. ID 


OJ9904 29JL0. 9924 .C12 



30275 




Gene No. 


62806 








Strand 






Start 


2902 








End 


5064 




Name 


OJ990429" 10 


. 9924 


.C12 .o3 


. tw 


Method 


TBLASTX : Wheat 




Start 


3907 ~~ 








End 


4113 




GI 


none 








S core 


143 




Exons 


3907 . .4113, 


3907 


. . 4104 










Seq. No. 


30381 








Seq.. ID 


OJ9~90429_10. 9924 


-C12 


Gene No. 


62806 








Strand 






Start 


2902 








End 


5064 




Name 


OJ990429 10 


9924 


.C12 . o4 


. tm 


Mp1~ hod 


TBLASTX • Maize 




Start 


3920 ~~ 








End 


4230 




GI 


none 








Score 


118 




Exons 


3920. .4153, 


3920 


. . 3991, 


3922 


.4230 






Seq. No. 


30381 








Seq. ID 


OJ990429_10.9924 


-C12 


Gene No. 


62806 








Strand 






Start 


2902 








End 


5064 




Name 


OJ990429 10 


9924 


. C12 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4138 ~ 








End 


4831 




GI 


none 








Score 


174 




Exons 


4138 . . 4230, 


4337 


. . 4582, 


4338 . 


.4583, 4679. .4831, 4680. .4 


811 


Seq. No. 


30381 








Seq. ID 


OJ990429_10.9924 


.C12 


Gene No. 


62806 








Strand 






Start 


2902 








End 


5064 




Name 


OJ990429 10 


9924 


. C12 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4337 _ 








End 


4582 




GI 


none 








Score 


180 




Exons 


4337 . . 4582, 


4338 


. .4559 










Seq. No. 


30381 








Seq. ID 


OJ990429_10.9924 


.C12 


Gene No. 


62806 








Strand 






Start 


2902 








End 


5064 




Name 


OJ990429 10 . 


9924 


C12 . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


4338 ~~ 








End 


4831 




GI 


none 








Score 


198 




Exons 


4 338 . .45.83, 


4367 


. 4582, 


4445 . 


.4585, 4679. .4831, 4680. .4814 


Seq. No. 


30381 








Seq. ID 


OJ990429_10.9924 


.C12 


Gene No. 


62806 








Strand 






Start 


2902 








End 


5064 




Name 


OJ990429 10 


9924 


C12 . ol 


. tm 


Method- 


TBLASTX: Maize 




Start 


4340 ~~ 








End 


4756 




GI 


none 








Score 


254 




Exons 


4340 . .4582, 


4341 


.4583, 


4445 . 


.4585, 4679.-4756 




Seq. No. 


30381 








Seq. ID 


OJ990429_10.9924 


.C12 


Gene No. 


62807 








Strand 






Start 


8722 








End 


9134 




Name 


O.TQQ04 1 n 






•j-m 


Method 


TBLASTX: Maize 




Start 


8722 








End 


9134 




GI 


none 








Score 


174 




Exons 


8722. .8967, 


8727. 


.8969, 


9009. 


.9134 






Seq. No. 


30381 








Seq. ID 


OJ990429_10. 9924 


.C12 


Gene No. 


62808 








Strand 







30276 



Start 
Name 
Start 
GI 

Exons 



9122 End 

OJ990429_10 . 9924 .C12 .o2 . tw Method 

9122 End 

none Score 
9122.. 9508, 9123.. 9509 



9608 

TBLASTX: Wheat 

9509 

287 



Seq. No. 30381 

Gene No. 62808 

Start 9122 

Name OJ9904 29_10 . 9924 . C12 . o3 . tm 

Start 9141 

GI none 
Exons 



Seq. ID OJ990429_10. 9924 .C12 

Strand " 

End 9608 

Method TBLASTX : Maize 

End 9608 

Score 50 



9141. .9188, 9209. .9592, 9210. .9608, 9384. .9608 



Seq. No. 30382 

Gene No. 62809 

Start 1142 

Name OJ990429_10 . 9924 .C13.ol.tm 

Start 7 

GI none 
Exons 



Seq. ID OJ990429_10.9924.C13 

Strand + 

End 2351 

Method TBLASTX : Maize 

End 2351 

Score 67 



7. .57, 1739. .1786, 1746. .1793, 1830. .2336, 1830. .2351, 
1954. .2346, 1982. .2350 



Seq. No. 30382 

Gene No. 62809 

Start 1142 

Name OJ990429_10 . 9924 . C13 . ol . gs 

Start 1142 

GI none 

Exons 1142.. 2351 



Seq. ID OJ990429_10. 9924 .C13 

Strand . + 

End 2351 

Method GENSCAN 

End 2351 

Score 1 



Seq. No. 30382 

Gene No. 62809 

Start 1142 

Name OJ9904 2 9_10 . 9924 . C13 . ol . tw 

Start 1728 

GI none 
Exons 



Seq. ID OJ990429_10. 9924 .C13 

Strand + 

End 2351 

Method TBLASTX : Wheat 

End 2116 

Score 280 

1728. .2111, 1729;. 1800, 1730. .2110, 1849. .2112, 1904. .2116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



30383 
62810 
1 

OJ990429_10. 9924 ,C14..ol.np 

1- 

1168587 
1. .328 

ATP SYNTHASE DELTA CHAIN, CHLOROPLAST PRECURSOR 
gi 1 1084467 |pir | | S43728 H-f- transporting ATP synthase (EC 
3.6.1.34) - sorghum gi | 311231 1 embj CAA46803 I (X66004) 
H ( + ) -transporting ATP synthase [Sorghum bicolor] 



Seq. ID OJ990429_10. 9924 .C14 

Strand + 

End 331 

Method AAT/NAP . 

End 328 

Score 427 



Start 
GI 



30383 
62810 
1 

OJ 39042 9_10 .9924.C14.oi.gs 
29 

none 



Seq. ID OJ990429_10. 9924 .C14 

Strand + 

End 331 

Method GENSCAN 

End 331 

Score 1 



30277 



Exons 



29. .331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30.383 
62811 
805 

OJ99042 9_10. 9924 .C14 .o3.np 
805 

5042178 

805. .868, 2501. .2635, 2964. 



Seq. ID OJ990429_10.9924 .C14 
Strand + 

3018 
AAT/NAP 
3018 
177 



End 

Method 
End 
Score 
,3018 



(AL078620) putative protein [Arabidopsis thaliana] 



30383 
62811 
805 

OJ990429_10. 9924.C14 .o2.gs 

2399 

none 

2399. .2635, 2873.. 2914 



Seq. ID OJ990429_10. 9924 .C14 

Strand + 

End 3018 

Method GENSCAN 

End 2914 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30383 
62812 
1 

OJ990429_10. 9924.C14 .o2.np 
1 

5902376 
1..118, 1960. .2102 

(AC009322) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990429_10. 9924 .C14 
Strand 

End 2102 
Method AAT/NAP 
End 2102 
Score - 119 



Seq. ID OJ990429_10.9924.C14 
Strand 

End 2102 

Method AAT/GAP 

End 4 93 

Score 960 



30383 
62812 
1 

OJ990429_10. 9924.C14 .ol.gp 
1 

1599_1.R1084 
1. .493 

1 1168587/sp|Q07300|ATPD_SORBI 2.0e-69 ATP SYNTHASE DELTA CHAIN, 

CHLOROPLAST PRECURSOR >gi_1084 4 67_pir S43728 H+-transporting 

ATP synthase (EC 3.6.1.34) - sorghum >gi_31I231_emb_CAA4 6803_ 
(X6.6004) H ( + ) -transporting ATP synthase [Sorghum bicolor] 1 



30383 
62812 
1 

OJ990429_10. 9924 -.C14 .ol.tc 
17 

none 

17. .322, 31. .303 



Seq. ID OJ990429_10.9924 .C14 
Strand 

End 2102 • 

Method TBLASTX: Cress 

End 322 

Score 305 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



30383 
62812 
1 

OJ990429_10. 9924.C14 .ol.ts 
17 



none 



Seq. ID OJ990429_10. 9924 .C14 
Strand 

End 2102 

Method • TBLASTX : Soybean 

End 331 

Score 236 
242. .331 



Seq. No. 



30383 



Seq. ID OJ990429 10.9924.C14 



30278 




Gene No. 


62812 


Strand' 








Start 


1 


End 


2102 






Name 


OJ990429 10 9924 C14 ol tm 


Mpt hod 


TBLASTX: Maize 




Start 


41 ~~ 


End 


348 






GI 


none 


Score 


414 






Exons 


41. .337, 46. .348, 274. .348 










Seq. No. 


30384 


Seq. ID 


OJ990429JL0. 


, 9924 . 


, C15 


Gene No. 


62813 


Strand 


+ 






Start 


1 


End 


2613 






Name 


OJ990429 10.9924 .C15.ol.np 


Method 


AAT/NAP 






Start 


1 ~~ 


End 


2613 






GI 


5042178 


Score 


1230 






Exons 


1..67, 272. .1405, 2595. .2613 










GI Descrip. 


(AL078620) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


30384 


Seq. ID 


OJ990429_10. 


9924 

ZJ Z> *i • 


C15 


Gene No. 


62813 


Strand 


+ 






Start 


1 


End 


2613 






Name 


OJ990429 10.9924 C15 ol as 


Method 


GENSCAN 






Start 


212 ~~ 


End 


1448 






GI 


none 


Score 


.92 






Exons 


212 . . 229, 279 . .1448 










Seq. No. 


30384 


Seq. ID 


OJ990429_10. 


Z* _? a. *i * 


C15 


Gene No. 


62814 


Strand 


+ 






Start 


10375 


End 


14713 






Name 


OJ990429 10 9924 CIS o3 as 


Method 


GENSCAN 






Start 


10375 ~~ 


End 


14713 






GI 


none 


Score 


.81 






Exons 


10375 10441, 12460 12635 


14042. . 14713 






Seq. No. 


30384 


Seq. ID 


OJ990429JL0. 


9924 . 


n s 


Gene No. 


62815 


Strand 








Start 


1321 


End 


12644 






Name 


OJ990429 10.9924.C15.o4.np 


Method 


AAT/NAP 






Start 


1321 


End 


12644 






GI 


6630459 


Score 


66 






Exons 


1321. .1343, 8337. .8385, 8557 


..8714, 12^ 


155. . 12644 






GI Descrip. 


(AC007190) -F23N19.12 [Arabidopsis thaliana] 






Sea. No. 


30384 


Seq. ID 


OJ990429_10. 


9924 . 




Gene No . 


62815 ... 


Strand 








Start 


1321 


End 


12644 






Name 


OJ990429 10.9924.C15.ol.gp 


Method 


AAT/GAP 




- 


Start 


1387 


End 


1752 






GI 


uC-osflcypl31f01al 


Score 


625 






Exons 


1387. .1752 










GI Descrip. 


1 5042437 /gb|AC007789. 1 | AC00778 9 1.0e-2S 


) Oryza sativa BAC 






genomic sequence, complete sequence' 








Seq. No. 


30384 


• Seq. ID 


OJ990429_10. 


9924. 


C15 


Gene No. 


62815 


Strand 








Start 


1321 


End 


12644 






Name 


.OJ990429 10. 9924 .C15.o2.gs 


Method 


GENSCAN 






Start 


2378 


End 


8458 






GI 


none 


Score 


.57 







30279 



Exons 2378..2462, 3083.. 3725, 4384.. 4558, 5732.. 5767, 6633.-6772, 

8326. .8458 



OJ990429_10.9924.C15 

12644 
AAT/NAP 
3933 
328 



Seq.* No. 30384 Seq. ID 

Gene No. 62815 Strand 

Start r ~ * 1321 End 

Name 'OJ990429_10 . 9924 . C15 . o2 . np Method 

Start 3195 End 

GI 6323627 Score 

Exons 3195.. 3278, 3492.. 3933 

GI Descrip. Yml014wp gi| 17306161 sp| P49957 | YMB4_YEAST HYPOTHETICAL 32.4 KD 

PROTEIN IN TAF40-ERV25 INTERGENIC REGION gi | 108 4 919 | pir | | S55105 
hypothetical protein YML014w - yeast ( Saccharomyces cerevisiae) 
gi | 8544761 emb | CAA89938 | (Z49810) unknown [Saccharomyces 
cerevisiae] 



Seq. No. 


30384 


Seq. ID 


OJ990429_10.9924 


.C15 


Gene No. 


62815 


Strand 






Start 


1321 


End 


12644 




Name 


OJ990429 10.9924 


.C15.o2.gp Method 


AAT/GAP 




Start 


5286 


End 


8580 




GI 


3421 1.R1084 


Score 


1714 




Exons 


5286. .5767, 6605 


..6772, 8326. .8580 






GI Descrip. 


•4097587 4.0e-37 


(U64926) NTGP5 [Nicotiana tabacum] ■ 




Seq. No. 


30384 


Seq. ID 


OJ990429_10. 9924 


.C15 


Gene No. 


62815 


Strand 






Start 


1321 


End 


12644 




Name 


OJ990429 10.9924 


C15.o3.np Method 


AAT/NAP 




Start 


5715 


End 


8455 




GI 


4097587 


Score 


343 




Exons 


5715.. 5767, 6602 


.6772, 8326. .8455 






GI Descrip. 


(U64926) NTGP5 [Nicotiana tabacum] 







Seq. No. 30384 Seq. ID 

Gene No. 62816 Strand 

Start 16092 End 

Name OJ990429_10 . 9924 . C15 . o4 . gs Method 

Start 16092 End 

GI none Score 

Exons 16092. .16102, 16245. .16353 



OJ990429_10.9924.C15 
16353 

GENSCAN '" * 

16353 

.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30384 , . Seq. ID 

62817 Strand 

18075 End 

OJ9 90429^10. 9924 .C15.ol. ts Method 

268 End . 

none Score 



OJ990429_10.9924.C15. 
18379 

TBLASTX: Soybean 

1412 

224 



268. .402, 276. .791, 278. .739, 278. .1309, 279. .1412 



Seq. No. 30384 

Gene No. 62817 

Start 18075 

Name OJ99042 9_10 . 9924 . C15 . ol . tc 

Start 276 

GI none 

Exons 276..S84, 278. .589, 279. .617 



Seq. ID OJ990429_10. 9924 .C15 
Strand 

End 18379 

Method TBLASTX : Cress 

End 617 

Score 448 



30280 



Seq. No. 30384 

Gene No. 62817 

Start 18075 

Name OJ990429_10 . 9924 . C15 . ol , 

Start 287 

GI none 

Exons -287.. 796, 287.. 790, 288. 

765. .920, 794. .895, 795, 



tm 



,800, 
,896, 



Seq. ID OJ990429_10.9924 .C15 
Strand 

End 18379 
Method TBLASTX : Maize 
End 1217 
Score 585 

547. .795, 645. .905, 741. .998, 
796. .897, 957. .1217 



Seq. No. 30384 

Gene No. 62817 

Start 18075 

Name OJ990429__10 . 9924 . C15 . o2 . tc 

Start 1154 

GI none 

Exons 1154.. 1465, 1158. .1445, 1162. 



Seq. ID OJ990429_10.9924.C15 
Strand 

End 18379 

Method TBLASTX : Cress 

End 1465 

Score 318 
.1458 



Seq. No. 30384 

Gene No. 62817 

Start 18075 

Name OJ990429_10 . 9924 . C15 . o3 . 

Start 2355 

GI • none 

Exons 2355.. 2465, 2384.. 2461, 



Seq. ID OJ990429__10.9924 .C15 
Strand 

End 18379 

ts Method TBLASTX : Soybean 

End 3252 

Score 74 
3053. .3244, 3085. .3252, 3088. .3246 



Seq. No. 30384 

Gene No. 62817 
Start ,. 18075 

Name OJ990429_10 . 9924 . C15 . o2 . tm 

Start 3303 

GI none 

Exons 3303.. 3488, 3320.. 3574, 3322. 



Seq. ID OJ990429__10.9924 .C15 
Strand 

End 18379 

Method TBLASTX : Maize 

End 3574 

Score 158 
.3573, 3332. .3574 



Seq. No. 30384 

Gene No. 62817 

Start 18075 

Name OJ990429_10 . 9924 . C15 . o3 . tc 

Start 3334 

GI none 

Exons 3334.. 3423, 3415.. 3600, 3416. 



Seq. ID OJ990429_10. 9924 .CIS- 
Strand 

End 18379 

Method TBLASTX: Cress 

End 3602 

Score 178 
.3598, 3423.. 3602 



Seq. No... 30384 

Gene No. 62817 

Start 1.8075 

Name OJ990429_10 . 9924 . C15 . o2 , 

Start 3364 

GI none 

Exons 3364.. 3939, 3407.. 3931 



ts 



Seq. ID. OJ990429_10.9924.C15 
Strand 

End . 18379 

Method TBLASTX : Soybean 

End 3939 

Score 511 



Seq. No. 30384 

Gene No. 62817 

Start 18075 

Name OJ990429_10 . 9924 . C15 . o3 . tm 

Start 5314 

GI none 

Exons 5314. .5355, 5320. .5364, 5372. .5407, 5375. .5407, 5424. .5480, 



Seq. ID OJ990429_10. 9924 .C15 
Strand 

End 18379 

Method TBLASTX : Mai ze 

End 8638 

Score 41 



30281 



5425. 
5694 . 
8320, 
8491, 
8609. 



.5487, 5596. 

.5768, 5698. 

.8340, 8323. 

.8529, 8493. 
.8638 



.5682, 5641.. 5670, 5690.. 5767, 5691.. 5768, 

.5769, 6603. .6773, 6603. .6806, 6604. .6792, 

.8427, 8327. .8446, 8328. .8447, 8411. .8461, 

.8540, 8532. .8609, 8539. .8610, 8547. .8618, 



Seq. No. 


30384 




Seq. ID 


OJ990429 10.9924.C15 


Gene No. 


62817 




Strand 




" Start 


18075 




End 


18379 


Name 


OJ990429 10.9924.C15 


. o3 . gp 


Method 


AAT /GAP 


Start 


18075 




End 


18379 


GI 


3761679 




Score 


284 


Exons 


18075. .18189, 18280. 


. 18379 






GI Descrip. 


5042437/gb|AC007789. 


1 IAC0077 


89 1.0e-29 


Oryza sativa BAC T4 9B20 




genomic sequence, complete sequence 




Seq. No. 


30385 




Seq. ID 


OJ990429_10. 9924.C18 


Gene No. 


62818 




Strand 


+ 


Start 


1 




End 


223 


Name 


OJ990429 10.9924.C18 


. ol . np 


Method 


AAT /NAP 


Start 


1 




End 


199 


GI 


6562304 




Score 


94 


Exons 


1. .199 








GI DescriD . 


(AL133421) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


30385 




Seq. ID 


OJ990429 10.9924.C18. 


Gene No. 


62818 




Strand 


+ 


Start 


1 




End 


223 


Name 


OJ990429 10.9924.C18 


.ol .gs 


Method 


GENSCAN 


Start 


2 




End 


223 


GI 


none 




Score 


.78 


Exons 


2. .223 








Seq. No. 


30385 




Seq. ID 


OJ990429_10.9924.C18 


■iijene No . 


62818 




Strand 


+ 


* Start 


1 




End 


223 


Name 


OJ990429 10.9924.C18 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


5 




End 


208 


GI 


none 




Score 


190 


Exons 


5. .208, 52. .207 








Seq. No.. 


30386 




Seq. ID 


OJ990429_10.9924.C19 


Gene No. 


62819 




Strand 




Start 


1 




End- 


464 


Name 


OJ990429 10.9924.C19 


. ol . gp 


Method 


AAT /GAP 


Start 


1 




End 


464 


GI 


30772 1.R1084 




Score 


151 


Exons 


1..49, 425. .464 








GI Descrip. 


'4680189/gb|AF111710 


. 1IAF111710 8.;0e-lC 


Oryza sativa subsp. 



indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 1 



Seq. No. 30387 Seq. ID 

Gene No. 62820 Strand 

Start 278 End 

Name OJ990429 10 . 9924 . C21 . ol . gs Method 



OJ990429_10.9924.C21 
+ 

789 

GENSCAN 



30282 



Start 
GI 

Exons 



278 
none 

278. .387, 443. .654, 734. 



.789 



End 
Score 



789 
.84 



Seq. No. 30388 

Gene No. 62821 

Start 38Q 

Name OJ9904 29_10 . 9924 . C22 . ol . gs 

Start 380 

GI none 

Exons 380.. 584 



Seq. ID OJ990429_10.9?24.C22 

Strand 

End 584 

Method GENSCAN 

End 584 

Score . 4 



Seq. No. 30389 

Gene No. 62822 

Start 54 

Name OJ990409_10 . 9922 . C2 . ol . gs 

Start 54 

GI none 

Exons 54 . . 156 



Seq. ID OJ990409_10.9922.C2 

Strand + 

End 156 

Method GENSCAN 

End 156 

Score .45 



Seq. No. 30390 

Gene No. 62823 

Start 260 

Name OJ9904 09JL0 . 9922 . C3 . ol . gs 
Start - 260 

GI none 

Exons 260.. 454 



Seq. ID OJ990409_10.9922.C3 

Strand 

End 4 54 

Method GENSCAN 

End 4 54 

Score . 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30391 
62824 
333 

OJ990409_10. 9922.C6.ol.gs 

333 
none 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 3676 

Method GENSCAN 

End 3075 

Score .78 



333. .951, 991. .1109, 1442. .1697, 1907. .2058, 2293. .2443, 
2813.. 3075 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30391 
62824 
333 

OJ9904 0 9_10. 9922.C6.o2 . np 

1034 

3021270 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 3676 

Method AAT/NAP 

End 3676 

Score 718 



1034. .1156, 1972. .2175, 2293. .2443, 2528. .2765, 2868. .3075, 
3633. .3676 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



'Seq. No. 30391 

Gene No. 62824 

Start 333 

Name OJ9904 09_10 . 9922 . C6 . o2 . tm 

Start 2002 

GI none 
Exons 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 3676 

Method TBLASTX: Maize 

End 2410 

Score 146 



2002. .2175, 2009. .2173, 2011. .2175, 2290. .2319, 2294. .2410, 
2299. .2409 



30283 



Seq. No. 30391 

Gene No. 62824 

Start 333 

Name OJ9904 09_10 . 9922 . C6 . ol . tc 

Start 2011 

GI none 

Exons 2011.. 2169, 2036.. 2122, 2314, 
2531.. 2767, 2546.. 2767, 2869. 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 3676 

Method TBLASTX : Cress 

End 3073 

Score 59 

.2457, 2336. .2440, 2530. .2766, 
.3072, 2870. .3073 



Seq. No. 30391 

Gene No. 62824 

Start 333 

Name OJ990409_10 . 9922 . C6 . ol . ts 

Start 2011 

GI none 

Exons 2011.. 2172, 2296.. 2457, 2336. 

2842. .3072, 2868. .3053, 2873. 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 3676 

Method TBLASTX ; Soybean 

End 3072 

Score 136 

.2455, 2530. .2766, 2531. .2770, 
.3064 



Seq. No. 30391 

Gene No. 62824 

Start 333 

Name OJ9904 09_10 . 9922 . C6 . ol . tw 

Start 2299 

GI none 

Exons 2299.. 2457, 2333.. 2467, 2527. 



Seq. ID OJ990409_10. 9922.C6 
Strand 

End 3676 

Method TBLASTX : Wheat 

End 2704 

Score 128 
.2703, 2528. .2704 



Seq. No. 30391 

Gene No. 62824 

Start 333 

Name OJ9904 09_10 . 9922 . C6 . ol . tm 

Start 2422 

GI none 

Exons 2422..2457, 2529.. 2741, 2530. 
2870. .3073 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 367 6 

Method TBLASTX : Mai ze 

End 3073 

Score 162 

.2766, 2531. .2746, 2869. .3072, 



Seq. No. 30391 

Gene Nov 62824 

Start * 333 

Name OJ9904 09_10 . 9922 . C6 . o2 . tw 

Start 2704 

GI none 

Exons 2704.. 2766, 2834.. 3073, 2869. 



Seq. ID OJ990409_10.9922.C6 
Strand 

End 3676 ^ - 

Method TBLASTX: Wheat 

End 3073 

Score 113 
.3072 



Seq. No. 30392 

Gene No. 62825 

Start 133 

Name OJ9904 09_10 . 9922 . C7 . ol . gs 

Start 133 

GI none . ; 

Exons 133.. 249, 316.. 441 



Seq. ID OJ990409__10. 9922.C7 

Strand + 

End 441 

Method GENSCAN 

End 441 

Score .81 



Seq. No. 30392 

Gene No. 62826 

Start 1295 

Name OJ9904 09_10 . 9922 . C7 . o2 . np 

Start 1295 

GI 4680183 



Seq. ID OJ990409_10. 9922.C7 
Strand 

End 2287 

Method AAT/NAP 

End 2287 

Score 181 



30284 



Exons 1295. .1386, 1989. .2057, 2235. .2287 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 


30393 


Seq. ID 


OJ990409 


10 . 9922 


.C8 


Gene No. 


62827 


Strand ' 








Start 


615 


End 


4339 






Name 


OJ990409 10. 9922.C8.ol.gs 


Method 


GENSCAN 






Start 


615 ~~ 


End 


4339 






GI 


none 


Score 


. 74 






Exons 


615. .744, 3361. .3623, 4190., 


4339 








Seq. No. 


30393 


Seq. ID 


OJ990409_ 


10. 9922 


.C8 


Gene No . 


62828 


Strand 








Start 


2590 


End 


6752 






Name 


OJ990409 10. 9922.C8.ol.np 


Method 


AAT/NAP 






Start 


2590 


End 


6752 






GI 


4530126 


Score 


195 






Exons 


2590. .2717, 2828. .2959, 6486. .6752 








GI Descrip. 


(AF078082) receptor-like protein kinase homolog 


RK20-1 






[Phaseolus vulgaris] 










Seq. No. 


30393 


Seq. ID 


Wu Zf Zs \J t \J ~s 


10 . 9922 


. C8 


Gene No 


62828 


St rand 








Start 


2590 


End 


6752 






Name 


OJ990409 10 9922 C8.o2 as 


Mprhod 


GENSCAN 






Start 


6274 ~~ 


End 


6699 






GI 


none 


Score 


.65 






Exons 


6274. .6699 










Seq. No. 


30394 


Seq. ID 


OJ990409_ 


10 . 9922 


C9 




62829 


Strand 


+ 






Start 


113 


End 


2045 






Name 


OJ990409 10. 9922.C9.ol.gs 


Method 


GENSCAN 






Start 


113 


End 


2045 






GI 


none 


Score 


.79 






Exons 


113. .430, 1993. .2045 










Seq. No. 


30394 


Seq. ID 


OJ990409_ 


10 9922 


C9 


Gene No . 


62830 


Strand 


+ 






Start 


4534 


End 


5365 






Name 


OJ990409 10. 9922.C9.o2.gs 


Method 


GENSCAN 






Start 


4534 


End 


5365 






GI 


none 


Score 


.43 






Exons 


4534. .4777, 4920. .5365 










Seq. No. 


30394 


Seq. ID 


OJ990409_ 


10 . 9922 , 


C9 


Gene No 


62831 


Strand 


+ 






Start 


13257 


End 


19940 






Name 


..OJ990409 10.9922.C9.o4.gs 


Method 


GENSCAN 






Start 


13257 


End 


19940 






GI 


none 


Score 


.78 






Exons 


13257. .14160, 14878. .15015, 


15543. .15673, 18656. 


.18866, 






18996. .19233, 19312 .. 1 94 62, 


19578. .19940 






Seq. No. 


30394 


Seq. ID 


OJ990409_ 


10.9922. 


C9 


Gene No. 


62831 


Strand 


+ 






Start 


13257 


End 


19940 







30285 



Name 


OJ990409 10.9922.C9.o2.np 


Method 


AAT/NAP 




Start 


13329 


End 


19937 




GI 


4530126 


Score 


1027 




Exons 


13329. .14160, 14908. .15015, 


15543. . 15673, 18656 


. . 18866, 




18996. .19233, 19312 .. 19462, 


19578. .19785, 19815 


. . 19937 


GI Descrip. 


.(AF078082) receptor-like protein kinase homolog 


RK20-1 




[Phaseolus vulgaris] 








Seq. No. 


30394 


Seq. ID 


OJ990409_ 


_10.9922.C9 


Gene No. 


62831 


Strand 


+ 




Start 


13257 


End 


19940 




Name 


OJ990409 10.9922.C9.ol.gp 


Method 


AAT/GAP 




Start 


14868 


End 


18873 




GI 


LIB34 34-031-P1-K1-A3 


Score 


877 




Exons 


14 8 68. .15015, 1554 3. .15673, 


18656. .188 


73 




GI Descrip. 


*4803938/gb|AAD29811. 1 IAC006264 19 1.0e-18 (AC006264) putative 




aromatic amino acid permease 


[Arabidopsis thaliana] 




>gi 5139337 emb CAB45643.1 


(AJ243221) 


putative 


AUXl-like 




permease [Arabidopsis thaliana] 1 






Seq. No. 


30394 


Seq. ID 


OJ990409_ 


10. 9922 .C9 


Gene No. 


62832 


Strand 


+ 




Start 


20770 


End 


21481 




Name 


OJ990409 10. 9922.C9.o5.gs 


Method 


GENSCAN 




Start 


20770 


End 


21481 




GI 


none 


Score 


.77 




Exons 


2077 0. .20918, 21137. .21283, 


21412. .21481 




Seq. No. 


30394 


Seq. ID 


OJ990409_ 


_10.9922.C9 


Gene No. 


62833 


Strand 






Start 


6629 


End 


11681 




Name 


OJ990409 10.9922.C9.o3.gs 


Method 


GENSCAN 




Start 


6629 


End 


10199 




GI 


none 


Score 


.88 




Exons 


6629. .6934, 7016. .7166, 7278 


..7515, 78 


56. .8066, 


8145. .8260, 




8515. .8646, 9306. .9711, 9717 


. .10199 






Seq. No. ■ 


30394 


Seq. ID . 


OJ990409_ 


_10. 9922.C9... 


Gene No. 


62833 


Strand 






Start 


6629 


End 


11681 




Name 


OJ990409 10.9922.C9.ol.np 


Method 


AAT/NAP 




Start 


6632 


End 


11681 




GI 


3269291 


Score 


755 




Exons 


6632. .6934, 7016. .7166, 7278 


..7515, 78 


56. .8066, 


8145. .8260, 




8503. .8621, 11596. .11681 








GI Descrip. 


(AL030978) putative receptor 


protein kinase [Arabidopsis 




thaliana] . 








Seq. No. 


30394 


Seq. ID 


OJ990409_ 


10. 9922. C9 


Gene No. 


62834 


Strand 






Start 


21932 


End 


28197 




Name 


OJ990409 10. 9922.C9.o6.gs 


Method 


GENSCAN 




Start 


21932 


End 


28197 




GI 


none 


Score 


.95 




Exons 


21932. .22054, 22124. .22270, 


22393. .22543, 22635. 


.22872, 




22999. .23209, 23711 .. 23841, 


24238. .24375, 27309. 


.28197 



30286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30394 
62834 
21932 

OJ9904 09_10. 9922.C9.o3.np 

21935 

4530126 



Seq. ID OJ990409_10.9922.C9 
Strand 

End 28197 

Method AAT/NAP 

End 28122 

Score 1053 



2.1935. .22270, 22393.. . 22543, 22635 .. 22872 , 22 999 .. 23209, 
23711. .'23869, 24267 24371 , 27305.. 28122 
(AF078082) receptor-like protein kinase homolog RK20-1 
[Phaseolus vulgaris] 



30394 
62835 
29587 

OJ9904 09_10. 9922.C9.o2.tm 

166 

none 



Seq. ID OJ990409_10.9922.C9 
Strand 

End 29706 

Method TBLASTX : Mai ze 

End 28009 

Score 111 



166. .309, 170. .301, 9906. .10043, 9910. .10044, 134 42 .. 13609, 
13443. .13610, 27841. .28008, 27842. .28009 



Seq. No. 30394 
Gene No. 62835 
Start 29587 

Name OJ9904 09_10 . 9922 . C9 . ol . ts 

Start 6629 
GI none 
Exons '6629. . 6703, 

7280. .7507, 

15599. .15673 



6728.. 6943, 6755 
7281. .7502, 7848 
18653. .18877, 
18995. .19231, 19019. .19204, 
19311. .19418, 19312. .194 52, 
19581. .19631, 19632. .19778, 
22211. .22282, 22396 .. 22605, 
22638. .22718, 22664 . .228 4 9, 
23013. .23210, 23711. .23785 



Seq. ID OJ990409 
Strand 
■ End 29706 
Method TBLASTX 
End 23785 
Score 77 
..6937, 7016. .7165, 
..8066, 7870. .8067, 
18655. . 18852, 18967 
19147. .19233, 19150 
19312. .19419, 19313 
21923. .21973, 22070 
22436. .22543, 22637 
22782. .22892, 22991 



10. 9922. C9 



Soybean 



7059. .7166, 

8145. .8210, 

.19086, 

.19230, 

.19459, 

.22207, 

.22873, 

.23212, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 
Name 
Start 



30394 
62835^ 
29587 ■ 
OJ990409_10, 
6725 
none 
.6725. . 
7280. . 
8144 . , 
18653. 
19019. 
19316. 
•22387. 
22993. 
23712. 



9922.C9.ol.tc 



6922, 
7516, 
8182, 
.18865 
.19168 
. 19468 
.22539 
.23112 
.23825 



6747. .6902, 6986 
7281.. 7496, 7283 
8145. .8210, 8525 
, 18655. . 18864, 
, 19048. .19233, 
, 19318. .19419, 
, 22436. .22537, 
, 23000. .23212, 
, 27490. .27549, 



Seq. ID OJ990409_10. 9922.C9 
Strand 

End 29706 
Method TBLASTX: Cress 
End 28068 
Score 92 
..7162, 7056. .7160, 7127,..7165, 
..7498, 7857. .8066, 7858. .8067, 
. .8647, 13902. .13961, 15599. .15694, 
187 98. .18887, 18 995 . . 19231 , 
19150. .19230, 19315. .19437, 
19647. .19784, 22064 .. 22216, 
22637. .22873, 22 640 .. 2284 9, " 
23001. .23210, 23711. .23785, 
27841. .28068 



30394 
62835 
29587 

OJ9904 09_10. 9922.C9.ol.tm 
6764 



Seq. ID 

Strand 

End 

Method 
End 



OJ990409_10. 9922.C9 
29706 

TBLASTX: Maize 
23785 



30287 



GI 

Exons 



none 

6764. 

7857. 

18653 

19313 

22399 

22637 



Score 139 

,6943, 6987. .7166, 7004. .7165, 7278. .7499, 7280. .7495, 
,8066, 7861. .8067, 8145. .8210, 15599 .. 15673, 18643 .. 18789, 
18865, 19016. .19231, 19016. . 19234 , 19312 194 19, 
.19681, 19659. .19745, 22 103 22207 , 
.22543, 22438. .22605, 22 634 22852 , 
.23212, 23076. .23210, 23699.. 23785 



,19456, 19634 
,22605,. 22436. 
,22852, 23000. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30394 
62835 
29587 

OJ990409_10. 9922.C9.ol.tw 

7016 

none 



OJ990409 10. 9922. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7016. .7165, 7059. .7166, 7280. .7453, 7281.. 7451, 19058 19231 , 
19240. .19437, 19313 .. 19456, 22399 .. 22542 , 224 18 22543, 
22637. .22810 



29706 

TBLASTX: Wheat 

22810 

89 



Seq. No. 30394 

Gene No. 62835 

Start 29587 

Name OJ990409_10 . 9922 . C9 . o2 . tw 
Start . 7857 

GI none 
Exons 



Seq. ID OJ990409_10.9922.C9 
Strand 
End 

Method 
End 
Score 



29706 

TBLASTX: Wheat 

23212 

75 



7857. .8051, 7857. .8066, 7861. .8067, 18 643 18861, 18 653 .. 188 65, 
23000. .23212, 23004 .. 23210. 



Seq. No. 30394 Seq. ID 

Gene No. 62835 Strand 

Start 29587 End 

Name OJ990409_10 . 9922 . C9 . o7 . gs Method 

Start 29587 End 

GI none Score 

Exons 29587. .29706 



OJ990409_10.9922.C9 

29706 
GENSCAN 
29706 
.66 



Seq. No. 30395 Seq. ID 

Gene No. 62836 Strand 

Start 601 End 

Name OJ990409_10 . 9922 . C10 . ol . gs Method 

Start 601 End 

GI none Score 

Exons 601.. 982 



OJ990409_10. 9922. C10 
+ 

982 

GENSCAN 

982 

.58 



Seq. No. 30395 Seq. ID 

Gene No. 62837 Strand 

Start 1791 End 

Name OJ990409_10 . 9922 . C10 . ol . gp Method 

Start 1724 End 

GI none Score 

Exons 1724.. 2117 



OJ9904 09_10. 9922. C10 
+ 

4680 
AAT/GAP 
2117 
788 



Seq. No. 30395 Seq. ID 

Gene No. 62837 Strand 

Start 1791 End 

Name OJ990409_10 . 9922 . C10 . o2 . gs Method 

Start 1791 End 

GI none Score 



OJ990409_10. 9922. C10 
+ 

4680 
GENSCAN 
4680 
.88 



30288 



Exons 



1791. .2655, 2847. .2987, 3234. .3418, 3441. .3651, 3773. .4010, 
4094. .4244, 4330. .4680 



Seq. No. 


30395 


Seq. ID 


OJ990409_10. 9922. C10 


Gene No. 


62837 


Strand 


+ 


Start 


1791 


End 


4680 


Name 


•OJ990409 10. 9922.C10.ol.np 


' Method 


AAT/NAP 


Start 


1824 - ■ 


End 


4677 


GI 


3021270 


Score 


1116 


Exons 


1824. .2655, 3186. .3364, 3441 


..3651, 3773. .4010, 4094. .4244, 




4330.. 45 65, 4599.. 4 67 7 






GI Descrio. 


(AL022347) serine/threonine 


kinase-like protein [Arabidopsis 




thaliana] 






Seq. No. 


30395 


Seq. ID 


OJ990409_10. 9922. C10 


Gene No . 


62837 


Strand 


+ 


Start 


1791 


End 


4680 


Name 


OJ990409 10.9922.C10.o2.gp 


Method 


AAT/GAP 


Start 


4183 


End 


4658 


GI 


LIB34 32-02 1-P1-K1-F12 


Score 


925 


Rxon ^ 

1-J Awl 1 O 


4183. .4658 






GT Dp ^rriD 


'2129703/pir | IS70769 8.0e-17 


receptor 


kinase - Arabidopsis 




thaliana >gi_2129704_pir S71184 receptor kinase - Arabidopsis 




thaliana >gi 166692 (M80238) 


receptor 


kinase [Arabidopsis 




thaliana] >gi_44 5123_prf 1908429A receptor kinase [Arabidopsis.. 




thaliana] 1 






Sea No 


30395 


Seq. ID 


OJ990409_10. 9922. C10 


Gene No 


62838 


Strand 




Start 


7529 


End 


8074 


Name 


OJ990409 10.9922.C10.o3.gs 


Method 


GEN SCAN 


Start 


7529 


End 


8074 


GI 


none 


Score 


.78 


Exons 


7529.-7837, 8057. .8074 






Seq. No. 


30395 


Seq. ID 


OJ990409_10. 9922. C10 


Gene No. 


62839 


Strand 




Start 


8600 


End 


' 21271 


Name 


OJ990409 10.9922.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1054 


End 


20132 


GI 


none 


Score 


34 


Exons 


1054. .1080, 1065. .1133, 3834 


..4007, 3E 


J35. .4008, 3841. .4008, 




4094. .4201, 4095. .4214, 8979 


..9017, 9118. .9261, 9118. .9261, 




91581.9262, 9336.. 9509, 9337 


..9507, 19771. .19875, 19772 .. 19876, 




19959. .20132, 19960. .20130 






Sea No 


30395 


Seq. ID 


OJ9904 09_10. 9922. C10 




62839 


Strand 




Start 


8600 


End 


21271 


Name 


OJ990409 10.9922.C10.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1929 


End 


11663 


GI 


none 


Score 


221 


Exons 


1929. .2216, 2415. .2603, 1 1133 .. 11201 , 


1122 9. .11315, 114 96. . 11663 


Seq. No/ 


30395 


Seq. ID 


OJ990409_10. 9922. C10 


Gene No. 


62839 


Strand 




Start 


8600 


End 


21271 



30289 




Name OJ990409_10 . 9922 . CIO . ol . tc Method TBLASTX : Cress 

Start 1932 End 20838 

GI none Score 133 

Exons 1932.. 2153, 2415.. 2474, 3289.. 3363, 3290.. 3364, 3440.. 3649, 

3441. .3650, 3554. .3658, 3768. .4007, 3772. .4008, 4098. .4274, 
4100. .4204, 4342. .4539, 4362. .4541, 8836. .8988, 8850. .9008, 
9136. .'9258, 9152.. 9256, 9334.. 9573, 9336.. 9572, 9691.. 9930, 
9692. .9886, 9973. .10107, 9984. .10037, 1124 1 .. 1 1315 , 
19264. .19407, 19272 1 9427 , 19747 19872, 19766 .. 19870, 
19772. .19873, 19957 .. 20196, 19959 .. 20195, 20290 .. 20526, 
20315. .20524, 20716.. 20838 



Seq. No. 


30395 








Seq. ID 


OJ990409_10. 9922. C10 


Gene No. 


62839 








Strand 




Start 


8600 








End 


21271 


Name 


OJ990409 10 


.9922 


C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1952 








End 


' 11759 


GI 


none 








Score 


188 


Exons 


1952. .2086, 


1953 


.2117, 


11595 


. . 11759, 


11596. .11751 


Seq. No. 


30395 








Seq. ID 


OJ990409_10. 9922. C10 


Gene No. 


62839 








Strand 




Start 


8600 








End 


21271 


Name 


OJ990409 10 


.9922 


ClO.'ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3283 








End 


20806 


GI 


none 








Score 


73 


Exons 


3283. .3357, 


3290 


.3364, 


3440. 


.3634, 3441. .3650, 3789. .4010, 




3793. .4008, 


4046 


.4216, 


4095. 


.4238, 4306.. 4500, 8793.. 9029, 




8851. .8949, 


9118 


.9261, 


9152. 


.9262, 9336.. 9551, 9373.. 9588, 




9691. .9951, 


9767 


.9952, 


9940. 


10074, 


19275. .19436, 19753. .1 



19766. . 19876, 1 9959 .. 20174 , 19996 20151, 20314 .. 204 96, 
20314. .20526, 20390 .. 20524 , 20716 .. 20805, 20717.. 20806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30395 
62839 
8600 
OJ9904 
3283 
none 
3283. . 
3772. . 
4327. . 
9158. . 
'9682. . 
19703. 
19957. 
20327. 



09 10.9922.C10.ol.ts 



3363, 3290. 

4008, 4094. 

4509, 4639. 

9262, 9176. 

9930, 9704. 



,3364, 3440 

,4201, 4095 

,4701, 8850 

,9262, 9333 

,9901, 9985 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990409 10. 9922. C10 



,19876, 19741. .19875, 
,20256, 19959. .20255, 
,20524, 20716. .20844, 



21271 

TBLASTX: Soybean 
20845 
85 

3637, 3441. .3659, 3747. 
4241, 4095.. 4214, 4321. 
9023, 8850.. 9029, 9118. 
9548, 9334 . .9573,. 9336. 
10113, 19269. .19442, 19275 1 94 36, 
19749. .19877, 19790 .. 19876, 
20290. .20526, 20314 .. 20514 , 
20723. .20845 



.4007, 
,4536, 
,9261, 
,9572, 



Seq. No. 30395 

Gene No. 62839 

Start 8600 

Name OJ990409_10 . 9922 . C10 . o3 . tw 

Start 3440 

GI none 
Exons 



Seq. ID OJ990409_10. 9922. C10 
Strand 
End 

Method 
End 
Score 



21271 

TBLASTX: Wheat 

20526 

224 



3440. .3646, 3441. .3650, 3453. .3650, 9510. .9572, 9667. .9903, 
9695. .9901, 9703. .9903, 20133 .. 20255 , 20314 .. 20526, 20318. .20524 



30290 



Seq. No. 


30395 




Seq. ID 


OJ990409_10.9922 


.C10 


Gene No. 


62839 




Strand 






Start 


8600 




End 


21271 




Name 


OJ990409 10. 9922. CIO 


. o4 . gs 


Method 


GENSCAN 




Start 


8600 




End 


10095 




GI 


none 




Score 


.64 




Exons 


8600. .8817, 8846. .9020, 9112.-. 9262, 9334. .9571, 9690. .9900, 




9985.. 10095 










Seq. No. 


30395 




Seq. ID 


OJ990409_10.9922, 


.C10 


Gene No. 


62839 




Strand 






Start 


8600 




End 


21271 




Name 


OJ990409 10. 9922. C10 


. o2 . np 


Method 


AAT/NAP 




Start 


8694 




End 


16096 




GI 


3021268 




Score 


972 




Exons 


8694. .9020, 9112. .9262, 9334. .9571, 96 


90.. 9900, 9985.. 10174, 




11073. . 11792, 15993. 


.16096 








GI Descrip. 


(AL022347) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


30395 




Seq. ID 


OJ990409_10.9922, 


.C10 


Gene No. 


62839 




Strand 






Start 


8600 




End 


21271 




Name 


OJ990409 10. 9922. C10 


.o2. tm 


Method 


TBLASTX: Maize s 




Start 


12572 




End 


12974 




GI 


none 




Score 


188 




Exons 


12572. . 12787, 12573. 


.12788, 


12855. . 12974 




Seq. No. 


30395 




Seq. ID 


OJ990409_10. 9922. 


n o 


Gene No. 


62839 




Strand 






Start 


8600 




. End 


21271 




Name 


OJ990409 10. 9922. C10, 


.o2.ts 


- Method 


TBLASTX : Soybean 




Start 


12573 




End 


13165 




GI 


none 




Score 


261 




Exons 


12573. . 12974, 12579.. 


.12782, 


13025. .131 


65 




Seq. No. 


30395 




Seq. ID 


OJ990409_10. 9922. 


C10 


Gene No. 


.'62839 




Strand 






Start 


8600 




End 


21271 




Name 


OJ990409 10. 9922. C10. 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


12606 




End 


12968 




GI 


none 




Score 


240 




Exons 


12606. . 12968, 12620., 


,12787 








Seq. No. 


30395 




Seq. ID 


OJ990409_10. 9922. 


C10 


Gene No. 


62839 




Strand 






Start 


8600 




End 


21271 




Name 


OJ990409 10. 9922. C10. 


, 06 . gs 


Method 


GENSCAN 




Start 


15072 




End 


20852 




GI 


none 




Score 


.58 




Exons 


15072. .15148, 15759.. 


15926, 


164 92. .1664 3, 16991. .17243, 






17411. .17546, 18189.. 


18400, 


19271. .19439, 19723. .19876, 






19957. .20194, 20262.. 


20523, 


20716. .20852 




Seq. No. 


30395 




Seq. ID 


OJ990409_10. 9922. 


C10 


Gene No. 


62839 




Strand 






Start 


8600 




End 


21271 




Name 


OJ990409 10. 9922. C10. 


o3.gp 


Method 


AAT/GAP 





30291 



Start 15614 End 16253 

GI none Score 94 9 

Exons 15614 . .16033, 16169.. 16253 ■ 



Seq. No. 30395 Seq. ID 

Gene No. 62839 Strand 

Start 8600 End 

Name OJ990409_10 . 9922 . CIO . o4 . gp Method 

Start 16563 End 

GI LIB3'432-050-Pl-Kl-E5 Score 

Exons 16563. .16846 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



OJ990409_10. 9922. CIO 

21271 ■ 
AAT/GAP 
16846 
537 



Seq. No. 30395 
Gene No. 62839 
Start 8600 

Name OJ990409_10 . 9922 . C10 . o3 . np 

Start 19116 
GI 3021270 

Exons 19116. .19439, 19723 19876, ' 

20716. .20836, 21128. .21271 

GI Descrip. (AL022347) serine/threonine 
thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
19957 



OJ990409_10. 9922. C10 

21271 
AAT/NAP 
21271 
751 



20194, 20313. 
kinase-like protein 



.•20523, 
[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30396 Seq. ID 

62840 Strand 

1 End 

OJ9904 09_10 . 9922 . Cll . ol . np Method 

1 End 

2911080 Score 
1..213, 823. .947, 2084. .2130 

(AL021960) receptor kinase-like protein [Arabidopsis thaliana] 



OJ990409_10. 9922. Cll 

2130 
-AAT/NAP 
2130 
83 



Seq. No. 


30396 






Seq. ID 


OJ990409_ 


10. 


.9922 


.Cll 


Gene No. 


• 62840 






Strand 










Start 


1 






End 


2130 








Name 


OJ990409 10. 9922. Cll, 


• ol . gs 


Method 


GENSCAN 








Start 


90 






End 


1904 








GI 


none 






Score 


.71 








Exons 


90. .226, 911. .951, 1537. .1650, 1692.. 


1778, 1804. 


. 1904 




Seq. No. 


30397 






Seq. ID 


OJ990409_ 


10. 


, 9922. 


,C12 


Gene No. 


62841 






Strand 


+ 








Start 


22238 






End 


24039 








Name 


OJ990409 10.9922.C12, 


. o5 . gs 


Method 


GENSCAN 








Start 


22238 






End 


24039 








GI 


none 






Score 


.64 ' 








Exons 


22238. 


,.22897, 23297.. 


.23549, 


23762. .240^9 








Seq. No. 


30397 






'Seq. ID 


OJ990409_ 


10. 


, 9922 


.C12 


Gene No. 


62842 






Strand 










Start 


1576 






End 


2488 








Name 


OJ990^ 


109_10.9922.C12, 


, ol . gs 


Method 


GENSCAN 








Start 


1576 






End 


2488 








GI 


none 






Score 


.78 








Exons 


1576. . 


1630, 1733.. 24E 


S8 













30292 




O C U * IN • 


30397 


Seq. ID 


OJ990409_ 


10 QQ9? n 9 

X\J . ZJ ZJ c. . Uic 


Cpnp No 


62843 


Strand 






Start 


8278 


End 


13062 




Name 


OJ990409 10.9922.C12.o2.np 


Method 


AAT/NAP 




Start 


8278 


End 


13062 




VJ J. 


3021 270 


Score 


975 






8278 8413 8903 9081 940^ 


i. . 9556, 9649.. 9886, 


QQfift 10174 

ZJ ZJ \JO • . iUi / H f 




104S7 10633 11S43 1 2288' 


12955. . 13062 






^AT.0223471 «?e=> r i np /t h rpon i np 


kinase-like protein 


1 1\±. ajJiuupoi o 




i*ha 1 i ana 1 








Seq. No. 


30397 


Seq. ID 


OJ990409_ 


10.9922.C12 


Gene No. 


62843 


Strand 






Start 


8278 


End 


13062 




Nl .a m £i 

LN diUC 


OJ990409 10. 9922.C12.ol.np 


Method 


AAT/NAP 




O Lai L 


8806 


End 


10475 




\j ± 


2911080 


Score 


403 




Fix on 


8806. .9081, 9403. .9556, 9649 


i. .9955, 10457. .10475 




(AL021960) receptor kinase-like protein [Arabidopsis thaliana] 


Seq. No. 


30 3Q7 

O U O ZJ / 


Seq. ID 


OJ990409_ 


1U . zjzj £ £ . LIZ 


Cl&Vici No 


62844 


Strand 






C-(- r f- 
O Lai L 


13239 


End 


14120 




Kl a tti o 


OJ990409 10.9922.C12.o3.gs 


Method 


GENS CAN 




O L. a X. L 


13239 


End 


14120 




O -L 


none 


Score 


.6 




TT von q 


13239. .13478, 13751 13805 , 


14065. . 14120 




Qcirr No 


30397 


Seq. ID 


OJ990409_ 


10. 9922.C12 


(Tlpno Kfo 


62845 


Strand 






Start 


14311 


End 


20963 




Name 


OJ990409 10.9922.C12.o3.np 


Method 


AAT/NAP 




Start 


14311 


End 


20963 




GI 


3021270 


Score 


910 






14311. .14423, 15379. .15583, 


15722. .15872, 15959. 


.16196, 




16293... 16503, 18 193 18350 , 


19105. .19874, 20869. 


.20963 




(AL02234 7 ) serine/ threonine 


kinase-like protein 


[Arabidopsis 




thaliana] 








Seq. No. 


30397 


Seq. ID 


OJ990409_ 


10.9922.C12 


Gene No. 


62845 


Strand 






Start 


14311 


End . 


20963 . 




Name 


OJ990409 10.9922.C12.o4.gs 


Method 


GENSCAN 




Start 


15308 


End 


19963 




GI 


none 


Score 


.89 




F* v on q 


15308. .15583, 15722. .15872, 


15959. .16152, 16751. 


.16771, 




18193. . 18320, 18417. .18554, 


19129. .19963 




Seq. No. 


30397 


Seq. ID 


OJ990409_ 


10.9922.C12 


Gene No. 


62846 


Strand 






Start 


25085 


End 


31692 




Name 


OJ990409 10.9922.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


1745 


End 


31586 




GI 


none 


Score 


103 




Exons 


1745. .1804, 8908. .9075, 9448 


..9552, 9461.. 9550, 


9506. .9553, 



9649. .9873, 9651. .9887, 9652. .9888, 9969. .10157, 9970. .10158, 



30293 




10457. .10600, 
15410. . 15577, 
15961. . 16197, 
18193. . 18318, 
19751. .19861, 
27541. .27633, 
28054 . .28176, 
31524 . . 31586 



10458. .10520, 
15716. .15868, 
15962. .16198, 
18194. .18256, 
27162. .27308, 
27724 . .27960, 
28055. .28252, 



11745. . 11807, 
15762. . 15866, 
16294. .16479, 
19592. . 19732, 
27167. .27334, 
27725. .27940, 
28.056. .28250, 




15402. .15551, 
15762. .15869, 
16306. .16488, 
19676. .19732, 
27528. .27632, 
27730. .27942, 
29630. .29782, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30397 
62846 
25085 

OJ990409__10, 
8884 
none 
8884. . 
9652. . 
15392. 
15880. 
16309. 
27519. 
27725. 
29630. 



9922.C12.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_10.9922.C12 
31692 

TBLASTX: Maize 

29737 

78 



9078, 
9867, 
.15571 
. 16248 
.16488 
.27548 
.27940 
.29737 



8885. .9007, 9454. .9555, 9455. .9556, 9651. .9890, 
9969. .10151, 9969. .10157, 9973. .10158, 104 57 .. 10564 , 
15441. .15512, 15728. .15886, 15753 .. 15893, 
15962. .16177, 16294 .. 164 34 , 16298 .. 164 98 , 
18193. .18318, 27143. .27337, 2714 4 .. 27275 , 
27534. .27635, 27535 27 636, 27724 .. 27939, 
28031. .28234, 28031 28249, 28071 .. 28250 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30397 
62846 
25085 

OJ990409_10. 

8911 

none 

8911. . 9078, 



9922.C12.ol.ts 



OJ990409_10.9922.C12 
31692 

TBLASTX: Soybean 

29746 

119 



9649. , 
10457. 
15961. 
16306. 
27537. 
27748. 



9747, 
. 10573 
. 16197 
. 16488 
.27635 
.27942 



9454. .9555, 9461 
9651.. 9887, 9652 
, 15413. .15577, 



15962. 
18193, 
27541, 
28046, 



. 16201, 
.18309, 
.27636, 
.28252, 



..Seq. ID 
Strand 
End 

Method 
End 
Score 

..9556, 9489. .9557, 9491. .9556, 
..9891, 9969. .10160, 9973. .10161, 
15725. .15886, 15765. .15872, 
16296. .16409, 16298 .. 16489, ■ 
27170. .27337, 27534 .. 27 635, 
27724 . .27960, 27725 . . 27 94 0 , 
28068. .28250, 29630. .29746 

Seq. ID OJ990409_10.9922.C12 
Strand 

End 31692 

Method TBLASTX : Wheat 

End .. 27898 

Score 99 



30397 
62846 
25085 

OJ9904 09_10. 9922.C12 .ol.tw 
9445 
none 

9445. .9555, 9446. .9589, 9648. .9824, 9649. .9825, 15728 .. 1588 6, 
15747. .15890, 15880 .. 1 6134 , 15959 .. 16132 , 27525 .. 27635, 
27526. .27636, 27721 .. 27897 , 27722.. 27898 



Seq. No. 30397 

Gene No. 6284 6 

Start 25085 

Name OJ9904 09__10 . 9922 . C12 . o2 . tw 

Start 9825 

GI none 
Exons 



Seq. ID OJ990409_10.9922.C12 
Strand 

End 31692 

Method TBLASTX : Wheat 

End 28250 

Score 116 



9825. .9887, 9952. .10161, 9954. .10160, 16135. .16197, 
16298. .16498, 16306 . . 1 64 88 , 278 98.-27 939, 28014 .. 28250, 
28037. .28249 



30294 




Seq. No. 


30397 


Seq. ID 


OJ990409_10.9922 


.C12 


Gene No. 


62846 


Strand 






Start 


25085 


End 


31692 




Name 


OJ990409 10 9922 C12 06 as 


Method 


GENSCAN 




Start 


25085 ~~ 


End 


31538 




GI 


none 


Score 


.63 




J_j UllO 


25085 25572 27094 27340 


27480. .27636, 27722 .. 2798 9, 






28054 28261 29630 29757 


29850. .29981, 31380.. 31538 




Qpn Kfn 

^ . IN \_/ ■ 


30397 


Seq. ID 


OJ990409_10. 9922 


. C12 


NO . 


62846 


Strand 






Start 


25085 


End 


31692 




Name 


OJ990409 10.9922.C12.o4.np 


Method 


AAT/NAP 




Start 


27029 


End 


31692 




GI 


3021270 


Score 


748 




P. v on ^ 


27029 27340 27480 27636 


27722. .27959, 28054 .. 28261, 






29630 29750, 30262 30319 


31325. .31692 




\J JL UCO^J — L • 


fAL0223471 spr inp /thrpnn i rip 


kinase-like protein [Arabidopsi 




L. 1 1CI X JL CI 1 1 CL J 








Seq. No. 


30397 


Seq. ID 


OJ990409_10.9922 


.C12 


Gene No. 


62846 


Strand 






Start 


25085 


End 


31692 




Name 


OJ990409 10 9922 C12 ol ar> 


Method 


AAT/GAP 




J Lai L 


29373 ~~ 


End 


29431 




\J JL 


2312838 

£. O .1. O J o 


Score 


77 




DAUllO 


29373 29431 








VJ J- 1— ' \^ *w J_ _J_ ■ 


1420932/ab 1 U61383 1 ORU61383 7 


. Oe-21 Oryza rufipogon 






4-pniiTripra'hp — Pnfl 1 \ na rff^rif^ 
m uuuiuai a lj/t. j l y a o c y cue f 


intron 1, 


partial sequence 




Seq. No. 


30398 


Seq. ID 


OJ990409_10.9922 


C13 


fipinp No 


62847 


Strand 


+ 




O LCiJ. L 


S2 


End 


404 




Name 


fKT990409 TO 9922 PI 3 nl n«? 


Method 


GENSCAN 




Start 


52 ~~ 


End 


404 




GI 


none 


Score 


.53 




F.xnns 

J— 1 ^ UllU 


52 . . 404 








Seq. No. 


30398 


Seq. ID 


OJ990409_10. 9922 


C13 


Gene No 


62848 


Strand 






Start 


1948 


End 


2158 




Name 


OJ990409 1 0 9922 PI 3 nl tm 


Method 


TBLASTX: Maize 




Start 


57 ~ 


End 


278 




GI 


none 


Score 


79 






S7 176 Sfi 1 S9 1 fi? 978 








Seq. No. 


30398 


Seq. ID 


OJ990409_10. 9922. 


C13 


Gene No. 


6284,8 


Strand 






Start 


1948 


End 


2158 




Name 


OJ990409 10. 9922.C13.o2.np 


Method 


AAT/NAP 




Start 


1948 


End 


2158 




GI 


3688591 


Score 


150 




Exons 


1948. .2158 








GI Descrip. 


(AB007505) MADS box transcription factor [Triticum aestivum 


Seq. No. 


30399 


Seq. ID 


OJ990409_10. 9922. 


C14 



30295 




Gene No. 


62849 








Strand 




Start 


1399 








End 


1868 


Name 


OJ990409 10 


. 9922 


. C14 . ol 


. t c 


Method 


TBLASTX : Cress 


Start 


1398 ~~ 








End 


1830 


GI 


none 








Score 


63 


Exons 


1398 . . 1556, 


1423 


. . 1530, 


1654 , 


.1830, 1667. .1828 


Seq. No. 


30399 








Seq. ID 


OJ9904 09_10 . 9922 . C14 


Gene No. 


62849 








Strand 




Start 


1399 








End 


1868 


Name 


OJ990409 10 


. 9922 


C14 . ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1398 ~ 








End 


1834 


GI 


none 








Score 


68 


Exons 


1398 . >1502, 


1476 


. 1628, 


1729. 


.1833, 1739. .1834 


Sea No 


30399 








Seq. ID 


OJ990409_10.9922.C14 


Gene No. 


6284 9 








Strand 




Start 


1399 








End 


1868 


Name 


OJ990409 10 


. 9922 


C14 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1398 ~ 








End 


1801 


GI 


none 








Score 


79 


R v n n q 


1398 1562 


1400 


. 1543, 


1400 . 


.1567, 14C 


8. .1563, 1681. .1719, 




1682 1717 


1696 


. 1800 , 


1702 . 


.1788, 1709. .1801 


Seq. No. 


30399 








Seq. ID 


OJ990409_10. 9922.C14 


Gene No. 


62849 








Strand 




Start 


1399 








End 


1868 


Name 


OJ990409 10 


.9922. 


C14 .ol 


.np 


Method 


AAT/NAP 


Start 


1399 








End 


1868 


GI 


2129703 








Score 


213 


Exons 


1399. .1562, 


1684. 


.1868 









GI Descrip. receptor kinase - Arabidopsis thaliana gi | 2129704 | pir | | S7 1184 
receptor kinase - Arabidopsis thaliana gi 1166692 (M80238) 
receptor kinase [Arabidopsis thaliana] gi | 445123 | prf | | 1908429A 
receptor kinase [Arabidopsis thaliana] 



Seq. No. 


30399 










Seq. ID 


OJ990409 


Gene No. 


62849 










Strand 




Start 


1399 










End 


1868 


Name 


OJ990409 10. 


9922 


.C14 


.ol 


.gs 


' Method 


GENSCAN 


Start 


1684 










End 


1827 


GI 


none 










Score 


.59 


Exons 


1684. .1827 














Seq. No. 


30400 










Seq. ID 


OJ990409 


Gene No. 


62850 










Strand 


+ 


Start 


651 










End 


804 


Name 


OJ990409 10. 


9922 


C16 


.ol 


gs 


Method 


GENSCAN 


Start/, 


651 










End 


804 


GI 


none 










Score 


. 4 


Exons 


651. .804 















Seq. No. 30401 Seq. ID OJ990409_10 . 9922 . C19 

Gene No. 62851 Strand 

Start 1 End 1203 

Name OJ990409_10 . 9922 . C19 . ol . np Method AAT/NAP 

Start 1 End 1203 



30296 



GI 3021270 Score 643 

Exons 1..91, 203. .440, 781. .991, 1070. .1203 

GI Descrip. (AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30401 
62851 
1 

OJ990409_10. 9922.C19.ol.tc 

2 

none 



Seq. ID OJ990409_10. 9922.C19 
Strand 

End 1203 

Method TBLASTX : Cress 

End 1120 

Score 63 



2. .70, 6. .74, 205. .441, 206. .421, 208. .423, 769. .849, 782. .991, 
783. .992, 1069. .1107, 1070. .1120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30401 
62851 
1 

OJ990409_10. 9922.C19.ol.ts 
2 

none 



Seq. ID OJ990409_10.9922.C19 
Strand 

End 1203 

Method TBLASTX : Soybean 

End 447 

Score 145 



2. .70, 73. .99, 188. .400, 196. .447 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30401 
62851 
1 

OJ990409_10. 9922.C19.o2.tm 

2 

none 



Seq. ID OJ990409_10. 9922.C19 
Strand 

End 1203 

Method TBLASTX : Mai ze 

End 4 60 

Score 56 



2. .70, 6. .74, 73. .90, 217. .441, 251. .460 



Seq. No. 30401 

Gene No. 62851 

Start 1 

Name OJ990409_10 . 9922 . C19 . ol . gs 

Start 203 

GI none 

Exons 203. .440, 781. .991, 1070. .1105 



Seq. ID OJ990409_10.9922.C19 
Strand 

End 1203 

Method GENSCAN 

End 1105 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30401 
62851 
1 

OJ9904 09_10. 9922.C19.ol.tw 

328 

none 



Seq. ID OJ990409_10.9922.C19 
Strand 

End 1203 

Method TBLASTX : Wheat 

End 992. .... 

Score 59 



328. .441, 335. .442, 782. .976, 782. .991, 786. .992 



Seq. No. 30401 

Gene No. 62851 

Start 1 

Name OJ9904 09_10 . 9922 . C19 . o2 . ts 

Start 773 

GI none 

Exons 773.. 991, 795.. 992, 1070.. 1120 



Seq. ID OJ990409_10. 9922.C19 
Strand 

End 1203 

Method TBLASTX : Soybean 

End 1120 

Score 143 



oeq. imu . 
Gene No. 
Start 



62851 
1 



Seq. ID OJ990409_10. 9922.C19 
Strand 

End 1203 



30297 



Name 

Start 

GI 

Exons 



OJ990409_10. 9922.C19.ol.tm Method TBLASTX : Maize 

785 End 1197 

none Score 185 

785. .994, 785. .991, 787. .1005, 1066. .1197, 1069. .1197 



Seq. No. 30402 Seq. ID 

Gene No. 62852 Strand 

Start 99 End 

Name OJ990419_12 . 9923 .CI . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 211 



OJ990419_12.9923.C1 
+ 

211 

GENSCAN 
211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30403 Seq. ID 

62853 Strand 

1 End 

OJ990419_12. 9923.C3.ol.np Method 

1 End 

4544419 Score 
1. .517 

(AC006955) unknown protein [Arabidopsis thaliana] 



OJ990419_12. 9923.C3 
+ 

529 

AAT/NAP 
517 
395 



30403 . Seq. ID 

62853 ./ Strand *■• 

1 * End 
OJ990419_12. 9923.C3.ol.tc Method 

2 End 
none Score 
2. .337, 4. .327, 74. .337 



OJ990419_12.9923.C3 
+ 

529 

TBLASTX: Cress 

337 

353 



Seq. No. 30403 Seq. ID 

Gene No. 62853 Strand 

Start 1 End 

Name OJ9904 19_12 . 9923 . C3 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 337, 2.. 337, 4. .387 



OJ990419_12.9923.C3 
+ 

529 

TBLASTX: Maize 

387 

423 



Seq. No. 30403 Seq. ID 

Gene No. 62853 Strand 

Start 1 End 

Name OJ9904 19_12 . 9923 . C3 . ol . ts Method 

Start 2 . End 

GI none Score 

Exons 2.. 337, 4.. 327 



OJ990419_12. 9923.C3 
+ 

529 

TBLASTX: Soybean 

337 

358 



Seq. No. 30403 Seq. ID 

Gene No. 62853 Strand 

Start 1 End 

Name OJ9904 19_12 . 9923 . C3 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 529 



OJ990419_12.9923.C3 
+ 

529 

GENSCAN 

529 

.46 



Seq. No. 
Gene No. 
Start 



30404 
62854 
1 



Seq. ID OJ990419_12. 9923.C4 
Strand + 
End 516 



30298 




Name 


OJ990419 12.9923.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


419 






6630685 

UU Jv UU J 


Score 


558 




V von <3 


1 . .419 








n T Dpqrr "i r> 

\j j_ Ly \^ *w> * -i_ _i_ k_/ ■ 


(AP000969) Similar to cooia- 


type Pol polyprotein. {AF10571 




TOrvza <?at ival 








Seq. No. 


30404 


JC4 * ± Ls 


O.TQQ041Q 19 9Q93 


CA 


Gene No. 


62854 


J LI a I IKJL 






Start 


1 


RnH 


*J -L O 




Name 


OJ990419 12 9923 C4 ol tm 


Method 


TBLASTX: Maize 




Start 


2 ~~ 


End 


516 




GI 


none 


Score 


S4 R 




i_J *x Ul 1 J 


2 430 3 416 93 431 317 


..421, 319 






Seq. No. 


30404 


Seq. ID 




CA 


Gene No. 


62854 


Strand 


-j- 




Start 


1 


End 


0 X D 




Name 


OJ990419 12.9923.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 


End 


428 




GI 


none 


Score 


J. *l 4 




TT von <3 


2. .139, 3. .146, 180. .428, 188. .355 






Seq. No. 


30404 


Seq. ID 




. Lfl 


Gene No. 


62854 


Strand 


i 




Start 


1 


End 


010 




Name 


OJ990419 12.9923.C4.ol.tc 


Method 


TBLASTX: Cress 




O U Cl i. L- 


36 


End 


401 




GI 


none 


Score 


□ £ 




R v on 

J—J A ullu 


36. .170, 156. .401, 182. .349 








Seq. No. 


30404 


Seq. ID 


H TQQH4 1 Q 19 QQ9^ 




Gene No. 


62854 


Strand 


-j. 




Start 


1 


End 


D -L D 




Name 


OJ990419 12.9923.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


36 


End 


368 




GI 


none 


Score 


i nR 




Rxons 


36. .161, 56. .157, 180. .368, 


236. .355, 


O Q 7 T C fT 

Zj / . . jjD 




Seq. No. 


30405 


Seq. ID 


nTQQ(l41 Q 19 QQ9^ 




Gene No. 


62855 


Strand 


T 




Start 


459 


End 


JUO 




Name 


OJ990419 12.9923.C5.pl.gs 


Method 


p tr m q r* zi ki 




Start 


459 


End 


506 




GI 


none 


Score 


.5 




R von ^ 


459. .506 








Qpn* No 


30406 


Seq. ID 


OJ990419_12. 9923 


.C6 


Gene No. 


62856 


Strand 


+ 




Start 


1 


End 


560 




Name 


OJ990419 12.9923.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


560 




GI 


6815109 


Score 


117 




Exons 


1..254, 538. .560 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30406 


Seq. ID 


OJ990419_12.9923 


.C6 



30299 




Gene No. 


62857 




Strand 




Of 2 -r-f- 


^ 69 




Hi! l(J. 


4 P A 

4 O 4 


em a. me 


n TQQH41 Q 19 QQ97 PC n 1 


gs 


lxie tnoa 


P TT NT Q P Zl NT 




^ £9 ~ 




Htnci 


4 P A 
4 0 4 


PT 


none 




Score 




Exons 


-3 so 4 P 4 














Seq. ID 


OJ990419_12.992 


Gene No . 


62858 




Strand 


+ 


Start 


1 




End 


1534 


Name 


OJ990419 12.9923.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1455 


GI 


2947068 




Score 


115 


Exons 


1..162, 252. .341, 981.. 


1055, 


1225. .1455 


GI Descrip. 


(AC002521) hypothetical 


protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30407 
62858 
1 

OJ9904 19JL2. 9923. C7.ol.gp 
65 

18310 1.R1084 



Seq. ID OJ990419_12. 9923.C7 

Strand + 

End 1534 

Method AAT/GAP 

End 1496 

Score 672 



65. .162, 252. .341, 981. .1055, 1151. .1183, 1258. .1338, 1475. .1496 
'2213583 3.0e-51 (AC000348) T7N9.3 [Arabidopsis thaliana] 1 



30407 
62858 
1 

OJ990419_12. 9923.C7 .ol.tm 
66 

none 



Seq. ID OJ990419_12.9923.C7 

Strand + 

End 1534 

Method TBLASTX : Mai ze 

End 1340 

Score 126 



66. .161, 67. .162, 76. .162, 251. .343, 252. .344, 978. .1073, 
978. .1055, 979. .1056, 980. .1057, 1150. .1197, 1151. .1216, 
1252. .1338, 1254. .1340, 1254. .1322 



Seq. No. 30407 

Gene No. 62858 

Start " 1 

Name OJ9904 19JL2 . 9923 . C7 . ol . gs 

Start 103 

GI none 
Exons 



Seq. ID OJ990419_12.9923.C7 

Strand + 

End 1534 

Method GENSCAN 

End 1534 

Score .96 



103. .162, 252. .341,. 981. .1055, 1258. .1338, 1475. .1534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . ■ 

Exons 

GI Descrip. 



30408 
62859 
1 

OJ990419_12. 9923.C8 .ol.np 
1 

4585981 



Seq. ID OJ990419_12. 9923.C8 

Strand + 

End 1253 

Method AAT/NAP 

End 1253 

Score 156 



1..30, 627. .691, 798. .902, 971. .1037, 1231. .1253 

(AC005287) similar to Na+/H+-exchanging proteins [Arabidopsis 

thaliana] 



Seq. No. 30408 

Gene No. 628 60 

Start 846 

Name OJ990419 12 . 9923 . C8 . ol . ts 



Seq. ID OJ99041 9_12 9923 ,C8 

Strand - ~~ 

End 1084 

Method TBLASTX : Soybean 



30300 




btart 


A Q9 

4 yz 




End 


1050 




none 




Score 


81 


Exons 


4yz..ooi, 4 y y . . 04 y , ouz 


ceo 
. . 00Z , 


627. .686, 


627. .692, 628. .690, 




RClA QH9 ftO 1 ^ QD^ QQ/I 

o U4 . . y u z , ouo . . j/ y o 4 


1 DA Q 
. . 1 U 4 y 


, 987. .1049, 988. .1050 




JU4 uo 




Seq. ID 


OJ990419_12.9923.C8 


Gene No. 


62860 




Strand 


- 


Start 


846 




End 


1084 


Name 


PiTQQDdlQ 1 9 QQ9^ PR ol 


■i-m 
LIU 


Method 


TBLASTX: Maize 


o car l 


4 y o 




End 


1050 


P T 


none 




Score 


7 £ 


Exons 


A QQ ^ 1 AOO t^AQ £97 


£ Q9 

. . o y z , 


628. .690, 


793. . 903, 972. . 1049 




y / Z . . ± U 4 y , y / O . . 1UOU 








Seq. No. 


30408 




Seq. ID 


OJ990419_12.9923.C8 


Gene No. 


62860 




Strand 


- 


O +- yf 

otaiL 


ft A £ 
0 ft D 




End 


1084 


Name 


PiTQQH/11 Q 19 QQO'3 PQ ^1 

ujyyu4±y ±z . yyz j . uo . 01 . 


gs 


Method 


GEN SCAN 


o tar z 


ft /I £ 
o 4 O 






1 OR A 
1 U 0 4 


p t 


none 




Score 


.61 


Exons 


oytc Qi -3 1 Plft 1 1 HftA 








Seq. No. 


30409 




Seq. ID 


OJ990419 12. 9923. C10 


Gene No. 


62861 




Strand 


- 








End 


544 


Name 


PiTQGH/IIQ 19 QQO'3 Pin r^l 

ujyyu4±y iz . yyzo . liu . 01 


.gs 


Method 


GENSCAN 


otart 


ooz 




End 


544 


p t 


none 




Score 


.91 


Exons 


"5 c; 9 c; a A 
OOZ . .044 








oeq. no. 


OU4 1U 




Seq. ID 


OJ990419_12.9923.C11 


fZc*Tic± Mo 


62862 




Strand 


+ 


Start 


87 




End 


1931 


Name 


OJ990419 12. 9923.Cll.ol 


.np 


Method 


AAT/NAP 


OtdlL 


ft 7 




End 


1931 


P T 


/ii 1 ceo/: 




Score 


228 


Exons 


ft 7 17ft 1 R ^ A 1 Q"51 . 








bi uescrip. 


\aduizii j / uu.r gj-ycose . 


flavonoid glycosyltransf erase [Vigna 




munyo j 








Seq. No. 


30410 




Seq. ID 


OJ990419_12.9923.C11 


Gene No. 


62862 




Strand 


+ 


OlaiL 


ft 7 




End 


1931 


Name 


nTQQfldlQ 19 QQ97 PI 1 0 1 

uuyyu4±y iz . yyz j. uii . 01 


.gs 


Method 


GENSCAN 


Cf 3 

otaiL 


1117 ~ 
1 1 x / 




End 


1924 


P T 


none 




Score 


.98 


Exons 


1117 1 Qfin 1 TOO 1479 
1 ± L t . . 1 OUU/ IjyZ . .14 / z , 


1566. 


. 1924 




Cprr Mo 


J VJ *i ± VJ 




Seq. ID 


OJ990419_12.9923.C11 


Gene No. 


62863 




Strand 


+ 


Start 


2822 




End 


5136 


Name 


OJ990419 12. 9923.Cll.o3 


.gs 


Method 


GENSCAN 


Start 


2822 




End 


5136 


GI 


none 




Score 


.81 


Exons 


2822. .2881, 3473. .3640, 


3657. , 


.3728, 4849. .5136 



Seq. No. 30410 Seq. ID OJ9904 19_12 . 9923 . Cll 



30301 




Gene No. 62864 

Start 2011 

Name OJ990419_12 . 9923 . Cll . o2 

Start 1516 

GI none 

Exons 1516.. 1590, 1588.. 1683, 
1760. .1918 

Seq. No. 30410 

Gene No. 62864 

Start 2011 

Name OJ990419_12 . 9923 .Cll .o2 

Start 1516 

GI none 

Exons 1516.. 1590, 1600.. 1692, 




Strand 

End 2709 
-tm Method TBLASTX : Maize 
End 1919 
Score 58 
1601. .1702, 1601. .1705, 1752. .1919, 



Seq. ID OJ990419_12. 9923. Cll 
Strand 

End 2709 

.ts Method TBLASTX : Soybean 

End 1913 

Score 66 
1601. .1696, 1755. .1913, 1787. .1894 



Seq. No. 30410 Seq. ID OJ9904 19_12 . 9923 . Cll 

Gene No. 62864 Strand 

Start 2011 End 2709 

Name OJ9904 19_12 . 9923 . Cll . ol . gp Method AAT/GAP 

Start 2011 . End 2709 

GI 59696JL.R1084 Score 1329 

Exons 2011.. 2709 

GI Descrip. f 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



Seq. No. 


30410 ' 








Seq. ID 


OJ990419_12.9923 


.Cll 


Gene No. 


62864 








. Strand 






Start 


2011 








End 


2709 




Name V; 


OJ990419 12 


. 9923 


.Cll.o2\ 


np 


Method 


AAT/NAP 




Start 


2240 








End 


2662 




GI 


3128177 








Score 


311 




Exons 


2240. .2662 














GI Descrip. 


(AC004521) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30410 








Seq. ID 


OJ990419_12. 99.23 


.Cll 


Gene No. 


62864 








Strand 






Start 


2011 








End 


2709 




Name 


OJ990419 12 


.9923 


,Cll.o2. 


gs 


Method 


GENSCAN 




Start 


2249 








End 


2662 




GI 


none 








Score 


. 99 




Exons 


2249. .2662 














Seq. No. 


30410 








Seq. ID 


OJ990419_12.9923 


.Cll 


Gene No. 


62864 








Strand 






Start 


2011 








End 


2709 




Name 


.OJ990419 12 


.9923 


Cll.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2267 








End 


2663 




GI 


none 








Score 


68 , 




Exons 


2267. .2455, 


2289 


.2369, 


2477. .2530, 2477. .2662, 2589. .2663 


Seq. No. 


30410 








Seq. ID 


OJ990419_12.9923 


.Cll 


Gene No . 


62864 








Strand 






Start 


2011 








End 


2709 




Name 


OJ990419 12 


.9923 


Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2300 








End 


2665 




GI 


none 








Score 


170 





30302 



Exons 



2300. .2455, 2459. .2665 



Seq. No. 30410 Seq. ID 

Gene No. 62864 Strand 

Start 2011 End 

Name OJ9904 19_12 . 9923 . Cll . ol . tm Method 

Start 2381 End 

GI .none Score 

Exons 2381.. 2674, 2390.. 2662 



OJ990419_12. 9923. Cll 
2709 

TBLASTX: Maize 

2674 '* 

213 



Seq. No. 30410 - Seq. ID 

Gene No. 62864 Strand 

Start 2011 End 

Name OJ990419_12 . 9923 . Cll . ol . tw Method 

Start 2495 End 

GI none Score 

Exons 2495.. 2671, 2495.. 2665 



OJ990419_12. 9923. Cll 
2709 

TBLASTX: Wheat 

2671 

132 



Seq. No. 30411 

Gene No. 62865 

Start 3729 

Name OJ9904 19_12 . 9923 . C12 . ol . gp 

Start 3729 

GI 61605_3.R1084 

Exons 3729.. 3983 

GI Descrip. 1 1402920/emb | CAA66965 | 2 . Oe- 
thaliana] 1 



Seq. ID OJ990419_12.9923.C12 

Strand + 

End 3983 

Method AAT/GAP 

End 3983 

Score 414 

20 (X98321) peroxidase [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30411 Seq. ID 

62866 ^ Strand 

4350 End 

OJ9904 19_12 . 9923 . C12 . ol . np Method 

4350 End 

6063554 Score 



OJ990419_12.9923.C12 

6076 
AAT/NAP 
6076 
301 



4350. .4523, 5159. .5190, 5845. .6076 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



30411 Seq. ID 

62867 Strand 

7200 End 
OJ990419_12. 9923.C12.o2.gs Method 
7200 . End 

none Score 
7200. .7524 



OJ990419_12. 9923.C12 

7524 

GENSCAN 

7524 



Seq.- No. 30412 Seq. ID 

Gene No. 628 68 Strand 

Start 3852 End 

Name OJ990419_12. 9923 . C13 . ol . gp Method 

Start 3852 End 

GI 2428185 Score 

Exons 3852.. 4107 

til Descrip. 5852170/emb | AL1172 65 . 1 j OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ990419_12. 9923.C13 
+ 

4107 
AAT/GAP 
4107 
451 



30303 




Seq. No. 


30412 


Seq. ID 


OJ990419_ 


_12 


.9923 


.C13 


Gene No. 


62869 


Strand 










Start 


297 


End 


3329 








Name 


OJ990419 12.9923.C13.ol.gs 


Method 


GENSCAN 








Start 


297 


End 


3329 








GI 


none 


Score 


. 42 








Exons 


297. .417, 456. .733, 2579. .2692, 3006.. 


3329 








Seq. No. 


30412 


Seq. ID 


OJ990419 


12 


. 9923 


. C13 


Gene No. 


62869 


Strand 










Start 


297 


End 


3329 








Name 


OJ990419 12. 9923.C13.ol.np 


Method 


AAT /NAP 








Start 


679 


End 


2129 








GI 


6907088 


Score 


1066 








Exons 


679. .1076, 1579. .1816, 1992.. 


.2129 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


<? A +" i 1 








Sea No 


30413 


Seq. ID 


OJ990419_ 


12, 


.9923 


. C14 


Gpnp No 


62870 


Strand 


+ 








Start 


2476 


End 


11796 








Name 


OJ990419 12. 9923.C14.ol.gs 


Method 


GENSCAN 








Start 


2476 


End 


11796 








GI 


none 


Score 


.52 










2476. .2648, 2717. .2766, 3184. 


. .3270, 4381. .4488, 


4643. .4f 


359, 




5284. .5465, 5627. .5809, 5857. 


. .5957, 9003. . 9154, 


9709. .9903, 




11049. . 11244, 11769. .11796 












Seq . No . 


30413 


Seq. ID 


OJ990419_ 


12, 


.9923, 


.C14 


Gene No. 


62870 


Strand 


+ 








Start 


2476 


End 


11796 








Name 


OJ990419 12.9923.C14.ol.np 


Method 


AAT /NAP 








Start 


3679 


End 


5869 








GI 


5042454 


Score 


263 








Exons 


3679. .3704, 5501. .5869 












GI Dp^rriD 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


30413 


Seq. ID 


OJ990419_ 


12. 


.9923, 


.C14 


Gene No. 


62870 


Strand 


+ 








Start 


2476 


End 


11796 








Name 


OJ990419 12. 9923.C14 ,o2.np 


Method 


AAT /NAP 








Start 


6701 


End 


10353 








GI 


6815109 


Score 


160 








Exons 


6701.. 6733, 7769.. 7999, 1032E 


i. .10353 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


30413 


Seq. ID 


OJ990419_ 


12. 


,9923. 


.C14 


Gene No. 


62870 


Strand 


+ 








Start 


2476 


End 


11796 








Name 


OJ990419 12. 9923.C14.,o2.gp . 


Method 


AAT /GAP 








Start 


11096 


End 


11645 








GI 


none 


Score 


1028 








Exons 


11096. .11645 












Seq. No. 


30413 


Seq. ID 


OJ990419_ 


12. 


9923. 


,C14 


Gene No. 


62871 


Strand 










Start 


368 


End 


656 








Name 


OJ990419 12.9923.C14.ol.gp 


Method 


AAT /GAP 









30304 




Start 


368 




End 


656 




GI 


61605 3.R1084 




Score 


416 




Exons 


368 . . 656 










GI Descrip. 


14 0292U/emD | CAAoo9 65 | 


2 . Oe- 


20 (X98321, 


peroxidase 


[Arabidoj 




tnaiiana j 










Seq. No. 


30414 




Seq. ID 


OJ990419_12 


. 9923. C16 


Gene No. 


62872 




Strand 


+ 




Start 


23yb 




End 


4541 




Name 


oj9904iy 12 . y yz3 . cio . oi 


.gs 


Method 


GENSCAN 




Start 


2395 




End 


4541 




GI 


none 




Score 


.8 




Exons 


2395. .250/, J^yb. . jjj / , 


o o n r\ 

3990 


..4135, 4243. .4541 




Seq. No. 


30414 




Seq. ID 


OJ990419_12 


.9923.C16 


Gene No. 


62873 




Strand 


+ 




Start 


A A a A 

4 4 50 




End 


4931 




Name 


ojyyu4iy iz.yyz3.cio.oi 


.gp 


Method 


AAT/GAP 




Start 


4 450 




End 


4931 




GI 


none 




Score 


952 




Exons 


4 450. . 4 y 31 










Seq. No. 


30414 




Seq. ID 


OJ990419_12 


. 9923. C16 


Gene No. 


62874 




Strand 






Start 


4753 




End 


5405 




Name 


OJ990419 12 . 9923 . C16 . o2 


.gs 


Method 


GENSCAN 




Start 


4753 




End 


5298 




GI 


none 




Score" 


.98 




Exons 


4753. .4929, 5022. .5081, 


5218 


. .5298 






Seq. No. 


30414 




Seq. ID 


OJ990419_12 


. 9923 . C16 


Gene No. 


62874 




Strand 






Start 


4753 




End 


5405 




Name 


OJ990419 12.9923.C16.o2 


.gp 


Method 


AAT/GAP 




Start 


5060 




End 


5405 




GI 


18310 1.R1084 




Score 


211 




Exons 


5060. .5081, 5218. .5298, 


5373 


. .5405 






GI Descrip. 


'2213583 3;0e-51 (AC000348) 


T7N9.3 [Arabidopsis thaliana] 1 


Seq. No. 


30415 




Seq. ID 


OJ990419_12 


. 9923. C17 


Gene No. 


62875 




Strand 






Start 


1 




End 


2046 




Name 


OJ990419 12.9923.C17.ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


1845 




GI 


2947068 




Score 


141 




Exons 


1..31, 305. .399, 489. .590, 1194. .1260, 


1747. . 1845 




GI Descrip. 


(AC002521) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


30415 - 




Seq. ID 


OJ990419_12 


.9923.C17 


Gene No. 


62875 




Strand 






Start 


1 




End 


2046 




Name 


OJ990419 12.9923.C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


307 




End 


2046 




GI 


none 




Score 


130 




Exons 


307. .399, 308. .400, 487 


. .591 


, 488. .592, 


489. .575, 


489. .593, 




490. .591, 1194. .1271, 1194.. 


1265, 1743. 


.1829, 1744 


. .1827, 




1746. .1829, 1969. .2040, 


1972 


. .2046 







*?r ' 30305 




Seq. No. 


30415 


Seq. ID 


OJ990419_12.9923.C17 


Gene No. 


62875 


Strand 






1 


End 


2046 


Name 


OJ990419 12. 9923.C17.ol.gp 


Method 


AAT/GAP 


b tart 


308 


End 


2042 


bl 


18310 1.R1084 


Score 


715 


Exons 


308.. 399, 489.. 590, 1194.. 1264, 1745.. 


1826, 1972.. 2042 


GI Descrip. 


"2213583 3.0e-51 (AC000348) 


T7N9.3 [Arabidopsis thaliana] 1 


Seq. No. 


30415 


Seq. ID 


OJ990419_12.9923.C17 


Gene No. 


62875 


Strand 




btart 


1 


End 


2046 


Name 


OJ990419 12.9923.C17.ol.gs 


Method 


GENSCAN 


otart 


310 


End 


2040 


C T 


none 


Score 


.7 


Exons 


310. .399, 489. .603, 1194. .1264, 1972.. 


2040 


beq . wo, 


30416 


Seq. ID 


OJ990419_12.9923.C18 


bene ino . 


62876 


Strand 


+ 


Start 


946 


End 


20801 


Name 


ujyyufixy . yyz o . bio . oi . np 


Method 


AAT/NAP 


btart 


946 


End 


15897 


bl 


5734709 


Score 


222 


Exons 


946. .995, 2632. .2721, 2989.. 


3051, 4125 


. .4524, 9015. .9252, 




15856.. 15897 , 






GI Descrip. 


(AC008075) Contains PF| 00069 


Eukaryotic protein kinase domain. 




[Arabidopsis thaliana] 






Seq. No. 


30416 


Seq. ID 


OJ990419_12.9923.C18 


Gene No. 


62876 


Strand 


+ 


b tart 


946 


End 


20801 


Name 


OJ990419 12.9923.C18.o3.gs 


Method 


GENSCAN 


btart 


4243 


End 


8310 


b± 


none 


Score 


.79 


17* v f 


4243. .4647, 5328. .5467, 6120 


..6474, 7052.. 7300, 7640. .7765, 




8119. .8310 






Seq. ' No. 


30416 


Seq. ID 


OJ990419_12.9923.C18 


Gene No . 


62876 


Strand 


+ 


bt art 


946 


End 


20801 


Name 


OJ990419 12.9923.C18.o2.gp 


Method 


AAT/GAP 


btart . 


5353 


End 


6502 


bl 


none 


Score 


840 • ■ 


Exons 


5353.. 5467, 6120.. 6502 






beq. no. 


30416 


Seq. ID 


OJ990419_12. 9923.C18 


bene no . 


62876 


Strand 


+ 


Start - ; 


946 


End 


20801 


Name 


OJ990419 12. 9923.C18.o3.gp 


Method 


AAT/GAP 


Start 


6582 


End 


6685 


GI 


LIB3477-003-P1-K1-E9 


Score 


129 


Exons 


6582. .6685 






GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN OF 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 







30306 



Seq. No. 


30416 


Seq. ID 


OJ990419_12.9923 


.C18 


Gene No. 


62876 


Strand 


+ 




b t art: 


y 4 o 


rr< y-. _j 


o r\ o m 
ZUo Ul 




Name 


ojyyu4iy iz.yyzo.cio.o4.gp 


Metnoa 


7\ 7\ rn / 7\ T) 

AAI /bAr 




Start 


o o ^ n 

ozby 


T~> _ 


oby / 






/l *7 1 COCO 


Score 






Exons 


bzby . . oby / 








Seq. No. 


30416 


Seq. ID 


OJ990419_12.9923, 


.C18 


Gene No. 


62876 


Strand 


+ 




Start 


Q A C 

y 4 b 


kna 


o c\ q m 




Name 


OJyyu4iy lz . yyz J. cio . oo . gp 


Metnoa 


AAT/bAP 




Start 


yuz 4 


una 


y4 / o 




GI 


zoUUlbD 


Score 


1 A "7 
/ 4 / 




Exons 


y uz 4 . . y 4t / j 








Seq. No. 


30416 


Seq. ID 


ujyyu4±y iz.yyzo, 




Gene No. 


62876 


Strand 


+ 




Start 


946 


End 


20801 




XT _ „ _ 

Name 


OJ990419 12.9923.C18.o4.gs 


Method 






Start 


9068 


End 


iio / y 




GI 


none 


Score 


. ob 




Exons 


9068. .9487, 104 92 .. 10587, 10658. .10771 


, 1141(J . . 114 /o , 






11615. .11689, 11790. .11879 








Seq. No. 


30416 


Seq. ID 


Pi TAAA yl 1 A 10 OOOO 

ojyy04iy lz.yyzj, 


/-^ -| o 

. Clo 


Gene No. 


62876 


Strand 


+ 




otart 


946 


End 


20801 




Name 


OJ990419 12.9923.C18.o2.np 


Method 


AAT/NAP 




Start 


9074 


End 


19559 




GI 


6721520 


Score 


1536 




Exons 


9074. .9181, 9215. .9288, 15908 .. 16137 , 


16205. .16370, 






168 98. .17432, 17591. .17 694, 


17819. .180 


61, 18656. .19559 




GI Descrip. 


(AP001072) EST AU029428 (E30359 ) corresponds to a region 


of the 




predicted gene.; Similar to 


antifreeze 


-like protein (D86598) 




[Oryza sativa] 








..Seq. No. 


30416 • 


Seq. ID 


OJ990419_12.9923. 


.C18 


Gene No. 


62876 ■ 


Strand 


+ 




C 4- -i v- +- 

otart 


946 


End 


20801 




Name 


OJ990419 12.9923.C18.o6.gp 


Method 


AAT/GAP 




Start 


10534 


End 


12095 




C T 


12582 1.R1084 


Score 


1052 




Exons 


10534. .10587, 10658 10771 , 


11410. ; 114 78, 11615. .1168 9, 






11790. . 12095 








GI Descrip. 


•1483177/dbj |BAA13135| 3.0e- 


■24 (D86598 


) antifreeze-like 


protein 




(af70) [Picea abies] 1 








Seq. No. 


30416 


Seq. ID 


OJ990419_12. 9923. 


.C18 


Gene No. 


62876 


Strand 


+ 






946 


End 


20801 




Name 


OJ990419 12.9923.C18.o7.gp 


Method 


AAT/GAP 




Start 


14353 


End 


16019 




GI 


5607469 


Score 


700 




Exons 


14 353. .14 639, 15939. .16019 








Seq. No. 


30416 


Seq. ID 


OJ990419_12.9923. 


,C18 



30307 




Gene No. 


62876 




Strand 


+ 




Start 


946 




End 


20801 




Name 


riTQQH/l 1 Q 10 QQO'J Pi Q 

uuyyu^iiy iz . yy^o . Lio 


.06. CJS 


Method 


GENSCAN 




btart 


1 A A OQ 
14 H ZO 




End 


20801 




P T 

bl 


none 




Score 


. 97 




Exons 




. lOO / u , 


16898. .17432, 17591 


i n c QA 
. 1 / oy4 , 






'1 Q ^ 1 "3 

. 1 y 0 , 


19756. . 19866, 20629 


0 n q m 


beq . INO . 


"\C\ A 1 £ 




Seq. ID 


OJ990419_ 


'10 000*3 PI Q 

iz . y yz 0 . bio 


bene ino . 


£0P7 £ 
0*1 o / D 




Strand 


+ 




Start- 


946 




End 


20801 




Name 


OJ990419_12. 9923.C18 


. 08 .gp 




AAT/GAP 




o tail 


1 / ?J^ 




End 


18914 




P T 

bl 


^ ac\n a n c\ 
OoU / 4 / U 




Score 


758 




Exons 


1 IQ'50 1 QHCI IQ/TCf; 

i /yjz . . ibuoi, iodjo. 


1 Q G 1 A 

. 10 y 14 








GI Descrip. 


1 4 O J 1 / / / QD J J CSMI j1 jj 


1 0 . ue — 


24 (D86598) 


antifreeze-like prot 




^ar / u ) [ ticsa aoiesj 










Seq. No. 


30416 




Seq. ID 


OJ990419_ 


TO OOOO P 1 Q 

iz . y yz 3 . bib 


Gene No. 


62877 




Strand 


+ 




Of 2 V+- 


OQ1 Of" 




End 


29188 




Name 


H TQQH/I 1 Q TO QQOtJ PI Q 

ujyyu^iy iz.yyzo.bio 


. 08 . gs 


.Method 


GENSCAN 




btart 


z y iz d 




End 


29188 




bl 


none 




Score 


. 62 




Exons 


O G 1 0 C OQ1QQ 

z y iz b . . z y loo 










Seq. No. 


dUh Id 




Seq. ID 


OJ990419_ 


TO OfiOQ PIO 

±z . y yz j . bio 


Gene No. 


62878 




Strand 






Start 


1 




End 


1299 




Name 


OJ990419 12.9923.C18 


. ol . gp 


Method 


AAT/GAP 




otart 


1 




End 


1057 




P T 

bl 


18310 1.R1084 




Score 


607 




Exons 


1..73, 219. .287, 696 


. .757, 


901. .1057 






GI Descrip. 


'2213583 3.0e-51 (AC000348) 


T7N9 . 3 [Arabidopsis 


tnaiiana J 


Seq. No. 


30416 




Seq. ID 


OJ990419_ 


_12. 9923.C18 


Gene No. 


62878 




Strand 






C +- -a y-f 


1 




End 


1299 




Name 


OJ990419 12.9923.C18 


. ol . gs 


Method 


GENSCAN 




Cf -ivf 

ocart 


219 




End 


1299 




bl 


none 




Score 


. 58 




Exons 


219. .287, 696. .833, 


1138. .1299 






Seq. No. 


30416 




Seq. ID' 


OJ990419_ 


12. 9923.C18 


Gene No . 


62879 




Strand 






OLdlt 


2704 




End 


3196 




Name 


OJ990419 12.9923.C18 


. o2 . gs 


Method 


GENSCAN 




Of -i vf 

otart 


2704 




End 


3196 




C T 
bl 


none 




Score 


. 99 




Exons 


2704.. 2809, 2870.. 2905, 3102.. 3196 






Seq. No. 


30416 




Seq. ID 


OJ990419_ 


_12.9923.C18 


Gene No. 


62880 




Strand 






Start 


12714 




End 


13133 




Ndine 


OJ9y04iy 12.9923.C18 


. o5 . gs 


Method 


GENSCAN 




Start 


12714 




End 


13133 




GI 


none 




Score 


.55 





30308 



Exons 



12714. .13133 



Seq. No. 30416 
Gene No. ' 62881 

Start 17644 

Name OJ9904 19_12 . 9923 . C18 . o7 . tm 

Start 4320 

GI none 

Exons 4320.. 4517, 4327.. 4518 



Seq. ID OJ990419_12. 9923.C18 
Strand 

End 29203 

Method TBLASTX : Mai ze 

End 4518 

Score 215 



Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ9904 19JL2 . 9923 . C18 . o3 . tc 

Start 5315 

GI none 

Exons 5315.. 5473, 5316.. 5474, 6112. 



Seq. ID OJ990419_12.9923.C18 
Strand 

End 29203 

Method TBLASTX : Cress 

End 6336 

Score 175 
,6336, 6144. .6335 



Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ990419__12 . 9923 . C18 . o4 . ts 

Start 6403 

GI none - 

Exons 6403.. 6471,. 7063.. 7305, 7070. 

8116. .8301, 8154. .8276 



Seq. ID OJ990419_12. 9923.C18 
Strand 

End 29203 

Method TBLASTX: Soybean 

End 8301 

Score 78 

7303, 7221.. 7304, 7676.. 7765, 



Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ9904 19JL2 . 9923 . C18 . 06 . tm 

Start 8115 

GI none 

Exons 8115.. 8279, 8115.. 8279, 8116. 



Seq. ID OJ990419_12. 9923.C18 
Strand 

End 29203 

Method TBLASTX : Mai ze 

End 8280 

Score 202 
.8280, 8116. .8280 



Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ990419JL2 . 9923 . C18 . o3 

Start . 9251 

GI none 

Exons 9251.. 9487, 9307.. 9507, 

Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ990419_12 . 9923 . C18 . 08 

Start 9320 

GI none 

Exons 9320.. 9448, 9326.. 9487, 

Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ9904 19_12 . 9923 . C18 . o4 

Start 10327 

GI none 



Seq. ID OJ990419_12.9923.C18 
Strand 

End 29203 

.ts Method TBLASTX : Soybean 

.. End 10107 

Score 247 

10057. . 10107, 10058.. 10105 

Seq. ID OJ990419_12.9923.C18 
Strand 

End 29203 

.tm Method TBLASTX : Maize 

End 9507 

Score 201 
9328.. 9507 

Seq. ID OJ990419_12.9923.C18 
Strand 

End 29203 

.tm Method TBLASTX : Maize 

End 10786 

Score 63 



30309 





Exons 


10327 . 


T A O O 1 A O O "7 

. 10368 , 10327 . 


. 10377 , 


10478. .10588, 10480 


. . 10593, 








10491. 


.10586, 10655. 


1 A T O O 

. 10 12 J , 


10657. .10728, 10657 


. . 10722 , 








10719. 


.10772, 10727. 


1 A 1 O C. 


10733. .10786 








Seq. No. 


30416 






Seq. ID 


OJ990419 


TO A A A O 


. C18 




Gene No. 


62881 






Strand 










Start 


17644 






End 


29203 








Name 


OJ990419 12.9923.C18 


. OZ . t S 


Method 


TBLASTX: 


Soybean 






Start 


15952 






End 


19555 








GI 


none 






Score 


173 








Exons 


15952. 


.16143, 15975. 


.16142, 


16230. . 16367, 16231 


. .16386, 








16896. 


.16922, 16977. 


. i / ±2 y , 


16979. .17044, 17129 










17130. 


.17315, 17285. 


T H A 1 £ 

. 1 /41b, 


17286. . 17417, 17591 


. . 1 / 695, 








17778. 


.18065, 18696. 


1 O O A "7 


18701. .188 


26, 18845 


1 A A C 1 

. . 1905 / , 








18846. 


.18884, 18942. 


1 A A A A 

. l 92U2 , 


19227. .192 


89, 19235 


T A A "7 A 

. .192/0, 








19305. 


.19457, 19376. 


. 1 y4 Ob, 


19482. .19553, 19487 


T A E C C 






Seq. No. 


30416 






Seq. ID 


OJ990419 


_12.9923 


.C18 




Gene No. 


62881 






Strand 










Start 


17644 






End . 


29203 








Name 


OJ990419 12.9923.C18 


. o5 . tm 


Method 


TBLASTX: 


Maize 






Start 


15955 






End 


16371 








GI 


none 






Score 


74 






St . 


Exons 


15955. 


.16149, 16230. 


i c o c n 

. lbob / , 


16231. .16371 






U ^ 


Seq. No.. 


30416 






Seq. ID 


OJ990419 


_12 . 9923 


. C18 




Gene No. 


62881 






Strand 








: 1 I 
r - : 


Start 


17644 






End 


29203 








Name 


OJ990419 12.9923.C18 


.o2.tc 


Method 


TBLASTX: 


Cress 




i. i 1 


Start 


15973 






End 


19553 








GI 


none 






Score 


75 






ru 


Exons 


15973. 


.16110, 16041. 


1 /~ 1 A A 

. 16109, 


16230. .16370, 16231 


. . 16371 , 








16896. 


.16940, 16958. 


"1 1 A A 1 

.17041, 


16971. .17207, 17229 


. .174 47, 




= 

f ~ ; 




17240. 


.17410, 17820. 


. 17 993, 


18701. .18814, 18702 


. .18812, 




■- ; 




18834. 


.18884, 18942. 


1 A A A T. 
. 1 9UU1 , 


19020. .19175, 19494 


. .19553 




L . . 


Seq. No. 


30416 






Seq. ID 


OJ990419 


JL2.9923 


C18 




Gene No. 


62881 






Strand 








f ; : 


Start 


17644 






End 


29203 








. Name 


OJ990419 12.9923.C18 


^ A -i 

. oz . tm 


Method 


TBLASTX: Maize 






Start ■ 


16944 






End 


17422 








GI 


none 






Score 


540 








Exons 


16944. 


.17420, 16952. 




17093.. 17422 








Seq. No. 


30416 






Seq. ID 


OJ990419 


JL2.9923 


C18 




Gene No. 


62881 






Strand 










Start 


17644 






End 


29203 








Name 


OJ990419' 12.9923.C18 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


17124 






End 


17423 








GI 


none 






Score 


47 








Exons 


17124 . 


.17240, 17126. 


. 17206, 


17225. . 17410, 17226 


. . 17423 






Seq. No. 


30416 






Seq. ID 


OJ990419_ 


_12.9923. 


C18 




Gene No. 


62881 






Strand 










Start 


17644 






End 


29203 








Name 


OJ990419 12.9923.C18 


. o 4 . np 


Method 


AAT/NAP 








Start 


17644 






End 


29203 







30310 




GI 5734709 Score 566 

Exons 17644. .17776, 24 4 68 .. 25362 , 25683 .. 258 95 , 264 63 . . 26611 , 

26740. .26820, 26928 .. 27281 , 28956.. 29203 
GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 

[Arabidopsis thaliana] 



oeq. n o . 


*3D4 1 
O U ft 1 O 




Seq. ID 


OJ990419__12. 99-23. 


pi ft 


P a r*i q NT y™» 
Vac lie L\IU . 


69ft P. 1 




Strand 






o Lax L 


1 7 £4 4 




End 


29203 




Name 




u y • LIU 


Method 


TBLASTX: Maize 




Start 


18704 




End 


19022 




GI 


none 




Score 


152 






1 P704 1PP11 

1 O / U *i . .10011/ lu lUJ . • 


1 R ft 1 9 


18857. . 1894 3, 18857 . . 18 97 9, 






1 ft Q4 9 1 QPI99 

1 O y 4 Z . . 17Ull 










O rt /~t VT rt 

beq. NO. 






Seq. ID 


OJ990419_12. 9923. 


PI ft 


bene no . 


COO ft 1 




Strand 








1 7 £4 4 

1 / D H. 4 




End 


29203 




Name 


Pi TQQH/1 1 Q 19 QQOQ PIP 

uuyyu4iy iz . yy^ j .lio . 


rt O -1- 
OZ . T_W 


- Method 


TBLASTX: Wheat 




Start 


19068 




End 


19436 




GI 


none 




Score 


134 




Exons 


i QACQ 1Q170 IQflQn 

lyuoo . . x y x / o , x yuo u . . 


x y u y / / 


19121. .19168, 19227. .19283, 






1 QOOC 1 QOTQ 1 QOO'7 

x yzoo . . lyz / x yzts / . . 


1 Q A "3 £ 
X y 4 -3 0 , 


19287. .19436 




C 1 rtr \7 rt 

beq. NO. 


OA / 1 C 

OU4 X 0 




Seq. ID 


OJ990419_12.9923. 


PI Q 


bene no . 


OZ 0 0 1 




Strand 






o car l 


1 7 £4 4 
1 / 0 4 4 




End 


29203 




Name 


OJ990419 12.9923.C18. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


19068 




End 


19558 




PT 


none 




Score 


151 




T7 1 v 

HiXons 


1 QOAft 1 Q9flft 1 Qflftfl 

x yuoo . . x yzuo , lyuou . . 


1 QH Q7 

x y u y / , 


19218. .19280, 19235. .19279, 






1 Q9P.7 1 Q4R7 1 Q^7£ 
x y z a / . . X y 4 3 / , 1?j / D . . 


i Q4 p. n 
x y 4 o u , 


19466. .19558, 19470. .19553 




o e q . no. 


JU4 ID 




Seq. ID 


OJ990419_12.9923. 


Pi P 


bene no . 


coo o -i 

OZ u O X 




Strand 






C •(- -a v-f- 
OLall 


17 644 

1 / O H H 




End 


29203 




Name 


P1TQQH41Q 19 QQOQ pi Q 

uu yyuy iy iz.yyzj.tio. 


o7 . gs 


Method 


GENSCAN 




Start 


23728 




End 


27346 




GI 


none 




Score 


. 66 




i^xons 


9^79ft 9"3ft9Pl 94£9"3 


25536, 


25695. .257£ 


il, 26470. .27346 




C7 rt. rt- T\7 rt 

oeq. no. 


OH/I 1 C 
OU4 X O 




Seq. ID 


OJ990419_12.9923. 


P1 0 


Gene No . 


C 9 Q Q 1 
OZo 0 X 




Strand 






otart 


1 7 C/1 / 
X - / 0 4 4 




End 


29203 




Name 


r\TQQn/l1 Q 1 O QQO'3 pi Q 

ojyyu4xy iz.yyzo.bio. 


o3 . np 


Method 


AAT/NAP 




Start 


24338 




End 


27403 




GI 


4966347 




Score 


846 




Exons 


24338.-25539, 25701.. 


25781, 


26470. .26756, 26853.. 27403 




GI Descrip. 


(AC006341) Similar tc 


gb|AJ012423 wall- 


■associated kinase 


2.- t from 




Arabidopsis thaliana. 










Seq. No. 


30416 




Seq. ID 


OJ990419_12. 9923. 


C18 


Gene No. 


62881 




Strand 






Start 


17644 




End 


29203 




Name 


OJ990419 12.9923.C18. 


o9 . gp 


Method 


AAT/GAP 




Start 


24480 




End 


24944 




GI 


LIB3432-015-P1-K1-G6 




Score 


870 





30311 




Exons 24480. .24944 

GI Descrip. 1 4826399/emb | CAB42872 . 1 | 2.0e-33 (AJ012423) wall-associated 
kinase 2 [Arabidopsis thaliana] ' 



Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ9904 19_12 . 9923 . C18 . ol . tc 

Start 24503 

GI - none 

Exons 24503. .24613, 24704.. 24952 
25055. .25354, 25065.. 25256 
26471. .26533, 27236 .. 27307 

Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ9904 19_12 . 9923 . C18 . ol . tm 

Start 24509 

GI none 

Exons 24509. .24622, 24707.. 24964 
25049. .25354, 25071.. 25259 

Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ990419_12 . 9923 . C18 . ol . ts 

Start 24650 

GI none 

Exons 24650. .25036, 24719.. 25030 
25059. .25223, 25202.. 25354 

Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ990419__12 . 9923 . C18 . o3 . tw 

Start 24713 
GI * none 

Exons 24713. .24847, 24716.. 24853 

Seq. No. 30416 

Gene No. 62881 

Start 17644 

Name OJ9904 19_12 . 9923 . C18 . ol . tw 

Start 24981 

GI none 

Exons 24981. .25031, 25043.. 25369 
25228. .25398 

Seq. No. 30417 

Gene No. 62882 

Start 1 

Name OJ9904 19_12 . 9923 . C19 . ol . gp 

Start 1 

GI uC-osflM202053d07bl 

Exons 1..115, 848. .899, 1006. .10 



GI Descrip. 1 4 58598 1/gb | AAD25617 . 1 | ACQ 



Seq. ID OJ990419_12.9923.C18 
Strand 

End 29203 

Method TBLASTX : Cress 

End 27307 

Score 97 
, 24704. .25036, 24813 .. 25031, 
, 25065. .25367, 25385.-254 56, 



Seq. ID OJ990419_12. 9923.C18 
Strand 

End 29203 

Method TBLASTX : Mai ze 

End 25447 

Score 123 
, 24707. .25033, 24813 .. 25028, 
, 25385. .25447 

Seq. ID OJ990419_12.9923.C18 
Strand 

End 29203 

Method TBLASTX : Soybean 

End 25453 

Score 96 
, 24876. .25031, 25037 .. 25213, 
, 25385.. 25453 

Seq. ID OJ990419_12. 9923.C18 
Strand 

End 29203 

Method TBLASTX : Wheat 

End 24979 

Score 71 
, 24860. .24979 

Seq. ID OJ990419__12.9923.C18 
Strand 

End 29203 

Method TBLASTX : Wheat 

End 25398 

Score 39 
, 25048. .25206, 2507 1 . . 2524 4 , 



Seq. ID OJ990419_12.9923.C19 
Strand + 
End 2814 
Method AAT/GAP 
End 1550 
Score 692 
65, 1145. .1169, 1272. .1357, 1449. .1550 
05287 19 8.0e-17 (AC005287) similar to 



30312 



Na+/H+-exchanging proteins [Arabidopsis thaliana] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30417 
62882 
1 

OJ990419_12.9923.C19.ol.np 
1 

4585981 



Seq. ID OJ990419_12.9923.C19 

Strand + 

End 2814 

Method AAT/NAP 

End 2814 

Score' 363 



1..115, 848. .1077, 1149. .1355, 1449. .1607, 1633. .1730, 
1876. .1995, 2638. .2814 

(AC005287) similar to Na+/H+-exchanging proteins [Arabidopsis 
thaliana] 



Seq. No. 30417 

Gene No. 62882 

Start 1 

Name OJ9904 19_12 . 9923 . CI 9 . ol . gs 

Start 134 

GI none 

Exons 134.. 250 



Seq. ID OJ990419_12.9923.C19 

Strand + 

End 2814 

Method GENSCAN 

End 250 

Score .84 



Seq. No. 30417 

Gene No. 62882 

Start 1 

Name OJ9904 1 9_12 . 9923 . CI 9 . ol . tc 

Start 852 

GI none 
Exons 



Seq. ID OJ990419 12.9923.C19 



Strand 
End 

Method 

End 

Score 



+ 

2814 

TBLASTX: Cress 

1716 

35 



852. .899, 1004. .1063, 1146. .1169, 1272. .1358, 1274. .1360, 
1449. .1562, 1450. .1560, 1617. .1700, 1630. .1710, 1636. .1716 



Seq. No. 30417 

Gene No. 62882 

Start 1 

Name OJ9904 1 9_12 . 9923 . CI 9 . ol . tm 

Start 1112 

GI none 

Exons 1112. .1168, 1113. .1169, 1122. 

• 1272. .1358, 1450. .1560, 1450. 

. - 1632. .1703, 1636.. 1716, 1638. 



Seq. ID OJ990419_12.9923.C19 

Strand + 

End 2814 

Method TBLASTX : Mai ze 

End 1820 

Score • 74 

.1172, 1267. .1356, 1271. .1357, 
.1560, 1455. .1571, 1455. .1562, 
.1703, 1800. .1820 



Seq. No. 30417 Seq. ID 

Gene No. 62882 Strand 

Start 1 End 

Name OJ9904 1 9_12 . 9923 . CI 9 . ol . ts Method 

Start 1272 End 

GI none Score 

Exons 1272. .1358, 1274. .1357, 1450. .1560, 1455, 

1636. .1716, 1638. .1700, 1887. .1997, 1898, 



OJ990419_12. 9923.C19 
+ 

2814 

TBLASTX: Soybean 
2190 
134 



,1562, 1632. 
1996, • 2158. 



.1700, 
.2190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30418 
62883 
1 

OJ990419_12.9923.C20.ol.np 
1 

4585981 



Seq. ID OJ990419_12.9923.C20 

Strand + 

End . 8 90 

Method AAT/NAP 

End 8 90 

Score 325 



1..33, 79. .176, 245. .301, 596. .693, 777. .890 

(AC005287) similar to Na+/H+-exchanging proteins [Arabidopsis 



30313 




thaliana] 



Seq. No. 


o(J4 lo 




beq. lu 


ATOfif\/i i ft to n n o o oon 
OJ99U4iy 12.9923.C20 


Gene No . 


a o o o o 




Strand 


+ 


Start 


1 




hnd 


o o n 

o 90 


Name 


/"\Tnnnviin i o' n n o ~j oon « i 

ojyyo4iy 12. yy23.c2u.oi 


,gs - 


Method 


1 — /— 1 TV XT 

GENSCAN 


bt art 


4 y 




Lna 


bob 


GI 


none 




Score 


. 5 1 


Exons. 


/in it£ c n *r c no ttt 

4y..i/o / byb..byj, ///. 


o o c 
. oo b 






Seq. No. 


30418 




Seq. ID 


OJ990419_12.9923.C20 


Gene No . 






Strand 


+ 


Start 


-i 
1 




Lna 


o y u 


Name 


r\~rc\c\r\A-\c\ i o n n o o ^ o n ~ i 

ojyyu4iy 12. y923.c2u.oi 


. tm 


Method 


TBLASTX : Mai ze 


Start 


b / 




17 _ -J 

bna 


0 0 n 

0 0 y 




none 




Score 


izo 


Exons 


<C "7 1*7T O VI C 01 C O /I £ 

b/..l//, 245. .31b, 24b. 


. JZ J, 


o /i a 0.00 
z4 b . . jZj, 


ovin 0 0 vi cno cc\ a 
24/. .324, 5y3..by4, 




594. .698, 594. .695, 775 


. .888, 


776. .889 




Seq. No. 


o n vi i o 

30418 




Seq. ID 


/-n n a /i 1 n to nnoo z™* 0 n 

OJ990419 12.9923.C20 


Gene No. 


/" O O O O 

62883 




Strand 


+ 


Start 


1 




End 


0 n n 

8 90 


Name 


/™v T A A A yl 1 /"\ TO n n O O O O O ~ "1 

OJ990419 12 . 9923 . C20 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


C n VI 

594 




End 


0 c n 

859 


GI 


none 




Score 


ion 

12 9 


Exons 


r a / 11*3 cm /~no itc 

594. .713, 597. .698, 775 


o c o 

. . 858 , 


77 6. .859 




Seq. No. 


30419 




Seq. ID 


OJ990419_12.9923.C21 


Gene No. 


c o o o vi 

6288 4 




Strand 


+ 


Start 


1 




End 


18 64 


Name 


/"v~rnnn/iin to n n o o aoi ^ i 

OJ990419 12 . 9923 . C21 . ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


*\ A f~ A 

14 64 


GI 


6907088 




Score 


i n 0 

193 


Exons 


1 10*7 i n v c ivi/"/i 

1..137, 1065. .1464 








GI Descrip. 


(APUU112y) nypotnetical 


protein [Oryza 


sativa] 


Seq. No. 


30419 




Seq. ID 


OJ990419_12. 9923.C21 


Gene No . 






Strand 


+ 


Start 


1 




End 


1 O C A 

18 64 


Name 


n to on yi 1 n 10 n n o o noi ~ o 

OJ990419 12 . 9923 . C21 . o2 


.np 


Method 


T\ TV m / XT TV 

AAT/NAP 


Start 


1 




End 


18 64 


GI 


60 69b53 




Score 


000 

328 


Exons 


1..33, 9/4. .18.64 








GI Descrip. 


(APOOOblb) nypotnetical 


protein- [Oryza 


sativa] 


Seq. No. 


30420 




Seq. ID 


OJ990419_12. 9923.C22 


Gene No. 


f o o o c 

628 85 




Strand 


+ 


Start 


1 




End 


528 


Name 


OJ990419 12 . 9923 . C22 . ol 


% np 


Method 


AAT/NAP 


Start 


1 


End 


528 


GI 


1825626 




Score 


91 


Exons 


1..413, 461. .528 








GI Descrip. 


(U88170) No definition 


line found [Caenorhabditis elegans] 


Seq. No. 


30420 




Seq. ID 


OJ990419_12.9923.C22 


Gene No. 


62885 




Strand 


+ 


Start 


1 




End 


528 



30314 




Name 


0JyyU4iy l2.yy2o.C22.ol.gs 


Method 


GEN SCAN 






Start 


D 1 


End 


18 9 






bl 


none 


Score 


. by 






Exons 


C -7 1 Q Q 










Seq. No. 


30421 


Seq. ID 


OJ990419_12 


9923 


.C23 


Gene No. 


62.88 6 


Strand 


+ 






o car l 


1 / J 




z 4 b 






Name 


ujyyu^iy . yyzo.L^o.oi.gs 


Method 


btNSCAN 






O 4- —. 4- 

otart 




hna 


O A C 
Z4 0 






bl 


none 


Score 


1 






Exons 


ITT O A a 










Seq. No. 


30421 


Seq. ID 


OJ990419_12 


9.923 


C23 


Gene No. 


62887 


Strand 








otart 


4/1 


h.na 


03 y 






Name 


ujyyU4iy iz.yyzo.czo.oz.gs 


Method 


GEN SCAN 






Start 


4 / 1 


hna 


ooy 






GI 


none 


Score 


. yo 






Exons 


A H 1 C C Q 

4 / 1 . . oo y 










beq. No. 




Seq. ID 


o jy y04 l y iz . 




C24 


bene ino . 


62888 


Strand 


+ 






Oldl L 


422 


End 


ill 






Name 


OJ990419 12.9923.C24.ol.np 


Method 


AAT/NAP 






Start 


422 


End 


111 






GI 


103076 


Score 


127 






Exons 


422. .530, 572. .777 










GI Descrip. 


Bkm-like sex-determining region hypothetical protein CS314 




fruit fly (Drosophila melanogaster ) (fragment) 







Seq. No. 


30422 




Seq. ID 


OJ990419_12. 9923.C24 


Gene No. 


62889 




Strand 


+ 


Start 


1027 




End 


1319 


Name 


OJ990419 12.9923.C24.ol 


.gs 


Method 


GENSCAN 


Start 


1027 




End 


1319 


GI 


none 




Score 


. 96 


Exons 


1027. .1319 








Seq. No. 


30423 




Seq. ID 


OJ990419_12. 9923.C25 


Gene No. 


62890 




Strand 


+ 


Start 


794 




End 


1197 


Name 


OJ990419 12. 9923.C25.o2 


.np 


Method 


AAT/NAP 


Start 


794 




End 


1197 


GI 


6721561 




Score 


128 


Exons 


794. .884, 1147. .1197 








GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi | 681508 6 | db j IBAA90372 


.11 


(AP001081) 


EST AU082058 (C12976) 




corresponds to a region 


of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


30423 




Seq. ID 


OJ990419_12. 9923.C25 


Gene No. 


62891 




Strand 




OJ --J- 


672 




End 


761 


Name 


OJ990419 12. 9923.C25.ol 


np 


Method 


AAT/NAP 


Start 


672 




End 


761 



30315 



GI 


4680183 


Score 


133 




Exons 


672. .761 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


30424 


Seq. ID 


OJ990419_12.9923 


.C26 


Gene No. 


62892 


Strand 


+ 






941 


End 


2072 




Name 


OJ990419 12.9923.C26.ol.gs 


Method 


GENSCAN 




Of v-f 

b tart 


941 


End 


2072 




bi 


none 


Score 


.77 




Exons 


941. .952, 1161. .2072 








beq. no. 


30424 


Seq. ID 


OJ990419_12.9923 


. C2 o 


belle IN U . 


62892 


Strand 


+ 




Start 


941 


End 


2072 




Name 


OJ990419 12. 9923.C26.o2.np 


Method 


AAT/NAP 




CM 1 ■*»+- 

otart 


1227 


End 


2069 




bl 


5042448 


Score 


1233 




Exons 


1227.. 2069 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






beq. No. 


30424 


Seq. ID 


OJ990419_12. 9923 


r> o r 
. CZD 


Gene No. 


62893 


Strand 


+ 




Start 


2323 


End 


6886 




Name 


OJ990419 12. 9923.C26.b3.np 


Method 


AAT/NAP 




Start 


2323 


End 


6886 




"GI 


4680179 


Score 


7726 




Exons 


2323. .6886 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




beq . no . 


30424 


Seq. ID 


OJ990419_12. 9923 


. CZ O 


Gene No. 


62894 


Strand 






Start 


1 


End 


4341 




Name 


OJ990419 12. 9923.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4341 




bl 


4680183 


Score 


57 




Exons 


1. .41, 381. .453, 4313. .4341 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


30424 


Seq. ID 


OJ990419_12. 9923 


C26 


Gene No. 


62895 


Strand 






Oh — i v-4- 

bcari 


7730 


End 


8722 




Name 


OJ990419 12.9923. C26.o7.tw 


Method 


TBLASTX: Wheat 




b cart 


2590 


End 


2949 




bl 


none 


Score 


298 




Exons 


2590. .2949, 2616. .2690, 2715.. 


2948 






Seq. No. 


30424 


Seq. ID 


OJ990419_12.9923 


C2 6 


Gene No. 


62895 


Strand 






Start 


7730 


End 


8722 




Name 


OJ990419 12. 9923.C26.o6.tm 


Method 


TBLASTX: Maize 




Start 


2830 


End 


3162 




GI 


none 


Score 


211 




Exons 


2830. .3162, 2830. .3114, 2847.. 


3017 






Seq. No. 


30424 


Seq. ID 


OJ990419_12.9923. 


C2 6 



30316 




Gene No. 


62895 








Strand 






C4- -i -v- 4- 

btart 


*7 "7 "5 Cl 








End 


8722 




Name 


rwGGn/iiG 1 o 

ujyyu4iy iz 


. yyz j 


. OZ b . Oo 


. tw 


Method 


TBLASTX: Wheat 




btart 


^ A C G 

j 4 by 








End 


3885 




(jrl 


none 








Score 


152 




Exons. 


J4 by . . jo / o , 


3519 


. .3617, 


JD /o 


.3884, 3700.. 3885, 3729.. 3884 


Seq. No. 


30424 








Seq. ID 


OJ990419_12. 9923 


.C26 


Gene No. 


62895 








Strand 








/ / jU 








End 


D/ZZ 




Name 


ojyyU4iy lz 


.9923.C26.o4 


. tw 


Method 


TBLASTX : Wheat 




pi. _ v.i- 

btart 


A C\ A O 

4 U4 o 








End 


4530 




bl 


none 








Score 


545 




Exons 


41 U4 o . . 41 0 JU, 


4152 


. .4487, 


4 loy . 


.4521 






Seq. No. 


30424 








Seq. ID 


OJ990419_12.9923 


.C26 


Gene No. 


62895 








Strand 








/ / jU 








End 


O "7 O O 

o /zz 




Name 


ujyyu4iy lz 


. yyz j 


. Cz b . OD 


. tm 


Method 


TBLASTX: Maize 




btart 


41 U bU 








End 


4349 






none 








Score 


319 




Exons 


4 UbU . . 41 J4 / , 


4158 


. .4349 










Seq. No. 


30424 








Seq. ID 


OJ990419_12.9923 


-C26 


Gene No. 


62895 








Strand 






bt art 


/ / jU 








End 


8722 




Name 


r\ TOO H /I 1 O TO 


fi o o 

. y yz j 


. Cz b . O J 


. tm 


Method 


TBLASTX: Maize 




Start 


41 41 1 / 








End 


4917 




bl 


none 








Score 


161 




Exons 


A A "\ 1 A C ClC 

4 4 1 / . . 4 D y b, 


4582 


.4917, 


a c a o 
4 bbO . 


.4799, 4* 


324 . .4874 




Seq. No. 


30424 








Seq. ID 


OJ990419_12. 9923 


,C26 


Gene No. 


62895 








Strand 






o tart 


/ / jU 








End 


8722 




Name 


ujyyu4iy iz 


. yyz j 


CZ b . oi 


. t S 


Method 


TBLASTX: Soybean 




btart 


A A H 1 
4 4/1 








End 


4866 




C T 


none 








Score 


57 




Exons 


44 / I. . 4 OU J , 


4471 


.4515, 


a c m 
4 OU / . 


.4866, 4507. .4587,. 4602. .4 


365 


Seq. No. 


30424 








Seq. ID 


OJ990419_12.9923 


.C26 


Gene No. 


62895 








Strand 






OLdlL 


/ / JU 








End 


8722 




Name 


OTGGri>11G 10 

uj y yu.4 iy lz 


.9923, 


C26.o6 


. tw 


Method 


TBLASTX: Wheat 




btart 


A C "7 O 

4 o / y 








End 


4881 




bl 


none 








Score 


396 




Exons 


4 0 / y . . 4 o o 1 / 


4599. 


.4880 










Seq. 'No. 


30424 








Seq. ID 


OJ990419_12.9923 


.C26 


Gen,e No. 


62895 








Strand 






btart 


/ /JU 








End 


8722 




Name 


OJ990419 12 


.9923. 


C26.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


4882 








End 


5391 




GI 


none 








Score 


635 




Exons 


4882. .5391 . 


4914 


, 5303,- 


4960. 


. 5307 






Seq. No. 


30424 








Seq. ID 


OJ990419__12. 9923 


>C26 


Gene No. 


62895 








Strand 







30317 



Start 
Name 
Start 
GI 

Exons 



7730 

OJ990419_12, 

4888 

none 

4888. .5133 



9923.C26.o3.ts 



End 8722 

Method TBLASTX : Soybean 

End 5133 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30424 
62895 
7730 

OJ990419_12, 

4954 

none 

4954. .5307, 



9923.C26.o2.tm 



4956.. 5303, 5008. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5319 



OJ990419_12. 9923.C26 
8722 

TBLASTX: Maize 

5319 

484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30424 
62895 
7730 

OJ990'419_12. 

5395 

none 

5395. .5874, 

30424 
62895 
7730 

OJ990419_12. 

5581 

none 

5581. .5754, 

30424 
62895 
7730 

OJ990419_12. 

5662 

none 

5662. .5922, 

30424 
62895 
7730 

OJ990419_12. 
5721 ' • 
none 

5721. .6008, 



9923.C26.o3.tw 



5428. .5841, 5619. 



9923.C26.ol.tc 



5755.. 5898, 5757. 



9923.C26.o2.ts 



5667. .5921 



9923.C26.o4 . tm 



5722. .6012 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5873 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5897 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990419_12.9923.C26 
8722 

TBLASTX: Wheat 

5874 

581 



OJ990419_12.9923.C26 
8722 

TBLASTX: Cress 

5898 

89 



OJ990419_12.9923.C26 
8722 

TBLASTX : Soybean 

5922 

299 



OJ990419_12.9923.C26 
8722 

TBLASTX: Maize 
6012 

390 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



30424 
62895 
7730 

OJ990419JL2. 

5881 

none 

5881. .6480, 

30424 
62895 
7730 



9923.C26.ol.tw 



5883. . 6479 



Seq. ID OJ990419_12.9923.C26 
Strand 

End 8722 

Method TBLASTX : Wheat 

End 6480 

Score 681 



Seq. ID OJ990419_12. 9923.C26 
Strand 

End 8722 



30318 



Name 


r\ Tfinn /lift 10 

OJ990419 12 


ft A 0 0 
. 9923 


. C26 . Ol 


.tm 


Method 


TBLASTX: Maize 




Start 


f a c 1 

6061 








End 


6661 




GI 


none 








Score 


226 




Exons 


6U61 . . oZZZ , 


C A £ ft 


. . 62 15, 


6220. .64 77, 6222. .647 6, 64 75. .6648, 




64 / b . . bbbl 














Seq. No. 


0 a a 0 a 

3U4 24 








Seq. ID 


OJ990419_12. 9923 


.C26 


Gene No. 


62895 








Strand 






Start 


7730 








End 


8722 




Name 


/^TftftA^in TO 


0 ft 0 0. 


. Lz b . OO 


.tw 


Method 


TBLASTX: Wheat 




Start 


C A O O 

64 82 








End 


6876 




GI 


none 








Score 


410 




Exons 


o4 82 . . 00 4 1 , 


£ ^ O A 

64 84 


. . bob! , 


6536. .6616, 6601... 6717, 6659. .6820, 




bozo . . bo / b 














Seq. No. 


30424 








Seq. ID 


/"NTftftA/llft TO ftftOO 

ojyyu4iy iz.yyzo 


. C2 b 


Gene No. 


62895 








Strand 






Start 


/ /oU 








End 


8/22 




Name 


a Tfinnyi 1 n 10 

ojyyu4iy 12 


n a 0 0 

. y y2j 


. L2b . O / 


. tm 


Method 


1BLAS IX : Maize 




Start 


6665 








End 


6862 




GI 


none 








Score 


197 




Exons . 


dddj. . bo bZ 














Seq. No. 


30424 








Seq. ID 


OJ990419_12.9923 


. C26 


Gene No. 


62895 








Strand 






Start 


7730 








End 


8722 




Name 


OJ990419 12 


ft ft 0 0 

. 9923 


. C26 . o3 


gs 


Method 


GENSCAN 




Start 


7730 








End 


8722 




GI 


none 








Score 


.99 




Exons 


7730 . .7856, 


O f~ A T 

8601 


O "7 O O 

. . 8722 










Seq. No. 


30424 








Seq. ID 


OJ990419_12.9923 


. C2 6 


Gene No. 


62895 








Strand 






Start 


7730 








End 


8722 




Name 


ojyyu4iy iz 


.9923 


.C26.o4 


np 


Method 


AAT/NAP 




Start 


8145 








End' 


8312 




GI 


4 680183 








Score 


50 




Exons 


814 5. .8312 














GI Descrip. 


[At 111 1 u y ) 


gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


30425 








Seq. ID 


OJ990419_12. 9923 


C27 


Gene No. 


62896 








Strand 


+ 




Start 


4 yz 








End 


572 




Name 


OJyyo4iy 12 


.9923 


C27.ol. 


gs - 


Method 


GENSCAN 




Start 


A ft O 

4 92 








End 


572 




GI 


none 








Score 


.55 




Exons 


4 92 . . 572 














oeq. no. 


30425 








Seq. ID 


OJ990419_12; 9923. 


C27 


Gene No. 


62897 








Strand 






Start 


265 








End 


2041 




Name 


OJ990419 12 


.9923 


C27.ol. 


np 


Method 


AAT/NAP 




Start 


265 








End 


2041 




GI 


■ 4680186 








Score 


331 




Exons 


265. .367, 1035. .1330, IE 


J37. 


.2041 







GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



30319 



Seq. No. 


30426 


Seq. ID 


OJ9904 19 


12 


9923 


. C28 


Gene No. 


62898 


Strand 










Start 


1 


End 


225 








Name 


OJ990419 12.9923.C28.ol.np 


Method 


TV Tl m / VI T\ T~1 

AAT/NAP 








Start 


1 


End 


225 








GI 


4680186 


Score 


1 r a 

159 








Exons 


1. .225 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 








Seq. No. 


30426 


Seq. ID 


OJ990419_ 


12 


9923 


.C28 


Gene No. 


62899 


Strand 










Start 


141 


End 


1862 








Name 


OJ990419 12.9923.C28.ol.gs 


Method 


GENSCAN 








Start 


141 


End 


1862 








GI 


none 


Score 


.47 








Exons 


141. .232, 329. .687, 721. .886, 


1727. .1862 








Seq. No. 


30426 


Seq. ID 


OJ990419_ 


12 


Ann 

9923 


. C28 


Gene No. 


62899 


Strand 










Start 


141 


End 


1862 








Name 


OJ990419 12.9923.C28.o2.np 


Method 


AAT/NAP 








Start 


295 


End 


1188 








GI 


6907086 


Score 


465 








Exons 


295. .1188 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


30427 


Seq. ID 


OJ990419_ 


12 


9923 


. C30 


t^ene no . 


62900 


Strand 


+ 








Start 


1 


End 


3161 








Name 


OJ990419 12.9923.C30.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1639 








GI 


417154 


Score 


2570 








Exons 


1. .1639 












GI Descrip. 


HEAT SHOCK PROTEIN 82 gi 1 100685 | pir.l | S2554 1 heat 


shock protein 



82 - rice (strain Taichung Native One) gi | 2025 6 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30427 Seq. ID 

62900 Strand 
1 End 
OJ990419_12. 9923.C30.ol.gp Method 
89 End 
438_1.R1084 ■ Score 

89. .1197 

1 417154/sp| P33126|HS82_ORYSA 1.0e-172 HEAT SHOCK PROTEIN 82 

>gi_100685_pir S25541 heat shock protein 82 - rice (strain 

Taichung Native One) >gi_20256_emb_CAA77 978_ (Z11920) heat shock 
protein 82 (HSP82) [Oryza sativa] ' 



OJ990419_12.9923.C3Q 
+ 

3161 
AAT/GAP 
1197 
2094 



30427 Seq. ID 

62900 Strand 

1 End 
OJ990419_12. 9923.C30.ol.gs Method 

92 End 

none Score 

92. .1633, 2469. .2580, 2671. .3161 



OJ990419_12.9923.C30 
+ 

3161 
GENSCAN 
31 61 
.73 



30320 



Seq. No. 30427 Seq. ID 

Gene No. 62900 Strand 

Start 1 End 

Name OJ9904 19_12 . 9923 . C30 . o2 . gp Method 

Start 1208 End 

GI 269_10.R1084 Score 

Exons 1208.. 1763 

GI Descrip. • 547 683/sp | P36181 | HS80_LYCES 1.0e-50 HEAT SHOCK COGNATE PROTEIN 
80 >gi_170456 (M96549) heat shock cognate protein 80 [Solanum 

lycopersicum] >gi_445601_prf 1909348A heat shock protein hsp80 

[Lycopersicon esculentum] ' 



OJ990419_12.9923.C30 
+ 

3161 
AAT./GAP 
1763 
699 



Seq. No. 30427 

Gene No. 62900 

Start 1 

Name OJ9904 19_12 . 9923 . C30 . o4 

Start 2776 

GI 1632690 

Exons 2776.. 3126 



gp 



Seq. ID OJ990419_12. 9923.C30 

Strand + 

End 3161 

Method AAT/GAP 

End 3126 

Score 653 



Seq. No. 30427 

Gene No. 62900 

Start 1 

Name OJ9904 19_12 . 9923 . C30 . o2 . np 

Start 2865 

GI 2253578 

Exons 2865.. 3089 

GI Descrip. (U78721) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990419_12. 9923.C30 

Strand + 

End 3161 

Method AAT/NAP 

End 3089 

Score 114 



Seq. No. 30427 

Gene No. 62901 

Start 3212 

Name OJ9904 1 9_12 . 9923 . C30 . o5 . gp 

Start 3212 

GI none 

Exons 3212.. 3314 



Seq. ID OJ990419_12. 9923.C30 

Strand + 

End 3314 

Method AAT/GAP 

End 3314 

Score 202 



Seq. No. 30427 

Gene No. 62 902 

Start 1373 . 

Name OJ9904 19_12 . 9923 . C30 . ol . tm 

Start 88 

GI none 
Exons 



Seq. ID OJ990419_12.9923.C30 
Strand 

1859 

TBLASTX: Maize 
1648 
154 



End 

Method 
End 
Score 

88. .204, 90. .215, 298. .531, 308. .535, 319. .525, 473. .736, 
523. .963, 524. .1648, 525. .851, 784. .1095, 1005. .1274, 1193. .1642 



Seq. No. 30427 

Gene No. 62902 

Start 1373 

Name OJ9904 19_12 . 9923 . C30 . ol . tc 

Start 89 

GI none 
Exons 



Seq. ID OJ990419_12.9923.C30 
Strand 

End 1859 

Method TBLASTX: Cress 

End 1642 

Score 142 



89, .172, 89. .181, 90. .212, 94. .207, 298. .966, 308. .1612, 
309. .656, 319. .675. 71 7. .84?. 784= =1095,- 1020. .1106, 1176. .1274, 
1193. .1612, 1607. .1642 



Seq. No. 



30427 



Seq. ID OJ990419 12.9923.C30 



30321 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62902 Strand 

1373 End 

OJ990419_12. 9923;C30.o2.tw Method 

89 End 

none Score 



1859 

TBLASTX: Wheat 

538 

140 



89. .175, 89. .187, 90. .212, 94. .204, 306. .530, 306. .530, 
308. .538, 319. .531 



Seq. No. 30427 

Gene No. 62902 

Start 1373 

Name OJ990419_12 . 9923 . C30 . ol . ts 

Start 96 

GI none 

Exons 96.. 209, 98.. 172, 100.. 207 



Seq. ID OJ990419__12.9923.C30 
Strand 

1859 

TBLASTX: Soybean 
1642 
113 



End 

Method 
End 
Score 

323. .556, 329.. 532, 331.. 555, 
571. .639, 575. .640, 647. .736, 649. .966, 650. .1081, 717. .842, 
784. .1074, 1022. .1078, 1060. .1095, 1061. .1555, 1068. .1103, 
1176. .1256, 1193. .1555, 1601. .1642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30427 
62902 
1373 

OJ990419_12 . 9923 . C30 . ol . tw 
617 
none 



1859 

TBLASTX: Wheat 
1474 
1284 

617. .1447, 617. .736, 717. .854, 784. .1095, 1005. .1106, 
1173. .1271, 1193. .1432, 1243. .1437, 1421. .1474, 1439. .1474 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 12.9923.C30 



30427 
62902 
1373 

OJ990419_12. 9923.C30.o3.gp 
1373 

269_4.R1084 
1373. .1859 

' 425794/dbj | D21284 | RICAD167 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_12. 9923.C30 

1859 
AAT/GAP 
1859 
754 



1.0e-154 Rice mRNA for heat shock 



protein 82 (gene name AD167), partial cds 1 



30428 Seq. ID 

62903 Strand 

104 End 

OJ990419_12 . 9923.C31.ol.gp Method 

104 End 

57046_1.R1084 Score 
104 . . 694 

'2541876/dbj |BAA22813| 1.0e-26 (D26015) CND41, chloroplast 

nucleoid DNA binding protein [Nicotiana tabacum] 1 



OJ990419_12.9923.C31 
+ 

694 

AAT/GAP 
694 
1096 



30428 Seq. ID 

62904 Strand 

703 End 

OJ990419_12. 9923. C31 . o2 . gp Method 

703 End 

50321_1.R1084 : Score 
703. .1090 

, 2541876/dbj |BAA22813| 1.0e-08 (D26015) CND41, chloroplast 

nucleoid DNA binding protein [Nicotiana tabacum] 1 



OJ990419_12. i 9923.C31 
+ 

1090 
AAT/GAP 
1090 

1AO 



30322 



Seq. No. 


30428 




Seq. ID 


OJ990419_12.9923. 


C31 


Gene No. 


62905 




Strand 








9 7 1 
Z / X 




CjIlO. 


X D H V 




Name 


ujyyufjxy iz . yyz j . lji . ox 




TV>T /**\ 4— ^\ 


i dXj/\o i A . bre s S 




otart 


Z D U 




CjilU 


1 

X 3 DO 




CjX 


none 




Score 


H X 




Exons 


OCfl QQ'D OIQ O "7 Q /I yl CT 


. . JJO; 


A £1 R/ll 
H OX . . D4t X 


ft 7 1 1 n£ft QQQ 

, 0/X..XUOO, o y y . . 


i n c 
1U o 




1 fl C Q 1 "3 £Q 1 1 QQ 1^91 










Seq. No. 


30428 




Seq. ID 


OJ990419_12.9923. 


C31 


Gene No. 


62905 




Strand 






O 4 , v- 4- 

btart 


Z / X 




End 


1540 




Name 


ujyyu^ixy xz . yyz o . boi . 01 


. T_S 


Method 


TBLASTX : Soybean 




btart 


0 £ c; 
Zoo 




End 


1524 




KjJL 


none 




Score 


202 






9£R fidfi 96Q ^71 6Q7 


7 ^ft 


727. .1077, 899. .1093, 1084 


i 

. . ± 






1 ^^7 


1524 






Seq. No. 


30428 




Seq. ID 


OJ990419_12. 9923. 


C31 


Gene No. 


OZ y UD 




Strand 






otart 


9 7 1 
Z / 1 




End 


1540 




Name 


ujyyu4iy xz. yyzo.cox.ox 


gs 


Method 


GENSCAN 




otart 


9 7 1 

z / X 




End 


1538 




GI 


none 




Score 


1 




Exons 


9 "7 1 1 COQ 
Z / X . . ID OO 










o e q . in o * 


♦ 30428 




Seq. ID 


OJ990419_12.9923. 


C31 


Gene No. 


62905 




Strand 






Start 


271 




End 


1540 




Name 


OJ990419 12. 9923.C31.ol 


np 


Method 


AAT/NAP 




OJ . -v~ 4- 

otar t 


274 




End 


1538 






2541876 




Score 


873 




Exons 


274. .1538 










GI Descrip . 


(D26015) CND41, chloroplast nucleoid DNA binding protein 




[Nicotiana tabacum] 










Seq. No. 


30428 




Seq. ID 


OJ990419_12. 9923. 


C31 


Gene No . 


62905 




Strand 






Of y-4- 

biart 


271 




End 


1540 




Name 


OJ990419 12. 9923.C31.o2 


tm 


Method 


TBLASTX: Maize 




o tiar t 


277 




End 


520 




bl 


none 




Score 


141 




Exons 


277. .420, 281. .418, 416 


.520, 


424. .519 






Seq.- No. 


30428 




Seq. ID 


OJ990419_12.9923. 


C31 


Gene No. 


62905 




Strand 






b tart 


271 




End 


1540 




Name 


OJ990419 12. 9923.C31.ol. 


tm 


Method 


T,BLASTX: Maize 




Start 


697 




End 


1540 




GI 


none 




Score 


100 




Exons 


697. .738, 730. .1062, 87£ 


* , .1063 


, 1078.. 


1335, 1199.. 1333, 






1204. .1377, 1368. .1448, 


1454 . . 


1540 






Seq. No. 


30428 




Seq. ID 


OJ990419_12.9923. 


C31 


Gene No. 


62905 




Strand 






Start 


271 




End 


1540 





30323 



# 



Name OJ9904 1 9_12 . 9923 . C31 . o3 . gp Method AAT/GAP 

Start 1104 End 1540 

GI 26292JL.R1084 Score 826 

Exons 1104.. 1540 

GI Descrip. 1 254 187 6/dbj I BAA228 13 | 2.0e-25 (D26015) CND41, chloroplast 
nucleoid DNA binding protein [Nicotiana tabacum] 1 



Seq. No.- 30429 Seq. ID 

Gene No. 62906 ' Strand 

Start 491 End 

Name OJ9904 19JL2 . 9923 . C32 . ol . gp Method 

Start 491 End 

GI 26292_1.R1084 Score 

Exons 491. .762 

GI Descrip. 1 254 1876/dbj | BAA22813 | 2.0e-25 (D26015) CND41, chloroplast 

nucleoid DNA binding protein [Nicotiana tabacum] ' 



OJ990419_12.9923.C32 
762 

AAT/GAP 
762 
499 



Seq. No. 


30429 






Seq. ID 


OJ990419_12.9923.C32 


Gene No. 


62907 






Strand 




Start 


2548 






End 


2921 


Name 


OJ990' 


119_12 


. 9923.C32.o2.gs 


Method 


GENSCAN 


Start 


2548 






End 


2921 


GI 


none 






Score 


.57 


Exons 


2548. 


2619, 


2850. .2921 






Seq. No. 


30430 






Seq. ID 


OJ990419_12.9923.C33 


Gene No. 


62908 






Strand 


+ 


Start 


1 






End 


1276 


Name 


OJ990419 12 


. 9923.C33.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


1276 


GI 


4585981 




Score 


230 


Exons 


1..179, 263 


..381, 504. .564, 


1118. . 1276 




GI Descrip. 


(AC005287) 


similar to Na+/H+ 


-exchanging proteins [Arabidopsis 



thaliana] 



OJ990419_12.9923.C33 
+ 

1276 
GENSCAN 
794 ' 
.79 



Seq. No. 30430 Seq. ID 

Gene -No. 62908 -. Strand 

Start 1 " End 

Name OJ990419_12 . 9923 . C33 . ol . gs Method 

Start 263 End 

GI none Score 

Exons 263.. 372, 504.. 658, 776.. 794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30430 
62909 
1080 

OJ990419_12.9923.C33.ol.tm 
79 

none 



Seq. ID OJ990419_12.9923.C33 
Strand 
End 

Method 
End 
Score 



1176 

TBLASTX: Maize 

590 

129 



79. .180, 80. .184, 261. .374, 262. .375, 498. .590, 503. .562 



Seq. No. 30430 Seq. ID OJ9904 19_12 . 9923 . C33 

Gene No. 62909 Strand 

Start 1080 F.nrj. 1176 

Name OJ9904 19_12 . 9923 . C33 . ol . t s Method TBLASTX : Soybean 

Start 80 End 345 

GI none - Score 129 



30324 




Exons 


OH 1QQ 0*3 TO/1 O £ 1 O A A 

oU..iyy / oo..lo4, zbi..o44, 


ZbZ . . 34 d 










Seq. No. 


30430 


Seq. ID 


OJ990419 


12 


.9923. 


C33 


Gene No. 


62909 


Strand 










O Ld IT L 




bna 


in/* 

11 / D 








Name 


ujyyu4iy iz. yyzo.cjo.oz.gs 


Method 


GENSCAN 








btart 


lUoU - 


T-l _ _] 

Lna 


I 1 "7 C 

I I / b 








bi 


.none 


Score 


. / / 








Exons 


i non i i 
lUoU . . 1 1 / b 












Seq. No. 


30431 


Seq. ID 


OJ990419 


12 


.9923. 


C34 


Gene No. 


62910 


Strand 


+ 








C -i ivf 

btart 


o4 y 




JLzzo 








Name 


ujyyu4iy iz. yyzo.co4 .oi.gs 


Method 


GENSCAN 








otart 


b4 y 


End 


i o o o 
lzzo 










none 


Score 


. / y 








Exons 


b^y. . /do, yoJ..iuou, ±zU4 . . 


lzz J 










beq . no . 


OA/1 Ol 

oU4 J 1 


Seq. ID 


OJ y yu4 l y 


12 


. 9923 . 


C34 


ucJlc LNO . 


OZ 3? 1 1 


Strand 


+ 








Start 


3416 


End 


3656 








Name 


OJ990419JL2. 9923.C34 .ol.gp 


Method 


AAT/GAP 








o tart 


o/i i t 

j4 ib 


End 


3656 








bi 


A Q O n 1 A n /I 

4 Jo z . RlUo 4 


Score 


368 








Exons 


J4 lb . . JODD 












GI Descrip. 


o lz jy ID / emb | CAAo / 1 91 . 1 | o. 


Oe-15 (X98582) HSP80- 


2 


[Triticum 




aestivum] ' f 












Seq. No. 


304 31 


Seq. ID 


OJ990419_ 


12 


.9923. 


C34 


Gene No. 


62911 


Strand 


+ 








Start 


3416 


End 


3656 








Name 


OJ990419 12.9923.C34.o2.np 


Method 


AAT/NAP 








Start 


3530 


End 


3655 








GI 


417154 


Score 


170 








Exons 


3530. .3655 













GI Descrip. HEAT SHOCK PROTEIN 82 gi | 100685 | pir | | S2554 1 heat shock protein 



82 - rice, (strain Taichung Native One) gi | 20256 | emb | CAA77 978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 


30431 


Seq. ID 


OJ990419JL2. 


9923 


.C34 


Gene No. 


62912 


Strand 








Start 


877 


. End 


3799 






Name 


OJ990419 -12-.9923.C34.ol.np 


Method 


AAT/NAP 






Start 


■ 877 


End 


3551 






GI 


4510387 


Score 


24 






Exons 


877. .906, 2456. .2533, 2734. 


.2844, 3425 


. .3551 






GI Descrip. 


(AC007017) unknown protein 


[Arabidopsis thaliana] 






Seq. No, 


30431 


Seq. ID 


OJ990419_12. 


9923 


C34 


Gene No. 


62912 


Strand 








Start 


877 


End 


3799 . 






Name 


OJ990419 12.9923.C34.o2.gs 


Method 


GENSCAN 






Start 


2097 


End 


2487 






GI 


none 


Score 


. 65 






Exons 


2097. .2285, 2299. .2487 










Seq. No. 


30431 


Seq. ID 


OJ990419_12. 


9923 


C34 



30325 



Gene No. 62912 Strand 

Start 877 End 3799 

Name OJ9904 1 9_12 . 9923 . C34 . o3 . gs Method GENSCAN 

"Start 3335 End 3799 

GI none . Score .47 

Exons 3335.. 3504, 3550.. 3799 



Seq. No. '30431 

Gene No. 62912 

Start 877 

Name OJ990419_12 . 9923 . C34 . ol . tm 

Start 3416 

GI none 

Exons 3416.. 3484, 3526.. 3654, 3527. 



Seq. ID OJ990419_12. 9923.C34 
Strand 

End 3799 

Method TBLASTX : Maize 

End 3657 

Score 4 9 
.3655, 3529.. 3657 



Seq. No. 30431 

Gene No. 62912 

Start 877 

Name OJ9904 19_12 . 9923 . C34 . ol . tc 

Start 3524 

GI none 

Exons 3524.. 3655, 3538.. 3654 



Seq. ID OJ990419_12. 9923.C34 
Strand 

End 3799 

Method TBLASTX : Cress 

End 365'5 

Score 183 



Seq. No. 30431 

Gene No. 62912 

Start 877 

Name OJ990419JL2 . 9923 . C34 . ol . tw 

Start 3526 

GI none 

Exons 3526.. 3654, 3527.. 3655, 3529. 



Seq. ID OJ990419_12.9923.C34 
Strand 

End 37 99 

Method TBLASTX : Wheat 

End 3657 

Score 203 
.3657 



Seq. No. 30431 

Gene No. 62912 

Start 877 

Name OJ990419_12 . 9923 . C34 . ol . ts 

Start 3536 

GI none 

Exons 3536.. 3655, 3538.. 3657, 3538., 



Seq. ID OJ990419_12. 9923.C34 
Strand 

End 3799 

Method TBLASTX : Soybean 

End 3657 

Score 187 
,3654 



Seq. No. 30432 

Gene No. 62913 

Start 1000 

Name OJ990419_12 . 9923 . C35 . ol . gp 

Start 1000 

GI 438_2.R1084 

Exons 1000.. 1241, 1641.. 2069 

GI Descrip. * 5123910/emb | CAA67 191 . 1 | 8 . Oe- 
aestivum] 1 



Seq. ID OJ990419_12. 9923.C35 

Strand + 

End 3138 

Method AAT/GAP 

End 2069 

Score 1085 

■15 (X98582) HSP80-2 [Triticum 



Seq. No. 30432 

Gene No. 62913 

Start 1000 

Name OJ9904 19_12 . 9923 . C35 . ol . tc 

Start 1106 

GI none 

Exons 1106.. 1240, 1107.. 1241, 1632. 
1974. .2072 



Seq. ID OJ990419_12.9923.C35 

Strand + 

End 3138 

Method TBLASTX : Cress 

End 2072 

Score 186 

.1913, 1641. .2066, 1697. .2059, 



30326 



Seq. No. 30432 

Gene No. 62913 

Start 1000 

Name OJ99041 9_12 . 9923 . C35 . ol . tm 

Start 1106 

GI none 

Exons 1106.. 1240, 1107.. 1241, 1115. 
1691. .2098 



Seq. ID OJ990419_12.9923.C35 

Strand + 

End 3138 

Method TBLASTX : Mai ze 

End 2098 

Score * 204 

.1243, 1641. .2066, 1644. .1913, 



Seq. ID OJ990419_12..9923.C35 
Strand 
End 

Method 
End 
Score 

1112. .1240, 1113. .1241, 1641. .1883, 1643. .1885, 1644. .1889 



Seq. No. 30432 

Gene No. 62913 

Start 1000 

Name OJ990419_12 . 9923 . C35 . ol . tw 

Start 1112 

GI none 
Exons 



+ 

3138 

TBLASTX: Wheat 

1889 

203 



Seq. No. 30432 Seq. ID 

Gene No. 62913 Strand 

Start 1000 End 

Name OJ9904 19JL2 . 9923 . C35 . ol . gs Method 

Start 1116 End 

GI none Score 

Exons 1116.. 1241, 1247.. 1339, 1641.. 2069 



OJ990419_12.9923.C35 
+ 

3138 
GENSCAN 
2069 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30432 Seq. ID OJ990419_12 . 9923 . C35 

62913 ' Strand + 

1000 ..End 3138 

OJ990419_12. 9923.C35.ol.np Method AAT/NAP 

1116 End 3138 

417154 Score 849 

1116. .1241, 1641. .2065, 3068. .3138 

HEAT SHOCK PROTEIN 82 gi | 100685 | pir | IS25541 heat shock protein 

82 - rice (strain Taichung Native One) gi | 2025 6 | emb | CAA77 978 | 

(Z11920) ■ heat shock protein 82 (HSP82) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



30432 
62913 
1000 

OJ990419_12. 9923.C35.ol.ts 

1124 

none 

1124.. 1213, 1140. .1214, 1635. 
1721. .2065, 1986. .2072 



Seq. ID OJ990419_12. 9923.C35 

Strand + 

End 3138 

Method TBLASTX : Soybean 

End 2072 

Score 121 

.1739, 1641.. 1739, 1716.. 2066, 



Seq. No. 
Gene No . 
Start - 3 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 



30433 
62914 
175 

OJ990419_12. 9923.C36.ol.gp 
175 

1631757 
175. .334 

5123910/emb|CAA67191.1| 8.0e-15 (X98582) HSP80-2 [Triticum 
aestivum] 

30433 Seq. ID OJ990419_12 . 9923 . C36 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_12. 9923.C36 
+ 

376 

AAT/GAP 

334 

258 



30327 



GI Descrip. (D86598) antifreeze-like protein (af70) [Picea abies] 



Seq. No. 30436 

Gene No. 62918 

Start 429 

Name OJ9904 19_12 . 9923 . C39 . ol . gp 

Start 429 

GI 5607470 

Exons 4 29.. 615 

GI Descrip. 14 83177 /dbj I BAA13135 | 3.0e-24 (D86598) antifreeze-like protein 
(af70) [Picea abies] 



Seq. ID OJ990419_12.9923.C39 
Strand 

615 

AAT/GAP 
615 
324 



End 

Method 

End 

Score 



Seq. No. 30437 

Gene No. 62919 

Start 90 

Name OJ9904 19_12 . 9923 . C4 0 . ol . gs 

Start 90 

GI none 

Exons 90.. 96, 286.. 561 



Seq. ID OJ990419_12.9923.C40 
Strand 

End 660 

Method GENSCAN 

End 561 

Score .98 



Seq. No. 30437 
Gene No. - 62919 
Start 90 

Name OJ990419_12 . 9923 . C4 0 . ol . np 

Start 270 
GI 6721520 
Exons 270.. 451, 519.. 660 

GI Descrip. (AP001072) EST AU029428 (E30359) corresponds to a region of the 
predicted gene.; Similar to antifreeze-like protein (D86598) 
[Oryza sativa] 



Seq. ID OJ990419_12.9923.C40 
Strand 

End 660 

Method AAT/NAP 

End 660 

Score 235 



Seq. No. 


30437 








Seq. ID 


OJ990419_12.9923.C40 


Gene No. 


62919 








Strand 




Start 


90 








End 


660 


Name 


OJ990419 


12. 9923.C40 


.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


270 








End 


616 


GI 


none 








Score 


121 


Exons 


270. .425, 


289. .426, 


498. 


.560, 


572. . 616 




Seq. No.' 


30437 








Seq. ID 


OJ990419_12.9923.C40 


Gene No. 


62919 








Strand 




Start 


90 








End 


660 


Name 


OJ990419 


12. 9923.C40 


-Ql. 


ts 


Method 


TBLASTX: Soybean . . 


Start 


270 








End 


616 


GI 


none 








Score 


132 


Exons 


270. .425, 


289. .426, 


513. 


.563, 


572. . 616 




Seq. No. 


30437 








Seq. ID 


OJ990419_12.9923.C40 


Gene No. 


62919 








Strand 




Start 


90 








End 


660 


Name 


OJ990419 


12.9923.C40 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


288 








End 


578 


GI 


none 








Score 


110 


Exons 


' 288. .410, 


288. .425, 


289. 


.426, 


505. .564; 


514 , . 564 , 528 578 


Seq. No. 


30438 








Seq. ID 


OJ990419__12.9923.C41 


Gene No. 


62920 








Strand 





30329 




Start 


o c 
OD 




End 


C 1 A 

014 








Name 


OJ990419 -12 . 9923 . C4 1 . ol 


.gs 


Method 


GENSCAN 








Start 


0 c 
00 




End 


514 








GI 


none 




Score 


. 4 2 








Exons 


QC 1 on TQ/l ci / 

DO. . iyU, jo4 . .314 














Seq. No. 


30439 




Seq. ID 


OJ990419_ 


12. 


9923 


.C42 


Gene No. 


62921 




Strand 


+ 








btart 






End 


A 1 Q 

4 2 y 








Name 


OJ990419 12 . 9923 . C42 . Ol 


.gs 


Method 


GENSCAN 








Start 


/IT 

417 




End 


/on 
4 2 9 








GI 


none 




Score 


. 51 








Exons 


A ~\ H /inn 

41/. .429 














Seq. No. 


30440 




Seq. ID 


OJ990419_ 


_12. 


9923 


.C44 


Gene No. 


62922 




Strand 










Start 


243 




End 


32o 








Name 


OJ 9904 19 12.-9923.C44.Ol 


.gs 


Method 


GENSCAN 








Start 


243 




End 


328 








GI 


none 




Score 


. /o 








Exons 


243 . . 328 














Seq. No. 


30441 




Seq. ID 


OJ990419_ 


_12. 


9923 


.C45 


Gene. No. 


62923 




Strand 










Start 


1 /in 

14 U 




End 


4 2 6 








Name 


OJ990419 12 , 9923 . C45 . ol 


.gp 


Method 


AAT/GAP 








Start 


14 0 




EncI 


426 








GI 


obO /469 




Score 


535 








Exons 


1 4 U . .42b 














Seq. No. 


30441 




Seq. ID 


OJ990419_ 


12. 


9923 


.C45 


Gene No. 


62923 




Strand 










b tar l 


1 4 U 




End 


4 2 6 








Name 


OJ99U419 12 . 9923 . C4 0 . Ol 


.gs 


Method 


GENSCAN 








Start 


1 A C\ 

14U 




End 


351 










none 




Score 


. 0 9 








Exons 


14 U . . ODl 














Seq. No. 


30442 




Seq. ID 


OJ9904i9_ 


12. 


9923 


.C48 


Gene No. 


62924 




Strand 


+ 








btart 


22 




End 


f~ O T 

627 








Name 


OJ99U419 12 . 9923 . C4o . ol 


.gs 


Method 


GENSCAN 








Start 


22 




End, 


627 








r> -r 

GI 


none 




Score 


. 4 4 








Exons 


22.. 109, 500.. 627 














Seq. No. 


30443 




Seq. ID 


OJ990729_ 


11 . 


9924 


. C2 


Gene No. 


62925 




Strand 


+ 








Start 


3592 




End 


9269 








Name 


OJ990729 11.9924.C2.ol.np 


Method 


AAT/NAP 








Start 


3592 




End 


9269 








GI 


4726112 




Score 


722 








Exons 


3592. .3617, 6422. .6559, 


8347. 


.9269 










GI Descrip. 


(AC0064 36) hypothetical 


protein [Arabi dopsis thaliana] 




Seq. No. 


30443 




Seq. ID 


OJ990729_ 


11. 


9924 


.C2 


Gene No. 


62926 




Strand 


+ 









■30330 




Gene No. 


62914 


Strand 


+ 




1/0 


iitnu 


6 I b 


Name 


ujyyu4iy iz. yyzo.Lob.oi . tm 


Metnod 


TBLASTX : Maize 




lo / 




TOO 

o J J 


P T 


none 


Score 


1 O A 

184 


Exons 


1QT OOO 1 QQ O Q O 1QQ OOO 

IB / . . JJJ/ loo . .ZOJ, lo!?. .ooz 






o e Cj . IN O . 




beq. iu 


ojyyu4iy iz.yyzo.Cob 


ocllc INU • 


62914 


Strand 


+ 


O Lax L 


175 


End 


376 


Name 


OJ990419 12.9923.C36.ol.np 


Method 


AAT/NAP 


Start 


191 


End 


376 


PT 


417154 


Score 


218 


Exons 


191. .376 






GI Descrip. 


HEAT SHOCK PROTEIN 82 gi | 100685 | pir || S2554 1 heat shock protein 




82 - rice (strain Taichung Native One) 


gi I 20256 | emb | CAA77 978 | 




(znyzu) neat shock protein c 


iz (HSPoz) 


[Oryza sativa] 


Seq. No. 


30434 


Seq. ID 


OJ990419 12.9923.C37 


Gene No. 


62915 


Strand 




bt art 


£ o a 
3Z b 


End 


612 


Name 


ujyyu4iy iz . yyz j . lj / .01 . gs 


Method 


GENSCAN 


btart 




End 


612 


P T 


none 


Score 


. 78 


Exons 


COC CIO 

ozb . . biz 




- 


Seq. No. 


30435 


Seq. ID 


OJ990419_12 . 9923 . C38 


Gene No. 


62916 


Strand 




b tar t 


114 


End 


656 


Name 


ATtinn/i 1 n 10 o 0 0 poo — -1 

ojyyU4iy iz.yyzj.C3o.oi.gp 


Method 


AAT / GAP 


b tar t 


114 


End 


656 


P T 


none 


Score 


657 


Exons 


IT/ A d C C 1 1 CZi a 

114. .49b, oil. .ODD 






Seq. No. 


30435 


Seq. ID 


OJ990419_12 . 9923 . C38 


Gene No. 


62916 


Strand 




bt art 


114 - 


End 


656 


Name 


OJ990419 12.9923.C38.ol.gs 


Method 


GENSCAN 


btart 


142 


End 


496 


P T 


none 


Score 


.59 


Exons 


142. .496 






Seq. No. 


30435 


Seq. ID 


OJ990419_12. 9923.C38 


Gene No. 


62916 


Strand " 




b t dl t 


114 


End 


656 


Name 


OJ990419 12. 9923.C38.ol.tc 


Method 


TBLASTX: Cress 


btart 


280 


End 


504 


P T 

bi 


none. 


Score 


142 


Exons 


280. .-504, 281. .472 






Seq. No. 


30436 


Seq. ID 


OJ990419_12. 9923.C39 


Gene No. 


62917 


Strand 


+ 


Start 


1 


End 


615 


Name 


OJ990419JL2. 9923 . C39 . ol . np 


Method 


AAT/NAP 


Start 


I 


End 


615 


GI 


1483177 


Score 


159 



Exons 1..28, 422.. 615 



30328 






24055 




End 


24171 


Name 


OJ990729 11.9924.C2.o2.gp 




Method 


AAT/GAP 


Start 


24055 




End 


24171 




LIB3477-003-P1-K1-E9 




Score 


149 


Exons 


24055. .24105, 24127. .24171 








GI Descrip . 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGE 




o 1 irr\ribUr\oUK o L) /gi 


1173557 (U31771) Ory s 1 [Oryz 




sat i v a j 








Seq. No. 


"3 n A A *5 




C ^ y» T Pi 

beq. id 


ojyyu/^y n.yyz4.c^ 


Gene No. 


o^yz / 




Strand 




btart 


13643 




End 


14074 


Name 


OJ990729 11.9924.C2.o2.gs 




Method 


GENSCAN 


btart 


13643 




End 


14074 


bl 


none 




Score 


.89 


Exons 


13643. .13765, 13904.. 14074 








Seq. No. 


30443 




•Seq. ID 


OJ990729_11.9924.C2 


Gene No. 


62928 




Strand 




otart 


15052 




End 


22813 


Name 


OJ990729 11.9924.C2.ol.tm 




Method 


TBLASTX: Maize 


btart 


8346 




End 


9252 


bl 


none 




Score 


70 


Exons 


8346. .8561, 8347. .8727, 8781. 


.9164, 8782.. 9252, 9183.. 9248 


Seq. No. 


30443 




Seq. ID 


OJ990729_11.9924.C2 


Gene No. 


62928 




Strand 




S t a r t 


15052 




End 


22813 


Name 


OJ990729 11.9924.C2.o6.tw 




Method 


TBLASTX: Wheat 


b tar t 


8785 




End 


9123 


bl 


none 




Score 


207 


Exons 


8785. . 9123 








Seq. No. 


30443 




Seq. ID 


OJ990729_11. 9924 .C2 


Gene No. 


62928 




Strand 




Cf T y-f 

otart 


15052 




End 


22813 


Name 


OJ990729 11.9924.C2.o2.ts 




Method 


TBLASTX : Soybean 


btart 


8910 




End 


9152 ' 


bl 


none 




Score 


276 


Exons 


8910. .9152, 8911. .9150 








beq. no. 


30443 




Seq. ID 


OJ990729__11.9924.C2 


Gene No . 


62928 




Strand 




Start ■ 


15052 • 




End 


22813 


Name 


OJ990729 11.9924 .C2.o3.gs 




Method 


GENSCAN 


otart 


15052 




End 


22813 


bl 


none 




Score 


.45 


Exons 


15052. .15207, 16420 .. 16751 , 


IE 


J272. .18597, 18777 .. 18939, 




19835. .19878, 20209 .. 20250 , 


20306. .20609, 20695 .. 20842", 




21842. .21954, 22213 .. 22505 , 


22606-.. .22813 


Seq. No. 


30443 




Seq. ID 


OJ990729_11.9924.C2 


Gene No. 


62928 




Strand 




Start 


15052 




End 


22813 


Name 


OJ990729 11.9924.C2.o2.tw 




Method 


TBLASTX: Wheat 


Start 


16031 




End 


16408 


GI 


none 




Score 


274 



30331 



Exons 



16031. .16408 



Seq. No. 30443 

Gene No. 62928 

Start 15052 

Name OJ990729_11 . 9924 . C2 . o3 . ts 

Start 16031 

GI none 
Exons 



Seq. ID OJ990729_11.9924.C2 
Strand 

End 22813 

Method TBLASTX : Soybean 

End 16590 

Score 59 

16031. .16246, 16241. .16399, 16429 164 88 , 16534. .16590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30443 Seq. ID 

62928 Strand 

15052 End 

OJ990729_11 . 9924 . C2 . o3 . tm Method 

16175 End 

none Score 



OJ990729_11.9924.C2 
22813 

TBLASTX : Maize 

17155 

80 



16175. .16204, 16196. .16417, 164 17 16887, 16553 16678 , 
16730. .16858, 16856 .. 17 155, 16944. .17075 



Seq. No. 


30443 








Seq. ID 


OJ990729_11.9924 


.C2 


Gene No. 


62928 








Strand 






Start 


15052 








End 


22813 




Name 


OJ990729 11. 


9924. C2 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


' 16516 








End 


16858 




GI 


none 








Score 


88 




Exons 


16516. 


.16671 


, 16525 


.16659, 


1667.2. .168 


57, 16673. .16858 




Seq. No. 


30443 








Seq. ID 


OJ990729JL1.9924 


.C2 


Gene No. 


62928 








Strand 






Start 


15052 








End 


22813 




Name 


OJ990729 11. 


9924. C2 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16862 








End 


17164 




GI 


none 








Score 


122 




Exons 


16862. 


.17164 


, 16926 


.17072 









Seq. No. 30443 Seq. ID 

Gene No. 62928 Strand 

Start 15052 End 

Name OJ990729_11 . 9924 .C2 .o4 .tm Method 

Start 17388 End 

GI none Score 

Exons 17388. .17543, 17598 .. 17885 , 17608 .. 17679, 17 985 .. 18011 , 
18036. .18065 



OJ990729_11. 9924.C2 
22813 

TBLASTX: Maize 
18065 
71 



Seq. No. 30443 Seq. ID 

Gene No. 62928 Strand 

Start 15052 End 

Name OJ990729_11 . 9924 .C2 . o5 . tw Method 

Start 17511 End 

GI none Score 

Exons 17511. .17810 



OJ990729_11.9924.C2 
22813 

TBLASTX: Wheat 

17810 

208 



Seq. No. 30443 Seq. ID 0 J99072 9_1 1 . 9924 . C2 

Gene No. 62928 Strand 

Start 15052 End 22813 

Name OJ99072 9_11 . 9924 . C2 . ol . gp Method AAT/GAP 

Start 19985 End 21001 



30332 



GI 219_1.R1084 Score 1783 

Exons 19985. .20609, 20695.. 21001 

GI Descrip. 1 4 138290/emb | CAA06736 | 4.0e-87 (AJ005841) thioredoxin M [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30443 
62928 
15052 

OJ990729_11. 9924.C2.ol.tw 

20288 

none 



Seq. ID OJ990729_11.9924.C2 
Strand 

End " 22813 

Method TBLASTX : Wheat 

End 20610 

Score 379 



20288. .20587, 20293 .. 20598, 20497. .20610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30443 
62928 
15052 

OJ990729_11. 9924.C2.o2. tm 

20288 

none 



Seq. ID OJ990729_11. 9924 .C2 
Strand 

End 22813 

Method TBLASTX : Mai ze 

End 20902 

Score 329 



20288. .20587, 20293 .. 20598 , 204 97 .. 20610, 20696 .. 20731 , 
20697. .20732, 208 60 20901 , 20861. .20902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30443 
62928 
15052 

OJ990729_11.9924.C2.o4 . np 
20293 
4138290 
20293. .20609, 20695.. 20893 
(AJ005841) thioredoxin M [Oryza sativa] 



Seq. ID OJ990729_11.9924.C2 
Strand 

22813 
AAT/NAP 
20893 
875 



End 

Method 

End 

Score 



30443 
62928 
15052 

OJ990729_11. 9924.C2.ol.tc 

20299 

none 

20299. .20595, 20306.. 20563 



Seq. ID OJ990729_11.9924.C2 
Strand 

End 22813 

Method TBLASTX : Cress 

End 20595 

Score 232 



Seq. No. 30443 

Gene No. 62928 

Start 15052 

■Name OJ990729_11 . 9924 . C2 . ol . ts 

Start 20299 

GI none 
Exons 



Seq. ID OJ99072-9_11. 9924 .C2 
Strand 

End 22813 

Method TBLASTX : Soybean 

End 20604 

Score 317 



20299. .20595, 20300 .. 20587 , 20497. .20604 



Seq. No. ■ 30444 

Gene No. t 62929 

Start ' 303 

Name OJ990729_11 . 9924 . C3 . ol . gs 

Start 303 
GI none 

Exons 303.. 352. 449. .594. 996,, 1108 



Seq. ID OJ990729_11. 9924 .C3 

Strand + .. 

End 1108 

Method GENSCAN 

End 1108 

Score .58 



Seq. No. 
Gene No. 



30445 
62930 



Seq. ID OJ990729_11.9924.C4 

Strand + 



30333 



Start 
Name 
Start 
GI 

Exons 



70 End 13065 

OJ990729JL1. 9924 .C4 .ol.gs Method GENSCAN 

70 End 6466 

none Score .91 

70. .364, 478. .593, 784. .1385, 3112 .. 3245, • 3377 .. 3483, 

3999. .4106, 4398. .4489, 4568. .4623, 4967. .5027, 5113. .5380, 

5478. .5659, 5748. .6040, .6352. .6466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30445 
62930 
70 

OJ990729_11 . 9924 .C4 .o2.np 

2165 

243898 



Seq. ID OJ990729_11.9924.C4 

Strand + 

End 13065 

Method AAT/NAP 

End 5375 

Score 201 



2165. .2186, 4213. .4253, 4430. .4489, 4568. .4623, 4967. .5044, 
5130. .5375 

(S78897) GOR=ant±genic epitope [chimpanzees, Peptide, 427 aa] 
[Pan] 



30445 
62930 
70 

OJ990729_11 . 9924 .C4 .ol.np 

4229 

4056553 

4229. .42587 4435. .4489, 4568., 
5585. .5834, 5950. .6023, 12910, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4623, 4967. .5027, 
.13065 



OJ990729_11.9924.C4 

+ 

13065 
AAT/NAP 
13065 
221 



5113. .5503, 



GI Descrip. (AL034583) putative exonuclease [Schizosaccharomyces pombe] 



Seq. No. 30445 Seq. ID 

Gene No. 62930 Strand 

Start 70 End 

Name OJ990729__11 . 9924 . C4 . o2 . gs Method 

Start 8932 End 

GI none Score 

Exons 8932.. 8945, 9911.. 9995 



OJ990729_11.9924.C4 
+ 

13065 
GENSCAN 
9995 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



30445 Seq. ID OJ990729_11 . 9924 . C4 

62931 Strand + 

29409 End 29467 

OJ990729_11 . 9924 . C4 . ol . gp Method AAT/GAP 

29409 End 29467 

2312838 Score 73 

29409. .29467 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



30445 Seq. ID OJ990729 

62932 Strand + 

30935 End' 43276 

OJ990729_11. 9924 .C4.o3.np Method AAT/NAP 

30935 End 34659 

6831518 Score 839 
30935. .31040, 
32601. .32625, 



11. 9924 ,C4 



31267. 
32742. 



.31441, 
.32761, 



31552. .31 fi?5 f 32350 .. 324 32, 
33566. .33712) 34297.. 34659 
PUTATIVE CARBOXYVINYL-CARBOXYPHOSPHONATE PHOSPHORYLMUTASE 
(CARBOXYPHOSPHONOENOLPYRUVATE PHOSPHONOMUTASE) (CPEP 



30334 



PHOSPHONOMUTASE) gi 12829913 (AC002291) putative 
carboxyphosphonoenolpyruvate mutase [Arabidopsis thaliana] 



Seq. No. 


30445 


Seq. ID 


OJ990729_ 


11. 9924 .C4 


Gene No. 


62932 


Strand 


+ 




Start 


30935 


End 


43276 




Name 


OJ990729 11 . 9924 . C4 . 06 . gs 


Method 


GEINSCAN 




Start 


31188 


End 


43276 




GI 


none 


Score 


.44 




Exons 


31188 .. 314 4 1, 31552 .. 31625, 


32350. .32432, 33566. 


. 33712, 




34297 34 755, 37855.-3837 6, 


38499. .38624, 38785. 


. 38870, 




40012 40085, 4 02 13 .. 4 0336 , 


43234. .43276 




Seq. No. 


30445 


Seq. ID 


OJ990729_ 


11. 9924. C4 


Gene No. 


62932 


Strand 


+ 




Start 


30935 


End 


43276 




Name 


OJ990729 11.9924.C4.o2.gp 


Method 


AAT/GAP 




Start 


32039 


End 


34725 




GI 


787 1.R1084 


Score 


1877 




Exons 


32039. .32432, 32 601 .. 32625 , 


33566. . 33712, 34297. 


. 34725 


GI Descrip. 


•2829913 2.0e-59 (AC002291) 


putative 








carboxyphosphonoenolpyruvate mutase [Arabidopsis 


thaliana] 


Seq. No. 


30445 


Seq. ID 


OJ990729__ 


11 . 9924 . C4 


Gene No. 


62932 


Strand 


+ 




Start 


30935 


End 


43276 




Name 


OJ990729 11.9924.C4 .o3.gp 


Method 


AAT/GAP 




Start 


34903 


End 


35220 




GI 


2798775 


Score 


560 




Exons 


34903. .35220 








Seq. No. 


30445 


Seq. ID 


OJ990729_ 


11. 9924 .C4 


Gene No. 


62932 


Strand 






Start 


30935 


End 


43276 




Name 


OJ990729 11.9924.C4.o4.gp 


Method 


AAT/GAP 




Start 


38069 


End 


39110 




GI 


1450 2.R1084 


Score 


1460 




Exons 


38069. .38376, 384 99 .. 38 624 , 


38785. .39110 




GI Descrip. 


f 4176420/dbj IBAA37167 | 2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No.. 


30445 


Seq. ID 


OJ990729__ 


11. 9924. C4 


Gene No. 


62932 


Strand 


+ 




Start 


30935 


End 


43276 




Name 


OJ990729 11.9924.C4.o4.np 


Method 


AAT/NAP 




Start 


38143 


End 


38871 




GI 


400879 


Score 


521 




Exons 


38143. .38376, 384 99 .. 38 624 , 


38785. .38S 


71 





GI Descrip. PHOTOSYSTEM I REACTION. CENTRE SUBUNIT PSAN PRECURSOR (PSI-N) 
gi I 479690 | pir | | S35159 photosystem I chain psaN - Parley 
gi| 19095|emb|CAA47056| (X66428) photosystem I subunit N [Hordeum 
vulgare] 



Seq. No. 30445 

Gene No. 62933 

Start 10310 

Name OJ990729 11 . 9924 . C4 . o2 . tm 



Spsrr, ID O-J9907 2 9 11. 9924. C4 

Strand - " 

End 10689 

Method TBLASTX: Maize 



30335 



C 4- -j r- +- 

O La. IT t 


A 1 Pfl 






End 


5289 




C T 


none 






Score 


85 




17" V /"NT"'! C* 


/lion 4 97 S 
. . ft ^ / 3 , 


A 1 P. 1 
ft 1 O 1 . 


/toco /MQO 
. ft Z 3Z , ft 1 O Z 


..4253, 4429. .4491, 


/inn A A OO 

ft ft jU . . ft ft y z , 




ft 3 0 O . . 'iOiJ/ 


A R £P. 
4 3 00 . 


4 £ 97 A CM 1 

. ft o z / , ft y ft l 


..5030, 4964. .5038, 


fiyoo. .3uz/, 




SI Oft o96Q 


SI flQ 


rooo cinq 


..5279, 5110. .5286, 


3 1 1 u . . ozoy 


C d /-T hi r\ 

oeq. in o . 


Qfi / 4 c 
jU ft 4 3 






Seq. ID 


OJ990729 


11 QOO A CA 

ii. y y z ft .L-fi 


Gene No. 


62933 






Strand 






Start 


10310 






End 


10689 




Name 


Pi TQQH7 9Q 1 1 


QQ9 d 


p.1 -I-7T1 


Method 


TBLASTX: 


L v Ja X Z e 


C 4- a y-4- 


j4 jl 






End 


6035 




ol 


none 






Score 


131 




T7 1 v /~\ r^t *tt 


3 fi 3 1 . . JDDU^ 


C / CO 


C(:^l c / ct 
.3001, 3 ft 3 / 


..5660, 5465. .5662, 


cci n c: £ £ 9 
3 3 1 U . . 3 0 OZ , 




3 / fi 3 . . OU JJ/ 


J / fi 3 • 


cp R7 47 
. 3 O O ft , D ! H t 


. .6034 






Seq. No. 


30445 






Seq. ID 


OJ990729 


_11. 9924 ,C4 


Gene No. 


62933 






Strand 






Q+- a v+- 


10310 






End 


10689 




Name 


OJ990729 11 


.9924. 


C4 .o3.gs 


Method 


GEN SCAN 




o tax u 


10310 






End 


10689 




P T 
bl 


none 






Score 


.49 






10310. .10497, 10515. .10689 










30445 






Seq. ID 


OJ990729 




Gene No. 


62934 






Strand 






Start 


31275 






End 


32399 




Name 


OJ990729 11 


.9924 . 


C4 .ol. tc 


Method 


TBLASTX : 


Cress 


Start 


31275 






End 


32399 




GI 


none 






Score 


185 




Exons 


31275. .31433, 31292 .. 3144 1, 


31537. .31623, 31541 


. .31624, 



32349. .32399 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30445 
62935 
38133 
OJ990729 
38133 
none 
38133 
38357 
38784 



11.9924.C4.o3.tm 



38219, 38181, 
38380, 38483. 
38873 



.38243, 
.38623, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38338 

38496 



OJ990729 11. 9924. C4 



38874 

TBLASTX: Maize 
38874 
65 

38376, 38343.-38378, 
38624, 38782. .38874, 



Seq. -No. 30445 " • 

Gene No. 62935 

Start 38133 

Name OJ990729_11 . 9924 . C4 . ol . ts 

Start 38338 

GI none 

Exons 38338. .38376, 38357 .. 38377 , 
38782. .38874, 38784. .38873 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11. 9924 .C4 
38874 

TBLASTX: Soybean 

38874 

49 



384 83. .38 623, 384 96. .38 624, 



Seq. No. 30445 Seq. ID 

Gene No. 62935 Strand 

Start 38133 End 

Name OJ990729_11 . 9924 . C4 . o2 . tc Method 

Start 38483 End 

GI none Score 



OJ990729_11. 9924 .C4 
38874 

TBLASTX: Cress 

38874 

206 



30336 




XP xj^ /™v r~i o 


jOIO J . . JODZjf .3 o 4 0 


"3 Q £9/1 
. JO OZ 4 , 


38782. .38874, 38784 


. . ooo 1 J 




beq. no. 


JU 4 4 D 




Seq. ID 


OJ990729 


11 

ii . y yz4 


. C4 


Gene No. 


62936 




Strand 








Start 


41377 




End 


41616 






Name 


DTQQD79Q 11 QQ94 P4 


ol . tw 


Method 


TBLASTX: 


wneat. 




DLaiL 


A 1 777 _ 
4 1 O / / 




End 


41616 






bl 


none 




Score 


122 






Lxons 


4 1 ^"7*7 j1 1 RRQ A*\ A"*! 
4 1 J / / . . 4 IDDy , 4 ± 4 J 1 


. 4 i jz y , 


41518. .41616, 41542 


A 1 £1 "5 
. . 4 lOl J, 






AI^A"* Al M A 
4 1 -J 4 ,3 . .4101*1 












Seq. No. 


30446 




Seq. ID 


OJ990729 


_11.9924 


.C5 


Gene No. 


62937 




Oil clIlCl 










9191 




£jna 


9 1 c: a 
Z 1 D U 






Name 




Ol . CfS 


Method 


PTMOPAM 

UhjNbUAN 






btart 


9 19 1 
Z 1Z 1 






9 1 r n 
z i o u 






P T 


none 




Score 


£ Q 






i^xons 


9191 Ol RA 
Z 1 Z 1 . . Z 1 3 U 












Seq. No. 


30447 




Seq. ID 


OJ990729 


_11.9924 


.C6 


Gene No. 


62938 




Strand 


+ 






o nam 


5998 




End ' 


8405 






Name 


OJ990729 11. 9924. C6. 


o2 . gs 


Method 


GENSCAN 






otart 


5998 




End 


8405 








none 




Score 


.52 






ji»xons 


5998. .6091, 6479. .6549, 7590 


. .8405 








beq . no . 


30447 




Seq. ID 


OJ990729_ 


i i . y yz4 


. Co 


Gene No . 


62939 




Strand 


+ 






Of -,vf 

btiart: 


10525 




End 


17812 






Name 


OJ990729 11. 9924. C6. 


o3 . gs 


Method 


GENSCAN 






Start 


10525 




End 


17812 






C T 
ol 


none 




Score 


.51 






Exons 


10525. .10571, 11214. 


.11386, 


12531. . 12606, 13063 


. . loloo, 






13206. . 13292, 13406. 


.13442, 


13702. . 14017, 14136 


1 A "3 1 C 
. . 14 01 O, 






14355. .14466, 14868. 


.15003, 


15085. .15140, 15333 


1 c; A A A 






16321. .16626, 16851. 


.17609, 


17739. .17812 






Seq. No. 


30447 




Seq. ID 


OJ990729_ 


_11. 9924 


.C6 


Gene No. 


62939 




Strand 


+ 








10525 




End 


17812 






Name 


OJ990729 11. 9924. C6. 


ol.gp 


Method 


AAT/GAP 






b t am 


16442 




End 


16961 






C T' 


3768941 




Score 


514 






Exons 


16442. .16626, 16851. 


.16961 










Seq. No. 


30447 




Seq. ID 


OJ990729_ 


_11. 9924 


.C6 


Gene No. 


62939 




Strand 


+ 






OUdiL 


.,10525 




End 


17812 






Name 


OJ990729 11. 9924. C6. 


o2 . gp 


Method 


AAT/GAP 






b tart 


17437 




End 


17801 






GI 


3768942 




Score 


652 






Exons 


17437. .17801 












Seq. No. 


30447 




Seq. ID 


OJ990729_ 


_11.9924 


.C6 


Gene No. 


62940 




Strand 


+ 






Start 


31946 




End 


32663 







30337 



Name 

Start 

GI 

Exons 



OJ990729_11 . 9924 . C6 . 06 . gs Method GENSCAN 

31946 End 32663 

none Score .79 
31946. .32016, 32582.. 32663 



Seq. No. 30447 Seq. ID 

Gene No. 62941 . Strand 

Start 37653 End 40335 

Name OJ990729_11 . 9924 . C6 . 08 . gs Method GENSCAN 

Start 37653 End 40329 

GI none Score .77 

Exons 37653.-37766, 3804 9 .. 38 137 , 38234 .. 38411, 39194 

39405. .39618, 39699 .. 39883, 4 0028 .. 4 0123, 40203 



OJ990729_11. 9924 .C6 
+ 



,39327, 
,40329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

§tart 

Name 

Start 

GI 

Exons 

GI Descrip. 



30447 
62941 
37653' 

OJ990729JL1. 9924 .C6.o3.np 
37672 
6587842 

37672..37766, 3804 9 38 137 , 
39197. .39327, 394 05 .. 39618 , 
40203. .40335 

(AC006551) Similar to auxin-independent growth promoter 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11. 9924 
+ 

40335 
AAT/NAP 
40335 
1003 



C6 



38234. .38411, 38936. 
39699. .39883, 40028. 



,39067, 
,40123, 



30447 
62941 
37653 

OJ99072 9_11.9924.C6.o4.gp 
38233 

LIB3477-011-P1-K1-G12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38233. .38411, 38936 .. 39064 , 39194. .39262 

M895186/gb|AAD32773.1|AC007661_10 5.0e-28 (AC007661) putative 
growth regulator protein [Arabidopsis thaliana] 1 



OJ990729_11. 9924 .C6 

40335 
AAT/GAP 
39262 
711 



30447 Seq. ID 

62942 Strand 
52829 End 
OJ990729_11.9924 .C6.o7 . gp Method 
52829 End 
uC-osf IcypOllbOlbl Score 
52829.'. 52990 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza • sativa] 
>gi_2267 62_prf 1604469A cytochrome b6 [Oryza sativa] 1 



OJ990729_11.9924.C6 
+ 

52990 
AAT/GAP 
52990 
270 



30447 Seq. ID 

62943 Strand 

783 End 

OJ990729JL1. 9924 .C6.ol.np Method 

773 End 

6539579 Score 



OJ990729_11.9924.C6 

24.7 3 
AAT/NAP 
2473 
798 



773. .965, 1265. .1387, 1475. .1714, 1844. .2473 

(AP000837) Similar to human dimethyl aniline monooxygenase 

(AC002376) [Oryza sativa] 



Seq. No. 



30447 



Seq.. ID OJ990729 11. 9924. C6 



30338 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



62943 Strand 

783 End 

OJ990729_11 . 9924 . C6 . ol . gs Method 

783 End 

none Score 



2473 
GENSCAN 
2455 
.93 



783. .965, 1265. .1387, 1478. .1714, 1844. .2455 



30447 
62944 
17509 

OJ990729_11.9924 .C6.o2.np 

17509 

4455208 



Seq. ID OJ990729_11.9924.C6 
Strand 

End 28990 

Method AAT/NAP 

End 21890 

Score 1173 



17509. .17622, 18580 18822 , 19073 .. 19333 , 1 97 68 . . 1 9955 , 
20020. .20369, 204 4 5 .. 20538 , 21737. .21890 



GI Descrip. (AL035440) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



30447 Seq. ID 

62944 Strand 

17509 End 

OJ990729__11. 9924 .C6.o3.gp Method 

18188 End 

1561_1.R1084 Score 

18188. .18822, 19073 .. 19333 , 19768, 
21130. .21233, 21767. .21995 
' 4 455208/emb | CAB36531 . 1 | 1 
[Arabidopsis thaliana] 1 



OJ990729_11.9924.C6 

28990 
AAT/GAP 
21995 
'3208 

19953, 20039. .20344, 
0e-136 (AL035440) putative protein 



30447 
62944 
17509 

OJ990729_11. 9924 .C6.o4 .gs 

18496 

none 

18496. .18822, 19073. .19333, 
21130. .21233, 21873. .22211/ 

30447 
62945 
29202 

OJ990729_11. 9924 .C6.o5.gs 

29202 

none 

29202. .29337,- 31327. .31415 

30447 
62946 
34910 

OJ990729_11. 9924 .C6.o7.gs 

34910 

none 

34910. .34996, 35103 .. 35180 , 

30447 
62947 
41195 

OJ99072 9_11.9924 .C6.o5.gp 



Seq. ID OJ990729_11.9924.C6 
Strand 

End 28990 

Method GENSCAN 

End 28990 

Score . 64 
19768. .19953, 20039 .. 20344 , 
26778. .26832, 28979.. 28990 

Seq. ID OJ990729_11 . 9924 .C6 
Strand 

End 31415 

Method GENSCAN 

End 31415 

Score .97 



Seq. ID OJ990729_11.9924.C6 
Strand 

End '36766 

Method GENSCAN 

End 36766 

Score . 6 
36106. .36459, 36641. .36766 

Seq. ID OJ99072<3_1 1 , 9924 S C6 
Strand 

End 43127 

Method AAT/GAP 



30339 



Start 41195 End 41702 

GI LIB3431-044-P1-N1-C4 Score 788 

Exons 41195. .41462, 41547.. 41702 

GI Descrip. '2829916 7.0e-27 (AC002291) Unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 30447 

Gene No. 62947 

Start 41195 

Name OJ990729_11 . 9924 . C6 . o4 . np 

Start 41401 

GI 2829916 

Exons 41401. .41462, 4 1547 .. 4 1771, 
42690. .43011 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11.9924.C6 

43127 
AAT/NAP 
43011 
650 



41867. .41981, 4207 9 42 175, 



GI Descrip. (AC002291) Unknown protein [Arabidopsis thaliana] 



Seq. No. 30447 
Gene No. 62947 

Start • 41195 

Name OJ990729_11 . 9924 . C6 . o9 . gs 

Start 41430 
GI none 

Exons 41430. . 41500, 41547 4 1771, 

42741. .43044 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11.9924.C6 

43127 
GENSCAN 
43044 
.67 



41873. .41981, 42079 .. 42182, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30447 Seq. ID 

62947 Strand 

41195 End 

OJ990729_11. 9924 .C6.o6.gp Method 

41957 End 

7346 1.R1084 Score 



OJ990729_11.9924.C6 

43127 
AAT/GAP 
43127 
928 



41957. .41981, 42079 .. 42182, 42741. .43127 

'2829916 6.0e-15 (AC002291) Unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 30447 Seq. ID 

Gene No. 6294 8 Strand 

Start * 46073 End 

Name OJ99072 9_1 1 . 9924 . C6 . o7 . tm Method 

Start 1451 End 

GI none Score 

Exons 1451.. 1714, 1476.. 1715 



OJ990729_11. 9924 .C6 
55660 

TBLASTX : Maize 

1715 

217 



Seq. No. 30447 

Gene No. 62948 

Start 46073 

Name OJ99072 9_11 . 9924 . C6 . o2 . ts 

Start 1901 

GI none 

Exons 1901.. 2458, 1902.. 1937, 1977. 

Seq. No. 30447 

Gene No. 62948 

Start 46073 

Name OJ99072 9_1 1 . 9924 . C6 . o4 . tm 

Start 2036 

GI none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2201, 2277. .2441 



OJ990729_11. 9924 .C6 
55660 

TBLASTX: Soybean 
2458 
48 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99072?_11. 9924.C6 
55660 

TBLASTX: Maize 

2479 

70 



30340 



Exons 



2036. .2440, 2040. .2180, 2204. .2479 



Seq. No. 30447 Seq. ID 

Gene No. 62948 Strand 

Start 46073 End.. 

Name OJ990729_11 . 9924 . C6 . ol . tw Method 

Start 2252 End 

GI none Score 

Exons 2252.. 2437, 2280.. 2435 



OJ990729_11.9924.C6 
55660 

TBLASTX: Wheat 

2437 

87 



Seq. No. 30447 Seq. ID 

Gene No. 62948 Strand 

Start 46073 End 

Name OJ990729_11 . 9924 . C6 . 06 . ts Method 

Start 7917 End 

GI none Score 

Exons 7917.. 8216 



OJ990729__11.9924.C6 
55660 

TBLASTX: Soybean 

8216 

256 



OJ990729 11. 9924. C6 



Seq. No. 30447 Seq. ID 

Gene No. 62948 Strand 

Start 46073 End 

Name OJ990729_11 . 9924 . C6 . olO . tm Method 

Start 15291 End 

GI none Score 

Exons 15291. . 15446, 15293 .. 154 4 5 , 16288 .. 16407 , 16322 16411, 
16323. . 16409 



55660 

TBLASTX : Maize 

16411 

198 



Seq. No. 3044-7 

Gene No. 62948 

Start 46073 

Name OJ990729_11 . 9924 . C6 . o9 . tm 

Start 16929 

GI none 

Exons 16929. . 17099, 1 6936 .. 17106, 
17104 . . 17181 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11.9924.C6 
55660 

TBLASTX: Maize 

17182 

172 



16936. .17109, 17075. .17182, 



Seq. No. 30447 
-Gene No. 62948 
Start 46073 

Name OJ990729__11 . 9924 . C6 . ol . tm 

Start 18494 
GI none 
Exons 18494. 

19073'. 

19767. 

20027. 

21842. 



.18556, 18502. 

.19336, 19077. 

.19892, 19767. 

.20347, 21166. 

.21901, 21850. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11.9924.C6 
55660 

TBLASTX: Maize 

21906 

52 



.18555, 18586. .18825, 18595 . .-18825 , 

.19334, 19078. .19335, 1 9759 .. 19953 , 

.19967, 19768. .19962, 20012 .. 20359, 

.21231, 21769. .21900, 21837 .. 218 99, 
.21906 



Seq. No. 30447 

Gene No. 62948 

Start 46073 

Name OJ990729_11 . 9924 . C6 . o2 . tc 

Start 18602 

GI none 

Exons 18602 
19202 



Seq. ID OJ990729_11. 9924 .C6 
Strand 

55660 

TBLASTX: Cress 
20068 

1 77 



End 

_ Method 

End 

Score _ 

18826, 18604. .18825, 18609 .. 18854 , 18636 .. 18848, 
19228, 19280. .19336, 19764 .. 19871, 197 66 1 9939, 



19768. .19938, 197 68 .. 19956, 20036. .20068 



30341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30447 
62948 
46073 

OJ990729_11. 9924.C6.o4.ts 
18602 



OJ990729 11. 9924. C6 



none 
18602. 
19073. 
19194. 



Seq. ID- 
Strand 
End 

_ Method 

End 
Score 

18826, 18604. .18825, 18606 18827, 18 607 18828 , 
19186, 19077. .19205, 19101 .. 19223, 19193 .. 19264 , 
19259, 19254. .19337, 19265. .19336 



55660 

TBLASTX : Soybean 

19337 

162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30447 Seq. ID 

62948 Strand 

46073 End 

OJ990729_11. 9924 .C6.06. tc Method 

20183 End 

none Score 



OJ990729_11.9924 .C6 
55660 

TBLASTX: Cress 

22106 

112 



20183. .20347, 2018 9 .. 20347 , 21754 .. 21828 , 21831 .. 21887 , 
21832. .21906, 22013 .. 22075, 22014.. 22106 



Seq. No. 30447 

Gene No. 62948 

Start 46073 

Name OJ990729__11 . 9924 . C6 . 08 . ts 

Start 37719 

GI none 

Exons 37719 
38232 



OJ990729 11. 9924. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37769, 38048. .38137, 3804 9 38 135 , 38231 38404 , 
38381 



55660 

TBLASTX: Soybean 

38404 

66 



Seq. No. 30447 Seq. ID 

Gene No. 62948 Strand 

Start 46073 End 

Name OJ990729_11 . 9924 . C6 . o5 . tc Method 

Start 37731 End 

GI none Score 
Exons 



OJ990729_11.9924.C6 
55660 

TBLASTX: Cress 

38414 

67 



37731. .37772, 38048 .. 38137, 3804 9 .. 38 135, 38232 .. 384 14 , 
38232.. 38411 



Seq. No. 30447 

Gene No. 62948 

Start 46073 

Name OJ990729_11. 9924 . C6 . o5 . tm 

Start 38921 

GI none 

Exons 38921. .39049, 38936 
39185. .39328, 39391 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 11. 9924. C6 



39064, 38953. 
39465, 39402. 



55660 

TBLASTX: Maize 
39465 . 
151 

39075, 39172. .39327, 
39464 



Seq. No. 30447 

Gene No. 62948 

Start 46073 . . 

Name OJ990729_11 . 9924 . C6 . o3 . ts 

Start 38933 

GI none 
Exons 



Seq. ID OJ990729_11.9924.C6 
Strand 

End 55660 

Method TBLASTX : Soybean 

End 39884 

Score 120 



38933. .39061, 38 958 .. 39068. 39227 = s 39334 39232 .. 39330, 
39403. .39561, 39684.. 39884 



Seq. No. 



30447 



Seq. ID OJ990729_11.9924.C6 



30342 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



62948 
46073 

OJ990729_11.9924.C6.o3.tc 
38936 



none 
38936. 
39229. 
39689, 



Strand 
End 

_ Method 

End 
Score 

39064, 38956. .39063, 38 962 39072 , 39227 .. 39319, 
39318, 39450. .39566, 394 62 .. 39572 , 394 63 .. 39570 , 
39853, 39690.. 39884 



55660 

TBLASTX : Cress 

39884 

130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30447 
62948 
46073 

OJ990729_11. 9924 .C6.o2.tm 

39467 

none 

39467. .39622, 394 68 39632 , 
39686. .39895, 39696 .. 39884 , 
40027. .40170, 40198 .. 40332, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 11. 9924. C6 



55660 

TBLASTX: Maize 
40332 
185 

39469. .39633, 39681 398 93 , 
40025. .40114, 40026. .40124, 
40200. .40331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30447 
62948 
46073 

OJ990729_11. 9924 .C6.o7.ts 
40026 
none 



55660 

TBLASTX: Soybean 
40311 
105 

40026. .40124, 40199 .. 40303, 40200 .. 40307 , 40201. .40311 



Seq. ID OJ990729_11. 9924 .C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 30447 

Gene No. 62948 

Start 46073 

Name OJ990729_11 . 9924 .C6.ol.tc 

Start 41365 

GI none 

Exons 41365. .41463, 4 1393 .. 414 64 , 
41874. .41909, 41875. .41910 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_11. 9924 .C6 
55660 

TBLASTX: Cress 

41910 

64 



4154 5. . 417 66, 4154 6. .41758, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30447 
62948 
46073 

OJ99072 9_11.9924 .C6.ol.ts 
41398 



End 

Method 
End 

none Score 
41398. . 41466, 4 1402 .. 4 1473, 4 1545 .. 4 17 66, 4 154 6 .. 4 17 61 , 
41868. -.41981, 41869 .. 41982, 42068 .. 42184 , 4207 6 .. 42189, 
42077. .42184, 42736 .. 42798 , 42737 .. 427 99, 42797. .42841 



Seq. ID OJ990729_11.9924.C6 

Strand 

55660 

TBLASTX : Soybean 
42841 
61 



Seq. No. 30447 Seq. ID 

Gene No. 62948 Strand 

Start 4 6073 End 

Name OJ99072 9_11 . 9924 . C6 . o3 . tm Method 

Start 41605 End 

GI none Score 
Exons 



OJ990729_11.9924.C6 
55660 

TBLASTX: Maize 

41978 

207 



41605. .41775, 4 1612 .. 4 1761, 4 1620 .. 41781 , 41861 41977 , 
41868. .41978, 41869. .41976 



Seq. No. 
Gene No. 



30447 
62948 



Seq. ID 
Strand 



OJ990729 11. 9924. C6 



30343 




Start 


46073 




End 


55660 




Name 


ujyyu/zy ii.yyz4i.uo 


. o / . tc 


Metnod 


TBLASTX : Cress 




Start 


4 ly Jl 




XT' _ J 

End 


a o *"? n n 

4z 7 99 




GI 


none 




Score 


75 




Exons 


y| 1 Q *3 1 /i 1 qqi /MQ'50 

4 iy ji . . 4 1 yyi , 4iyoz 


. . 4 i yuz , 


a 0 m a a 0 i 
4 Z(J / 0 . .4Z1 


11 yiOIIO A O T Q Q 

11, 4 Z 1 1Z . . 4 Z lo y , 






4Z11 J . . 4Zlo4 , 4 Z / J O 


A O "7 Q Q 

. . 4 z / y b , 


a on 'Zn a on 
4 Z / J / . .4Z/ 


y y 




Seq. No. 


JU4 4 / 




Seq. ID 


OJ990729_11.9924 


. Co 


Gene No . 


ozy4o 




Strand 






Start 


'46073 




End 


55660 




Name 


OJ990729 11. 9924. C6 


. o5 . np 


Method 


AAT/NAP 




otan 


46073 




End 


55660 




GI 


6457687 




Score 


579 




Exons 


46073. .46097, 48042 


. .48102, 


53993. .54158, 5424 9 54 4 1 6, 






54483. .54710, 54817 


. .55018, 


55616. .55660 




GI Descrip. 


(AE0018 66) aminotransferase 


, putative 


[Deinococcus radiodui 


Seq. No. 


O C\ A A 1 

30447 




Seq. ID 


OJ990729_11.9924 


. C6 


Gene No. 


62948 




Strand 






bt art 


46073 




End 


55660 




Name 


OJ990729 11. 9924. C6 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


52829 




End 


52998 




GI 


none 




Score 


275 




Exons 


52829. .52990, 52829 


. .52987, 


52831. .52998 




Seq. No. 


30447 




Seq. ID - 


OJ990729_11.9924 


. C6 


Gene No. 


62948 




Strand 






Start 


46073 




End 


55660 




Name 


OJ990729 11. 9924. C6 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


52829 




End 


52990 




GI 


none 




Score 


275 




Exons 


52829. .52990, 52829 


. .52987 








Seq. No. 


30447 




Seq. ID 


OJ990729_11.9924 


.C6 


Gene No. 


62948 




Strand 






Start 


46073 




End 


55660 




Name 


OJ990729 11. 9924. C6 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


52832 




End 


52990 




GI 


none 




Score 


241 




Exons 


52832. .52990, 52879 


. .52980 








Seq. No. 


30447 




Seq. ID 


OJ990729_11.9924 


.C6 


Gene. No. . . 


62948 




. Strand 






bt art 


46073 




End 


55660 




Name 


OJ990729 11. 9924. C6 


. oil . gs 


Method 


GENSCAN 




Start 


53745 




End 


55018 




GI 


none 




Score 


.9 




Exons 


53745. .54098, 54249, 


. .54719, 


54817. .55018 




oeq. ino . 


30447 




-j 

Seq. ID 


OJ990729_11.9924 


.C6 


Gene No. 


62948 




Strand 






Start 


46073 




End 


55660 




Name 


OJ990729 11. 9924. C6, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


53994 




Rnd 


54404 




GI 


none 




Score 


72 




Exons 


53994. .54089, 54093. 


. .54161, 


54255. .54404, 54259. .54384 





3034 4 




Seq. No. 


30448 


Seq. ID 


OJ990729JL1. 9924 .C7 


Gene No. 


62949 - 


Strand 


+ 


Start 


O O A O 


End 


4946 


Name 


OJ990729 1 1 . 9 924 . C7 . o2 . gs 


Method 


GENSCAN 


Start 


3208 


End 


4946 


GI 


none 


Score 


. 63 


Exons 




. .4750, 4929. .4946 


Seq. No. 


30448 


Seq. ID 


OJ990729 11. 9924. C7 


Gene No. 


62950 


Strand 


+ 


bt art 


"7 O A O 

/ o4 o 


hna 


1 COT 


Name 


OJ99U/29 11 . 99z4 . C / . oo . gs 


Method 


GENSCAN 


Start 


7348 


End 


7527 


GI 


none 


Score 


. 68 


Exons 


734 8. . loll 






Seq. No. 


3U4 4 o 


Seq. ID 


OJ990729 11. 9924. C7 


Gene No. 


62951 


Strand 


- 


Start 


1 


End 


200 


Name 


(jjyyu/zy 11 . yyz4 . l / . oi .np 


Method 


AAT/NAP 


Start 


1 


End 


200 


GI 


6457 687 


Score 


87 


Exons 


1 o r\ r\ 

1 . .200 






GI Descrip. 


(AE001866) aminotransferase, 


putative 


[Deinococcus radiodurans 


Seq. No. 


304 48 


Seq. ID 


OJ990729JL1. 9924.C7 


Gene No. 


62952 


• Strand 




Start 


7880 


End 


8392 


Name 


OJ990729 11. 9924.C7.o2.gp 


Method 


AAT/GAP 


Start 


7880 


End 


8392 


GI 


LIB34 32-05 9-P1-K1-D8 


Score 


721 


Exons 


7880. .8296, 8371. .8392 






GI Descrip. 


■ 5734616/dbj | AP000391. 1 IAP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 




Seq. No. 


30448 


Seq. ID 


OJ990729__11. 9924 .C7 


Gene No. 


62953 


Strand 




Start 


8505 


End 


9647 


Name 


OJ990729 11.9924.C7.o4.gs 


Method 


GENSCAN 


Start 


8505 


End 


9647 


GI 


none 


Score 


.7 


Exons 


8505. . 8551, 9501. . 9647 






Seq. No. 


30449 


Seq. ID 


OJ990729JL1.9924.C8 


Gene No . 


62954 


Strand 


+ 


Start 


1 


End 


623 


Name 


OJ990729 11.9924 .C8.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


325 


GI 


43983 1.R1084 


Score 


629 


Exons 


1..325 






(~1 T Dp qpt* "i n 


' 4 58557 6/gb| AAD25541. 1 1 AF134051_1 2 . Oe 


-12 (AF134051) 




fructose-1, 6-bisphosphatase precursor 


[Solanum tuberosum] ' 


Seq. No. 


30449 


Seq. t n 


OJ990729 11. 9924. C8 


Gene No. 


62954 


Strand 


+ ~~ 


Start 


1 


End 


623 


Name 


OJ990729 11.9924.C8.ol.gs 


Method 


GENSCAN 



30345 



Start 
GI 

Exons 



7 

none 
7. .325 



End 
Score 



325 
.99 



Seq. No. 30449 
Gene No. 62954 
Start 1 

Name OJ99072 9_11 . 9924 . C8 . ol . np 

Start ' 28 

GI 2827665 

Exons 28..32S, 586.. 623 

GI Descrip. (AL021637) vacuolar sorting receptor-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990729_11.9924.C8 

Strand + 

End 623 

Method AAT/NAP 

End 623" 

Score 223 



O rt rt* KT rt 

beq. no. 


T n A A Q 

ju 4 4 y 






Seq. ID 


ojyyo/2y 11.9924 


. C8 


Gene No. 


a o q c / 
y 3 4 






Strand 


+ 




Start 


1 






End 


623 




Name 


OJ990729_11.9924. 


C8. 


ol.ts 


Method 


TBLASTX : Soybean 




otart 


i nn 






hnd 


OTA 






none 






Score 


212 




Exons 


inn o n n 
1UU . . Z / U 












Seq. No. 


JU4 4 y 






Seq. ID 


OJ990729 11.9924 


. C8 


Gene No . 


dz y d 4 






Strand 


+ 




Start 


1 






End 


623' 




Name 


OJ990729 11.9924. 


C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


103 






End 


270 






none 






Score 


185 




Exons 


1 n "3 OTA 












O rt rt- \Trt 

beq . ino . 


OA/1 /I Q 

JU 4 4 y 






Seq. ID 


OJ990729_11.9924 


. C8 


Gene No . 


/•one / 

bz y 3 4 






Strand 


+ 




o tar z 


1 

1 






End 


623 




Name 


cjjyyu/zy ii.yyz4. 


C8. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


106 






End 


294 




GI 


none 






Score 


191 




Pyrin c: 














Seq. No. 


30450 






Seq. ID 


OJ990729_11. 9924 


.C10 


Gene No. 


62955 






Strand 


+ 




Start 


91 






End 


165 




Name 


OJ990729 11.9924. 


C10 


.ol.gp 


Method 


AAT/GAP 




Start 


.91 






End 


165 




GI 


358 1.R1084 






Score 


101 




Exons 


91. .165 












GI Descrip. 


'1519251 1.0e-142 


(U65957) 


GF14-C protein [Oryza sativa 




Seq. No. 


30451 






Seq. ID 


OJ990729_11. 9924 


.Cll 


Gene No. 


62956 






Strand 






Start 


1 






End 


455 




Name 


OJ990729 11.9924. 


Cll 


. ol . np 


Method 


AAT/NAP 




Start 


1 






End 


455 




GI 


4966357 






Score 


285 




Exons 


1..234, 389. .455 












GI Descrip. 


(AC006341) >F309. 


16 


[Arabidopsis thaliana] 




Seq. No. 


30451 






Seq. ID 


OJ990729_11. 9924 


Cll 



30346 




Gene No. 


62956 


Strand 




Start 


1 


End 


455 


Name 


nTQQm9Q 11 QQ9/1 PI 1 r\1 fn 

wuyyu/zy i i . y yz 4 ■ b j. i * o x • cc 


fUf /*S \r\ /-\ /•-] 


i DLtJ\o i a . bress 


Q 4- y-f 

o car l 


9 

z 


CjilQ 


4 0 J 


C T 
<al 


none 


Score 


A Q 

4 y 


TP v /^s t"\ 


9 1 "3^ 9 I/O yi c 1 A r> 1 CQ 

z . . ijj, z . . 1 4 z , 4 3 . . 14 o , 1 3 y 


. . Z O O , lOU 


9 "5 7 0*7/| yi A Q OQC y| 

. . Z O / , O / 4 . . 4 4 O , Ob 3 . . 4 




ope 4 4 7 
jOj . .44 / 






beq . NO . 


OU 4 3 1 


beq. id 


ATQQmOQ 11 QQ9/I PI 1 

ujyyu/zy ii.yyz4.uii 


Gene No. 


62956 


Strand 




Start 


1 


End 


455 


Name 


OTQQD79Q 11 QQ94 ri 1 rsl fm 
UJyi>U / i J 11.7^^4.L.11.01.LIU 


\A /-\ f f* /-v j»J 


1 nXj/-ib 1 A . lYia 1 z e 


Of 3 rf 


0 


CjOU 


A R R 




none 


Score 


1 CO 

1 OZ 


Exons 


^ 1 /IQ R 1 R7 A R 97"3 1 4 R 
0 . . 1 4 y , 0 . . 10 / , 4 J . . Z JJ f 14 3 


9^7 1/17 

. . z O / , 14/ 


9 "3 £ "57/1 /l R 1 OIQ A 
..ZOO, O / 4 . . 4 3 1 , 0/0..4 




OQC /IRQ 

joD. . 4 0 0 






Seq. No. 


30451 


Seq. ID 


OJ990729_11.9924.C11 


Gene No. 


62956 


Strand 




oLan 


1 
i 


tina 


/ R R 

4 3 3 


Name 




Method 


TOT 7\ O T V • O t\-\ -\ ^ 

i oitAb i a : boyoean 


Of -irf 
OtoX L 


0 


Lna 


A 9 Q 

4 z y 




none 


Score 


1 

XZ 0 


Exons 


"3 1 /I G Q 1 R 7 Q 1/1Q QQ 
J. . 143, O . . 13 / , O . . 1 4 O , OO, . 


Z ,54 , 14 / . . 


zoo, O/4..410, oo0..4zy 


beq. no. 


OU4 0 1 


beq. ID 


/^TQQmOQ 11 QQO/I P11 

ujyyu/zy ii.yyz4.cii 


Gene No . 


62956 


Strand 




Start 


1 


End 


455 


Name 


OJ990729 11.9924.Cll.ol.gp 


Method 


AAT/GAP 


Of nrf 

bear u 


92 


End 


/ R R 
4 3 0 




287079 


Score 


033 


Exons 


92. .234, 389. .455 






bi uescrip. 


4966357/gb|AAD34688.1|AC006341 16 1 . Oe 


-o4 (ALUUoo^l J >r JUy. lb 




[Arabidopsis thaliana] 






beq. in o . 


' 30452 


Seq. ID 


OJ990709_11. 9922. CI 




62957 


Strand 


+ 


Start . 


15172 


End 


18838 


Name 


OJ990709 11.9922.Cl.o4.np 


Method 


AAT/NAP 


Of- -s v-4- 

OLalL 


15172 


End 


18838 


C T 


4544372 


Score 


1211 


Exons 


15172. .15325, 15627. .16707, 


16774. .17173, 1727 9. .18838 


GI * Descrip. 


• (AC006920 )' putative retroelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


30452 


Seq. ID 


OJ990709_11.9922.C1 


Gene No. 


62958 


Strand 


+ 


Of ar f 

b car z 


40117 


End 


41335 


Name 


OJ9 : 90709 11.9922.Cl.o7.gs 


Method 


GEN SCAN 


O f -5 %^f 

otart 


40117 


End 


41335 


GI 


none 


Score 


.78 


Exons 


40117. .40590, 40608. .40964, 


41195. .41335 


Seq. No. 


30452 


Seq. ID 


n.TQQ070Q 11 Qao 2 C'l 


Gene No. 


62959 


Strand 


+ ~~ 


Start 


45913 


End 


65993 


Name 


OJ990709 11.9922.Cl.o7.np 


Method 


AAT/NAP 



30347 



Start 45913 
GI 6016679 
Exons 45913. .46012, 46131. 

48724. .48969 

GI Descrip. (AC009991) putative nucleic acid binding protein [Arabidopsis 
thaliana] 



End 48969 
Score 791 
,46163, 46261. .46483, 48500. 



,48623, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30452 Seq. ID 

62959 . Strand 
45913 End 
OJ990709_11 . 9922 . CI . o2 . gp Method 
45967 End 
18187 1.R1084 Score 



OJ990709_11.9922.C1 
+ 

65993 ■ 
AAT/GAP 
46486 
480 



45967. .46011, 46129 .. 46163, 46261. .46486 

'6016679/gb|AAF01506.1|AC009991_2 5.0e-30 (AC009991) putative 
nucleic acid binding protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30452 
62959 
45913 

OJ990709_11. 9922.Cl.o9.gs 
46383 



none 

46383. 

50616. 

55651. 

57716. 

60160. 



,46483, 48500. 

,51010, 52787. 

,55788, 55885, 

,57907, 58717. 

,60343, 65875. 



Seq. ID OJ990709_11. 9922. CI 
Strand + 
End 65993 
Method GENSCAN 
End 65993 
Score .56 
48623, 48724. .48964, 50445 .. 50611, 
52925, 54128. .54635, 54738 554 09, 
56215, 56399. .56604, 56717 .. 57699, 
58774, 59611. .59655, 59992 .. 60113, 
65993 



Seq. No. 30452 Seq. ID 

Gene No. 62959 Strand 

Start 45913 End 

Name OJ990709_11 . 9922 . CI . 08 . np Method 

Start 54452 End 

GI 4938487 Score 

Exons 54452. .54635, 54 738 .. 55093, 55182 

55885. .56215, 56399 .. 56630, 56743 

GI Descrip. 



OJ990709_11.9922.C1 

4- 

65993 
AAT/NAP 
57357 
1769 

55437, 55651. .55788, 
57357 



(AL078464) 
thaliana] 



cadmium-transporting ATPase-like protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

'i 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30452 
62960 
71247 

OJ990709JL1. 9922.Cl.olO.np 
71247 
2213632 
71247.. 71812 

(AC000103) F21J9.24 [Arabidopsis thaliana] 



Seq. ID OJ990709_11.9922.C1 



Strand 
End . 
Method 
End 
Score 



+ 

71812 
AAT/NAP 
71812 
584 



30452 Seq. ID 

62961 Strand 
671 End 
OJ990709_11. 9922.Cl.ol.gs Method 
671 End 
none Score 
671. .775, 883. .1014, 1111. .1224, 1316. 
2277. .2301, 2450. .2536, 3006. .3125 



OJ990709_11.9922.C1 

3125 
GENSCAN 
3125 
.8 

,1493, 1997. .2219, 



30348 



• 



Seq. No. 


on a co 
JU4 3Z 


Seq. ID 


OJ990709_ 


11 . 9922 . CI 


Gene No. 


62962 


Strand 






Start 


4136 


End 


11457 




Name 


ujyyu / uy 11 . yyzz . bi . oz . gs 


Method 


GENSCAN 




Of -l-rf 


A 1 "5 C 


End 


11457 




C T 


none 


Score 


.49 




Exons 


/ i Q/r /i OTH / Q Q VI /I T HI A QC\C 

4 1 Jo . . 4Z / U , 4 O y4 . . 4 / Ul , 4oUy 


..4981, 5246. .5359, 


bUZo . . b4 Uj, 




b / Jj. . bo / D, /yiy..oZ4i, ojic 


..8525, 9524. .9648, 


luoz o . . 1 Uo o J, 




1 1 1 Q 1 1 1 01 Q 11*311 1 1 / 








Seq. No. 


oU4 bz 


Seq. ID 


OJ990709_ 


11 . 9922 . CI 


Gene No. 


62962 


Strand 






Start 


4136 


End 


11457 




Name 


ojyyu /uy ii. yyzz.ci.oz.np 


Method 


AAT/NAP 




Start 


0000 


End 


9544 




bl 


ooDzi / y 


Score 


457 




Exons 


ODO0..O0/4, by4y..byoZ / //bb 


..7897, 8000. .8241, 


ojId. .OOO / , 




yoz4 . . yo4 4 








GI Descrip. 


/t\t i 1 t)Cr\ nUknnno 1 rAvim 

tAiiii/zbo) znDUUuy.i ykjicyzs. 


sativa] 






Seq. No. 


30452 


Seq. ID 


OJ990709_ 


11. 9922. CI 


Gene No. 


62963 


Strand 






Start 


i y i y o 


End 


22392 




Name 


ojyyu/uy 11.yy22.c1.04.gs 


Method 


GENSCAN 




Start 


19193 


End 


22392 




bl 


none 


Score 


.77 




Exons 


1 y 1 9 0 . .19420, 1 y 4 0 0 . ,iy/ / 3 , 


19954. .20067, 20350. 


. 20691 , 




01 01/iri oi/~oo ooo>ic 

z lu y b . . Z14 bl , zloao . . Zzz4 o , 


22342. .22392 




beq^ no. 


OU4 OZ 


Seq. ID 


OJ990709_ 


ii nooo 01 

i 1 . y yzz . ci 


Gene No . 


62964 


Strand 






Start 


31945 


End 


35590 




Name 


OJ990709 11. 9922. CI. 06. np 


Method 


AAT/NAP 




otart 


31945 


End 


35590 




bl 


3319345 


Score 


588 




Exons 


31945. .32840, 32932 .. 33074 , 


33117. .33443, 33543. 


.33750, 




35567. .35590 








GI Descrip. 


(AF077407) contains similarity to maize transposon MuDR 




(GB:M76978) [Arabidopsis thaliana] 






Seq. No. 


30452 . 


Seq. ID 


OJ990709_ 


11. 9.922. CI 


Gene No . 


62965 - 


. Strand 






b tart 


43531 


End 


45959 ' 




Name 


OJ990709 11. 9922. CI. 08. gs 


Method 


GENSCAN 




Start 


43531 


End 


45959 




GI 


none 


Score 


.51 




Exons 


43531. .43591, 4 4200 .. 44 996, 


45765. .45959 




Sea No 


30452 


Seq. ID 


OJ990709_ 


11. 9922. CI 


Gene No. 


62966 


Strand 






Start 


48498 


End 


48614 




Name 


OJ990709 11.9922.Cl.o3.gp 


Method 


AAT/GAP 




Start 


48498 


End 


4 8 614 




GI 


18187 1.R1084 


Score 


197 




Exons 


48498. .48614 








GI Descrip. 


' 601667 9/gb| AAF01506.1 |AC009991_2 5. Oe 


-30 (AC009991) putative 



30349 




nucleic acid binding protein [Arabidopsis thaliana] 1 



Seq. No. 


304 52 




Seq. ID 


OJ990709_11.9922 


p i 
CI 


Gene No. 


6296 / 




Strand 






Start 


s~ r a o c 

66296 




End 


69223 




Name 


ojyyo/uy 11.yy22.c1 


« 1 A _ 

. olO . gs 


Method 


GENSCAN 




Start 


/•rone 




End 


69217 




GI 


none 




Score 


.73 




Exons 


66296 .. 66601 , 67675 


. . 67824 , 


68501. . 69217 




Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922. 


CI 


Gene No. 


62967 




Strand 






Start 


r r a 0. c 

ddz y O 




End 


69223 




Name 


ojyyu/uy 11.yy22.c1 


. o9 . np 


Method 


AAT/NAP 




Start 


4~ /~ A A A 

662 yy 




End 


69223 




GI 


0 0 C O O c 

3252a 06 




Score 


753 




Exons 


662yy . . 666U1 , 6/6/5 


. . 67824, 


68501. .68524, 68561. .68 686, 






60 / 62 . . 6y223 










GI Descrip. 


(AF033535) putative 


zinc transporter 


[Arabidopsis thaliana] 


Seq. No. 


O A A C A 

30452 




Seq. ID 


OJ990709_11.9922. 


CI 


Gene No . 


62968 




Strand 






Start 


694 87 




End 


70344 




Name 


/-\ -t a a a i a a i i a no 0 pi 

ojyyo/oy 11.yy22.c1 


.olO. ts 


Method 


TBLASTX: Soybean 




Start 


15043 




End 


15381 




GI 


none 




Score 


203 




Exons 


15043. .15381 










Seq. No. 


A A vl C O 

304 52 




Seq. ID 


OJ990709_11.9922. 


CI 


Gene No. 


A A /" O 

62 968 




Strand 






Start 


694 87 




End 


70344 




Name 


PTAAATAA "11 A A A O P 1 

OJ990709 11. 9922. CI 


.oil. ts 


Method 


TBLASTX: Soybean 




Start 


1 C T A 1 

157 91 




End 


16156 




GI 


none 




Score 


109 




Exons 


-1 r n a 1 1 /" A 1 C 1 ^" A A A 

157 91 .. 16015, 16022 


. .16156 








Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922. 


CI 


Gene No. 


f A A f O 

62 968 




Strand 






Start 


694 87 




End 


70344 




Name 


PTAAATAA 11 AAAA PI 

OJ990709 11. 9922. CI 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15953 




End 


16357 




GI 


none 




Score 


59 




Exons • 


1 r A r 1 1 /~ A A A 1CACO 

15953 .. 16009, 15958 


,.15999, 


16004. .16357, 16012. .16314, 






16013.. 16357 










Seq. No. 


304 52 




Seq. ID 


OJ990709__11. 9922. 


CI 


Gene No . 


62968 




Strand 






Start 


69487 




End 


70344 




Name 


OJ990709 11. 9922. CI 


.oil . tm 


Method 


TBLASTX: Maize' ' 




Start 


16007 




End ' ' 


16225 




GI 


none 




Score 


282 




Exons 


16007. .16225, 16012 


. . 16224 








Seq. No. 


30452 




Seq. ID 


O.J99Q7Q9 11.9922. 


CI 


Gene No. 


62968 




Strand 






Start 


69487 




End 


70344 




Name 


OJ990709 11. 9922. CI 


.o2 . tm 


Method 


TBLASTX : Maize 





30350 



Start 


1 c o o c. 






End 


16687 




GI 


none 






Score 


544 




Exons 


16226. 


.16687, 16226 


. . I OD^l , 


16543. .16686 




Seq. No. 


30452 






Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ990709 11. 9922. CI 


. ol l . tw 


Method 


TBLASTX: Wheat 




Start 


16358 






End 


16756 




r- t 

GI 


none 






Score 


201 




Exons 


16358. 


.16693, 16375 


. . 1 D4 O D t 


16655. .16756 




Seq. No. 


30452 






Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ990709 11. 9922. CI 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


16373 






End 


16843 




GI 


none 






Score 


211 




Exons 


16373. 


.16654, 16411 


. . I 04 O 3 , 


16655. .16843, 16699. .16830 




Seq. No. 


30452 






Seq. ID 


OJ990709_11. 9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ390709 11. 9922. CI 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


16994 






End 


17406 




GI 


none 






Score 


149 




Exons 


16994. 


.17131, 16996 


. . 1 1 i , 


17152. .17406, 17153. .17 404 




Seq. No. 


30452 






Seq. ID 


OJ990709JL1. 9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ990709 11. 9922. CI 


. Olo . tw 


Method 


TBLASTX: Wheat 




Start 


17039 






End 


17437 




GI 


none 






Score 


80 




Exons 


17039. 


.17128, 17168 


. I / 4 J / 








Seq. No. 


30452 






Seq. ID. 


OJ990709_11.9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ990709 11. 9922. CI 


ol4 . tm 


Method 


TBLASTX: Maize 




Start 


17624 






End 


18001 




GI 


none 






Score 


216 




Exons 


17624.. 


.18001 










Seq. No. 


30452 






Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ990709 11. 9922. CI 


ol4 . tw 


Method 


TBLASTX: Wheat 




Start 


17837 






End 


18130 




GI 


none 






Score 


140 




Exons 


17837. 


.18001, 18026 


. 18130 








Seq. No. 


30452 






Seq. ID 


OJ990709JL1.9922 


.CI 


Gene No. 


62968 






Strand 






Start 


69487 






End 


70344 




Name 


OJ990709 11. 9922. CI. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


17858 






End 


18256 





30351 



bl 


none 




Score 


000 
Zoz 




Exons 


i/oDo. . lozob/ i / y oz 


1 Q n *7 Q 
. . loll / o 








Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 




Strand 






Of avf. 


£ OA Q *7 

d y ft o / 




T" 1 _J 

hna 


n n 0. a a 
f U o4 4 




Name 


ujyyu/uy ii.yyzz.bi 


^\ Q "f f 7 

. oy . tw 


Method 


i dLAo 1 a : wneat 




Of a y~4- 

OLaiL 


1 Q / 1 £ 
1 O 4 1 O 






1 Q Q O O 

1 0 0Z0 






none 




Score 


O O Q 

zz y 




Exons 


lOftlD. . loOZ j, 104Z4 


iocni 
. . IOjU / , 


1 Q £1 C 1 Qi 

loblb. . lo / 


Q Q 

0 y 




Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


.CI 


Gene No. 


62968 




Strand 






Of -ivf 

o rare 


C Q A Q "7 
by4 0 / 




bna 


1 Uo4 4 




Name 


ojyyu/uy n.yyzz.ci 


. o / . t s 


Metnoa 


TBLASTX : Soybean 




otart 


looy y 




bna 


1 0 00Z 




LfI 


none 




Score 


O A 1 

Z 4 1 




Exons 


1 QCQQ "]QQAA 1 QCm 

i do y y . . i o o 4 ft f looui 


..10/ oz , 


1QQ11 1QQ 

looll. . loo 


e; 0 

oz 




Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


.CI 


Gene No. 


62968 




Strand 






O 4- -i vf 

otart 


b y fi o / 




bna 


/ UJ4 4 




Name 


ATQQmnQ 11 qqoo r*i 

ujyyu/uy n.yyzz.bi 


y-N 1 C. f m 

. 01 b . tm 


Metnoa 


1 BLAo i a ; Maize 




O f -i —4- 

btart 


Z / o 4 4 




bna 


OOI "3/1 

Zo 1 J4 




GI 


none 




Score 


0 r 

3d 




Exons 


OTQ/I Jl OTQ/IO 

Z / o 4 4 . . Z / y 4 Z , Z/obo 


. . z / yoo / 


OTOOO OOI 

z / y Jo . . z 0 1 


Zb, Z/94d. .Zol34 




Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


,C1 


Gene No. 


62968 




Strand 






o tart 


C Q /I Q 1 

b y 4 o / 




T7 >-J 

bna 


"7 Q "3 A A 

1 Uo4 4 




Name 


r^TQQmnQ i i qqoo r^i 

ujyyu/uy n.yyzz.bi 


. o5 . tw 


Metnoa 


TBLASTX : Wheat 




btart 


ZoZ 1 o 




bna 


0 0 a 0 t 
Zo bo 1 




bl 


none 




Score 


1 n 0 
1U3 




Exons 


OQ91 O TQCQI OQOI/1 

ZoZU. .ZoOcfl, ZoZ14 


O Q A A A 

. . Z 0 4 4 4 , 


OQOIQ no c 

zoziy. .zoo 


bU 




Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


CI 


Gene No. 


62968 




Strand 






Of av-f 

otart 


b y 4 o / 




bna 


t n O A A 

1 U o4 4 




Name 


nTQQfnnQ 11 qqoo r*i 

ujyyu/uy n.yyzz.Li 


. o7 . tm 


Method 


I BLAoTX : Mai ze 




O •) 1 v~f 

otart 


Zo oU b 




bna 


O O *7 "7 T 

Zo / / / 




bl 


none 




Score 


1U3 




Exons 


zooub. .zojyz, Zo4Uo 


O Q "7 *7 £ 

. . Zo / / b , 


Zoooy. .Zo / 






Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922. 


CI 


Gene No. 


62968 




Strand 






Of -5 -v~f 

otart 


a Q A Q n 
by 4 o / 




End 


70344 




Name 


/^\TQQmno i i qqoo r>i 

ujyyu/uy n.yyzz.ci 


. 06 . tw 


Method 


TBLASTX: Wheat 




O f >~f 

otart 


O Q £ T C 

Z o b / D 




End 


29226 




C T 


none 




Score 


269 




Exons 


OQfTTi: oom OQQ1Q 

Zo b / 3 . . Zo / / o , Zooiy 


. . zooo / , 


28864. .29226 




Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922. 


CI 


Gene No. 


62968 




Strand 






Start 


69487 




End 


70344 




Ndiue 


OJ990/U9 11. 9922. CI 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


28849 




End 


29376 




GI 


none 




Score 


34 





30352 



iijXons 


zo o ft y . . z o y 4i 4 f zyuu j 


. . z y o / o , 


29017. .29046, 29051 .. 29167 , 






9 Q9 1 Q 9 Q9 4 ^ 










Cor* Ma 
OcCj. IN O . 






Seq. ID 


OJ990709_11. 9922 


. CI 


Gene No. 


62968 




Strand 






Start 


69487 






/ U 3 f± H 




IN CUllC 


0.7QQD7nQ 1 1 QQ99 PI 


. ol . tm 


i v ietnoa 


i dxj/\o i a . iYia i z e 






OQni 7 — 




£jilQ 


z y y ft o 




pt 


none 




Score 


y j 




Exons . 


90,017 7QQA1 9Qn4Q 
/ . . Z y y ft ,5 , Z y U 4 o 


> . z y Z D 4 , 


9 QT O 1 OQA 

z^ozx. ,zy*i 


^ft 9Q^99 9Qy|c:Q 

do, zyjzz. .zy^Dy, 














Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


.CI 


Gene No. 


62968 




oiianu 






O UcLX L 


P7 






/ U D 4 4 




Name 


niQQCilCiQ 1 1 QQ99 PI 


A Q f" I.T 

Oo . LW 


i v ie t no a 


i dlao i a : wneat 




O La. IT L 


Z y O X 4 




CjIJU 


9 no p n 

z y o o y 




pT 
kjX 


none 




S core 


171 
X / X 




E-i is. L/ 1 1 o 


9Q61 A 9QftfiQ 9Qfi1fi 


9 QQ C.H 
. Z _?0 D f 








oeq . LNO . 


-3f|4 R9 
■3 U 4 O Z 




Seq. ID 


OJ990709_11. 9922 


. CI 


Gene No. 


62968 




Strand 






Start 


69487 




Hina 


1 Ci^A A 
1 Uj 4 4 




NT 3 m o 


DTQQD7nQ 11 QQ99 PI 


ox/, tin 


Method 


i bijAb 1a : Mai ze 




Q +- -3 v-f- 

otiar l 


jUU o z 




hina 


oUo 4 b 




P T 
Sal 


none 




Score 


4 U 






onnpo ^ni ^ q ^£ 

jUUoZ , . jUI jj, jUIjD. 


. jU jZ / , 


on o n 1 on c 
jU jUI . . jUj 


4D, juoiy . .ou/yo, 
















Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 




o t r ana 






oLai I 


0^40 / 






"7 H "5 A A 

1 \j3 4 4 




Name 


nTQQmnQ 11 QQ99 PI 

uj j^u /uy ii. yyzz.ui. 


o4 . tw 


Method 


i rsLiAo i a : wneat 










i^na 


JUDjI 




O X 


none 




Score 


114 






"30990. ^ORfil "30991 

OUZZU. . JUjDI/ jUZZX. 


^o i 








Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 




ot rana 






OUal L 








1 Uo4 4 




Name 


PjTQQ070Q 11 QQ99 PI 

uuyyu / uy ii . yyzz . ti . 


oy . ts 


Method 


ibLiAb i a : boyoean 




Cf a y~4- 


Dj 




tna 


ozo U I 




pt 

LjX t 


none 




Score 


one; 

Z U D 




Exons 


"39/1 "39P.01 










Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


.CI 


Gene No. 


62968 




Strand 






o car l 


oy 4 o / 




End 


70344 




Name 


nTQQmnQ 11 QQ99 P1 

ujyyu/uy ii.yyzz.ui. 


oio. tm 


Method 


TBLASTX: Maize., 




Of 2 vf~ 

o car l 


/i ^ i 

ft 4 4 0 1 




End 


44873 




GI 


none 




Score 


50 




Exons 


44451. .44477, 44565. 


.44825, 


44829. .44873 




Seq. No. 


30452 






Pj.TQ QPl 7 0 Q 11 QQ99 


PI 


Gene No. 


62968 




Strand 






Start 


69487 




End 


70344 




Name 


OJ990709 11. 9922. CI. 


ol .ts 


Method 


TBLASTX : Soybean 





30353 



Start 
GI 

Exons 



45928 
none 



End 
Score 



48951 
84 



45928. .46008, 4 6128 .. 4 6166, 4 6130 46168, 4 6259 .. 4 6486, 
46260. .46304, 4 6359 .. 4 6484 , 48488.-48562, 484 98 .. 48575, 
48576. .48623, 48721 .. 4 8 951 , 48801. .48950 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30452 
62968 
69487 

OJ990709_11. 9922.Cl.olO.tm 

45939 

none 

45939. .45974, 45940 4 6008 , 
4 6259. .46486, 46260. .46304, 

30452 
62968 
69487 

OJ990709_11.9922.Cl.o3.tc 

45940 

none 

4594 0. .4 6008, 4 6100. .46168, 
46359. .46466 



Seq. ID 
Strand 
End 

Method 
End 
Score 

46100 

46356 



OJ990709 11. 9922. CI 



70344 

TBLASTX: Maize 
46487 
107 

46168, 46103. .46168, 
46487, 46359. .46484 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_11.9922.C1 
70344 

TBLASTX: Cress 

46466 

97 



46259. .46462, 4 6260 .. 4 6304 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30452 

62968 

69487 

OJ990709 

46356 

none 



11. 9922.Cl.ol2.tw 



Seq. ID -OJ990709_11.9922.C1 
Strand 
End 

Method 
End 
Score 



70344 

TBLASTX: Wheat 

48618 

194 



46356. .46487, 4 6359 .. 4 64 84 , 48491 .. 48565, 48498.-48566, 
48498.-48566, 4 8582 .. 4 8 617 , 48583. .48618 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30452 Seq. ID 

62968 Strand 

69487 End 

OJ990709_11. 9922.Cl.o2.tc Method 

48721 End 

none Score 

4 8721. .4 8801, 48780 .. 4894 1, 

30452 

6-2968 Strand- 

69487 .End 

OJ9907 09_11 . 9922.Cl.o9.tm Method 

48753 End 

none Score 

48753. .48950, 48764 .. 48955, 48769. .48960 



OJ990709_11.9922.C1 
70344 

TBLASTX: Cress 
48960 
64 

48781. .4 8960, 4 8801. .4 894 7 
Seq. ID OJ990709_11.9922.C1 



70344 

TBLASTX: Maize 
48960 
336 



30452 
62968 
69487 

OJ990709_11 . 9922.Cl.o7.tw 
48787 
none 

48787. .48975, 4 8788 .. 48 961 , 48801. .48974 



Seq. ID OJ990709_11. 9922. CI 
Strand 

End 70344 

Method TBLASTX : Wheat 

Rnd 48975 

Score 298 



30354 



Seq. No. 30452 
Gene No. 62968 
Start 69487 

Name OJ9907 09_11 . 9922 . CI . o3 . tm 

Start 54754 
GI none 
Exons 54754. 

" 1 ' 54788. 

55364 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 11. 9922. CI 



.54792, 54755. 
,55093, 55013. 
,55438 



,54793, 54784. 
,55093, 55164. 



70344 

TBLASTX: Maize 
55439 
61 

54870, 54787. .55053, 
55439, 55323. .55421, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30452 
62968 
69487 

OJ990709_11. 9922.Cl.o8.tm 
55703 



none 
55703, 
56184 . 
56400. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

55786, 55704 . .55787, 55944 
56216, 56187. .56216, 56397 



OJ990709 11. 9922. CI 



70344 

TBLASTX: Maize 
56599 
116 

56183, 55946. .56182, 
56582, 56398. .56574, 



.56591, 56405. .56584, 56408. .56599 



Seq. No. 30452 Seq. ID 

Gene No. 62968 Strand 

Start 69487 End 

Name OJ990709_11 . 9922 . CI . ol . tw Method 

Start 56736 End 

GI none Score 
Exons 



OJ990709_11.9922.C1 
70344 

TBLASTX: Wheat 

57135 

503 



56736. .56909, 56737 .. 57 135, 56991. .57128 



Seq. No. 30452 

Gene No. 62968 

Start 69487 

Name OJ990709_11 . 9922 . CI . o5 . tm 

Start 56752 

GI none 
Exons 



Seq. ID OJ990709JL1.9922.C1 
Strand 
End 

Method 
End 
Score 



70344 

TBLASTX: Maize 

57110 

419 



56752. .57108, 56754 .. 56909, 56991. .57110 



Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 




Strand 






Start 


69487 




End 


70344 




Name 


OJ990709 11. 9922. CI. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


56914 




End 


57360 




GI 


none 




Score 


74 




Exons 


56914-. .56991, 57001. 


.57180, 


57283. .573 


60 




Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922 


.CI 


Gene No. 


62968 




Strand 






Start 


69487 




End 


70344 




Name 


OJ990709 11. 9922. CI. 


o2. ts 


Method 


TBLASTX : Soybean 




Start ■ 


66291 




-;End 


67825 




GI 


none 




Score 


201 




Exons 


66291. .66602, 66296. 


.66604, 


67630. .67770, 67663. .67809, 






67667. .67825 











Seq. No. 30452 Seq, ID O-J990709 11. 9922. CI 

Gene No. 62968 Strand - ~ 

Start 69487 End 70344 

Name OJ990709 11 . 9922 . CI . ol . tc Method TBLASTX : Cress 



30355 




Start 


66296 




End 


69073 




GI 


none 




Score 


92 




Exons 


bbZ 9 b . . odoOd, doJUU 


. . ODD J9, 


66513. . 665 


B4, 67630. .67770, 






CTCOO /tiqoc; cqtco 

b/bo/. .b/o^c, bo/bz 


C O O A O 

. . boo 4 o , 


6884 7. .6904 7, 68870. .69073 




Seq. No. 


oU4 oz 




Seq. ID 


OJ990709_11. 9922 


. Cl 


Gene No. 


62968 




Strand 






Start 


69487 




End 


70344 




Name 


ujyyu/uy n.yyzz.ui 


.06. tm 


Method 


TBLASTX : Maize 




Start 






End 


67728 




GI 


none 




Score 


348 




Exons 


bbZ y b . . ddoU / , oozy / 


. . 66602 , 


66443. .66607, 67619. .67726, 






C7C'3A ^i/rcn 
O/OjU. .0 / / Z O , o/ooU 


. . b / /Z 0 








Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922 


.Cl 


Gene No. 


62968 




Strand 






otart 


oy ^ o / 




End 


70344 




Name 


ujyyu/uy n.yyzz.ci 


^10 +- *« 
.olz. tm 


Method 


TBLASTX: Maize 




Start 


bo / b y 




End 


69073 




GI 


none 




Score 


175 




Exons 


fOTCfl (COO/IC (COOT3 

bo / oy. . boo4o, boo Jo 


. . 690 / 3, 


68874. .69062, 68972. .69073 




Seq. No. 


30452 




Seq. ID 


OJ990709_11.9922 


.Cl 


Gene No. 


62968 




Strand 






Start 


b y4 o / 




End ' 


70344 




Name 


OJ990709 11. 9922. CI 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


687 62 




End 


69070 




GI 


none 




Score 


146 




Exons 


bo / bZ . . bo o o / , boo /U 


c 0 a n a 

. . byo /o, 


68871. .69053 




Seq. No. 


30452 




Seq. ID 


OJ990709JL1.9922 


.Cl 


Gene No. 


62968 




Strand 






Start 


by4 0 / 




End 


70344 




Name 


a Tn A ii a a a a /"< n 

OJyy0709 11. 9922. Cl 


. oil . gs 


Method 


GENSCAN 




Start 


TAjI Ol 

b94 b>7 




End 


70344 




C* T 

bl 


none 




Score 


.59 




Exons 


by4o/..byb4y, /UzoO 


*7 A O A A 

. . / Uo4 4 








Seq. No. 


30452 




Seq. ID 


OJ990709JL1.9922 


Cl 


Gene No. 


62969 




Strand 






C -1 i -v- 4- 

btart 






End 


71810 




Name 


/^taaataa ii a a o o pi 

ojyyu/uy ii. 9922.01 


. olO . tw 


Method 


TBLASTX: Wheat 




b tart 


/ 1U4 0 




End 


-71351 




p t 
GI 


none 




Score 


218 




Exons 


/1U4J. . /Idol, /104o 


. . /lJzo 








Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922. 


Cl 


Gene No. 


62969 




Strand 






Start 






End 


71810 




Name 


OJ990709 11. 9922. Cl 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


71202 




End 


71627 




GI 


none 




Score 


472 




Exons 


71202. .71627, 71208 


. .71504, 


71489. .71626,' 71547. .71627 




Seq. No. 


30452 




Seq. ID 


OJ990709_11. 9922. 


Cl 


Gene No. 


62969 




Strand 






Start 


71043 




End 


71810 





30356 



Name 

Start 

GI 

Exons 



OJ990709_11.9922.Cl.o3.tw 

71358 

none 

71358. .71759, 71361 71765, 



Method TBLASTX : Wheat 
End 71765 
Score 456 
71492. .71764 



Seq. No. 30452 

Gene No.' 62969 

Start 71043 

Name OJ990709_11 . 9922 . CI . ol5 . tm 

Start 71628 

GI none 

Exons 71628.. 71810, 71685 .. 71789, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_11.9922.C1 
71810 

TBLASTX: Maize 

71810 

214 



71720. .71806 



Seq. No. 30453 Seq. ID 

Gene No. 62970 Strand 

Start 26 End 

Name OJ990709_11 . 9922 . C2 . ol . tc Method 

Start 1 End 

GI none Score 

Exons 1..108, 2. .109, 2. .109 



OJ990709_11.9922.C2 
+ 

290 

TBLASTX: Cress 

109 

166 



Seq. No. 30453 Seq. ID 

Gene No. 62970 Strand 

Start 26 End 

Name OJ990709_11 . 9922 ,C2 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26. .263 



OJ990709_11.9922.C2 
+ 

290 

GENSCAN 

263 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

Gi: 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



30453 Seq. ID OJ990709_11 . 9922 . C2 

62970 Strand + 

26 End 290 

OJ990709_11 . 9922 . C2 . ol . np Method AAT/NAP 

69 End 290 

1196998 Score 362 

69. .290 

(J01829) unknown protein [Transposon TnlO] 

gi| 5103202 | dbj |BAA78838.1| (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens ] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21. 
[Arabidopsis thaliana] 



30454 Seq. ID 

62971 Strand 
7 0 End 
OJ990709_11.9922.C3.ol.np Method 
70 -j. End 
4680179 Score 
70. .90, 1181. .2184, 3039. .3107 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990709_11.9922.C3 
+ 

3107 
AAT/NAP 
3107 
772 



30454 
62971 
70 * 

OJ990709_11. 9922.C3.ol.gs 



Seq. ID OJ990709 

Strand + 

End 3107 

Method GENSCAN 



1 1 . 99?? S C3 



30357 



o t-a.IT T_ 


1 1 

lljj 


T7> _1 

hind 


o o r n 


pr 


none 


Score 


. 0 D 


Exons 


1 loo . . ^zou 






oeq . JNO . 




beq. ID 


ojy yu /uy_n . 99 . Co 


btsnc; L>iu . 


62972 


Strand 




Start* . 


320 


End 


597 


Name 


OJ990709 11.9922/C3.ol.gp 


Method 


AAT/GAP 


O Lai L 


320 


End 


0 y / 


pT 


61605 1.R1084 


Score 


A QC\ 

h y u 


I. 1 v /"\ t"» o 


320. .597 








' 5852170/emb|AL117265. 1 IOST17804 1 . Oe 


-137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, dAL cione . t 1 / 0 u 4 


Seq. No. 


30454 


Seq. ID 


OJ990709_11.9922.C3 


Gene No. 


62973 


Strand 




D L.a.1 L 


1297 


End 


1824 


Name 


OJ990709 11.9922.C3.ol.tw 


Method 


TBLASTX: Wheat 




1297 


End 


1653 


PT 


none 


Score 


284 


Exons 


1297.. 1653, 1306.. 1470, 1504 


. .1650, 1512. .1652 


Seq. No. 


30454 


Seq. ID 


OJ990709_11.9922.C3 


Gene No. 


62973 , 


Strand.,. 






1297 


End 


1824 


Name 


OJ990709 11.9922.C3.ol.tm 


Method 


TBLASTX: Maize 


C +- ■= -v- +- 

b ram 


1534 


End 


1824 


P T 
bl 


none 


Score 


212 


Exons 


1534. .1797, 1537. .1716, 1557 


. .1721, 1762. .1824 


oeq . ino . 


30455 


Seq. ID 


OJ990709_11.9922.C5 


P. at^t a NT /"\ 

bene lno . 


62974 


Strand 


+ 


Start 


1 


End 


413 


Name 


OJ990709 11.9922.C5.ol.gp 


Method 


AAT/GAP 


otdi L 


1 


End 


413 


P T 


7406 1.R1084 


Score 


542 


iiiXons 


1..304, 339. .413 






bl UcSCIip . 


• 1122315/embiCAA63901| 7 . Oe- 


10 (X94191) heat shock protein 




[Pennisetum glaucum] ' 






oeq . ino . 


30455 


Seq. ID 


OJ990709_11.9922.C5 


P, o n o KI o 


62975 


Strand 




Start. 


607 


End 


5683 - 


Name 


OJ990709 11.9922.C5.o2.gp 


Method 


AAT/GAP 




356 


End 


809 


PT 
bl 


LIB3431-04 5-P1-N1-A10 


Score 


836 


Exons 


356. .809 






GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genon 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 


Spa No 


30455 


Seq. ID 


OJ990709_11.9922.C5 


Gene No. 


62975 


Strand 




Start 


607 


End 


5683 


Name 


OJ990709 ll.9922.C5.o1.-rrs 




GENS CAN 


Start 


607 


End 


5547 


GI 


none 


Score 


.52 


Exons 


607. .794, 945. .1147, 1152. .1199, 1263. 


. .1394, 1641. .1738, 



30358 



1846. .1890, 1983. .2241, 2318. .2616, 2706. .3116, 3201. .3537, 
3643. .3793, 4177. .5547 



Seq. No. 30455 

Gene No. 62975 

Start 607 

Name ' OJ990709_11 . 9922 . C5 . ol . np 

Start 913 

GI 5441880 

Exons 913;. 1147, 1263. 

3201.. 3537, 3643 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 11. 9922. C5 



5683 
AAT/NAP 
5683 
3640 

1641. .1738, 1983. .2241, 2318. .2616, 
4297. .4612, 4871. .4902, 5347. .5683 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



1394, 
.3793, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



30455 Seq. ID OJ990709_11 . 9922 . C5 

62975 Strand 

607 End 5683 

OJ990709_11. 9922.C5.o3.gp Method AAT/GAP 

1991 End 2490 

LIB3475-007-P1-K1-G8 Score 801 

1991. .2241, 2318. .2490 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



30455 
62975 
607 

OJ9907 09J.1. 9922 ,C5.ol. tw 

5117 

none 

5117. .5293, 5147. .5293, 5178. 

30455 
62975 
607 

OJ990709_11. 9922.C5.ol.tm 

5195 

none 

5195. .5266, 5330. .5629, 5391. 

30455 ■ 

62975 

607 

OJ990709JL1. 9922.C5.o4.gp 
5317 
5701669 
5317. .5683 
5441880/dbj 
corresponds 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_11.9922.C5 
5683 

TBLASTX: Wheat 
5497 
78 

.5297, 5291.. 5488, 5303.. 5497 

Seq.. ID OJ990709_11.9922.C5 
Strand 
End 

Method 
End 
Score 
.5612 



5683 

TBLASTX: Maize 

5629 

151 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_11. 9922. C5 

5683 
AAT/GAP 
5683 
723 



BAA82378.il 5.0e-75 (AP000367) EST 
to a region of the predicted gene. 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



30456 
62976 
646 

OJ990709JL0. 9919.Cl.ol.gs 



Seq = ID OJ990709 10. 9919. CI 

Strand + — 

End 1179 

Method GENSCAN 



30359 



Start 


64 6 


End 


1179 






GI . 


none 


Score 


. 4 4 






Exons 


646. .717, 874. .1179 










Seq. No. 


30456 


Seq. ID 


OJ 990 /U9 10 . 


n n i n 

9919 . 


CI 


Gene No. 


62977 


Strand 








Start 


1 


End 


2243 






Name ' 


OJyyo/uy 10 . 9919.C1 .01 .np 


Method 


AAT/NAP 






Start 


1 


End 


2243 






GI 


4 680203 


Score 


n n 
99 






Exons 


1 . . 57 , 2053 . . 224 3 










GI Descrip. 


(AF114171) TNP2-liKe protein 


[Sorghum 


bicolor ] 






Seq. No. 


30456 


Seq. ID 


OJ990709_10. 


9919. 


CI 


Gene No. 


62977 


Strand 








Start 


1 


End 


224 3 






Name 


OJ990709 10 . 9919 . CI . o2 . gs 


Method 


/—i i—i XT O /"I 7\ XT 

GENSCAN 






Start 


1584 


End 


18 92 






GI 


none 


Score 


. 55 






Exons 


1584 . . 18 92 










Seq. No. 


30457 


Seq. ID 


OJ990709_10. 


9919. 


C2 


Gene No. . 


62978 


Strand 


+ 






Start 


h n Ct n 

708 9 


End 


74 63 






Name 


OJ990709 10 . 9919 .C2 . o2 . gs 


Method 


GENSCAN 






Start 


7089 


End 


74 63 






GI 


none 


Score 


. 92 






Exons 


7089. .7242, 7384. .7463 










Seq. No. 


304 57 


Seq. ID 


OJ990709_10 . 


9919 . 


C2 


Gene No. 


62979 


Strand 


+ 






Start 


■ 8028 


End 


8540 






Name 


OJ990709 10. 9919.C2.ol.gp 


Method 


AAT/GAP 






Start 


8028 


End 


8540 






GI 


LIB34 32-059-P1-K1-D8 


Score 


729 






Exons 


8028. .8443, 8503. .8540 










GI Descrip. 


, 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


30457 


Seq. ID 


OJ990709_10. 


9919. 


C2 


Gene No. 


62980 


Strand 








Start 


409 


End 


7234 






Name 


OJ990709 10. 9919.C2.ol.gs 


Method 


GENSCAN 






Start 


409 


End 


6464 






GI 


none 


Score 


. 92 






Exons 


409. .530, 969. .1127, 2275. .2457, 3142. 


.3330, 3437.. 


6464 




Seq. No. 


30457 


Seq. ID 


OJ990709_10. 


9919. 


C2 


Gene No. 


62980 


Strand 








Start 


409 


End 


7234 






Name 


OJ990709 10. 9919.C2.ol.np 


Method 


AAT/NAP 






Start 


2981 


End 


6452 






GI 


2586083 


Score 


1859 






Exons 


2981. .3330, 3437. .5551, 5984. 


. 6452 








GI Descrip. 


(U72725) receptor kinase-like 


protein 


[Oryza longistaminata] 


Seq. No. 


30457 


Seq. ID 


OJ990709_10. 


9919. 


C2 



3.0360 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



62980 Strand 
409 End 7234 

OJ9907 09_10 . 9919 . C2 . o2 . np Method AAT/NAP 

5274 End 7234 

1710124 Score 287 

5274. .5551, 5984. .6399, 7185. .7234 

(U62279) leucine-rich repeat-containing extracellular 
glycoprotein; contains six N-glycosylation sites [NX(S/T)] 
[Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30457 Seq. ID 

62981 Strand 

8419 End 

OJ990709_10. 9919.C2.o3.tm Method 

3050 End 

none Score 



OJ990709_10. 9919.C2 
8508 

TBLASTX: Maize 

3332 

60 



3050.. 3127, 3060.. 3119, 3119.. 3331, 3138.. 3332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30457 
62981 
8419 

OJ990709_10. 9919.C2.ol.ts 

3146 

none 

3146.. 3331, 3213.. -3332, 3438, 
3523. .3693, 3714. .3920, 3727, 



Seq. ID OJ990709_10. 9919.C2 
Strand 

End 8508 

Method TBLASTX : Soybean 

End 4028 

Score 75 

.3488, 3439. .3468, 3504. .3704, 
.3921, 3939. .4028, 3940. .4011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30457 
62981 
8419 
OJ9907 
3221 
none 
3221. . 
3792. . 
4371. . 
4377. . 
4519. . 
4665. . 
4810. . 
5178. . 
5382. . 
5553. . 
5748. . 
6033. . 
6291. . 



09 10.9919.C2.ol.tc 



3301, 
3872, 
4628, 
4634, 
4608, 
5009, 
4905, 
5306, 
5444,. 
5744, 
6050, 
6236, 
6344 



3221. 
4227. 
4374 . 
4428. 
4635. 
4665. 
4821. 
5187. 
5460. 
5613. 
5778. 
6117. 



.3331, 
.4256, 
.4631, 
.4628, 
.5009, 
.4991, 
.5084, 
.5297, 
,5762, 
,6056, 
,5951, 
, 6242, 



3522. 
4276. 
4374. 
4440. 
4635. 
4665. 
4863. 
5187. 
5541. 
5613. 
5823. 
6117. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_10.9919.C2 
8508 

TBLASTX: Cress 

6344 

64 



.3686, 3523. .3666, 3720. .3788, 

.4542, 4302. .4796, 4371. .4628, 

.4622, 4374. .4427, 4374. .4631, 

.4628, 4509. .4631, 4516. .4632, 

.5003, 4638. .5009, .4657. .4689, 

.4985, 4728. .5006, 4749. .4940, 

.5003, 5004.. 5093, 5121.. 5306, 

.5264, 5313. .5480, 5322. .5474, 

.6176, 5541. .6056, 5545.-5727, 

.5909, 5.742.. 6227, 5743.,. 5991, 

.5921, 5904. .6182, 5922. .6050, 

,6221, 6120. .6236, 6246. .6299, 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30457 
62981 
8419 

OJ990709_10. 9919.C2.o2.tw 

3234 

none 



Seq. ID OJ990709_10. 9919.C2 
Strand 

End 8508 

Method TBLASTX : Wheat 

End 3686 

Score 64 



3234.. 3332, 3242.. 3331, 3438.. 3467, 3516..3fifi6, 3520.. 3603 



30457 
62981 



Seq. ID OJ990709_10. 9919.C2 
Strand 



30361 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



09 10.9919.C2.o2.ts 



8419 

OJ990709_10. 9919.C2.ol.tm 

3444 

none 

3444. .3887, 3451. .3888 



30457 
62981 
8419 
OJ9907 
4182 
none 
4182. . 
4374 . . 
4635. . 
4665. . 
4738. . 
5005. . 
5313. . 
5541. . 
5652. . 
5821. . 
6117. . 



4634, 
4628, 
4928, 
5000, 
4965, 
5061, 
5480, 
6056, 
6056, 
5925, 
6230 



4371. 
4374. 
4638. 
4686. 
4807. 
5013. 
5313. 
5541. 
5703. 
5826. 



4631, 
4628, 
4976, 
4763, 
4986, 
5093, 
5402, 
5996, 
6056, 
5888, 



4371. 
4374. 
4662. 
4689. 
4845. 
5178. 
5325. 
5541. 
5715. 
5829. 



End 

Method 

End 

Score 



8508 

TBLASTX: Maize 

3888 

229 



Seq. ID OJ990709_10.9919.C2 
Strand 

End 8508 

Method TBLASTX : Soybean 

End 6239 

Score 66 



.4643, 4374. .5000, 

.4742, 4447. .4668, 

.5006, 4665.. 5078, 

.4814, 4738. .4893, 

.4958, 4878. .4976, 

.5480, 5178.. 5297, 

.5480, 5389.. 5493, 

,5816, 5613.. 6011, 

,5834, 5754.. 6056, 

, 6227, 6114 . . 6236, 



4374. 
4447, 
4665, 
4738. 
5004. 
5248, 
5538, 
5613, 
5758. 



,4622, 
,4608,. 
,5003, 
,4965, 
,5078, 
5274, 
,5741, 
5948, 
5919, 



6117. .6239, 



Seq. No. 30457 
Gene No. 62981 
Start 8419 

Name OJ990709_10 . 9919 . C2 . o2 . tm 

Start 4300 
GI none 
Exons 4300. 

4726. 

5541. 



.4464, 4371. 

.4965, 4809. 

.5918, 5658. 

5757.. 5939, 5829. 



,4610, 4374. 

,5093, 4810. 

,6056, 5686. 

,6011, 5904. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 10. 9919. C2 



8508 

TBLASTX: Maize 
6239 
60 

4634, 4446.. 5006, 4656. 
4905, 4921. .4998, 5178. 
5727, 5703.. 6056, 5755. 
6056, 6117.. 6239 



.4895, 
.5480, 
,5985, 



Seq. No. 30457 

Gene No. 62981 

Start 8419 

Name OJ9907 09_10 . 9919 . C2 . ol . tw 

Start 4467 

GI none 

Exons 4467. .4622, 4504. .4602, 4611, 
5178.. 5393, 5343.,. 5480, 5541, 



Seq. ID 
Strand' 
End 

Method 
End 
Score 



OJ990709 10. 9919. C2 



8508 

TBLASTX: Wheat 
6020 
80 

4856, 4710. .4931, 4755. 
5669, 5631.. 5876, 5775. 



.5171, 
.6020 



Seq. No. 30457 
Gene No. 62981 
Start 8419 

Name OJ990709_10 . 9919 . C2 . o2 . gp 

Start 8419 

GI LIB34 77-003-P1-K1-E9 

Exons 8419.. 8508 

GI Descrip. 1 2498586/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY S I) 

sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_10.9919.C2 

8508 
AAT/GAP 
8508 
131 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi_1173557 (U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 
Gene No. 



30458 
62982 



Seq. ID OJ990709_10.9919.C3 
Strand + 



30362 




btart 


C A O 

648 








Name 


OJ99070y 10 . 991 y . Co . ol . gs 


Metnoa 


GENSCAN 




Start 


648 


hna 


2 9 Id 




GI 


none 


Score 


£ i 
. ol 




Exons 


C A Q QQQ Q 1 "7 1 nnfi 1 TO! 

D4o..oo9, yi / . . lUUo, loo/. 


i TQQ noon 




z y i o 


Seq. No. 


30458 


Seq. ID 


OJ990709_10 


991-9 


Gene No. 


62983 


Strand 


+ 




btart 


QOCC 

yzoo 


CjUQ 


Q Q n "7 

yyu / 




Name 


ojyyu/uy iu.yyiy.uo.oi.gp 


Method 


AAI /bAF 




Start 


9zz J 




yyu / 




GI 


none 


Score 


iuiy 




Exons 


QOOl QTQO QCTC QQA1 

yzzj..yjyj, yooo..yyu/ 








oeq. no. 


JU4 jo 


oeq . x u 


n TQQH7 n q in 
uo y y u / u y iu 


QQ1 Q 


Gene No. 


62983 


Strand 


+ 




Start 


9255 


End 


9907 




Name 


OJ990709 10. 9919.C3.o3.gs 


.-Method 


GENSCAN 




Start 


9255 


End 


9687 




GI 


none 


Score 


.83 




Exons 


9255.-9393, 9554 .. 9687 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30458 Seq. ID OJ990709_10 . 9919 . C3 

62984 Strand 

4473 End 84 65 

OJ990709_10. 9919.C3.ol . np Method AAT/NAP 

4473 End 8465 

2586083 Score 1826 

4473. .4822, 4929. .7067, 7500. .7878, 8390. .8465 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



30458 
62985 
10628 

OJ990709_10. 9919.C3.o3.tm 

4542 

none 



Seq. ID OJ990709_10. 9919.C3 
Strand 
End 

Method 
End 
Score 



13939 

TBLASTX: Maize 

12079 

61 



4542. .4631, 4552. .4632, 4611. .4862, 4615. .4824, 11750 .. 1184 5 , 
11837. .12079, 11874. .12032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30458 
62985 
10628 ■• 
OJ99070 
4638 
none 
4638. .4 
5015. .5 
11846.% 
12206. . 
12434. . 



9 10.9919.C3.ol.ts 



823, 4705. .4824, 4930. 
185, 5206. .5412, 5225. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 10. 9919. C3 



13939 

TBLASTX: Soybean 
12736 
80 

4980, 4931. .4960, 5008. .5196, 
5413, 5431.. 5520, 5432. .5503, 
12031, 11913. .12032, 1214 6 .. 12217 , 12147 .. 1217 6, 
12412, 12228. .12380, 12239 .. 124 15 , 12431 .. 12628 , 
12616, 12444 .. 12629, 12 647 .. 12736, 12648.. 12719 



Seq. No. 30458 Seq. ID OJ990709_10 . 9919 . C3 

Gene No. 62985 Strand 

Start 10628 End 13939 

Name OJ990709_10 . 9919 . C3 . ol . tc Method TBLASTX : Cress 

Start 4716 End 13939 



30363 




none 










Score 


DO 








A 1 1 C 


A Q O O 


a fi n a 

4 y y y . 


c; o n o 
. DZUz , 


c n i o 
DUlo . 




c o n o 


. 54 1Z , 


D4 4 U . 


. 5568 , 






o / y i . 


ri on 


c. o c 1 


. b(J J 1 , 


CO 

oo bo . 


. blzU , 


oo bo . 


. 6120, 


Dobb. 




COCO 


CI o c 
. blZ b, 


jo by . 


oc 


blz4 . 


r < no 

. 64 y o , 


blZ / . 


/TCI/" 

. 6516, 


^1 07 
DlZ / . 




C1 TO 


. d4 o y , 


c i on 
b -LoU . 


C OQ /I 

. boo 4 , 


bi 4 3 . 


. bolb, 


b!4 o . 


.64 98, 


b± 4 O . 


C/l QO 

. d4 yz , 


blD / . 


COOR 


coon 


. b4 y o , 


c o o o 
vZZ I . 


/rcnc 

. boUo , 


coon 
oZ OU . 


. oo91 , 


D<ijZ . 


C A Q c; 


roan 
bzyu . 


. b4.y u , 


oz yu . 


CO Q*7 

. boy / , 


bobl . 


a Ann 
. b4 / / , 


C 0 O /I 

bo / 4 . 


.64 90, 




• UJU / / 


6S1 4 


6600 


669? 


6666 


6670 


67 Qff 


6670 


67P n 


6670. 


.6780, 


6802. 


.6975, 


6805. 


.6972, 


6805. 


.6972, 


6805. 


.6972, 


6805. 


.6972, 


6805. 


.6972, 


6808. 


.6972, 


6808. 


.6972, 


6808. 


.6972, 


6808. 


.6972, 


6814. 


.6972, 


7033. , 


.7542, 


7033. 


.7320, 


7033. 


.7515, 


7033. 


.7446, 


7033. 


.7359, 


7036. , 


.7431, 


7100. 


.7426, 


7105. 


.7542, 


7108. 


.7542, 


7178. 


.7426, 


7178. , 


.7345, 


7178. 


.7555, 


7180. 


.7620, 


7187. 


.7426, 


7252. 


.7437, 


7309. , 


.7512, 


7316. 


.7549, 


11924 


. .12031, 



12221. . 12418, 12524. .12628, 12656 .. 12778, 12 983 .. 13363, 

13006. . 13065, 13091. .13357, 13094 . . 13360, 13094 . . 13357, 

13100. .13216, 13103. .13372, 13103. .13258, 1324 4. .13357, 

13361. . 13588, 13364 .. 13753 , 13364 .. 13720, 13367 .. 13726, 

13367. .13627, 13382. .13753, 13385. .13729, 13394. .13735, 

13394. .137 35, 13397. .13732, 13457. .13732, 13520. .13729, 

13578. .13730, 13592. .13735, 13736. .13804, 137 51. .13831, 
13907. .13939 



Seq. No. 30458 

Gene 'No. 62985 

Start 10628 

Name OJ990709_~10 . 9919 . C3 . o2 . tw 

Start 4726 

GI none 

Exons 4726.. 4824, 4734.. 4823, 4930, 



Seq. ID OJ990709_10.9919.C3 
Strand 

End 13939 

Method TBLASTX : Wheat 

End 12379 

Score 70 

.4965, 5008. .5178, 5012. .5098, 



11942. . 12031, 12146. .12175, 12224. .12379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30458 Seq. ID 

62985 Strand 

10628 End 

OJ990709_10. 9919.C3.ol.tm Method 

4936 End 

none Score 



OJ990709_10. 9919.C3 
13939 

TBLASTX: Maize 

12596 

236 



4936. .5379, 4943. .5380, 12152 .. 12595, 12240 . .12371, 12411. .12596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30458 
62985 
10628 

OJ990709_10. 
5798 
none 
5798. , 
5866. . 
6130. . 
6230. . 
6487. . 
6671. . 
6814 . . 
7096. . 
7304 . . 
13031. 
13106. 



9919.C3.o2.ts 



6094, 
6120, 
6498, 
6358, 
6591, 
6772, 
6972, 
7542, 
7426, 
.13363 
. 13357 



5863. .6120, 5866 
5941.. 6123, 6007 
6130.. '6489, 6154 
6232.. 6495, 6280 
6505.. 6585, 6514 
6805.. 7368, 6805 
7033. .7542, 7033 
7100.. 7477, 7169 
7316.. 7549, 7387 
13091. .13357, 
13361. .13708, 



Seq. ID OJ990709_10. 9919.C3 
Strand 

End - . 13939 

Method TBLASTX : Soybean 

End 13837 

Score 122 
.6123, 5866.. 6120, 5866.. 6120, 
..6123, 6124. .6498, 6127. .6504, 
..6228, 6227.. 6508, 6230.. 6397, 
..6495, 6299. .6496, 6466. .6585, 
..6600, 6670. .6780, 6670. .6780, 
..6945, 6808. .6975, 6812. .7129, 
..7512, 7033. .7542, 7036. .7542, 
..7273, 7250.. 7417. 7252, =7719, 
..7464, 13028. .13360, 13028 .. 13258 , 
13091. . 13357, 13098. .13358, 
13364 .. 13741, 13367 .. 13726, 



30364 



13394. .13732, 13394. .13735, 13397. .13732, 13703. .13822, 
13724 .. 13837, 13742.. 13822 



Seq. No. 30458 Seq. ID 

Gene No. 62985 Strand 

Start 10628 End 

Name OJ990709_10 . 9919 . C3 . ol . tw Method 

Start 5863 . ..End 

GI none Score 
Exons 



OJ990709_10. 9919.C3 
13939 

TBLASTX: Wheat 

13901 

69 



5863. .5985, 5959. .6114, 5996. .6097, 6202. .6423, 6220. .6288, 
6247. .6663, 6415. .6603, 6670. .6885, 6835. .6972, 7033. .7161, 
7147. .7245, 7150. .7368, 7195. .7440, 7414. .7542, 7456. .7536, 
13094. .13258, 13340 13558 , 13484 .. 13900, 13539. .13901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30458 

62985 

10628 

OJ9907 

5866 

none 

5866. . 

6148. . 

6502. . 

6808. . 

7103. . 

7247. 

13163 

13394 

13601 



09 10.9919.C3.o2.tm 



6126, 5866. 

6492, 6217. 

6570, 6670. 

6972, 6812, 

7477, 7168. 

7417, 7463. 



6120, 6010. 

6483, 6283. 

6774, 6670. 

6973, 7033. 

7425, 7169. 

7696, 13031 
1 



13357, 13170. .13376, 
13729, 13394. .13648, 
13714, 13739.. 13795 



Seq. ID OJ990709_10. 9919.C3 
Strand 

End 13939 

Method TBLASTX : Mai ze 

End 13795 

Score 63 
.6114, 6064.. 6120, 6130.. 6342, 
.6492, 6371.. 6493, 6374.. 6466, 
.6792, 6808. .6972, 6808. .6972, 
.7503, 7033. .7437, 7093. .7542, 
.7426, 7178. .7648, 7234. .7515, 
..13150, 13091. .13258, 
3367. .13576, 13376 .. 13735, 
3457. .13720, 13520 .. 13732 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30458 
62985 
10628 

OJ990709_10. 9919.C3.o4 . gs 

10628 

none 



Seq. ID OJ990709_10. 9919.C3 
Strand 

End 13939 

Method GENSCAN 

End 12751 

Score .76 



10628. .10741, 11822. . 12030, 12145. .12751 



Seq. No. 30459 Seq. ID 

Gene No. 62986 Strand 

Start 2776 End 

Name OJ990709_10 . 9919 . C4 . o2 . gs Method 

Start 2776 , •> End 

GI " none Score 

Exons 2776.. 2818, 2859.. 3079 



OJ990709_10. 9919.C4 
+ 

3079 
GENSCAN 
3079 
. 42 



Seq. No. 30459 Seq. ID 

Gene No. 62987 "strand 

Start 4881 End-, 

Name OJ990709_10 . 9919 . C4 . o3 . gs Method 

Start 4881 End 

GI none Score 

Exons 4881. .4957, 5395. .5489, 6864. .6988 



OJ990709_10.9919.C4 
+ 

6988 
GENSCAN 
6988 
.72 



Seq. No. 
Gene No. 
Start 



30459 
62988 
1 



Seq. ID 

Strand 

End 



OJ990709 10. 9919. C4 



2627 



30365 



Name OJ990709_10 . 9919 . C4 . ol . np Method AAT/NAP 

Start 1 * End 2621 

GI 6539553 Score 4351 

Exons 1. .2621 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30459 
62988 
1 

OJ990709_10. 9919.C4.ol.tw 

133 

none 



Seq. ID OJ990709_10.9919.C4 
Strand 

End 2627 

Method TBLASTX : Wheat 

End 887 

Score 200 



133. .372, 134. .292, 150. .380, 153. .350, 401. .787, 424. .786, 
763. .879, 786. .887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30459 
62988 
1 

OJ990709_10. 9919.C4 .ol .gs 

151 

none 

151. .236, 770. .2528 

30459 
62988 
1 

OJ990709_10.9919.C4.ol.ts 

538 

none 



Seq. ID OJ990709_10.9919.C4 
Strand 

End 2627 

Method GENSCAN 

End 2528 

Score .43 



Seq. ID OJ990709_10. 9919.C4 
Strand 

End 2627 

Method TBLASTX : Soybean 

End 935 

Score 47 



538. .711, 563. .622, 665. .709, 712. .789, 775. .927, 795. .935 



30459 
62988 
1 

OJ990709_10. 9919.C4.o3.tm 
724 
none 

724. .798, 795. .1157, 796. .948 

30459 
62988 " 
1 

OJ990709_10. 9919.C4 .o3.tw 
888 
none 

888. .1079, 888. .1079, £89. .1080, 1009. .1080 



Seq. ID OJ990709_10.9919.C4 
Strand 

End 2627 

Method TBLASTX : Mai ze 

End 1157 

Score 76 



Seq. ID OJ990709_10.9919.C4 
Strand 

End 2627 

Method TBLASTX : Wheat 

End 1080 

Score 186 



30459 
62988 
1 

OJ990709_10. 9919.C4.o2.ts 

945 

none 

945. .1169, 1176. .1331 



Seq. ID OJ990709_10. 9919.C4 
Strand 

End 2627 

Method TRT.ASTX : Soybean 

End 1331 

Score 85 



30366 



Seq. No. 30459 

Gene No. 62988 

Start 1 

Name OJ990709_10 . 9919 . C4 . ol . tm 
Start • 1358 > 

GI none 
Exons 



Seq'. ID OJ990709_10. 9919.C4 
Strand 

End 2 627 

Method TBLASTX: Maize 

End 1680 

Score 392 



1358. .1525, 1359. . 1673, '-1360. .1653, 1426. .1680 



Seq. No. 30459 

Gene No. 62988 

Start 1 

Name OJ990709_10 . 9919 . C4 . o2 . tm 

Start 2179 

GI none 

Exons 2179. .2484, 2181. .2492 



Seq. ID OJ990709_10.9919.C4 
Strand 

End 2627 

Method TBLASTX : Maize 

End 24 92 

Score 252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30459 
62988 
1 

OJ990709__10. 9919.C4 .o2.tw 

2241 

none 



Seq. ID OJ990709_10.9919.C4 
Strand 

End 2627 

Method TBLASTX : Wheat 

End 2627 

Score 129 



2241. .2627, 2244. .2444, 2251. .2616 



Seq. No. 30460" 

Gene No. 62989 

Start 1885 

Name OJ990709_10 . 9919 . C5 . ol . gs 

Start 1885 

GI none 

Exons 1885.. 2138 



Seq. ID OJ990709_10. 9919.C5 
Strand 

End 2138 

Method GENSCAN 

End 2138 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30461 
62990 
1 

OJ990709_10. 9919.C7.ol.np 
1 • • ■ 
2191187 
1..565, 646. .860 

(AF007271) contains similarity to a DNAJ-like domain 
[Arabidopsis thaliana] 



Seq. ID OJ990709_10.9919.C7 

Strand + 

End 8 60 

Method AAT/NAP 

End 860 

Score 306 



.30461 
62990 
1 

OJ990709_10. 9919.C7.ol.gs 

53 

none . ; . 

53. .565, 646. .794 



Seq. ID OJ990709_10. 9919.C7 

Strand + 

End 860 

Method GENSCAN 

End 7 94 

Score .53 



Seq. No. 30461 

Gene No. 62990. 

Start 1 

Name OJ9907 09__10 . 991 9 . C7 . ol . tm 

Start 235 

GI none 



Seq. ID OJ990709_10. 9919.C7 

Strand + 

End 8 60 

Method TBLASTX : Mai ze 

End 765 

Score 284 



30367 




C 1 Vf f~\ T"l £*< 


9 "3 R "5Q/1 9/19 R£Q 
Z JJ . . OO ft , Zfi Z . . JOO, 


424. .582, 613. .765 


f Oft D . . / Oft 




Seq. No. 


30462 




Seq. ID 


OJ990709_10.9919, 


.C8 


Gene No. 


62991 




Strand 


+ 




o tart 


*3 R R 




End 


1 1 CtA 
1 1 U ft 




Name 


PiTQQn7flQ ID QQ1 Q PQ 


. ol . gs 


Method 


P M Q p A M 




Of 3 >-+- 

otart 






End 


1 1 f\A 
1 ± Uft 




PT 


none 




Score 


. 0 




Exons 


"5 c; c £*5n 719 1 1 fiyl' 
ODD . . DjU, / 1^. . . ± XU ft 










oeq . cmo . 


onyi fro 




Seq. ID 


OJ990709_10.9919, 


PR 


Gene No. 


62992 




Strand 


+ 




Start 


11059 




End 


14539 




Name 


nTQQn7nQ in qqi q pq 


. ol . np 


Method 


AAT/NAP 




Cf -1 V"f 


i i n r q 




End 


14539 




P T 






Score 


1706 




HtXons 


i i acq i i c£;n 11Q91 


. .14065, 


14170. .14539 




ui uescrip. 


joz j receptor 


kinase- 


like protein [Arabidopsis thaliana 


Seq. No. 


30462 




Seq. ID 


OJ990709_10.9919. 


.C8 


Gene No. 


62993 




Strand 






O -t- v-t- 

o t ar t 


2469 




End 


3301 




Name 


OJ990709 10. 9919. C8 


. o2 . gs 


Method 


GENSCAN 




o t art 


2469 




End 


3301 




P T 


none 




Score 


.59 




TP V T"S C~i 

tiXons 


2469. .2590, 2688. .2768, 2971. .3087, 3196. .3301 




Seq. No. 


30462 




Seq. ID 


OJ990709_10.9919. 


.C8 


Gene No. 


62994 




Strand 






o t ar t 


15507 




End 


17454 




Name 


OJ990709 10.9919.C8 


. o3 . tm 


Method 


TBLASTX: Maize 






343 




End 


753 




P T 


none 




Score 


245 




Exons 


343. .630, 343. .519, 


712. .753 






oeq . ino . 


30462 




Seq. ID 


OJ990709_10.9919. 


,C8 


taene ino. 


62994 




Strand 






o tart 


15507 




End 


17454 




Name 


OJ990709 10. 9919. C8 


.o2.ts 


Method 


TBLASTX: Soybean 




o t am 


11246 




End 


13248 




P T 


none 




Score 


73 




Exons 


. 11246. .11386, 11276 


. .11743, 


1134 4 . .11532, 11453. .11959, 






11483. .11962, 11642 


. .12190, 


11938. .12048, 11989. .12189, 






12020. .12109, 12023 


. .12187, 


12023. .12232, 12038 12 112 , 






12197. .12379, 12197 


. .12325, 


12202. .12336, 12203 .. 12325, 






12206. .12325, 12215 


. .12325, 


12229. .12324, 12278 .. 12430, 






12395. .12508, 12491 


. .12865, 


124 97. .1284 7, 12500. .12865, 






12500. .12835, 12512 


. .12865, 
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12228. .12605, 12302 .. 12 622 , 124 68 .. 12689, 12543 .. 12764 , 
12666. .12959, 12677. .12886, 12792. .12896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30464 
63003 
7453 

OJ990709_10. 9919. C10. o2 . tm 

401 

none 



Seq. ID OJ990709_10. 9919. C10 
Strand 

End 14373 

Method TBLASTX : Mai ze 

End 13157 

Score 150 



401. .691, 494. .1054, 581. .766, 592. .762, 749. .868, 866. .1153, 
869. .1084, 890. .1201, 1013. .1270, 1145. .1198, 10302 10451 , 
10305. .10550, 11610. .1178 6, 11616 .. 11714 , 11 625 .. 1202 9, 
11742. .11930, 12291. .12590, 12396 .. 12 605, 12501 .. 12773, 
12765. .12881, 1277 1 .. 13058 , 1278 9 .. 13097 , 12 915 .. 13157 , 
12933. .13103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30464 Seq. ID 

63003 Strand 

7453 • ^End 
OJ9907 09_10. 9919.C10.ol. ts Method 

1472 End 

none Score 
1472 
1807 
2170 



OJ990709_10. 9919. C10 
14373 

TBLASTX: Soybean 

14268 

86 



1767, 1580. .1777, 1802. .1969, 
2062, 2032. .2091, 2169. .2345, 



1561, 1474.. 1560, 1579 
1980, 1814.. 2023, 1997 

2355, 13365. .13454, 13367 .. 13453, 13503 .. 137 00, 
13535., 13690, 1374 0. .13922, 13752. .138 95, 13917 ,. 13988 , . 
13958. .13987, 14082. .14258, 14083. .14268 



30464 Seq. ID 

63003 Strand 

7453 End 

OJ990709_10. 9919. C10. ol.tm Method 

1612 End 

none Score 



OJ990709_10. 9919. C10 
14373 

TBLASTX: Maize 

13982 

427 



1612. .1782, 1613. .2056, 1828. .1968, 13535 .. 13720, 13536 .. 13721 , 
13734. .13982, 13796. .13894 



Seq. No. 
Gene No. 
Start 



30464 
63003 
7453 



Seq. ID 

Strand 

End 



OJ990709 10. 9919. C10 



14373 



30373 



Name 

Start 

GI 

Exons 



OJ990709 10.9919.C10.o2.tw 



Method TBLASTX : Wheat 



1829 End 14175 

none Score 133 

1829. .1984, 1921. .1998, 2033. .2062, 2169. .2267, 2170. .2259, 
13755. .13910, 13823. .13906, 13959 .. 13988 , 14082 .. 14 171, 
14083. .14175 



Seq. No. 30464 

Gene No. 63003 

Start 7453 

Name OJ990709_10 . 9919 . C10 . o3 . tm 

Start 2168 

GI none 
Exons 



Seq. ID OJ990709_10. 9919. C10 
Strand 
End 

Method 
End 
Score 



14373 

TBLASTX: Maize 

14373 

67 



2168. .2356, 2169. .2363, 2170. .2364, 2173. .2364, 2356. .2460, 
2358.. 2459, 14082 14285, 14083 .. 14277 , 142 69 .. 14 373, 
14271. .14372 



Seq. No. 30464 

Gene No. 63003 

Start 7453 

Name OJ990709_10 . 9919 . C10 . o3 . ts 

Start 4057 

GI . none 

Exons 4057.. 4140, 
4409. .4471 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_10. 9919. C10 
14373 

TBLASTX: Soybean 

4471 

55 



4058. .4135, 4152. .4196, 4217. .4369, 4218. .4469, 



Seq. No. 30464 Seq. ID 

Gene No. 63003 Strand 

Start 7453 End 

Name OJ9907 09_10 . 9919 . C10 . ol . gp Method 

Start 7096 End 

GI 702212 Score 

Exons 7096.. 7418 



OJ9907 09_10. 991 9. C10 

14373 
AAT/GAP 
7418 ■ 
597 



Seq. No. 30464 Seq. ID 

Gene No. 63003 Strand 

Start 7453 ■ End 

Name OJ990709_10 . 9919 . C10 . o4 . gs Method 

Start 7453 End 

GI none Score 

Exons 7453.. 7538, 8351.. 8558 



OJ990709_10. 9919. C10 

14373 
GEN SCAN 
8558 
.73 



Seq. - No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30465 
63004 
2684 

OJ990709__10. 9919.Cll.ol.np 
2684 
5295955 

2684. .2722, 7677. .7807, 8552 



Seq. ID. 
Strand 
End 

Method 
End 
Score 

8607, 8645.. 8809 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



OJ990709_10. 9919.C11 
+ 

8809 
AAT/NAP 
8809 
211 



30465 Seq. ID 

63005 Strand 

179 End 

OJ990709_10. 9919.Cll.ol.gs Method 

179 End 



OJ990709_10.9919.C11 

8720 

GENSCAN 

8720 



30374 



C T 


none 


Score 


.54 




Exons 


179. .339, 526. .641, 1715. .2066, 2177.. 


2338, 2441. .2485, 






9fi c i'3 974S 49^R 4*394 rqqq 


.6216, 6242. .6325, 6459.. 6576, 




fcl'ZQ £R9£ R^Q^ 








beq. NO. 


'30465 


Seq. ID 


OJ990709_10.9919 


.Cll 




63005 


Strand 






Start 


179 


End 


8720 




Name 


OJ990709 10.9919.Cll.ol.gp 


Method 


AAT/GAP 




C-f- o r-+* 
bLdll 


7004 


End 


7112 




P T 


uC-osflcyp088bl2bl 


Score 


154 




Exons 


7004. .7112 








GI Descrip. 


'5257255/dbj I AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


30466 


Seq. ID 


a Toon >i no no oooo 


. CI 


Gene No. 


63006 


Strand 


+ 




Of -i v-4- 


7 c; 


bna 


o lb 




Name 


OJ990409 08.9923.C2.ol.gs 


Method 


GENSCAN 




btart 


75 


End 


815 




P T 


none 


Score 


1 




Exons 


75. .815 








Seq. No. 


30467 


Seq. ID 




. Co 


Gene No. 


63007 


Strand 


+ 




btart 


101 J 




o o o o 
Z 5 Jo 




Name 


OJ990409 08.9923.C3.ol.gs 


Method 


GENSCAN 




btart 


1515 


End 


2338 




P T 

bl 


none 


Score 






Exons 


1515. .1570, 2239. .2338 








Seq. No. 


30467 


Seq. ID 


ujyyu4uy uy.yyzj 




Gene No. 


63008 


Strand 








d u o y 


r t^, /-j 

bnu 


cone 

j j y j 




Name 


OJ990409 08.9923.C3.o2.gs 


Method 


GENSCAN 




btart 


5039 


End 


5395 




P T 
Lrl 


none 


Score 


a q 
. bo 




Exons 


5039.. 5343, 5389. .5395 








Seq. No. 


30468 


Seq. ID 


OJ990409_08. 9923 


C5 


Gene No. 


63009 


Strand 






Of 5 y.f 


168 


End 


511 




Name 


OJ990409 08.9923.C5.ol.tm 


Method 


TBLASTX: Maize 




btart 


157 


End 


427 




p t 


none 


Score 


142 




Exons 


157. .255, 162. .311, 167. .319, 


386. .427 






Seq. No. 


30468 


Seq. ID 


OJ990409_08.9923. 


C5 


Gene No. 


63009 


Strand 






Cf yf 

btart 


168 


End 


f 511 




Name 


OJ990409 08.9923.C5.ol.gs 


Method 


GENSCAN 




Start 


168 . 


End 


511 




GI 


none 


Score 


.85 




Exons 


168. .511 








Seq. No. 


30469 


Seq. ID 


OJ990409_08.9923. 


C6 


Gene No. 


63010 


Strand 


+ 





30375 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9790 End 11407 

OJ990409_08 . 9923 . C6 . o5 . gs Method GENSCAN 

9790 End 11407 

none Score . 62 

9790.. 9924, 9963.. 10109, 10782 .. 10878 , 10979 .. 11040, 

11127. .11183, 11384. .11407 



30469 Seq. ID 

63011 Strand 
17894 End 
OJ990409_08. 9923.C6.o7.gs Method . 

17894 End 
none Score 

17894 .. 18136, 18321 .. 184 80, 19427 

20097. .20139, 20230 .. 20425, 21121 



OJ990409_08. 9923.C6 
+ 

21450 
GENSCAN 
21319 
.77 

19437, 19553. .19660, 
21319 



30469 Seq. ID OJ9904 09_08 . 9923 . C6 

63011 Strand + 

17894 End 21450 

OJ990409_08 . 9923 . C6 . o2 . gp Method AAT/GAP 

19316 End 21450 

799_2.R1084 Score 1446 

19316. .19437, 
21121. .21450 

, 1172816/sp| P42795|R111_ARATH 9.0e-84 60S RIBOSOMAL PROTEIN L11A 
(L16A) >gi_624 938_emb_CAA57395_ (X81799) ribosomal protein L16 
[Arabidopsis thaliana] 1 



19553. . 19660, 20097 .. 20139, 20230 .. 20425, 



30469 Seq. ID 

63011 Strand 

17894 End 

OJ990409_08. 9923.C6.o3.np Method 

19544 End 

1172817 Score 

19544. .19660, 20097 



OJ990409_08.9923.C6 
+ 

21450 
AAT/NAP 
21316 
781 



20139, 20230. .20425, 21121. .21316 
60S RIBOSOMAL PROTEIN L11B (L16B) gi | 550547 | emb | CAA57396 | 
(X81800) ribosomal protein L16 [Arabidopsis thaliana] 
gi|4539392|emb|CAB37458.1| (AL035526) ribosomal protein Lll, 
cytosolic [Arabidopsis thaliana] 



30469 Seq. ID 

63012 Strand 

■22595 End 

OJ990409_08. 9923.C6.o3.gp Method 

22595 End 

uC-osroM202005c03bl Score 
22595. .23032 

'21905.42 1.0e-18 (AC001229) 
thaliana] ' 

30469 Seq. ID 

63012 Strand 

22595 End 

OJ9904 09_08 . 9923 . C6 . o4 . np Method 

22640 End 

2244799 Score 
22640. .23349 



OJ990409_08.9923.C6 
+ 

23349 
AAT/GAP 
23032 
793 



F5I14.5 gene product [Arabidopsis 



OJ990409_08.9923.C6 
+ 

23349 
AAT/NAP 
23349 
454 



■30376 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ^Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



(Z97336) carnitine racemase like protein [Arabidopsis thaliana] 

OJ990409 08. 9923. C6 



1191 
GEN SCAN 
1191 
.56 



OJ990409_08.9923.C6 

8913 
GENSCAN 
8913 
.65 



30469 Seq. ID 

63013 Strand 
54 End 
OJ9904 09_08 . 9923 . C6 . ol . gs Method 
54 End 
none Score 
54. .519, 539. .820, 1172. .1191 

30469 Seq. ID 

63014 Strand 
5679 End 
OJ9904 09_08. 9923.C6.o3.gs Method 
567 9 End 
none Score 
5679. .5722, 6847. .7339, 7532. 
8711. .8913 

30469 Seq. ID 

63015 Strand 
9103 End 
OJ9904 09_08. 9923.C6.o4 .gs Method 
9103 End 
none Score 
9103. .9519 

30469 Seq. ID 

63016 Strand 
12655 End 
OJ990409_08. 9923.C6.o6.gs Method 
12655 End 
none Score 
12 655. .12824, 13968. .17187 

30469 Seq. ID 

63016 Strand 

12655 End 

OJ9904 09_08. 9923.C6.ol.np Method 

13942 End 

4539394 Score 
13942. . 16179, 16825. .17193 

■ (AL0355-26) putative protein [Arabidopsis thaliana] 



.7692, 7765. .7872, 7933. .8063, 



OJ990409_08.9923.C6 

9519 
GENSCAN 
9519 
1 



OJ990409_08.9923.C6 

18796 
GENSCAN 
17187 
.93 



OJ9?0409_08.9923.C6 

18796 
AAT/NAP 
17193 
2144 



30469 
63016 
12655 

OJ9904 09_08. 9923.C6.o2.np 

14688 • 
1707007 

14688. .16012, 16337. .16559, 18715. .18796 

(U78721) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990409_08 . 9923.C6 
Strand 
End 

Method 
End 
Score 



18796 
AAT/NAP 
18796 
719 



30469 Seq. ID 

63017 Strand 

19121 End 

OJ990409_08. 9923.C6.ol.gp Method 



OJ990409 08-9923. C6 

19207 
AAT/GAP 



30377 






19121 


End 


19207 








5771201 


Score 


117 






Lxons 


19121. .19207 












287 938 /emb 1X54204 | CVPRSET5C 


6.0e-47 Cloning vector pRSETSc 




(pBluescript KS plus derivative) 








Seq. No. 


30469 


Seq. ID 




f|Q Q Q9 ^ 


p£ 


Gene No. 


63018 


Strand 










23140 


End 


£. J fl / *i 






Name 


OJ990409 08. 9923.C6.o4 . gp 


Method 








OLdl t 


23140 


End 


23474 








1632554 


Score 


584 






Exons 


ZOXfiU../-jfl/f± 










oeq . iNO . 


30469 


Seq. ID 


OJ990409_ 


08. 9923 


,C6 


Gene No . 


63019 


Strand 








O La J. L 


;23574 


End 


27668 






Name 


OJ990409 08.9923.C6.o5.gp 


Method 


AAT/GAP 






Start 


23574 


End 


25416 






p t 


31784 1.R1084 


Score 


1706 






Exons 


23574 . .24147, 24244 .. 24345, 


24811. .24894, 25061. 


.25156, 






25234 . .25284, 25389.. 25416 












, 1877397/emb|CAA72330| 2 . Oe- 


-75 (Y11591) shaggy-like kinase 




[Ricinus communis] 1 










oeq . JNO . 


30469 


Seq. ID 


OJ990409_ 


08.9923 


.C6 


(jjene ino . 


63019 


Strand 










23574 


End 


27668 






Name 


OJ990409 08.9923.C6.o5.np 


Method 


AAT/NAP 






Start 


24055 


End 


27360 






GI 


4539390 


Score 


1437 






Exons 


24055. .24147, 24244 .. 24345, 


24811. .24894, 25061. 


.25156, 






25234. .25284, 2538 9 2552 9, 


25988. .26044, 26129. 


.26203, 






26289. .26561, 26655 26714 , 


27253. .27360 






Z"" 1 T o f* v* n r"\ 

^jiX UcSCiip . 


(AL035526) shaggy-like protein kinase 


etha (EC 2 


.7.1.-) 






[Arabidopsis thaliana] 










Cqa nt^ 

o eq . ino . 


30469 


Seq. ID 


OJ990409_ 


08.9923 


.C6 


bene ino . 


63019 


Strand 








Start 


23574 


End 


27668 






Name 


OJ990409 08.9923.C6.o9.gs 


Method 


GENSCAN 








24055 


End 


27582 






P T 
O J- 


none 


Score 


. 87 








24055. .24147, 24244 24345, 


24811. .24894, 25061. 


.25156, 






25389. .25529, 25988 .. 2604 4 , 


26129. .26203, 26289. 


.26561, 






26655. .26714, 27253 2734 5, 


27511. .27582 






oeq . ino . . 


30469 


Seq. ID 


OJ990409_ 


08.9923 


.C6 


bene lno . 


6303,9 


Strand 








Start 


23574 


End 


27668 






Name 


OJ990409 08.9923.C6.o6.gp 


Method 


AAT/GAP 






Start 


26372 


End 


27668 








uC-osflcyp099f01bl 


Score 


8 64 






Exons 


26372. .26561, 26655 26714, 


27253 : s 27336,- 27511 . 


.27668 




GI Descrip. 


'4176420/dbj |BAA37167| 2.0e- 


•11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 












30378 












30469 






Seq. ID 


OJ990409_08.9923 


r- c 
. L,0 


bene lno . 


63020 






Strand 






uLait 


29984 






End 


30178 




Name 


OJ990409 08. 9923. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




oLdlL 


9787 . 






End 


13109 




pT 
bi 


none 






Score 


42 




Lxons 


9787 . 


9819, 9789. .9824, 9805. .9924, 9816. .9926, 10780.. 


1 HQ 




10781 


.10879, 10782. 


10880 


10969. .11040-, 10976. .11059, 






1 0978 


.11040, 11077. 


11181 


11127. . 11186, 11325. .11402, 






11329 


.11406, 11344. 


.11424, 


11882. . 11944, 11882. .11941, 






11895 


.11942, 12061. 


.12105, 


12065. . 12106, 12066. .12107, 






12246 


.12332, 12249. 


. 12332, 


12250. .12336, 12250 .. 12333, 






12595 


.12630, 12596. 


. 12631, 


12614. . 12901, 12628. .12819, 






12742 


.12915, 12834. 


.12938, 


12868. . 12960, 12997 .. 13074 , 






12998 


.13075, 12999. 


.13088, 


13032. . 13109 




OfcrCJ • LNO • 


30469 






Seq. ID 


OJ990409_08.9923 


. \^ D 


bene ino . 


63020 






Strand 






Start 


29984 






End 


30178 




Name 


OJ990409 08. 9923. C6. 


o5 . tc 


Method 


TBLASTX: Cress 




oldl L 


9832 






End 


12103 






none 






Score 


53 






9832. . 


9876, 9859. .9924, 10755 .. 1088 6, 


10782. .10880, 






10965, 


.11066, 10978. 


. 1 1 U 0 4 , 


11139. .111 


86-, 11882. '.11950, 






11882. 


.11956, 12026. 




12061. . 12102 




Seq. No. 


30469 






Seq. ID 


OJ990409_08. 9923 


.C6 


Gene No. 


63020 






Strand 






Of a y+- 


29984 






End 


30178 




Name 


OJ990409 08. 9923. C6. 


o2 . tc 


Method 


TBLASTX: Cress 






13936 






End 


14466 






none 






Score 


121 




Exons 


13936. 


.14466, 13937. 


.14146, 


14207. .14 344, 14 400. .14 4 65 




Seq. No. 


30469 






Seq. ID 


OJ990409_08.9923 


,C6 


Gene No. 


63020 






Strand 






O Lai L. 


29984 






End 


30178 




Name 


OJ990409 08. 9923. C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




O Lai L 


13939 






End 


14236 




C T 


none 






Score 


154 




Exons 


13939. 


.14232, 13940. 


.14236 








Seq. No. 


30469 






Seq. ID 


■OJ990409JD8. 9923 


.C6 


Gene No. 


63020- 






Strand 






Cf a y-f- 

OLdl L 


29984 






End 


30178 




Name 


OJ9904 


09_08.9923.C6. 


ol . tm 


Method 


TBLASTX: Maize 




uLdlL 


14014 






End 


14520 




PT 


none 






Score 


522 




Exons, 


14014 . 


.14520,- 14014. 


. 14520 








O C . LN (J • 


30469 






Seq. ID 


OJ990409_08. 9923 




Gene No. 


63020 






Strand 






Start 


29984 






End 


30178 




Name 


OJ990409 08. 9923. C6. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


14239 






End 


14775 




GI 


none 






Score 


75 




Exons 


14239. 


.14775, 14453. 


. 14728 









30379 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30469 
63020 
29984 

OJ990409J38. 
14521 
none 
14521. 
14834 . 
15082, 
15374. 
15688. 
16210, 
16375. 
16616, 



9923.C6.o4 . tm 



,15072, 
, 15004, 
, 15378, 
,15544, 
,15909, 
,16623, 
,16698, 
, 16714, 



14531. 
14834 . 
15147. 
15385. 
15689. 
16213. 
16540. 
16705. 



,14932, 
,15067, 
,15332, 
15813, 
15910, 
16401, 
16710, 
16806, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_08.9923.C6 
30178 

TBLASTX: Maize 

16806 

195 



14737. .15066, 14 782. .15057, 

15079. .15372, 1507 9 .. 151 65, 

15332. .15607, 15373 .. 15666, 

15619. . 15978, 15 622 15978 , 

15725. . 15910, 15955. .16092, 

16291. . 16614, 16292. .16615, 

16612. .16701, 16615. .16710, 
16734. .16799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30469 
63020 
29984 

OJ990409_08, 
14554 
none 
14554. 
14783. 
15109. 
15673. 
15985. 
16255. 
16687. 



9923.C6.o3.tc 



, 14655, 
,15097, 
,15198, 
,15900, 
,16074, 
,16311, 
,16785, 



14677 , 
15082. 
15194 . 
15688. 
16000. 
16315. 
16711. 



,14790, 
,15504, 
15304, 
16062, 
16062, 
16698, 
16806, 



. Seq. ID OJ990409_08. 9923.C6 
Strand 

End 30178 

Method TBLASTX : Cress 

End 16809 

Score 108 
1477 9. .15072, 14782. . 15054, 
15082. .15363, 15082. . 15207, 
15370. .15672, 15385. . 15822, 
15688. .16074, 15688 . . 15969, 
16075'. .16173, 16241. .16294, 
16358. .16714, 1 6363 16605, 
16723. .16809, 16724 . .16807 



Seq. No. 30469 Seq. ID 

Gene No. 63020 Strand 

Start 29984 End 

Name OJ9904 09_08 . 9923 . C6 . o3 . tw Method 

Start 14633 End 

GI none Score 

Exons 14633. .14944, 14 638 15075 , 14990 

15197. .15367, 15298 .. 157 14 , 15631 

16222. .16350, 16264 1664 1, 16720 



OJ990409_08.9923.C6 
30178 

TBLASTX: Wheat 
16801 
124 

,15061, 15082. . 15399, 
,16020," 15643. . 15843, 
,16800, 16721. .16801 



Seq. No. 30469 

Gene No. 63020 

Start 29984 

Name OJ9904 09_08 . 9923 . C6 . 06 . ts 

Start 14779 

GI none 

Exons 14779. . 15078, 14798 .. 15034 , 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990409_08. 9923.C6 
30178 • 

TBLASTX: Soybean 

16617 

100 



15082. .1524 9, 15337. .15648, 



15640. . 15996, 1 604 5 . . 16185 , 16276. .16617 



Seq. No. 30469 

Gene No. 63020 

Start 29984 

Name OJ9904 09_08 . 9923 . C6 . o3 . ts 

Start 19546 

GI none 

Exons 19546. .19662, 1954 7 .. 1 9666, 20096 .. 20143, 20103 
20228. .20431, 20229 .. 20432, 20232 .. 20432 , 21110 



Seq. ID OJ990409_08 . 99?3.C6 
Strand 

End 30178 
Method TBLASTX : Soybean 
End 21450 
Score 172 

20147, 
21172, 



30380 






21110. 


.21262, 21117 


919 91 
. Z1ZZ1, 


21117. .21302, 21202. .21309, 






21218. 


.21307, 21238 


91 "3 "30 
. Zl J OU/ 


21406. .21450 




O ^ /-T VI 

06(4 . NO . 


30469 






Seq. ID 


OJ990409_08.9923 


. LO 


Gene No. 


63020 






Strand 






Start 


29984 






End 


30178 




Name 


OJ990409 08. 9923. C6 


o2. tw 


Method 


TBLASTX: Wheat 






1 ? J JU 






End 


..21402 




ol 


none 






Score 


166 




U 1 V T*\ O 


19550. 


.19666, 19558, 


1 Q££9 


20089. .20139, 20095. .20139, 






20096. 


.20143, 20103. 


90147 
. ZU14 / , 


20228. .20431, 20229. .20432, 






C. X X X \J . 


91^10 91190 


91 "309 
. Zl jUZ , 


21121. .21309, 21361. .21402 




0 e q . in 0 . 








Seq. ID 


OJ990409JD8.9923 


. L D 


bene wo . 








Strand 


- 






OQQQ/I 
Z _? .7 O *i 






End 


30178 




Name 




OQ OP QQ9^ Pfi 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


19552 






End 


21424 






none 






Score 


165 




Exons 


1 Q S S 9 




. 1 y D D D , 


20090. .201 


40, 20094 . .20141, 






9pii 0^ 

ZUIUj . 


901 47 9099ft 
. Z U 1 4 f , Z U Z Z 0 . 


904 "31 
. ZU4 Ol , 


20229. .204 


32, 20235. .20432, 






909£"3 


904"3^ 91110 
. iU4 jj/ ZlxlU. 


91 "39ft 


21110. .212 


62, 21202. .21297, 






01 occ 
Z ± J D D . 


. Z 1 H Z 4 










Seq. No. 


"304 £ Q 






Seq. ID 


OJ990409_08.9923 


.C6 


Gene No. 


63020 






Strand 






otart 


29984 






End 


30178 




Name 




HQ OR QQ9? nfi 


o5 . tm 


Method 


TBLASTX: Maize 




C-f- a rf 

onarc 


9099 ^ 
Z UZZ 0 






End 


20434 






none 






Score 


337 




T7 1 v /~\ 


9099 ? 


90496 9099S 


904 "34 

. ZU4J4 , 


20225. .204 


28 




Seq. No. 


"304 6Q 






Seq. ID 


OJ990409_08.9923 


.C6 


Gene No. 


6^090 






Strand 






Of a yf 


29984 






End 


30178 




Name 


OJ9904 


09_08.9923.C6. 


oo . tm 


Method 


TBLASTX: Maize 




Cf- a rf 


91110 






End 


21304 




(IT 
oX 


none 






Score 


236 




HjXons 


91110 


91 "304 91117 
.ZIjU'I/ till / . 


91 "309 
. Z 1 JUZ , 


21202. .21303 




oeq . iNO . 


30469 






Seq. ID 


OJ990409_08. 9923 


. L D 


Gene No. 


63020 






Strand 






Start 


29984 






End 


30178 




Name 


OJ9.904 


09_08.9923.C6. 


OO . ts 


Method 


TBLASTX : Soybean 




0 car u 


22627 






End 


23199 




C T 
bl 


none 






Score 


96 




Exons 


22627. 


.22713, 22634. 


9 9 *7 H Q 
. ZZ / U O , 


22786. .228 


48, 22806. .22928, 






22873. 


.23160, 22873. 


. z jiyy 








oeq. no. 


30469 






Seq. ID 


OJ990409_08.9923 


. Lb 


belle InO . 


63020 






Strand 






Start 


29984 






End 


30178 . 




Name 


OJ990409 08. 9923. C6. 


o9. tm 


Method 


TBLASTX: Maize - 




Start 


22633 






End 


22926 




GI 


none 






Score 


113 




Exons 


22633. 


.22713, 22637. 


.22708, 


22786. .228 


57, 22786. .22845, 






22852. 


.22926, 22881. 


.22925 









30381 



Seq. No. 30469 Seq. ID 

Gene No. 63020 Strand 

Start 29984 End 

Name OJ990409_08 . 9923 . C6 . 06 . tm Method 

Start 22964 End 

GI none Score 
Exons 



OJ990409_08 . 9923. C6 
30178 

TBLASTX : Maize 

23328 

40 



22964. .22984, 22972 .. 23310, 22996 .. 23163, 23007 .. 23327 , 
23144. .23194, 23224. .23328 



Seq. No. 30469 

Gene No. 63020 

Start 29984 

Name OJ990409JD8 . 9923 . C6 . o4 . tw 

Start 24053 

GI none 
Exons 



Seq. ID OJ990409_08.9923.C6 
Strand 

End 30178 

Method TBLASTX : Wheat 

End 25254 

Score 91 



24053. .24148, 24055.. . 24150, 24232 .. 24345, 24 238 .. 2434 5 , 

24242. .24418, 24243 .. 24 38 9, 24 808 .. 24 903, 24 8 12 .. 24 8 92 , 

24816. .24911, 25058 .. 25159, 25059 .. 25157 , 25061 .. 25159, 
25228. .25254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30469 
63020 
29984 

OJ990409_08. 
24061 
none 
24061. 
24251. 
25062. 
25393. 
26127. 
26641. 



9923.C6.ol. ts 



.24150, 
.24355, 
.25157, 
.25530, 
.26201, 
.26718, 



24062. 
24808. 
25228. 
25985. 
26286. 
26641. 



.24139, 
.24903, 
.25287, 
.26050, 
.26561, 
.26715, 



Seq. ID OJ990409_08. 9923.C6 
Strand 

End 30178 

Method TBLASTX : Soybean 

End 27321 

Score 50 
24238. .24345, 24244 .. 24345, . 
24809. .24895, 25058 .. 25159, 
25229. .25285, 25389 .. 25529, 
25986. .26051, 26126 .. 26200, 
26296. .26562, 26625 .. 2 6717 , 
26643. .26717, 27253. .27321 



Seq. No. 30469 
Gene No. 63020 
Start 29984 

Name OJ9904 09_08 . 9923 . C6 . o7 . tm 

Start 24064 
GI none 

Exons 24064. .24150, 24078 .. 24 167, 

24238. .24345, 24240 .. 24344 , 
24808. .24903, 24812 ... 24895, 
25063. .25164, 25228 . .'25287 , 



Seq. ID OJ990409_08.9923.C6 
Strand * 

End 30178 

Method TBLASTX : Maize 

End 25287 

Score 52 
24079. .24138, 24083 .. 24 14 8 , 
24244. .24345, 24254 .. 24355, 
25058. ,25159, 25062 .. 25157 , 
25232.. 25285 



Seq. No. 30469 
Gene No. 63020 
Start 29984 

Name OJ990409__08 . 9923 . C6 . ol . tc 

Start 24073 
GI none 

Exons 24073. .24150, 24074 24 136, 

24242. .24352, 24251 .. 24355, 

25058. .25159, 25062 .. 25157, 

2538 9. .25529, 25389. .25529, 

25946. .26044, 25974 .. 26045, 

26286. .26561, 26290 2 6562 , 



Seq. ID OJ990409_08.9923.C6 
Strand 

End . 30178 

Method TBLASTX : Cress 

End 27321 

Score 58 
24238..24336, 24238 .. 24345, 
24808. .24903, 24809 .. 24895, 
25228. .25287, 25232 .. 25288 . 
25390. .25530, 25391 25603, 
26126. .26200, 26275 .. 2652 6, 
26622. .26717, 2664 1 . . 2 6718 , 



30382 



26643. .26717, 27253.. 27321 



Seq. No. 30469 
Gene No. 63020 
Start 29984 

Name OJ990409_08 . 9923 . C6 . o2 . tm 

Start 25404 
GI none 
Exons 25404. 

25987. 

26286. 

27248. 



.25529, 25405. 

.26046, 26126. 

.26561, 26296. 

.27271, 27253. 



25530, 
26200, 
26562, 
27321, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25974 

26127 



OJ990409 08. 9923. C6 



30178 

TBLASTX: Maize 
27336 
187 

26045, 25985. .26050, 
26204, 26129. .26206, 



26641. .26715, 26643 .. 26717 , 
27253. .27336 



Seq. No. 30469 
Gene No. 63020 
Start 29984 

Name OJ990409_08 . 9923 . C6 . ol . tw 

Start 26174 
GI none 

Exons 26174 . .26206, 26174 .. 2 6200, 

26641. .26715, 2664 1 .. 26715, 
27253. .27339, 27571. .27609 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26286 

26643 



OJ990409 08. 9923. C6 



30178 

TBLASTX: Wheat 
27609 
45 

26561, 26289. .26579, 
26717, 27253. .27321, 



Seq. No. 30469 . Seq. ID 

Gene No. ■ 63020 Strand 

Start 29984 End - 

Name OJ9904 09_08 . 9923 . C6 . olO . gs Method 

Start 29984 End 

GI none Score 

Exons 29984. .30178 



OJ990409_08.9923.C6 

30178 
GENSCAN 
30178 
.5 



Seq. No. 30470 Seq. ID 

Gene No. 63021 Strand 

Start 242 End 

Name OJ9904 09_08 . 9923 . C7 . ol . gs Method 

Start 242 End 

GI none Score 

Exons ' 242. .268, 497. .544 



OJ990409_08. 9923.C7 
+ 

544 

GENSCAN 

544 

.7 



Seq. No. 30471 Seq. ID 

Gene No. 63022 Strand 

Start 6752 End 

Name OJ9904 09_08 . 9923 . C8 . ol . gp- Method 

Start 6654 End 

GI 572159 Score 

Exons 6654.. 6946, 7026.. 7137 

GI Descrip. 17 8 1332/emb | CAA7 14 93 | 3.0e-20 (Y10467) peroxidase [Spinacia 
oleracea] 



OJ990409_08. 9923.C8 
+ 

7856. 
AAT/GAP 
7137 
737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30471 Seq. ID 

63022 Strand 

6752 End 

OJ9904 09_08 . 9923 . C8 . o2 . np Method 

6740 End 

5453379 Score 



OJ990409_08. 9923.C8 
+ 

7856 
AAT/NAP 
7847 
957 



6740. .6946, 7026. .7217, 7284. .7847 

(AF155124) bacterial-induced peroxidase precursor [Gossypium 



30383 



hirsutum] 



Seq. No. 30471 

Gene No. 63022 

Start 6752 

Name OJ9904 09_08 . 9923 . C8 . o2 . gs 

Start 6752 

GI none 

Exons 6752.. 7015, 7026.. 7856 



Seq. ID OJ990409_08.9923.C8 

Strand + 

End 7856 

Method GENSCAN 

End 7856 

Score .85 



Seq. No. 


30471 




Seq. ID 


OJ990409_08. 9923.C8 


Gene No. 


63023 




Strand 


+ 


Start 


8460 




End 


10072 


Name 


OJ990409 08 


. 9923.C8 .o3.gs 


Method 


GENSCAN 


Start 


8460 




End 


10072 


GI 


none 




Score 


.51 


Exons 


8460. .8576, 


8806. .8893, 9010.. 


9289, 9658.. 9726, 10045.. 10072 


Seq. No. 


30471 




Seq. ID 


OJ990409_08.9923.C8 


Gene No. 


63024 




Strand 




Start 


4993 




End 


9603 


Name 


OJ990409 08 


.9923.C8.ol.np 


Method 


AAT/NAP 


Start 


4993 




End 


9603 


GI 


6069646 




Score" 5 * 


634 


Exons 


4993. .5630, 


9582. .9603 






GI Descrip. 


(AP000616) 


similar to putative 


reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 30471 Seq. ID OJ9904 0 9_08 . 9923 . C8 

Gene No. 63024 Strand 

Start 4993 End 9603 

Name OJ990409_08 . 9923 . C8 . o2 . gp Method AAT/GAP 

Start 7671 End 7955 

GI 3769140 Score 509 

Exons 7671.. 7955 

GI Descrip. 2944417 9.0e-ll (AF049881) peroxidase FLXPER4 [Linum 
usitatissimum] 



Seq. No. 


30471 








Seq. ID 


OJ990409_08.9923.C8 


G§ne No. 


63025 








Strand 




Start 


11219 








End 


14799 


Name 


OJ990409 08 


.9923. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5224 








End 


5520 


GI 


none 








Score 


183 


Exons 


5224 . .5520 . 












Seq. No. 


30471 








Seq. ID 


OJ990409_08.9923.C8 


Gene No. 


63025 








Strand 




Start 


11219 








End 


14799 


Name 


OJ990409 08 


9923. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6812 








End 


7847 




none 








Score 


140 


Exons 


6812. .6946, 


6835. 


.6945, 


7019. 


.7210, 7020. .7220, 7284. .7355, 




7286. .7510, 


7416. 


.7580, 


7568. 


.7633, 7569. .7694, 7701. .7847 



30384 




Seq. No. 


30471 






Seq. ID 


OJ990409 


_08.9923. 


C8 


Gene No. 


63025 






Strand 








Start 


11219 






End 


14799 








O.TQQ04nQ Oft 


99P3 C8 ol 


L ^ 


Method 


TBLASTX : 


Cress 




U LCtl L 


6815 ~~ 






End 


7847 






O 1 


none 






Score 


116 






P von s 


6815 6943 


6838 6942 


7019 


. .7201, 7020. .7217, 


7257. .7520 




7?R6 7471 


7554 7631 


7701 


. . 7847 








Seq. No. 


30471 






Seq. ID 


OJ990409 


_08.9923. 


C8 


Gene No. 


63025 






Strand 








Start 


11219 






End 


14799 






Name 


OJ9904 09 08 


9923 C8 ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


6820 ~~ 






End 


7631 






GI 


none 






Score 


114 






P von 


6820 6942 


6821 6943 


7019 


..7219, 7020. .7220, 


7259. .7489 




7278 7508 


7554 7631 












Seq. No. 


30471 






Seq. ID 


OJ990409 


_08.9923. 


C8 




D JUt, J 






Strand 








O Lai L 


x x c. x zf 






End 


14799 








n.TQQn40Q Dfi 


QQ9^ Pfi ol 

ZJ Zf ~J • \-- O . ^JX • 


L W 


Method 


TBLASTX : 


vviica L 




u Lai L 


71 ?R _ 

/ X c. o 






End 


7520 






O I 


n on e± 






Score 


73 








/ X Z. O * * 1 £.\J £. f 


1717 7S?D 


79R ^ 
/ o o 


..7489, 14 


13. .7508 






Seq. No. 


30471 






Seq. ID 


OJ990409 


_08.9923. 


C8 


Gene No.' 


63025 






Strand 








OLai L 


11219 






End 


14799 






LNJaHlC 


OJ990409 08. 


9923.C8.o4 . 


gs 


Method 


GENS CAN 






u Lai L 


11219 






End 


14799 






(IT 
O I 


none 






Score 


.75 








11219. .11289, 11360. .11501, 


13646. .13759, 14057 


1 4 9 n Q 






14325. .14408, 14 4 63 .. 14537 , 


14701. .14799 






Seq. No. 


30471 






Seq. ID 


OJ990409 


_08.9923. 


C8 


fipnp No 


63025 






Strand 








o Lax L 


11219 






End 


14799 






in aiuc 


OJ990409 08. 


9923.C8.o3. 


gp 


Method 


AAT/GAP 






Start 


11991 






End 


12345 






GI 


5002900 . 






Score 


649 






P von q 


11991. . 12345 














Seq. No. 


30472 






Seq. ID 


OJ990409 


_08.9923. 


CI 


Cono Nfo 


63026 






Strand 








OLdl L 


681 






End 


1003 






Name 


OJ990409 08. 


9923.Cll.ol 


.gs 


Method 


GENSCAN 






O LaX L 


681 






End 


100-3 








none 






Score 


. 66 






Exons 


681. .826, 985. .1003 












Seq. No. 


30473 






Seq. ID 


OJ990409_ 


_08.9923. 


CI 


Gene No. 


63027 






Strand 


+ 






CM 








End 


2615 






Name 


OJ990409 08. 


9923.C12.ol 


. gs 


Method 


GENSCAN 






Start 


60 






End 


2177 







30385 






none 








Score 


7 7 
. / / 






60. .580, 628. .2177 










O c L| > IN L> . 


30473 








OcC] . 1 U 


vjjyyuftuy uo.yyzo 


.Liz 


flpnp No 


63027 








Strand 


+ — 




Start 


60 








End 


2615 




Name 


OJ990409 08 


.9923 


.C12.o2 


.np 


Method 


AAT/NAP 




o l cl i. l 


226 








End 


2615 






6466937 








Score 


1270 




P 1 VAfl C 
EjAUH O 


226. .2615 
















(AC011621) 


putative retroelement pol polyprotein [Arabidops 




f hal i ana 1 

L.11CI J. J.U11Q J 














Seq. No. 


30473 








c o/~f t n 

ocC] . ±U 


uuyyuftuy uo.yyzj 


pi o 
.Liz 


Gene No. 


63027 








oliana 


T 




Start 


60 








Hina. 


Z 0 1 0 






OJ990409 08 


QQ93 




i-uj 
. LW 


4~ r~i /^i /~t 


1 DLno 1 A . 1/vncaL 




u Lai L. • 


1638 ' 








Hina 


9 1 9 n 

Z 1 Z U 




\J J. 


none 








Score 


392 




P V /~\ TTi G 


J- W _/ U • . J- \J f 


1742 


.2116 










Seq. No. 


30473 








beq . 1 u 


n TQQfl/1 HQ f|Q QQO') 

ujyyu^uy uo . yy^ j 


pi o 


Gene No. 


63027 








Strand 


+ 




■j Lai L 


60 














Name 


OJ990409 08 


Q Q9 3 




. ts 


\A +- W\ 1^1 sA 


i dj_i/\o i a . ooyoean 




Q-h o y-h 
OLdl L 


1674 








tjilQ 


1 Q Q 1 

iyyi 




o -L 


none 








Score 


219 






1674 1988 


1800. 


.1991 










Seq. No. 


30473 








Can T H 


n TQQH/1 HQ HQ QQO'3 


. Liz 


Gene No. 


63027 








oLlalia 


I 




O LCll L 


60 














Name 


OJ990409 08 


QQ9 3 

• .7 -?Z O « 


PI 9 n1 
LIZ . Ol 


. LIU 




TT5T SQTY «Ma -5 tc* 

1 OJ_iH.o 1 A . ixiai ze 




OLdi L 


1695 










917 4 

Z 1 / 




O -L 


none 








Score 


522 




uAUI i o 


1695 2174 


1772. 


.2167, 


1788. 


.2171 






Seq. No. 


30473 








Seq. ID 


OJ990409_08. 9923 


.C12 


Gene No. 


63027 








Strand 


+ 




Start 


60 








End 


2615 




Name 


OJ990409 08 


.9923. 


C12.ol 


ts 


Method 


TBLASTX: Soybean 




OLCli. L 


2103 








End 


2447 




\J X 


none 








Score 


305 




IjAUII J 


2103 244 7 


2105. 


.2443 










Seq. No. 


30473 








Seq. ID 


OJ990409_08. 9923 


.C12 


Gene No. 


63027 








Strand 


+ 




O L-CIJ. L- 


60 








End 


2615 




Name 


OJ990409 08 


.9923. 


C12.o2. 


tm 


Method 


TBLASTX: Maize 




OLdl L 


2193 








End 


2614 






none 








Score 


281 




Exons 


2193. .2444, 


2201. 


.2443, 


2427. 


.2537, 2552. .2614, 2554. .2613 


Seq. No. 


30473 








Seq. ID 


OJ990409JD8.9923 


C12 


Gene No. 


63027 








Strand 


+ 




Start 


60 








End 


2615 




Name 


OJ990409 08 


.9923. 


C12.o2. 


tw 


Method 


TBLASTX: Wheat 





30386 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2193 End 2534 

none . Score 225 

2193. .2447, 2201. .2392, 2430. .2534 



Seq. ID OJ990409_08.9923.C13 
Strand + 

1940 
AAT/NAP 
1940 
1101 



30474 
63028 
1 

OJ990409_08.9923.C13.ol.np 
1 

6466937 
1..1766, 1832. .1940 

{AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



30474 
63028 
1 

OJ990409_08.9923.C13.o3. tm 
38 

none 

38. .259, 39. .458 

30474 
63028 
1 

OJ9904 09_08.9923.C13.ol.tw 

246 

none 

246..674, 488. .673 

30474 
63028 
1 

OJ9904 09_08. 9923.C13.ol.tm 

510 

none 

510. .1145, 596. .1126 

30474 
63028 
1 

OJ9904 09__08. 9923.C13.ol. ts 

531.. 

none 

531. .917, 563. .916 

30474 
63028 

OJ9904 09_08.9923.C13.o4 . tw 

735 

none 

735. .989, 860. .994 

30474 
63028 
1 



Seq. ID OJ990409_08.9923.C13 

Strand + 

End 1940 

Method TBLASTX: Maize 

End " 4 58 

Score 391 



Seq. ID OJ990409_08.9923.C13 

Strand + 

End 1940 

Method TBLASTX : Wheat 

End 674 

Score 359 



Seq. ID OJ990409_08. 9923.C13 

Strand + 

End 1940 

Method TBLASTX: Maize 

End 1145 

Score 638 



Seq. ID OJ990409_08.9923.C13 

Strand + 

End 1940 

Method TBLASTX : Soybean 

End . -917. 

Score 315 



Seq. ID OJ990409_08.9923.C13 

Strand + 

End 1940 

Method TBLASTX : Wheat 

End 994 

Score 203 



Seq. ID OJ990409_08.9923.C13 
Strand + 
End 1940 



30387 




Name 


O TQQO 4 HQ Oft 
kJU ;? _7 U *4 U .7 UO 


• .7 -?Z J 


.C13.o2 


.tw 


i v ie l nou 


1 DXjHo X A . 


ivru 4- 

wneat 


Cf a r- 1- 


QQC _ 

-? D 








EjIIQ 


IjOZ 




o T 


none 








Score 


1 Q? 
1 jj 








996 


1184, 1191.. 


1 "3R9 1^1? 
IjOl , IjIj 


. . 1 JO 1 




Seq. No. 


30474 








Seq. ID 


OJ990409 


_08.9923.C13 


Gene No. 


63028 








Strand 


+ 






x 








Ej 1 L\JL 


i Q4 n 




Name 


0. 7990409 Oft 


99?^ 
* y z? c* _> 


.C13.ol 


,gs 








Of- -a r 4- 
O l_ ClX l_ 


11^4 _ 








PnH 


1 fi n R 




\J X 


■pi /-\ n o 








Score 


7 4 




fT v o Pi q 


11^4 1 fin s 














Seq. No. 


30474 








Seq. ID 


OJ990409 


_08.9923.C13 


Gene No. 


63028 








Strand 


+ 




Start 


1 








End 


1940 




Name 


n,TQQ040Q oa 


999 ^ 


,C13.o2 


.tm 


Method 


TBLASTX: 


nal Ze 




1 1 fifi ~~ 

X X o o 








End 


1771 




\D X 










Score 


311 




LiAUil o 


X X O O • . 1J J J/ 


1 O^JO 
l£j£. 


. .1510, 


1550 


..1771, 1584. .1769 




Seq. No. 


30474 








Seq. ID 


OJ990409 


_08. 9923.C13 


Gene No. 


63028 








Strand 


+ 




o tai L 


i 

X 








End 


1940 




Name 


H TQ QO 4 0 Q OP 




.C13.o3 


.tw 


Method 


TBLASTX: 


wneat 


OLdil 


IjjD 








End 


1736 






none 








Score 


220 




Pvnnc 

DAUllO 


X J J O . • 1 / JDj 


1 J JU 


. .1732, 


1572 


. .1736 






Seq. No. 


30475 








Seq. ID 


OJ990409 


__08. 9923.C14 


Gene No. 


63029 








Strand 






OLai U 


94 1 
*± i 








End 


11138 




IN all It: 


\juyy\jH\jy uo 


999 ^ 


,C14.ol 


.gs 


Method 


GENSCAN 




O LclX U 


94 1 _ 
y t i 








End 


3478 




or 
o x 


none 








Score 


. 99 




T von c; 


941 "347P, 
















^047R 








Seq. ID 


OJ990409 






fi^n?Q 








Strand 






Start 


941 








End 


11138 




Name 


OJ990409 08 


.9923 


.C14 .ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1016 








End 


6065 




ox 


n on & 








. ■ Score ■ 


94 




Ej A. I O 


x u x u . . X X -7 £. , 


1UOU 


. .1172, 


1090 


..1191, 1141. .1560, 


*l 1 Q £ • 1 tcyi 
llru. . ±004, 




i 9 ?o 1 sfis 

X ^. J U • • X J U .J , 


S S ^9 


.5672, 


5532 


..5687, 5533. .5688, 


JO / . . 0U03, 




S776 fiO^fi 


R7R1 


.6056 










Qcarr Mo 


?04 7 S 








Seq. ID 


OJ990409 


HQ QQOO PI / 


Cpno NIo 


6^09 9 








Strand 






OLai L 


94 1 

34 1 








End 


11138 




Name 


0. 7990409 Oft 


999? 


C14.ol. 


ts 


Method 


TBLASTX : 


joyjjean 


Start 


1049 








End 


6377 




GI 


none 








Score 


63 




Exons 


1049. . 1180, 


1193. 


.1354, 


1218 


..1352, 1362. .1604, 


1367 . . 1 603,- 




1625 . . 181y, 


1656. 


.1718, 


1826 


..1876, 1871. .1909, 


5553. .5681^ 




5556. .5672, 


5778, 


.5858, 


5793 


..5840, 5868. .6104, 


5869. . 6081, 




6126. . 6287, 


6327. 


.6377 











30388 



oc4« in u . 


304 7 R 








Seq. ID 


OJ990409_08.9923.C14 




6302Q 








Strand 




Start 


94 1 








End 


11138 


Name 


OJ990409 08 


.9923 


.C14.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1067 








End 


7582 


GI 


none 








Score 


63 


K von ^ 


1067 ' 1165 


1077 


1169, 


1283 . 


.1354, 1287. .1355, 1361. .1603, 




1168 1604 


1 628 

x \j c. o . 


. 1807 , 


164 4 

X \J *i 1 • 


.1760, 1820. .1909, 2972. .3061, 




2973 3053 


3148 . 


3222, 


5556 . 


.5666, 5557. .5664, 5784. .5855, 




5862 6122 


5869 , 


6036 


6129 . 


.6308, 6145. .6306, 6321. .6410, 




7373 7471 

/ *J 1 »J . • /TJX, 


7505 , 


7582 








Seq. No. 


30475 








Seq. ID 


OJ990409_08. 9923.C14 


Gene No. 


63029 








Strand 




u Lai. L 


94 1 








End 


11138 


IN alLlc 


O.TQQ04 0Q 08 


. 9923 . 


. C14 . ol 


. tw 


Method 


TBLASTX: Wheat 


O L. a. X L, 


1352 ~~ 








End 


6258 


\j x 


none 








Score 


126 


F 1 von ^ 


1352 1408 


1427 , 


1756, 


14 40. 


.1757, 5853.. 5912, 5907. .6257, 




61 39 6258 












Seq. No. 


30475 








Seq. ID 


OJ990409_08.9923.C14 


Gene No . 


63029 








Strand 




a rt 


Q4 1 

,7 *± X 








End ■ 


11138 


Name 




• j y <L o < 


n 4 o? 


• i_iti 


Method 


TBLASTX: Maize 


O L, GtX L. 


1 607 ~~ 








End 


6410 




n on o 








Score 


70 


F 1 von q 


1607 18 31 
J. DU / • . X U -J X , 


1 638 


1 7 S7 


1 74 S 


. 1804, 1784. .1918, 6126. .6308, 




61 3Q 6306 


6300 


64 1 0 








Sea No 


30475 








Seq. ID 


OJ990409J38. 9923.C14 




63029 








Strand 




Start 


941 








End 


11138 


Name 


OJ990409 08 


.9923. 


,C14.ol, 


.np 


Method 


AAT/NAP 


Start 


1731 








End 


..11138 


O X 


2864613 








Score 


843 


T* 1 von q 
i_j a lj i 10 


1731. .1861, 


5534, 


. .6758, 


6918. 


.7755, 11093. .11138 




(AL021811) 


S-receptor kinase 


-like protein [Arabidopsis 




thaliana] gi | 4 04 9333 | emb | CAA22558 . 1 | 


(AL034 567) S-receptor 




kinase-like 


protein [Arabidopsis thaliana] 


Seq. No. 


30475 








Seq. ID 


OJ99.0409_08. 9923.C14 


flciT\& Mo 


63029 








Strand 






941 








End 


11138 


Name 


OJ990409 08 


.9923. 


.C14.o2. 


,ts 


Method 


TBLASTX : Soybean 


Start 


2528 








End 


7619 


u± 


none 








Score 


76 


TT von a 


2528. .2581, 


2636. 


, .2689, 


2963. 


.3208, 7373.. 761'8, 7383.. 7619 


Seq. No. 


30475 








Seq. ID 


OJ990409J)8. 9923.C14 


Gene No. 


63029 








Strand 




Start 


941 








End 


11138 


Name 


OJ990409 08 


.9923. 


C14.o2. 


,gs 


Method 


GEN SCAN 


Start 


5193 








End 


7936 


GI 


none 








Score 


.52 


Exons 


5193. .5384, 


5580. 


. 6485, 


6490. 


.6605, 6744. .6996, 7097. .7936 



30389 



Seq. No. 30475 Seq. ID OJ9904 09_08 . 9923 . C14 

Gene No. 63029 Strand 

Start 941 End 11138 

Name OJ990409_08 . 9923 . C14 . o2 . np Method AAT/NAP 

Start 5557 End 7620 

GI 3834308 Score 188 

Exons 5557.. 5682, 6936.. 7620 

GI Descrip. (AC005679) Strong similarity to glycoprotein EP1 gb|L16983 
Daucus carota and a member of S locus glycoprotein family 
PF | 00954. EST gb|AA720110 comes from this -gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30475 
63029 
941 

OJ9904 09_08. 9923.C14 .o3.gs 
10437 
none 

10437. .10513, 10614. .10655, 10870. .11046 



Seq. ID OJ990409_08.9923.C14 



Strand 
End 

Method 

End 

Score 



11138 
GENSCAN 
11046 
.77 



30476 Seq. ID OJ990409_08 . 9923 . C15 

63030 Strand + 

758 End 14846 

OJ990409_08.9923.C15.ol.np Method AAT/NAP 

758 End 4272 

4836868 Score 518 

758. .826, 885. .940, 1031. .1155, 1277. .1436, 1672. .2057, 

2200. .2706, 3312. .3393, 4128. .4272 

(AC007260) lcl|prt_seq No definition line found [Arabidopsis 
thaliana] 



Seq. No. 30476 Seq. ID 

Gene No. 63030 Strand 

Start 758 End 

Name OJ990409JD8 . 9923 . C15 . ol . gp Method 

Start 1015 End 

GI ' LIB3434-039-P1-K1-C10 Score " 

Exons 1015.. 1155, 1277.. 1428 

GI Descrip. 1 4836868/gb | AAD30571 . 1 | AC007260_2 5.0e-22 (AC007260) lcl_prt_seq 
No definition line found [Arabidopsis thaliana] ' 



OJ990409_08. 9923.C15 
+ 

14846 
AAT/GAP 
1428 
453 



Seq. No. 30476 

Gene No. 63030 

Start 758 

Name OJ9904 09_08 . 9923 . C15 . ol . gs 

Start 1031 

GI none 

Exons - 1031... 1155, 1277.. 1436, 1672, 
4137. .4269, 4547. .4610, 4812. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2084, 2224 
.4991, 5872 



OJ990409_08*. 9923. C15 
+ 



14846 
GENSCAN 
6119 
.68 

2706, 
6119 



3312. .3393, 



Seq. No. 30476 Seq. ID OJ990409 

Gene No. 63030 Strand + 

Start 7.58 End. 14846 

Name OJ990409_08 . 9923 . C15 . o2 . gp Method AAT/GAP 

Start 1321 End 1734 

GI LIB3434-039-P1-K1-C10 Score 250 



08.9923.C15 



30390 




Exons 1321.. 1435, 1669.. 1734 

GI Descrip. ' 4 8 368 68 /gb I AAD30571 . 1 | AC007260_2 5.0e-22 (AC007260) lcl_prt_seq 
No definition line found [Arabidopsis thaliana] ' 







O C . -L 1-J 


O.T99040Q OP 999? 


pi r 


UCliC LNVJ. 


u j v j u 


O Ll CI i l\JL 


+ ~~ 




J Lai I 


7 S8 

/JO 


Fnd 

EjI 1U 


1 4 ft4 

X rt O *i O 




IN cu lie 


0.1990409 DP 999? PI R n? rrrt 


Mof hnH 


AAT /HA P 






2056 


End 






GI 


none 


Score 


938 




Exons 


2056. .2084, 2224. .2681 










30476 


Seq. ID 


0.7990403 Oft 999? 


pi r 


f on p Mo 


63030 


Strand 


-{- 




O L a. i. l_ 


758 


End 


1 4 ft 4 




LN dlUC 


OJ990409 08.9923.C15.o2.np 


Method 


AAT /NAP 




o Lai u 


5933 


End 


1 ?6ft? 
1 JUO J 






5852172 


Score 


106 




Exons 


5933.-5963, 13257 .. 13297, 13534.. 13557 


, 13603.. 13683 




GI Descrip. 


(AL117265) zhb0002.1 [Oryza sativa] 






Con Kl o 


30476 


Seq. ID 


OJ990409 08.9923 




bene inu . 


63030 


Strand 


. + 




OLdl L 


758 


End 


14846 




Name 


OJ990409 08.9923.C15.o3.gs 


Method 


GENSCAN 






11807 


End 


14846 




GI 


none 


Score 


.58 




Exons 


11807. .11866, 12662. .12886, 13257 .. 13373 , 134 69 13625, 






14478. .14596, 14721. .14846 








C £i /~T Mp, 


30476 


Seq. ID 


OJ990409_08.9923 




uciie in(j . 


63031 


Strand 


+ 




O Lai U 


15972 


End 


16277 




Name 


OJ990409 08.9923.C15.o4.gp 


Method 


AAT /GAP 




u Lai L 


15972 


End 


16277 






427939 


Score 


534 




Exons 


15972. .16277 










30476 


Seq. ID 


OJ990409_08.9923 


-C15 


UCllC 1-N . 


63032 


Strand 






Cf a r-h 

OLdl L 


7559 


End 


8467 




IN dlllti 


OJ990409 08.9923.C15.ol.tm 


Method 


TBLASTX: Maize 




Cf a r f 
OLqI l 


885 


End 


1768 




r-T 


none 


Score 


94 




Exons 


885. .941, 887. .955, 887. .940, 


1028. .1153, 1029. .1154, 






1029. .1154, 1031. .1156, 1275.. 


1430, 1276. .1443, 1276. .1443, 




1319. .1516, 1669. .1767, 1670.. 


1768 






oeq . lno . 


30476 


Seq. ID 


OJ990409_08.9923 


.C15 


Gene No. 


63032 


Strand 






Start 


7559 


End 


8467 




Name 


OJ990409 08. 9923.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


885 


End 


1443 




GI 


none 


Score 


77 




Exons 


885. .941, 887. .943, 983. .1153, 


1029. .1151, 1030. .1155, 






1269. .1442, 1272. .1391, 1273.. 


1443 








30391 










UC4> Vi\J . 


^0476 








Seq. ID 


OJ990409 


Oft 999^ C\ ^ 

UO . ZfZf £3 . LI J 




DJUJl 








Strand 






Start 


7559 








End 


8467 




Name 


OJ990409 08 


.9923 


.C15.o2 


.tm 


Method 


TBLASTX: 


Maize 


^ rt 

J Lai L 


1989 

X Zf O J 








End 


3388 






n on 








Score 


105 




rvon q 

Ej A. 1 0 


1 QQQ 90ft 1 


1 QQO 
x z? y\j 


90Rft 


1 991 

X Zf Zf X • 


.2107, 2190. .2336, 


Z Z OZ . . i jUj, 




994R 9499 


99R0 


2504 , 


2316 . 


.2519,' 2527. .2706, 


9S?9 970R 




3310 "33R4 


w> ~> X X 


3388 










Seq. No. 


30476 








Seq. ID 


OJ990409 


_08.9923.C15 


Gene No. 


63032 








Strand 






Start 


' ^ -J Zf 








End 


84 67 




Name 


0,7990409 Oft 

\JKJ Zf Zf \J ^ \J Zf \J O 


9993 

. Zf Zf J 


. C15 . o2 




Me* f- h nH 






Start 


7559 ~~ 








End 


84 67 




GI 


none 








Score 


. 75 




DA W 1 1 kJ 


7559 7679 


8337 


. . 84 67 










Seq. No. 


30477 . 








JCU . X L/ 


O.T9904 09 

\J{J Zf Zf \J rt \J Zf 


__08.9923.C16 


Gene No. 


63033 








Strand 


+ 




Start 


1840 








End 


2410 






O.T990409 Oft 


999 ^ 

. Z) Zf o 


. LIU . Ui 


. gs 


Method 


GENSCAN 




O Lai L 


1 ft 4 0 ~~ 








End 


2410 




wX 


none 








Score 


.41 






1 ft 40 1 ft 67 


9?1 ^ 


9410 










CC^. LN LJ • 


^04 77 








Seq. ID 


OJ990409 


Oft QQ9*3 PI 
UO . Zfzf£.Z> .LIO 


Gene No. 


63034 








Strand 


+ 




Start 


5439 








End 


5672 




Name 


OJ990409 08 


.9923 


.C16.ol 


np 


Method 


AAT/NAP 




O Lai L 


5439 








End 


5672 




VJ X 


4263706 








Score 


87 






5439. .5672 
















(AC006223) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


30477 








Seq. ID 


OJ990409_ 


_08. 9923.C16 


Gene No. 


63035 








Strand 






Start 


2935 








End 


5621 




Name 


OJ990409 08 


9923 


.C16.o2 


gs 


Method 


GENSCAN 




Start 


2935 








End 


5621 




GI 


none 








Score 


.43 






2935. .3002, 


3088 


. .3216, 


4142. 


.4244, 5200. .5621 




Seq. No. 


30478 








Seq. ID 


OJ990409_ 


_08. 9923.C17 


Gene No. 


63036 








Strand 


+ 




Start 


5000 








End 


5316 




Name 


OJ990409 08 


9923 


.C17.o2. 


gs 


Method 


GENSCAN 






5000 








End 


5316 




yj x 


none 








Score 


. 91 




Hi AU 1 1 O 


5000. .5107, 


5143 


.5316 










Seq. No. 


30478 








Seq. ID 


OJ990409_ 


_08. 9923.C17 


Gene No . 


63037 








Strand 


+ 




Start 


21050 








End 


24945 




Name 


OJ990409 08. 


9923, 


C17.o2. 


gp 


Method 


AAT/GAP 




Start 


21032 








End 


21399 




GI 


428542 








Score 


578 





30392 



Exons 


9in?9 9 1 ^QQ 








beq . wo . 


t n a n q 

O U 4 / O 


Seq. ID 


OJ990409_08.9923 


CI / 


Gene No. 


63037 


Strand 


+ 




Start 


21050 


End 


24945 






n.TQQfldDQ Oft QQ9^ PI 7 nfi rrc: 


Method 


GENSCAN 








End 


24711 






none 


Score 


.84 




Exons 


910^0 91 "3 99R7^ 99£Q9 


22788. .22925, 23899 .. 24047, 






O/iqo/ 9/711 
Z4 J 01 . . / J. J. 








C £i rr KI r-s 

o e . IN o . 


o u fi / o 


Seq. ID 


OJ990409_08.9923 


Ll / 


Gene No. 


63037 


Strand 


-f 




Start 


21050 


End 


24945 




Name 


OJ990409 08.9923.C17.o3.np 


Method 


AAT/NAP 






21507 


End 


24945 




PT 


6453893 


Score 


67 




IT 1 V ^ C 


21507. .21563, 22578 .. 22692 , 


22788. .22978, 24923. .24945 






(AC011663) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30478 


Seq. ID 


OJ990409_08.9923. 


C17 


Gene No. 


63038 


Strand 






OLalL 


5449 


End 


5772 




Name 


OJ990409 08.9923.C17.o3.gs 


Method 


GENSCAN 




C-l- -a y-+- 

OldLL 


5449 


End 


5772 




P T 


none 


Score 


1 




Exons 


5449. .5772 








oeq. ino . 


30478 


Seq. ID 


OJ990409_08.9923. 


pi n 
CI / 


P nri o Kin 


63039 


Strand 






Start 


14508 


End 


14969 




Name 


OJ990409 08. 9923.C17.ol.gp 


Method 


AAT/GAP 




o l arc 


14508 


End 


14969 




p t 


96783 1.R1084 


Score 


851 




Exons 


14508. .14969 








P T o /"> v* "i 

ui ucscrip . 


1 287 938/emb | X54204 | CVPRSET5C 


6.0e-47 Cloning vector pRSET5c 




(pBluescript KS plus derivative) ' 






Seq. No. 


30478 


Seq. ID 


OJ990409_08.9923. 


C17 


Gene No. 


63040 


Strand 






O Lai L 


25745 


End 


28611 




Name 


OJ990409 08.9923.C17.ol.tm 


Method 


TBLASTX: Maize " " 




O Lai L 


2 - 




700 




p t 


none ' 


Score 


151 






2. .190, 307. .384, 308. .409, 


413. .511, 


521. .580, 632. .700 


Seq. No. 


30478 


Seq. ID 


OJ990409_08.9923. 


C17 


Gene No. 


63040 


Strand 






o u ar u 


.25745 


End 


28611 




Name 


OJ990409 08.9923.C17.ol.ts 


Method 


TBLASTX : Soybean 




Of -,vf 


308 


End 


661 




GI 


none 


Score 


106 




Exons 


308. .409, 416. .499, 551. .586 


, 632. .661 






Seq. No. 


30478 


Seq. ID 


OJ990409_08.9923. 


C17 


Gene No. 


63040 


Strand 






Start 


25745 


End 


28611 





30393 




Name 


O.T99040Q Oft QQ?? CM -hm 


Method 


TBLASTX: Maize 


Start 


21242 _ 


End 


21404 


GI 


none 


Score 


190 


Exons 


21242 21394. 21283 21399 


21306. .21404 


Seq. No. 


30478 


Seq. ID 


OJ990409_08. 9923.C17 


Gene No. ■ 


63040 


Strand 


- 


Start 


25745 


End 


28611 


Name 


OJ990409 08 9923 C17 o2 tm 


Method 


TBLASTX: Maize 


Start 


22785 ~~ 


End 


23002 


GI 


none 


Score 


282 


Exons 


22785 23000, 22787 23002 






Seq. No. 


30478 


Seq. ID 


OJ990409_08.9923.C17 


Gene No. 


63040 


Strand 




Start 


25745 


End 


28611 


Name 


OJ990409 08 9923 C17 o7 as 


Method 


GENSCAN 


Start 


25745 ~~ 


End 


28611 


GI 


none 


Score 


.75 


i_J V./ 1 1 k-D 


25745 25817 26980 27171 


28517. .28611 


ij \Z \J . liU t 


30479 


Seq. ID 


OJ990409_08. 9923. C18 


Gene No . 


63041 


Strand 


+ 


Start 


1 


End 


1920 


Name 


OJ990409 08 . 9923.C18 ^ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1373 


GI 


39951 2.-R1084 


Score 


779 


1 J ^/ HO 


1..169, 1114. .1373 






GI Descrip. 


, 2832617/emb|CAA16746.1| 6.0e-26 (AL021711) putative protein 




[Arabidopsis thaliana] 1 






Sea No 


30479 


Seq. ID 


OJ990409_08.9923.C18 




63041 


Strand 


+ 


Start 


1 


End 


1920 


Name 


OJ990409 08.9923.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1908 


GI 


3834322 


Score 


■817 


Exons 


1..169, 1111. .1470, 1498. .1908 




GI De srrin 


(AC005679) EST gbIR30300 comes from this gene. [Arabidopsis 




thaliana] 






Seq. No. 


30479 - ' " 


Seq. ID 


OJ990409_08.9923.C18 


Gene No. 


63041 


Strand 


+ 


Start 


1 


End 


1920 


Name 


OJ990409 08.9923.C18.ol.gs 


Method 


GENSCAN 


Start 


299 


End 


1920 


GI 


none 


Score 


.73 


Exons 


299. .370, 1114. .1294, 1745.. 


1920 




Seq. No. 


30479 


Seq. ID 


OJ990409_08.9923.C18 


Gene No. 


63042 


Strand 


+ 


Start 


2185 


End 


7891 


Name 


OJ990409 08.9923.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


26 


End 


2016 


GI 


none 


Score 


121 


Exons 


26. .97, 64. .99, 98. .166, 100 


..159, 1111 


. .1218, 1113. .1220, 



1113. .1262, 1266. .1664, 1267. .1665, 1662. .1853, 1663. .1890, 



30394 



1676. .1885, 1942. .2016, 1943. .2011 



Seq. No. 30479 Seq. ID 

Gene No. 63042 Strand 

Start 2185 End 

Name - OJ990409_08 . 9923 . C18 . o4 . ts ' Method 

Start 26 . End 

GI none Score 

Exons 26.. 166, 73.. 159 



OJ990409_08.9923.C18 
+ 

7891 

TBLASTX: Soybean 

166 

213 



Seq. No. 30479 Seq. ID 

Gene No. 63042 Strand 

Start 2185 End 

Name OJ990409J38 . 9923 . C18 . o2 . tc Method 

Start 26 End 

GI none Score 

Exons . 26.. 166, 64.. 159 



OJ990409_08.9923.C18 
+ 

7891 

TBLASTX: Cress 

166 

207 



Seq. No. 30479 
Gene No. 63042 
Start 2185 

Name OJ990409_08 . 9923 . C18 . ol . ts 

Start 1290 
GI .. none 

Exons 1290.. 1490, 1291.. 1581, 1482, 

164 5. .1722, 174 3. .1802, "174 4, 
1864. .1908, 1884. .1907 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 

.1538, 1593 
.1803, 1804 



OJ990409_08.9923.C18 
+ 

7891 

TBLASTX : Soybean 
1908 
210 

1655, 1641. .1718, 
1875, 1818. .1853, 



Seq. No. 30479 

Gene No. 63042 

Start 2185 

Name OJ9904 09_08 . 9923 . C18 . ol . tw 

Start 1419 

GI none 

Exons 1419.. 1634, 
1663. .1794 



Seq. ID OJ990409_08.9923.C18 

Strand + 

End 7891 

Method TBLASTX : Wheat 

End 1794 

Score 194 
1419, .1664, 1423. .1674, 1647. .1793, 1662. .1793, 



Seq. No. 30479 

Gene No. 63042 

Start 2185 

Name OJ9904 0 9_08 . 9923 . C18 . o2 . gs 

Start 2185 
GI - .none • 
Exons 



Seq. ID OJ990409JD8 . 9923. C18 

Strand + 

End 7891 

Method GENSCAN 

End 4577 

Score . .51- 



2185. .2371, 31* 



,3332, 3488'.. 3662, 3714. .3761, 4305. .4577 



Seq. No. 30479 

Gene No. 63042 

Start 2185 

Name OJ990409_08 . 9923 . C18 . o2 . np 

Start 4338 

GI 1076748 

Exons 4338. .4493, 5463. .5687, 

GI Descrip. major intrinsic protein 
major intrinsic protein 



6956. 



Seq. ID 
Strand 
End - 
Method 
End 
Score 
.7171, 



OJ990409_ 
+ 

7891 
AAT/NAP 
7891 
710 
7256. .7317, 



08.9923.C18 



7672. .7891 



- rice gi | 4 4 08 69 | dbj | BAA04257 | (D17443) 
[Orvza satival 



Seq. No. 
Gene No. 



30479 
63042 



Seq. ID OJ990409_08. 9923. CIS 
Strand + 



30395 




Start 


2185 








End 


7891 




Name 


n TQ Qfl 4 0 9 Oft 
UU Z? U f± VJ uo 


. ZP Z? J 


. C18 . o2 


. tm 


Method 


TBLASTX: Maize 














End 


7861 




O X 


none 








Score 


307 






R 4 69 ^68 9 
0 4i OZ . . DDOy, 


S4 6? 

3 4 O O 


S70R 


69R7 

U Z/ *J f ■ 


.6992, 7061. .7174, 7066. .7170, 




794 6 7 ?9? 


7 661 

' Qui 


7861 

. . f O U J. , 


7 672 . 


.7839 








jU ft / y 








Seq. ID 


OJ990409_08.9923. 


C18 


Gene No. 


63042 








Strand 


+ 




Start 


2185 








End 


7891 




Ln CllLlC 


O.7990409 08 


. 9923 


. C18 . ol 


. tc 


Method 


TBLASTX: Cress 






R4 6? _ 

3 4 O O 








End 


7861 




p, t 


none 








Score 


278 




H 1 von c 


S4 6? ^70^ 


S4 68 


R68 9 




.7056, 6983. .7066, 7058. .7174, 




7060 7170 


7 640 


7861 


7663. 


.7839 






Seq. No. 


30479 








Seq. ID 


OJ990409_08. 9923. 


C18 


Gene No. 


63042 








Strand 


+ 




O LclJL L 


9 1 8 R 








End 


7891 




LN cllUtr 


n TQ904 OQ OR 

WU.7-7U4U-7 UO 


999 ? 

. .7 .7 Z. J 


PI 8 r>9 




Method 


TBLASTX: Soybean 




CH- a r-f- 
OLdi L 


R4 6? _ 








End 


7174 




P T 
0 X 


none 








Score 


263 




TP -*r /~\ r\ (— < 

LAUI1 0 


R4 6? R7DR 


S 4 68 
J 4 u 0 


S 68 9 

■ . sj U O _7 , 


7061 

/ U U X • 


.7174, 7066. .7173 




Seq. No. 


30479 








Seq. ID 


OJ990409_08. 9923. 


C18 


Gene No. 


63042 








Strand 


+ 






Z X 0 3 








End 


7891 




Name 


n tq Q04 n q 0 8 


999? 


PI 8 n9 

.1.10 .oz 


•I-tat 
. L W 


Method 


TBLASTX: Wheat 






7 9 R R 
/ZOO 








End 


7864 




PT 


none 








Score 


242 




TT vr\n c 
HiXOIlo 


7 9 s S 7^9 6 


7 661 
/ 0 0 X 


78 61 


7 679 


.7839, 7805. .7864 




Seq. No. 


30479 








Seq. ID 


OJ990409__08.9923. 


C18 


Gene No. 


63042 








Strand 


+ 






91 8 S 
z, ± 0 j 








End 


7891 




Name 


O.T9Q040Q 08 


999 ? 

• -7 -7Z O 


PI 8 




Method 


TBLASTX : Soybean 




0 Ldl L 


7 £4 n — 

/ D ft U 








End 


7861 




P T 


none 








Score 


245 






7640 7 8 61 


7 67 9 


7 8 ? 9 

• . / O 3 z? 










Seq. No. 


30480 








Seq. ID 


OJ990409_08. 9923. 


C26 


Gene No. 


63043 








Strand 


+ 






66 








End 


263 




Name 


O.T990409 08 

WU_7_7U4U_7 uo 


999 ? 


P 9 6 o1 


. gs 


Method 


GENSCAN 




oLari 


c. a ~ 
D 0 








End 


" 263 




oX 


none 








Score 


. 69 




HjXOHo 


66 9 6? 














Seq. No. 


30481 






- 


Seq. ID 


OJ990409_08.9923. 


C29 


Gene No. 


63044 








Strand 






Start 


126 








End 


263 




Name 


OJ990409 08 


.9923 


.C29.ol 


.gs 


Method 


GENSCAN 




Start 


126 








End 


263 




GI 


none 








Score 


. 51 




Exons 


126. .263 














Seq. No. 


30482 ( 








Seq. ID 


OJ990409JD8.9923. 


C33 



30396 




Gene No. 


63045 




Strand 






1 1 




FnH 


QD4 

Z? U *i 




O.T9Q04 HQ 

W O ^/ J U *i \J Z* 




Mo t" Vi nH 

lit; 1 1 W 




O Lai L. 


1 1 




FnH 


R QR 

O 27 O 


\J X 


none 




S core 


4 Q 


Li AUl lO 


1 1 RQR 

XX. * (J .7 (J 








O C VJ • L^U i 


^04 R? 




Seq. ID 




Gene No. 


63045 




Strand 




Start 


11 




End 


904 


Name 


OJ990409 


_08. 9923.C33.ol.np 


Method 


AAT/NAP 


Start 


.14 




End 


904 


GI 


1196998 




Score 


1527 


Exons 


14. .904 








GI Descrip. 


( J01829) 


unknown protein [Transposon 


TnlO] 



gi| 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 1 (AB026428) transposase 
[Methylomonas aminof aciens ] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30483 
63046 
8 

OJ990419_08.9923.Cl.ol.gs 

8 

none 
8. .193 



Seq. ID OJ990419_08.9923.C1, 

Strand + 

End 193 

Method GENSCAN 

End 193 

Score .47 



Seq. No. 30483 Seq. ID 

Gene No. 63047 Strand 

Start 133 End 

Name OJ990419_08 . 9923 . CI . ol . gp Method 

Start 133 End 

GI none - Score 

Exons 133.. 583 



OJ990419_08.9923.C1 
583 

AAT/GAP 

583 

699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990419 08. 9923. C3 



30484 Seq. ID 

63048 Strand 

1 End, 202 

OJ990419_08 . 9923.C3.ol.np Method AAT/NAP 

. 1 End - * 202 

6478924 Score 125 
1..81, 179. .202 

(AC011436) unknown protein [Arabidopsis thaliana] 



30485 Seq. ID 

"630.4 9 Strand 

321 ' End 

OJ990419_08 . 9923.C4 .ol.gs Method 

321 End 

none Score 
321. .386 



OJ990419_08.9923.C4 
386 

GENSCAN 

386 

.73 



Seq. No. 30486 Seq. ID OJ9904 19_08 . 9923 . C5 

Gene No. 63050 Strand + 

30397' 




OLCli L 


193 






End 


479 




IN dllLC 


O.TQQ04 1 Q 

vU Zf -S\J *i J. ^ 


\J KJ ■ Z7 Zs ~J . s-/ -J . 


0 1 . Cf s 


L iC L 1 1 KJ \JL 


\J I_i iN o ^xi-LN 




Cf arf 
O Lai L, 


-L ^ J 






End 


4 79 




CT 


none 






Score 


. 55 




LiAUl 1 o 


193 . .47 9 












Seq. No. 


30486 






Seq. ID 


OJ990419_08. 9923 


.C5 


Gene No. 


63051 • 






Strand 






Start 


183 






End 


487 




Name 




08 9923 C5 


ol . ts 


Mf^t" h nri 


TBLASTX * Sovbean 




Start 


177 






End 


401 




rir 


none 






• Score 


97 




F ynn ^ 

J_J *\. K^J IIO 


177 . .401, 


181 . . 393 










Seq. No. 


30486 






Seq. ID 


OJ990419_08. 9923 


.C5 


Gene No. 


63051 






Strand 






Start 


183 






End 


487 




Name 


OJ9904 19 


08 9923 C5 


ol . tc 


Mpt hod 


TBLASTX : Cress 




O Lai U 


180 ~ 

lou 






End 


386 






none 






Score 


79 




DAUl 1 0 


180 386 


181 . .384 










OC^ . LNL> . 


304 86 

Jul OU 






Seq. ID 


OJ990419 08 9923 


. C5 


Gene No. 


63051 






Strand 






Start 


183 






End 


487 






OJ990419 


08. 9923. C5. 


ol np 


Method 


AAT/NAP 




C -1- -a -*-+- 


183 






End 


487 






6911882 






Score 


227 






183. .487 












f^T O o e? r 1 r~ "i -n 


(AL138655) putative 


nrnt'P'i n 

^-J I U L C-L 1 1 


[Arabidopsis thaliana] 




Seq. No. 


30487 






Seq. ID 


OJ990419_08. 9923 


.C6 


Gene No. 


63052 






Strand 


+ 




Start 


287 






End 


569 




NT ^ m 


OJ990419 


08. 9923. C6. 


o 1 . qs 


Method 


GEN SCAN 




u Lai L 


287 






End 


569 




GI 


none 






Score 


.46 




TT" von c: 


287. .569 












Seq. No. 


30488 






Seq. ID 


OJ990419_08.9923 


.C7 


Gene No. 


63053 






Strand 


+ 




Start ' 


612 






End 


. 752 




Name 


•OJ990419 


08. 9923. C7. 


o 1 qp 


Method 


AAT/GAP 




U Ldl I 


612 






End 


752 






3106862 






Score 


282 






612. .752 












Seq. No. 


30489 






Seq. ID 


OJ990419_08. 9923 


,C8 


Gene No. 


63054 






Strand 


+ 




Q-f- a r -|- 
u Lai L 


804 






End 


1237 




Name 


OJ990419 


08. 9923. C8. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


793 






End 


1175 




GI 


none 






Score 


131 




Exons 


793. . 999, 


800. .1159, 


803. .1168, 804. .1175 




Seq. No. 


30489 






Seq. ID 


OJ990419_08.9923 


.C8 


Gene No. 


63054 






Strand 


+ 





30398 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



804 

OJ990419_08.9923.C8.ol.tm 

803 

none 

803. .1180, 804. .1178 

30489 
63054 
804 

OJ990419_08.9923.C8.ol.ts 

803 

none 

803. .1180, 804.-. 1175 



End 1237 

Method TBLASTX : Mai ze 

End 1180 

Score 674 



Seq. ID OJ990419_08.9923.C8 

Strand + 

End 1237 

Method TBLASTX : Soybean 

End 1180 

Score 639 



30489 Seq. ID OJ990419 

63054 Strand + 

804 End 1237 

OJ990419_08. 9923.C8.ol . np Method AAT/NAP 

804 End 1237 

130709 Score 642 

804. .1237 

SERINE/THREONINE PROTEIN PHOSPHATASE PP1 qi 
phosphoprotein phosphatase (EC 3.1.3.16) 1 - 
(M60215) protein phosphatase-1 [Zea mays] . 
qi I 445586 Iprf | 1 1909338A protein phosphatase 1 



08. 9923. C8 



322875 Ipir | | S29317 
maize gi | 168723 

[Zea mays] 



OJ990419_08. 9923.C8 
+ 

1237 
AAT/GAP 
1063 
4 92 



30489 Seq. ID 

63054 Strand 

804 End 
OJ990419_08. 9923.C8.ol.gp Method 

805 End 
22399_1.R1084 Score 
805. . 1063 

1 130709/sp| P22198 | PP1_MAIZE 3.0e-64 SERINE/THREONINE PROTEIN 

PHOSPHATASE PP1 >gi_322 8 75_pir S29317 phosphoprotein 

phosphatase (EC 3.1.3.16) 1 - maize >gi_168723 (M60215) protein 

phosphatase-1 [Zea mays] >gi_445586_prf 1909338A protein 

phosphatase 1 [Zea mays] 1 



Seq. No. 


30489 




Seq. ID 


OJ990419_08.9923 


.C8 


Gene No. 


63054 




Strand 


+ 




Start 


804 




End 


1237 




Name m 


OJ990419 08.9923,C8.ol 


tw 


* Method 


TBLASTX: Wheat . 




Start 


807 




End 


1180 




GI 


none 




Score 


623 




Exons 


807. .1175, 807. .1175, E 


J14. 


.1176, 815.. 


1180 




Seq. No. 


30490 




Seq. ID 


OJ990419_08. 9923 


.C9 


Gene No. 


63055 




Strand 






Start 


518 




End 


599 




Name 


OJ990419 08.9923.C9.ol. 


gs 


Method 


GENSCAN 




Start 


518 




End 


599 




GI 


none 




Score 


.92 




Exons 


518. .599 










Seq. No. 


30491 




Seq. ID 


OJ990419_08.9923 


C10 


Gene No. 


63056 




Strand 







30399 




Start 


362 


End 


567 




Name 


OJ990419 08 9923 CIO nl as 


Mp» f" h nH 






Start 


362 ~ 


End 


567 




GI 


none 


Score 


. 88 




Exons 


362 . . 567 








Seq. No. 


30492 


Seq. ID 


OJ990419_08. 9923 


.Cll 


Gene No. 


63057 


Strand 


+ ■ 




Start . 


436 


End 


630 




Name 


OJ990419 08 9923 Cll ol a<? 








Start 


436 ~ 


End 


630 




GI 


none 


Score 


.86 




Exons 


436 630 








Seq. No. 


30493 


Seq. ID 


OJ9904 19 08 992 3 


. C12 


Gene No. 


63058 


Strand 






Start 


584 


End 


788 




Name 


OJ990419 08.9923.C12.ol.gp 


Method 


AAT /GAP 




Start 


584 


End 


788 




GI 


1680 1.R1084 


Score 


389 




Exons 


584. .788 








GI Descrip. 


f 1076813/pir| IS46309 3.0e-33 initiator 


— \-\\ T\r\ \ t\ c\ n^ntpi n 


— ma i z e 


Seq. No. 


'30494 


Seq. ID 


O.TQQ041Q OR 9923 
\juz/z/\j i ±j^zP \j o * y zj c* o 


n 3 


Gene No. 


63059 


Strand 






Start 


1 


End 


1540 




Name 


OJ990419 08.9923.C13.ol.gp 


Method 


AAT /HAP 




Start 


1 - 


End 


<J X -J 




GI 


427671 


Score 


*J ZS \J 




Exons 


1..184, 286. .349, 449. .515 








QT Dp qrri n 

\J ^ 1— S v-* O J_ -X. V^J * 


1076813/pir| IS46309 3.0e-33 


initiator- 




ma i ze 


Seq. No. 


30494 


Seq. ID 


OJ990419__08.9923 


. C13 


Gene No . 


63059 


Strand 






Start 


1 


End 


1540 




Name 


OJ990419 08. 9923.C13.ol.np 


Method 


AAT /NAP 




Start 


10 


End 


1540 




GI 


1076812 


Score 


447 




Exons 


10. .184, 286. .349, 449. .752, 


919. .1186, 1511. .1540 






initiator-binding protein - 


maize gi j 4 


83490|emb|CAA55691| 




(X79085) initiator binding protein [Zea mays] 




Seq.-. No., 


30494 


Seq-. ID 


OJ990419__08..9923 


X13. 


Gene No. 


63059 


Strand 






Start 


1 


End 


1540 




Name 


OJ990419 08.9923.C13.ol.gs 


Method 


GENSCAN 




Start 


14 


End 


1181 




GI 


none 


Score 


.96 




Exons 


14. .184, 286. .409, 449. .739, 


937. .1181 






Seq. No. 


30494 


Seq. ID 


OJ990419_08.9923 


C13 


Gene No. 


63059 


Strand 






Start 


1 


End 


1540 




Name 


OJ990419 08. 9923.C13.ol.tm 


Method 


TBLAST-X: Maize 




Start 


38 


End 


1187 




GI 


none 


Score 


95 




Exons 


38. .205, 44. .187, 286. .351, 


286. .351, 


445. .546, 448. .540, 



30400 



571. .675, 1008. .1187 



Seq. No. 30494 

Gene No. 63059 

Start 1 

Name OJ9904 19_08 . 9923 . C13 . ol . ts 

Start 44 

GI none 
Exons 



Seq. ID OJ990419_08. 9923.C13 
Strand 

End 1540 

Method- TBLASTX : Soybean 

End 1187 

Score 85 

44. .187, 47. .205, 275. .352, 286. .351, 434. .544, 445. .552, 
1026. .1187 



Seq. ID OJ990419_08.9923.C13 
Strand 

End 1540 

Method TBLASTX : Cress 

End 1187 

Score 73 

47. .205, 62. .187, 286. .351, 445. .552, 541. .633, 1026. .1187 



Seq. No. 30494 

Gene No. 63059 

Start 1 

Name OJ9904 19_08 . 9923 . C13 . ol . tc 

Start 47 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990419_08 . 9923.C14 

Strand + 

End 6169 

Method GENSCAN 

End 5854 

Score .5 

3827. .4035,. 4717. .5032, 5150.. 5326, 5435. .5504, 5595.-5666, 
5799. .5854 



30495 
63060 
3827 

OJ990419_08. 9923.C14 .o2.gs 

3827 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30495 
63060 
3827 

OJ990419_08 . 9923 . C14 . o3 . gp 
4736 

1680 1.R1084 



Seq. ID OJ990419_08.9923.C14 

Strand + 

End 6169 

Method AAT/GAP 

End 6169 

Score . 1852 



4736. .5032, 5150. .5326, 5435. .5504, 5595. .5666, 5799. .6169 

1 1076813/pir | IS46309 3.0e-33 initiator-binding protein - maize 1 



30495 
63061 
1 

OJ990419_08. 9923.C14 .ol .np 
1 

5459298 



Seq. ID OJ990419_08.9923.C14 
Strand 

End 3048 

Method AAT/NAP 

End 1195 

Score 59 * 



1..35, 228. .370, 768. .919, 1039. .1195 

(Y17722) telomere repeat-binding protein TRP1 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30495 
63061 
1 

OJ990419_08. 9923.C14.ol.gs 

288 

none 



Seq. ID OJ990419_08.9923.C14 
Strand 

End 3048 

Method GENSCAN 

End 27 93 

Score .72 



288.. 367, 768.. 884, 1028.. 1880, 1959.. 2052, 2453.. 2793 



30495 
63061 



Seq. ID OJ990419_08.9923.C14 
Strand 



30401 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI- 

Exons 



End 

Method 
End 
Score 



3048 
AAT/GAP 
1573 
1060 



OJ990419_08. 9923.C14 .ol.gp 
1036 

uC-osflcypl52gl0bl 
1036. .1573 

, 4960051/gb|AAD34597.1|AF147739_l 2.0e-63 (AF147739) myosin XI 
[Zea mays] ' 



30495 
63061 
1 

OJ990419_08 . 9923.C14 .o2.gp 

2006 

none 



Seq. ID OJ990419_08.9923.C14 
Strand 

End 3048 

Method AAT/GAP 

End 3048 

Score 938 



2006. .2112, 2527. .2750, 2887. .3048 



30495 
63062 
6507 

OJ990419_08.9923.C14 ,o2.tm 

1039 

none 

1039. .1131, 1040. .1114, 1044, 
1139. .1366, 1140. .1334, 1148, 
1349. .1465, 1375. .1467, 1521, 

30495 
63062 
6507 

OJ990419_08.9923.C14.ol.tm 
4766 
none 

4766.-4825, 4769.-4825, 4851. 
4889. .5032, 4889. .4987, 5152. 
5155. .5331, 5434. .5502, 5435. 
5594. .5668, 5594. .5668, 5790. 

30495 
63062 
6507 

OJ990419_08. 9923.C14 .o3.gs 
6507 

none .. .. 



Seq. ID OJ990419_08.9923.C14 
Strand 

End 11577 
Method TBLASTX : Mai ze 
End 1564 
Score 62 

.1139, 1134. .1328, 1138, 
.1339, 1337. .1468, 1344, 
.1562, 1529. .1564 



1320, 
1475, 



OJ9904 19_08 . 9.923 . C14 
11577 

TBLASTX: Maize 

5882 

72 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4883, 4862. .4885, 4888. .4962, 
.5331, 5153. .5326, 5153. .5344, 
.5503, 5438. .5503, 5584. .5667, 
.5870, 5798. .5881, 5799. .5882 

Seq. ID OJ990419_08.9923.C14 
Strand - 
End 11577 
Method GENSCAN 
End 11577 

Score . . 76 • . 

6507. .6722/ 7100. .7160, '9197. .9279, 9361. .9441, 9539. .9571, 
9719.. 9820, 9901.. 9996, 10083 .. 10244 , 10347 .. 10538, 
10818. . 10889, 10989. .11202, 11300.. 11577 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



30495 
63062 
6507 

OJ990419_08. 9923.C14 .o3. ts 

6595 

none 

6595.. 6681, 6603.. 6722, 6669. 
7049.. 7159, 7101.. 7163, 7110. 
8399.. 8533, 9196.. 9282, 9203. 
9362. .9439 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6722, 6797 
.7166, 8390 



OJ990419 08.9923.C14 



11577 

TBLASTX : Soybean 
9439 
62 

6868, 6798 = , 6896, 
8524^ 8395..8532, 



,9280, 9208. .9282, 9361. .9438, 



30402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



30495 
63062 
6507 

OJ990419_08. 9923.C14 .o2.np 
6645 

5915855 ■ . 

6645.. 6722, 6800.. 6865, 7100 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7160, 8329, 



OJ990419_08.9923.C14 

11577 
AAT/NAP 
11142 
654 



8554, 9197. .9279, 
9361'..'9441, 9539. .9571, 9719. .9820, 9901. . 9996, 10077 .. 1024 4 , 
10347. .10538, 10620 .. 10730 , 10818 .. 10889, 10989. .11142 
CYTOCHROME P450 97B2 gi | 2738996 | gb | AAB94 58 6 | (AF022457) CYP97B2p 
[Glycine max] 



Seq. No. 30495 

Gene No. 63062 

Start 6507 

Name OJ990419JD8 . 9923 . C14 . o4 . tm 

Start 8500 

GI none 
Exons 



Seq. ID OJ990419_08.9923.C14 
Strand 
End 

Method 
End 
Score 



11577 

TBLASTX: Maize 

9577 

70 



8500. .8532, 9202. .9282, 9204. .9278, 9209. .9280, 9322. .9387, 
9361. .9444, 9362. .9442, 9500. .9574, 9512. .9577 



Seq. No. 30495 

Gene No. 630 62 

Start 6507 

Name OJ9904 19_08 . 9923 . C14 . ol . tc 

Start 9361 

GI none 

Exons 9361.. 9483, 9362.. 9439, 9530, 
9898..9969, 9900. .9998, 9901, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 08.9923.C14 



11577 

TBLASTX: Cress 
10151 
68 

9568, 9722.. 9820, 9726.. 9821, 
9999, 10083. . 10151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



304 95 
63062 
6507 

OJ990419 08. 9923.C14 .o3.tm 



9719 
none 
9719. , 
10347, 
10818. 



9820, 9741.. 9806, 
.10451, 10626 
.10895, 10989 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10083. .10247, 
10733, 10636 
11126, 10990 



OJ990419_08. 9923.C14 
11577 

TBLASTX: Maize 
11126 
81 

10096. . 10245, 
10731, 10815. .10907, 
11121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30495 
63062 
6507 

OJ990419JD8 . 9923 . C14 . ol . ts 

9734 

none 



Seq. ID OJ990419_08. 9923.C14 
Strand 
End 

Method 
End 
Score 



11577 

TBLASTX: Soybean 

10247 

106 



9734. .9820, 9738. .9821, 9891. .9998, 9892. .9999, 9898. .9969, 
9900. .9998, 10083 .. 10247 , 10084. .10245 



Seq. No. 
Gene No. 
Start 
Name 

r> j j— 

GI 

Exons 



30495 Seq. ID 

63062 Strand 

6507 End 

OJ990419_08 . 9923.C14 .o4 .gp Method 

10091 End 

uC-osflcypl21c03bl Score 



OJ990419__08. 9923.C14 

11577 
AAT/GAP 
10703 
816 



10091. .10244, 10347. .10538, 10620. .10703 



30403 



GI Descrip. ! 2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 30495 

Gene No. 63062 

Start 6507 

Name " OJ9904 19_08 . 9923 . C14 . o2 . ts 

Start 10696 

GI none 

Exons 10696. . 10731, 10701 10739, 
10989. .11120, 10993. .11121 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_08.9923.C14 
11577 

TBLASTX: Soybean 

11121 

40 



10818. .10895, 10819. .10917, 



Seq. No. 30496 Seq. ID 

Gene No. 63063 Strand 

Start 8198 End 

Name OJ9904 19_08 . 9923 . C15 . o2 . gs Method 

Start 8198 End 

GI none Score 

Exons 8198.. 9166 



OJ990419_08.9923.C15 
+ 

9166 
GENSCAN 
9166 
.54 



Seq. No. 30496 Seq. ID 

Gene No. 63064 Strand 

Start 11191 End 
Name . OJ9904 19_08 . 9923 .C15 . ol . gp Method 

Start 11191 End 

GI 426253 Score 

Exons 11191. .11479 



OJ990419_08.9923.C15 
+ 

11479 
AAT/GAP 
11479 
526 



Seq. No. 30496 Seq. ID 

Gene No. 63065 Strand 

Start 538 End 

Name OJ9904 19_08 . 9923 . C15 . ol . gs Method 

Start 538 End 

GI none Score 

Exons 538.. 554, 1056.. 1316, 1569.. 1584; 2331 
4098. .4287, 6447. .6451 



OJ990419_08.9923.C15 

6451 
GENSCAN 
6451 
.63 

..2512, 3673. .3727, 



Seq. No. 30496 Seq. ID 

Gene No. 63066 Strand 

Start ■ 9365 " „ End - 

Name OJ990419_08. 9923 . C15 . o3. gs Method 

Start 9365 End 

GI none • Score 
Exons 



OJ990419_08.9923.C15 

16370 
GENSCAN 
16370 
.44 



9365. .10214, 10837. .10969, 11589 11719, 11990 .. 12351, 
12653. .13408, 15478 .. 15555, 15711.. 16370 



Seq. No. 30496 

Gene No. 63066 

Start 9365 

Name OJ9904 19_08 . 9923 . C15 . ol . np 

Start 9368 

GI 

Exons 



Seq. ID OJ990419_08 . 9923. CIS- 
Strand 

End 16370 

Method AAT/NAP 

End 16370 

Score 4899 



9368. .10964, 11935. .12318, 12 653. .13426, 14 44 1 .. 14 616, 
14739. . 14 847, 15658. . 16370 



30404 



GI Descrip. (AB026839) Pi-b protein [Oryza sativa] 



Seq. No. 30496 

Gene No. 63066 

Start 9365 

Name OJ9904 19_08 . 9923 . C15 . o3 . tw 

Start 10399 " 

GI none 
Exons 



Seq. ID OJ990419__08.9923.C15 
Strand 

End 16370 

Method TBLASTX : Wheat 

End 10755 

Score 39 



10399. .104 37, 10431. .10571, 104 31. .10559, 10606. .10755, 
10608. . 10712 



Seq. No. 30496 Seq. ID 

Gene No. 63066 Strand 

Start 9365 End 

Name OJ9904 19_08 . 9923 . C15 . ol . ts Method 

Start 10407 End 

GI none Score 
Exons 



OJ990419_08. 9923.C15 
16370 

TBLASTX: Soybean 

12255 

70 



104 07. .10517, 10674. .10718, 1074 9. .1088 6, 11932. .12255, 
12023. .12076, 12134. .12253 



Seq. No. 30496 

Gene No. 63066 

Start 9365 

Name OJ9904 19_08 . 9923 . C15 . o3 . tm 

Start 10410' 

GI none 
Exons 



Seq. ID OJ990419_08.9923.C15 
Strand 

End 16370 

Method TBLASTX : Mai ze 

End 10827 

Score 108 



10410. .10559, 10411. .10560, 10563 .. 10718, 10567 107 1 9, 
10714. .10827 



Seq. No. 30496 Seq. ID 

Gene No. 63066 Strand 

Start 9365 End 

Name OJ990419_08 . 9923 . C15 . o5 . tm Method 

Start 11935 End 

GI none Score 

Exons 11935. . 12195, 11936.. 12181 



OJ990419_08.9923.C15 
16370 

TBLASTX: Maize 

12195 

73 



Seq. No. 30496 Seq. ID 

Gene No. 63066 Strand 

Start 9365 End 

Name OJ990419_08 . 9923 . CI 5 . ol . tw Method 

Start 11981 End 

GI none . . . ... Score 

Exons 11981... 12280, 11986 12279 '* • 



OJ990419_08. 9923.C15 
16370 

TBLASTX: Wheat 

12280 

134 



Seq. No. 30496 Seq. ID 

Gene No. 63066 Strand 

Start 9365 End 

Name OJ9904 19_08 . 9923 . C15 . ol . tm Method 

Start 14433 End 

GI none Score 

Exons 14433. .14801, 14434.. 14805 



OJ990419_08.9923.C15 
16370 

TBLASTX: Maize 

14805 

377 



Seq. No. 30496 Seq. ID 

Gene No. 63066 Strand 

Start 9365 End 

Name OJ990419 08 . 9923 . C15 . o2 . ts Method 



OJ990419_08 . 9923. C15 
16370 

TBLASTX: Soybean 



30405 




Start 


14434 


End 


14925 


GI 


none 


Score 


38 


Exons 


14434 14472 14524 14772 


14824. .14925 


Seq. No. 


30496 


Seq. ID 


OJ990419_08. 9923.C15 


Gene No. 


63066 


Strand 


- 


Start 


9365 


End 


16370 


Name 


OJ990419 08 9923 C15 o2 tw 


Method 


TBLASTX: Wheat 


Start 


14443 — 


End 


14883 


GI 


none 


Score 


196 


Exons 


14443.. 14742, 14448.. 14 633, 


14755. .148 


33 


Seq. No. 


30496 


Seq. ID 


OJ990419_08. 9923.C15 


Gene No. 


63066 


Strand 


- 


Start 


9365 


End 


16370 


Name 


OJ990419 08 9923 C15 o4 tm 


Method 


TBLASTX: Maize 


Start 


14817 ~~ 


End 


15180 


GI 


none 


Score 


204 


Exons 


14817 15065. 14818 15090. 


15097. .151 


30 


Seq. No. 


30496 


Seq. ID 


OJ990419_08. 9923.C15 


Gene No. 


63066 


Strand 




Start 


9365 


End 


16370 


Name 


OJ990419 08 9923 C15 o2 tm 


Method 


TBLASTX : Maize 


Start 


15238 ~~ 


End 


15603 


GI 


none 


Score 


90 


Exons 


15238 15348. 15367 15603. 


15376. .15582 


Seq. No. 


30496 


Seq. ID 


OJ990419_08.9923.C15 


Gene No. 


63066 


Strand 




Start 


9365 


End 


16370 


Name 


OJ990419 08 9923 C15 o4 tw 


Method 


TBLASTX: Wheat 


Start 


15376 ~ 


End 


15564 


GI 


none 


Score 


203 


Exons 

J—J £\ llu 


15376 15564 






Seq. No. 


30497 


Seq. ID 


OJ990419__08.9923.C16 


Gene No . 


63067 


Strand 




Start 


1588 


End 


2039 


Name 


OJ990419 08.9923.C16.ol.gp . 


Method 


AAT/GAP 


Start 


1588 


End 


2039 


GI 


4689079 


Score 


390 


Exons 


1588. .1718, 1886. .2039 






GI Descrip. 


4521190/dbj IBAA76281. 1 1 ' 0.0e+00 (AB013448) Pib [Oryza sativa] 




>gi_4 521 1 92_db j _BAA7 62 8 2 . 1_ 


(AB013449) 


Pib [Oryza sativa] 


Sea No 


30497 


Seq. ID 


OJ990419_08. 9923.C16 


Gene No. 


63068 


Strand 




Start 


3431 


End 


4,560 


Name 


OJ990419 08.9923.C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3431 


End 


4067 


GI 


none 


Score 


37 


Exons 


3431. .3496, 3656. .3712, 3665 


..3715, 3820. .3915, 3823. .3927, 




3830. .3925, 3998. .4066, 4002 


. .4067 




Seq. No. 


30497 


Seq. ID 


OJ990419_08.9923.C16 


Gene No . 


63068 


Strand 





30406 



Start 
Name 
Start 
GI 

Exons 



3431 End 

OJ9904 19_08 . 9923 . CI 6 . ol . tm Method 

3635 ■ End 

none Score 



4560 

TBLASTX: Maize 

4560 

83 



3635. .3712, 3639. .3710, 3641. .3715, 3822. .3920, 3823. .3921, 
3827. .3919, 3827. .3943, 3985. .4074, 3999. .4076, 4525. .4560 



Seq. No. 


30497 








Seq. ID 


OJ990419JD8 . 9923. CI 6 


Gene No. 


63069 








Strand 




Start 


4525 








End 


5692 


Name 


OJ990419 08 


. 9923 


.C16. o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


4525 








End 


5692 


GI 


none 








Score 


98 


Exons 


4525. .4626, 


4526 


.4621, 


4870. 


.4986, 4874. .4990, 4874. .4990, 




5073. .5162, 


5104 


.5166, 


5111. 


.5167, 5442. .5510, 5444. .5509, 




5621. .5692, 


5623 


.5691 








Seq. No. 


30497 








Seq. ID 


OJ990419_08.9923.C16 


Gene No. 


63069 








Strand 




Start 


4525 








End 


5692 


Name 


OJ990419 08 


. 9923 


C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4862 








End 


5691 


GI 


none 








Score 


110 


Exons 


4862, .4990, 


4874 . 


.4990, 


5104. 


.5166, 5111. .5167, 54 42. .5510, 




5443. .5511, 


5444 . 


.5509, 


5458. 


.5523, 5622.. 5687, 5622.. 5678, 




5623. .5691, 


5627. 


.5689 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30498 
63070 
1 

OJ990419_08. 9923.C17 .ol.np 
1 

3128231 
1..137, 284. .684, 793. .1877 

(AC004077) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990419_08. 9923.C17 

Strand + 

End 6575 

Method AAT/NAP 

End 1877 

Score 565 



30498 
63070 
1 

OJ990419JD8. 9923 . C17 . ol . gs 



Seq. ID OJ990419_08.9923.C17 

Strand + 

End 6575 

Method GENSCAN 

6 End 657 5 

none Score .78 

6., 1691,. 1797, .1907, 3051. .3174, 3394. .3488, 6172. .6354, 
6510.. 6575 * ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30498 
63070 
1 

OJ990419JD8. 9923.C17.ol.gp 



Seq. ID OJ990419_08 . 9923.C17 

Strand + 

End 6575 

Method AAT/GAP 

End 6434 

Score 61 



6377 
4715947 
6377. .6434 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thalianaj >gi_604 9882_gb_AAF027 97 . 1_AF195115__17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



30407 




Seq. No. 


30498 


Seq. ID 


OJ990419_08.9923. 


C17 




63071 


Strand 


+ 




Start 


7894 


End 


8608 




Nam© 


OJ990419 08 9923 C17 o2 as 


Mp1" h nH 


\j ulnij n LM 




Start 


7894 ~~ 


End 


8608 




GI 


none 


Score 


1 




P,vnn9 


7894. .8044, 8154. .8608 








*J v3 • V-/ • 


30498 


Seq. ID 


OJ990419 08 9923 


C17 


Gene No. 


63072 


Strand 






Start 


10207 


End 


12183 




Name 


OJ990419 08.9923.C17.o2.np 


Method 


AAT/NAP 




Start 


9864 


End 


12138 




GI 


4063749 


Score 


171 




F.vnriQ 


98 64. .9905, 104 64. .10584, 10669. .1084 3, 


11645. .11757, 






11846. . 12138 








\J JL L>C JvJ L. k-/ • 


(AC005851) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


' 30498 


Seq. ID 


OJ990419_08.9923. 


C17 


Gene No. 


63072 


Strand 


+ 




Start 


10207 


End 


12183 




Name 


OJ990419 08.^9923. C17.o3.gs 


Method 


GENSCAN 




Start 


10207 


End 


12183 




GI 


none 


. Score 


. 98 




Pvnnq 


10207. . 10215, 10278. .10584, 


10669. . 10994, 11661 .. 11757 , 






11846. .12183 








Seq. No. 


30498 


Seq. ID 


OJ990419_08.9923. 


C17 


Gene No. 


63073 


Strand 






Start 


14443 


End 


14892 




Name 


OJ990419 08. 9923.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


351 


End 


1727 




GI 


none 


Score 


103 




Exons 


351. .524, 362. .406, 489. .686, 561. .632, 


740. .781, 819. .8 


90 




873. .1094, 1122. .1202, 1224. 


.1727, 1262 


. .1579 




Seq. No. 


30498 


Seq. ID 


OJ990419_08.9923. 


C17 


Gene No. 


63073 


Strand 






Start 


14443 


End 


14892 




Name 


OJ990419 08.9923.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


477 


End 


1571 




GI 


none 


Score 


85 




Exons 


477'. .629, 1134. '.1196, 1209'.. 


1532, 1217. 


.1510, 1227. .1532 






1449. . 1571 








Seq. No. 


30498 


Seq. ID 


OJ990419__08.9923. 


C17 


Gene No. 


63073 


Strand 






Start 


14443 


End 


14892' 




Name 


OJ990419 08/9923.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


816 


End 


1442 




GI 


none 


Score 


108 




Exons 


816. .1040, 1014. .1103, 1122. 


.1196, 1122 


. .1163, 1224 . .1439, 




1236. . 1442 








Seq. No. 


30498 


Seq. ID 


OJ990419_08.9923. 


C17 


Gene No. 


63073 


Strand 







30408 




Start 


14443 




End 


14892 








Name 


OJ990419 08 


.9923.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


1230 ~ 




End 


1727 








GI 


none 




Score 


305 








Exons 


1230. . 1727, 


1266. .1460, 1268. .1621 










Seq. No. 


30498 




• Seq. ID 


OJ990419 


08 . 


. 9923 


.C17 


Gene No. 


63073 




Strand 










Start 


14443 




End 


14892 








Name 


OJ990419 08 


.9923.C17.o4.gs 


Method 


GENSCAN 








Start 


14443 




End 


14892 








GI 


none 




Score 


.73 








Exons 


14443. .14524, 14752. .14892 












Seq. No. 


30499 




Seq. ID 


OJ990419 


08 , 


, 9923 


.C18 


Gene No. 


63074 




Strand 










Start 


1519 




End 


1904 








Name 


OJ990419 08. 


. 9923.C18.ol.gs 


Method 


GENSCAN 








Start 


1519 




End 


1904 








GI 


none 




Score 


. 97 








. Exons 


1519. . 1655, 


1859. .1904 












Seq. No. 


30500 




Seq. ID 


OJ990419 


08 . 


9923 


.C19 


Gene No. 


63075 




Strand 










Start 


8852 




End 


9054 








Name 


OJ990419 08, 


. 9923.C19.o2.gs 


Method 


GENSCAN 








Start 


8852 




End 


9054 








GI 


none 




Score 


. 73 








Exons 


8852. .9054 














Seq. No. 


30501 




Seq. ID 


OJ990419 


08 . 


9923 , 


.C20 


Gene No. 


63076 




Strand 


-1- ~ 








Start 


224 




End 


819 








Name 


OJ990419 08. 


.9923.C20.ol.gs 


Method 


GENSCAN 








Start 


224 


End 


819 








GI 


none 




Score 


. 82 








Exons 


224. .257, 755. .819 












Seq. No. 


30501 




Seq. ID 


OJ990419 


08 . 


9923 . 


.C20 


Gene No. 


63077 




Strand 










Start 


1674 




End 


1863 








Name 


OJ990419 08. 


9923.C20.o2.gs. 


Method 


GENSCAN 








Start 


1674 




End 


1863 








GI 


none 




Score 


. 59 








Exons 


1674. .1745, 


1822. . 1863 












Seq. No. 


30502 




Seq. ID 


OJ990419_ 


08. 


9923, 


,C21 


Gene No. 


63078 




Strand 


+ 








Start 


1 




End 


2650 








Name 


OJ990419 08. 


9923.C21.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


2386 








GI 


6478924 




Score 


342 








Exons 


1..40, 342.. 


445, 543. .648, 


717. .790, 1828. .1929, 


2008. .2103, 




2266. .2386 














Gi Descrip. 


(AC011436) unknown protein 


[Arabidopsis 


: thaliana 


] 






Seq. No. 


30502 




Seq. ID 


OJ990419_ 


08. 


9923. 


C21 



30409 




Gene No. 


63078 




Strand 


+ 




kJ L a -L L 


i 

X 




FnH 


' 2650 

£- \J J \S 




KTaino 


O.T99041 9 08 9923 P21 ol 




L iC l_ 1 HJ <J- 


I DXirtO 1 A • Lid IZC 




OLal l 


J X *i 




FnH 


587 

JO / 




ox 


none 






1 93 

X Zf J 




Fvon 


314 445 349 414 351 

J X *3 . • *4 *± J , J *± J • • *1 X *I , J J I 


446 


352 ..447 


541 570 543 

/ Jilt i J / U/ J 1 — ) . . 


587 

JO ' 


Seq. No. 


30502 




Seq. ID 


OJ990419_08.9923 


.C21 


Gene No. 


63078 




Strand 


+ 




Start 


1 




End 


2650 




Name 


Ol7990419 08 9923 P21 ol 

WU^JWIX-' UO • Zf Z? C J ■ X . LJ 1 


. y ^ 


Method 


GENSCAN 






353 _ 
j j j 




End 


2333 




O I 


I HJI 1C 




Score 


.81 




pvnn S 

DAUl 1 o 


353 445 543 644 722 


. .790, 


2008.. .2103, 2238.. 2333 




Seq. No. 


30502 




Seq. ID 


OJ990419 08.9923 


.C21 


Gene No. 


63078 




.Strand 


+ 




Start 


1 




End 


2650 




LN G1UC 


OJ990419 08 9923 C21 ol 




Method 


TBLASTX: Soybean 






359 ~~ 

J J 




End 


647 




\j j. 






Score 


128 




IjAUI lo 


359 44 5 543 647 










Seq. No. 


30502 




Seq. ID 


OJ990419_08.9923 


.C21 


Gene No. 


63078 




Strand 


+ 




O Lai L 


i 

X 




End 


2650 




LN CtltLC 


D.T9Q0419 08 9923 P21 ol 


• y p 


Method 


AAT/GAP 




o Lai u 


2035 ~ 

\J J J 




End 


2650 




x 


24 281 D1 




Score 


851 




F von Q 


2D35 2103 2266 2650 










JC^* ln\j * 


30 503 

J \J J tj J 




Seq. ID 


OJ990419_08.9923 


C? 2 


Gene No. 


63079 




Strand 


+ 




Start 


203 




End 


1515 




Name 


OJ990419 08 9923 C22 ol 




Method 


AAT/NAP 




o t_ ai u 


203 _ 




End 


1096 




\J I 


4 97 32 64 




Score 


178 




F von q 


203 278 360 430 987 


1096 

• • X VJ .7 U 








OI UCuOJ L^J ■ 


fAFl 44391 } hh i orpHoxi n- 


1 i kp 5 

I X rv C J 


[Arabidopsis thaliana] 




Seq. No. 


30503 




Seq. ID 


OJ990419J)8.9923 


.C22 


Gene No. 


63079 




Strand 


+ 




Start 


203 




End 


1515 ■ ■ 




NanAe 


O.799041 9 08' 9923 P22 ol 


• y s 


Method 


GENSCAN 




u LUI L 


360 "~ 




End 


1099 




\J X 


n on 




Score 


.73 






360 426 1001 109Q 

J U U • • *4 £. O , XUUX. t IU73 










Sea No 


30503 




Seq. ID 


OJ990419J38.9923 


. C22 


Gene No. 


63079 




Strand 


+ 




Start 


203 




End 


1515 




Name 


OJ990419 08.9923.C22.ol, 


.gp 


Method 


AAT/GAP 




Start 


367 




End 


1515 




GI 


4725 1.R1084 




Score 


1052 




Exons 


367. .426, 1001. .1515 











GI Descrip. ' 258 608 6/gb | U72724 i OSU72724 8.0e-14 Oryza sativa receptor 
kinase-like protein gene, family member E, complete cds 1 



30410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



30503 
63080 
2097 

OJ990419_08.9923.C22.o2.gs 

2097 

none 

2097.. 2299, 2846.. 3036, 3682. 
6258.-6399, 6509.. 6616, 6732. 
7771. .7945, 8798. .8928 



Seq. ID OJ990419_08. 9923.C22 

Strand + 

End 8928 

Method GENSCAN 

End 8928 

Score . 91 

.4292, 4702. .5533, 5613. .6174, 
.6944, 7032. .7142, 7361. .7555, 



30503 Seq. ID 

63080 Strand 

2097 End 

OJ9904 19_08 . 9923 . C22 . o2 . np Method 

34 97 End 

3980413 Score 



OJ990419_08.9923.C22 
+ 

8928 
AAT/NAP 
7997 
1600 



3497. .3622, 3752. .4160, 4191. .4292, 4702. .4817, 4884. .5563, 
5610.. 6174, 6258.. 6399, 6509.. 6616, 6732.. 6944, 7032.. 7142, 
7361. .7555, 7771. .7997 

(AC004561) putative pumilio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



Seq. No. 30503 Seq. ID 

Gene No. 63081 Strand 

Start 8086 End 

Name OJ9904 19_08 . 9923 . C22 . o2 . gp Method 

Start 8086 End 

GI none Score 

Exons 8.086.. 8517 



OJ990419_08.9923.C22 

8517 
AAT/GAP 
8517 
848 



Seq. No. 30503 
Gene No. 63082 
Start 9232 

Name OJ9904 19_08 . 9923 . C22 . o2 . tm 

Start 3695 
GI none 

Exons 3695.. 3847, 3696.. 3863, 3700. 

3894.. 4010, 3904.. 4113, 3920. 
4178. .4297, 4184. .4303, 4685. 
4787. .5026, 4790. .5020, 4791. 
5026. .5460, 5045. .5458, 5245. 

Seq. No'. ' ' 30503 * 

Gene No. 63082 

Start 9232 

Name OJ990419_08 . 9923 . C22 . o2 . tc 

Start 3761 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 08.9923.C22 



10927 

TBLASTX: Maize 
5460 
212 

.3909, 3880. .4113, 3894. .4118, 
.4135, 4128. .4292, 4128. .4292, 
.4783, 4695.-4799, 4699. .4800, 
.5030, 4792. .5031, 5013. .5285, 
.5460 

Seq. ID' - OJ990419_08. 9923.C22 
Strand 

End 10927 
Method TBLASTX : Cress 
End 4010 
Score 90 



3761. .3835, 3762. .3839, 3879. .4010, 3906. .4004, 3926. .4006 

Seq. No. 30503 Seq. ID OJ9904 19_08 . 9923 . C22 

Gene No. 63082 Strand 

Start 9232 End 10927 

Name OJ9904 19_08 . 9923 . C22 . o3 . t s Method TBLASTX : Soybean 

Start 3761 End 4022 

GI none Score 72 



30411 



Exons 



3761. .3832, 3762.-3833, 3897. .4022, 3920. .4015 



Seq. No. 30503 

Gene No. 63082 

Start 9232 

Name OJ9904 19_08 . 9923 . C22 . o3 . tm 

Start 5462 

GI none 

Exons 5462.. 5566, 5462.-5536, 5612. 

5670. .5846, 5674. .5847, 5674. 



Seq. ID OJ990419_08.9923.C22 
Strand 

End 10927 
Method TBLASTX : Maize 
End 5851 
Score 76 

.5668, 5612. .5668, 5613. .5669, 
.5847, 5675.. 5851 



Seq. ID OJ990419_08.9923.C22 
Strand 

End 10927 
Method TBLASTX: Soybean 
End 7935 
Score 147 

,5920, 5674. .5919, 6019. .6135, 6020. .6172, 6042. .6161, 
,6172, 6256. .6399, 6256. .6402, 6336..6398, 6506. .6616, 
,6615, 6728.-6829, 6732. .6830, 6735. .6944, 6831. .6941, 
,6940, 7032. .7088, 7034. .7087, 7771. .7935, 7783. .7920 



Seq. No. 30503 
Gene No. 63082 
Start 9232 

Name OJ9904 19_08 . 9923 . C22 . ol . ts 

Start 5648 
GI none 
Exons 5648. 

6089. 

6508. 

6836. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30503 
63082 
9232 
OJ9904 
5851 
none 
5851. . 
5922. . 
6256. . 
6576. . 
6759. . 
7034 . . 
7358. . 
7768. . 
8112. . 
8238. . 



Seq. ID OJ990419_08.9923.C22 
Strand 



19 08.9923.C22.ol.tm 



5925, 
6173, 
6399, 
6617, 
6914, 
7141, 
7465, 
7935, 
8144, 
8285, 



5852. 
5947. 
6506. 
6728. 
6804 . 
7038. 
7361. 
7770. 
8172. 
8353. 



.5917, 
. 6174, 
.6616, 
.6952, 
.6941, 
.7142, 
.7459, 
.7943, 
.8231, 
.8388, 



5853. 
6201. 
6508. 
6732. 
6894. 
7065. 
7391. 
7777. 
8187. 
8357. 



End 

Method 

End 

Score 



10927 
TBLASTX: 
8398 
103 



Maize 



.5918, 5920.. 6135, 

.6398, 6252. .6332, 

.6615, 6545. .6670, 

.6944, 6735. .6944, 

. 6944, 7029. .7142, 

.7142, 7065. .7142, 

.7528, 7529. .7564, 

.7923, 8111. .8134, 

.8240, 8194. .8235, 

.8395, 8357.. 8398 



5921. . 6172, 
6256. .6399, 
6568. .6618, 
6739. .6960, 
7029. .7067, 
7357. .7458, 
7765. .7944, 
8111. .8140, 
8231. .8287, 



Seq. No. 30503 
Gene No. 63082 
Start 9232 

Name- OJ9904 19_08 . 9923 . C22 . ol . tc 

Start 6255 * 

GI none 

Exons 6255.. 6419, 6256.. 6399, 6256. 

6728.. 6937, 6732.. 6935, 6735. 
7367.. 7528, 7774.. 7935 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990419 08.9923.C22 



10927 

TBLASTX: Cress 
7935 
179 

6399, 6506.. 6616, 6508.. 6624, 
6944, 7053.. 7142, 7367.-7528, 



Seq. No. . 30503 Seq. ID 

Gene No. 63082 Strand 

Start 9232 End 

Name OJ9904 19_08 . 9923 . C22 . o2 . ts Method 

Start 7358 End 

GI none Score 

Exons 7358.. 7546, 7360.. 7548, 7361.. 7555 



OJ990419_08. 9923.C22 
10927 

TBLASTX: Soybean 

7555 

278 



30412 



Seq. No. 30503 Seq. ID 

Gene No. 63082 Strand 

Start 9232 End 

Name OJ9904 19_08 . 9923 . C22 . o3 . gs Method 

Start 9232 End 

GI none Score 

Exons 9232.. 9386, 10861.. 10912 



OJ990419_08. 9923.C22 

10927 
GENSCAN 
10912 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30503 Seq. ID OJ9904 19_08 . 9923 . C22 

63082 Strand 

9232 End 10927 

OJ9904 19_08 . 9923 . C22 . o3 . gp Method AAT/GAP 

10570 End 10927 

100223_1.R1084 Score 672 

10570. . 10927 

, 2586086/gb|U72724 IOSU72724 8.0e-14 Oryza sativa receptor 
kinase-like protein gene, family member E, complete cds ' 



Seq. No. 30504 

Gene No. 63083 

Start 1 

Name OJ9904 19_08 . 9923 . C23 . ol . gp 

Start 1 

GI 100223_1.R1084 

Exons 1. . 85, 356. . 506 

GI Descrip. ' 258 608 6/gb | U72724 | OSU72724 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_08.9923.C23 

3798 
AAT/GAP 
506 
439 



. 0e-14 Oryza sativa receptor 



kinase-like protein gene, family member E, complete cds f 



Seq. No. 


30504 


Gene No. 


63083 


Start 


1 


Name 


OJ990419 08 


Start 


1 


GI 


6911847 


Exons 


1..85, 356. 




2093. .2376, 


GI Descrip. 


(AL138649) 


Seq. No. 


30504 


Gene No. 


63083 


Start 


1 


Name 


OJ990419 08 


Start 


356 


GI 


none 


Exons 


356. .1087, 




3724. .3798 


Seq. No. 


30504 


Gene No. 


63083 


Start 


1 


Name 


OJ990419 08 


Start 


820 


GI 


2428633 


Exons 


820. .1087, 


Seq. No. 


30504 


Gene No. 


63084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419__08. 9923.C23 

3798 
AAT/NAP 
3609 
1622 



85, 356. .1087, 1185. .1338, 1366. .1604, 1858. .1939, 
78. .3609 

(AL138649) putative protein [Arabidopsis thaliana] 



■ gp 



1185. . 1319 



Seq. ID OJ990419_08.9923.C23 
Strand 
End 

Method 

End , 
Score 

1939, 2093. .2376, 3478.-3642, 



3798 
GENSCAN 
3798 
.62 

,2376, 3478, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990419J38. 9923. C23 

3798 
AAT/GAP 
1319 
720 



OJ990419 08.9923.C23 



30413 



Start 
Name 
Start 
GI 

Exons 



4681 End 

OJ990419_08. 9923.C23.ol.tm Method 

2 End 

none Score 



15676 

TBLASTX: Maize 

1418 

260 



2. .94, 353. .541, 354. .542, 370. .543, 566. .1087, 573. .1088, 
574. .930, 621. .1088, 979. .1089, 1144. .1407, 1179. .1346, 
1182. .1418, 1187. .1414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30504 
63084 
4681 

OJ990419_08. 9923.C23.ol.ts 
2 

none 



Seq. ID OJ990419_08.9923.C23 
Strand 
End 

Method 
End 
Score 



15676 

TBLASTX : Soybean 

896 

126 



2. .82, 353. .475, 354. .476, 473. .541, 474. .542, 599. .895, 
617. .892, 621. .896 



Seq. No. 30504 
Gene No. 63084 
Start 4681 

Name OJ990419_08 . 9923 . C23 . o2 . ts 

Start 1191 
GI none 

Exons 1191.. 1316, 1191.. 1337, 1222. 

1417. .1605, 1868. .1942, 1879. 
2093. .2236, 3475. .3591, 3478. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 08.9923.C23 



15676 

TBLASTX: Soybean 
3591 
88 

1317, 1398. .1604, 1398. .1604, 
1953, 2085. .2228, 2092. .2373, 
3576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30504 
63084 
4681 

OJ990419_08. 

1419 

none 

1419. .1613, 
2092. .2259, 



9923.C23.o4.tm 



1473. .1604, 
2093. .2344, 



Seq. ID OJ990419_08. 9923.C23 
Strand 

End 15676 
Method TBLASTX: Maize 
End 237 6 

Score 221 
1851. .1943, 1857. .1940, 1859. .1942, 
2287. .2376, 2335. .2376 



Seq. No. 30504 

Gene No. 63084 

Start 4681 

Name OJ9904 19_08 . 9923 . C23 . o2 . tc 

Start 1458 

GI none 

Exons 1458.. 1556, 1471.. 1605, 1473. 

2092. .2157, '2093. .2155 



OJ990419_08.9923.C23 
15676 

TBLASTX: Cress 

2157 

66 



Seq. ID 
Strand 
End ' 
Method 
End 
Score 

.1604, 1868. .1954, 1879. .1953, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30504 Seq. ID 

63084 Strand 

4681 End 

OJ990419_08 . 9923.C23.o2.gs Method 

4681 End 

none Score 



OJ990419_08.9923.C23 

15676 
GENSCAN ** 
15676 
. 63 



4681. .4770, 4895. .4948, 8324. .8492, 8650. .8706, 9154. .9227, 
9328. .9402, 9669. .9723, 9948. .10021, 10820 .. 10953, 10965 11 120 , 
11212. . 11328, 12470. .12565, 12701 .. 12 917 , 13489 1 3540,- 
15393. .15532, 15557. .15676 



Seq. No. 



30504 



Seq. ID OJ990419 08.9923.C23 



.30414 



Gene No. 63084 Strand 

Start 4681 End 15676 

Name OJ9904 19_08 . 9923 . C23 . o3 . gp Method AAT/GAP 

Start 7647 End 7853 

GI 5816519 Score 371 

Exons 7647.. 7853 

GI Descrip. 258 608 6/gb I U72724 | OSU72724 8.0e-14 Oryza sativa receptor 
kinase-like protein gene, family member E, complete cds 



Seq. No. 30504 

Gene No. 63084 

Start 4681 

Name OJ9904 19_08 . 9923 . C23 . o4 

Start 8292 

GI 17290_1.R1084 

Exons 8292..8492, 8588.. 8706, 
9328.. 9402, 9669.. 9723, 

GI Descrip. 



• gp 



8807, 
9948. 



Seq. ID 
Strand- 
End 

Method 
End 
Score 



OJ990419 08.9923.C23 



15676 
AAT/GAP 
11140 
1671 

8891, 9011. .9059, 9154. .9227, 
10021, 10820. .10953, 11034. .11140 
'3402675 3.0e-16 (AC004697) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 30504 

Gene No. 63084 

Start 4681 

Name OJ990419_08 . 9923 . C23 . o2 . np 

Start 8446 

GI 6513925 

Exons 8446.. 8489, 8650.. 8706, 8807 
9328.. 9402, 9669.. 9723, 9948 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 08.9923.C23 



15676 
AAT/NAP 
10963 
307 

.8891, 9011. .9055, 9150. 
.10021, 10820.. 10963 



, 9227, 



GI Descrip. (AC011664) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30504 
63084 
4681 

OJ990419 08.9923.C23.o2.tm 



8641 

none 

8641. 

8808. 

9669. 



,8697, 
.8891, 
,9713 



8654. 
8996. 



.8707, 
.9064, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
8659. .8700, 
9015. .9071, 



OJ990419_08.9923.C23 
15676 

TBLASTX: Maize 
9713 
61 

8803. .8892, 8803. .8880, 
9153. .9233, 9319. . 9405, 



Seq. No. 30504 

Gene No. 63084 

Start- 4681 . 

Name' OJ990419_08 . 9923 . C23 . o3 . ts 

Start 8654 

GI none 

Exons 8654.. 8707, 8658.. 8708, 8803, 
9015. .9071, 9153. .9236, 9325. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,8898, 8808. .8891, 
,9405, 9338. .9406, 



OJ990419_08. 9923.C23 
15676 

TBLASTX': Soybean 

9725 

41 

8996. . 9064, 
9669. . 9725 



Seq. No. 30504 

Gene No. 63084 

Start 4681 

Name OJ9904 19_08 . 9923 . C23 . ol . tw 

Start 8660 

GI none 

Exons 8660.. 8710, 8661.. 8711, 
8991. .9071, 9153. .9230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_08. 9923.C23 
15676 

TBLASTX: Wheat 

9230 

40 



8824. .8889, 8826. .8894, 8990. .9061, 



30415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30504 
63084 
4681 

OJ990419JD8. 

8820 

none 

8820. .8894, 
9669. .9725 



9923.C23.ol.tc 



8990. .9055, 8991- 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,9056, 



OJ990419 08.9923.C23 



15676 

TBLASTX: Cress 
9725 
79 

9150. .9236, 9316. .9405, 



Seq. No. 30504 Seq. ID 

Gene No. 63084 Strand 

Start 4 681 End 

Name OJ9904 19_08 . 9923 . C23 . o3 . tm Method 

Start 9950 End 

GI - none Score 

Exons 9950. 

11029. . 11118, 11031. . 11156, 

11280. . 11366, 11282. . 11353 



OJ990419J38. 9923.C23 
15676 

TBLASTX : Maize 

11366 

89 



9994, 9986. .10021, 10820 .. 10942, 10820 .. 10960 , 



11191. .11364, 11218. .11253, 



Seq. No. 30504 Seq. ID 

Gene No. 63084 Strand 

Start 4681 End 

Name ,OJ9904 19_08 . 9923 . C23 . o5 . gp Method 

Start 11288 End 

GI none Score 
Exons 



OJ990419_08.9923.C23 

15676 
AAT/GAP 
12996 
1021 



11288. .11380, 12456. . 12541, 12626. .12996 



Seq. No. 30504 Seq. ID OJ9904 19_08 . 9923 . C23 

Gene No. 63084 Strand 

Start 4681 End 15676 

Name OJ9904 19_08 . 9923 . C23 . o3 . np Method AAT/NAP 

Start 14068 End 14276 

GI 82536 Score 264 

Exons 14068. .14276 

GI Descrip. hypothetical 8 . 3K protein (trnl-trnC intergenic region) - rice 

chloroplast gi j 11968 | emb | CAA33983 | (X15901) ORF70 [Oryza sativa] 
gil 226686 |prf | | 1603356L ORF 70 [Oryza sativa'] 



Seq. No. 


30504 




Seq. ID 


OJ990419_08.9923 


.C23 


Gene No. 


63084 




Strand 






Start . 


4681 . 




Enc L 


15676 




Name 


„OJ990419 08. 9923.C23.o5.tm 


Method 


TBLASTX: Maize 




Start 


14164 




End 


14373 




GI 


none 




Score 


271 




Exons 


14164. 


. .14373, 14166. . 14363 








Seq. No. 


30505 




Seq. ID 


OJ990419_08.9923 


.C24 


Gene No. 


63085 




Strand 






Start 


3644 




End 


6081 ' 




Name 


OJ990419 08.9923.C24.ol.gs 


Method 


GENSCAN 




Start 


3644 




End 


6073 




GI 


none 




Score 


.92 




Exons 


3644 . . 


,4165, 4815. .4937, 5102. 


.5362, 5627. .6073 




Seq. No. 


30505 




Seq. ID 


OJ990419JD8.9923 


.C24 


Gene No. 


63085 




Strand 







30416 




Start 


3644 








End 


6081 




O.TQQ04 1 Q OR 


.9923. 


.C24 .ol 


.np 


Method 


AAT/NAP 


c -f- -5 7-+- 


^64 7 _ 

O D ft / 








End 


6073 


CLT 


UUOl J JJ 








Score 


1199 


R v nn q 

Cj AU J 1 o 


^647 


3787. 


. .4165, 


4815 


..4937, 5102. .5362, 5696. .6073 




{ Arm S9R s ^ 


putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


30505 








Seq. ID' 


OJ990419_08.9923.C24 


Gene No. 


63085 








Strand 




Start 


364 4 








End 


6081 


Name 


O.7QQ04 1 Q OR 


• y y o t 


P94 nl 


. L- W 


Method 


TBLASTX: Wheat 


O L. O. i. L. 


"37R9 _ 








End 


4169 


u J. 


1 1U1 it; 








Score 


111 


R von q 


"37R9 4 1 6S 


4014 . 


, .4166, 


4080 


. .4169 






JU JU J 








Seq. ID 


OJ990419_0,8.9923.C24 


Gene No. 


63085 








Strand 




Start 


3644 








End 


6081 


Name 


OJ990419 08 


Q Q9 7 


P94 r»1 


. C C- 


Method 


TBLASTX: Cress 


olqi l 


^R1 Q — 








End 


5186 


riT 

KJ J_ 










Score 


289 


R von o 


?R 1 Q 4166 


3819. 


.4004, 


3821 


..4174, 3878. .4168, 4812. .4940, 




4R1 ^ 4 Q^S 


4821. 


.4949, 


5073 


..5186, 5099. .5179 


Seq. No. 


30505 








Seq. ID 


OJ990419_08.9923.C24 


Gene No. 


63085 








Strand 




Start 


364 4 








End 


6081 


Name 


O.TQQ04 1 9 OR 


QQ9 ^ 


P9 4 9 


. CHI 


Method 


TBLASTX: Maize 


Cf a r f 
ulal L 


"3R94 _ 
j o *± 








End 


5182 


GI 


none 








Score 


180 


Fvnn c; 

DAUl 1 >_> 


^R94 4174 


3840. 


.4166, 


4812 


..4937, 4813. . 4938, 5108. .5182 


Q^rr Kin 










Seq. ID 


OJ990419_08.9923.C24 


Gene No. 


63085 








Strand 




Start 


3644 








End 


6081 


Name 


OJ9904 1 Q DR 


. 9923. 


C24.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3900 _ 








End 


5371 


GI 


none 








Score 


380 


R von c; 


3900 4166 

*J .7 U U • t 1 X U U / 


3900. 


.4004, 


3902 


..4174, 4812. .4940, 4813. .4938, 




S0RR 5366 ' 


5099. 


.5365, 


5102 


. .5371 






3050 5 

J U J U *J 








Seq. ID 


OJ990419_08.9923.C24 


Gene . No 


63085 

v-/ W <s_J 








Strand 




Start' 


3644 








End 


6081 *' * 


Name 


OJ990419 08 


.9923. 


C24 .ol 


• gp 


Method 


AAT/GAP 


O Lai L 


4 R4 n 








End 


5356 


O -L 


T.TR^4 ^-09 S 

IliD J4 J J U J 


-Pl-Kl 


-F6 




Score 


663 


FvnnQ 


4R40 49^7 


5102. 


.5356 








(~1 T Hp Qpr*"i t~i " 


1 ^9?RDQS 9 

J -7 O U -7 -J • 


Oe-48 


(AC005770) putative protein kinase [Arabidc 




L.11CXJ LCtiiCl J 












Seq. No. 


30505 








Seq. ID 


OJ990419_08 . 9923. C24 


Gene No. 


63085 








Strand 




Start 


3644 








End 


6081 


Name 


OJ9904I9 08 


. 9923. 


C24 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5114 








End 


5348 


GI 


none 








Score 


79 



30417 



Exons 



.5114. .5254, 5115. .5246, 5264. .5341, 5265. .5341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



30505 
63085 
3644 

OJ990419_08 . 9923.C24 .ol.tm 

5183 

none 

5183.. 5383, 5184. .5366, 5192. 
5697.. 5990, 5990. .6076, 5991. 

30505 
63085 
3644 

OJ990419_08. 9923.C24.o2.tc 

5198 

none 

5198. .5365, 5199. .5363, 5207., 

30505 
63085 
3644 

OJ990419_08. 9923.C24.o2.ts 

5699 

none 

5699. .5872, 5703..* 5873 



Seq. ID OJ990419_08. 9923.C24 
Strand 

End 6081 

Method TBLASTX: Maize 

End 6081. 

Score 270' 

.5380, 5680.. 5913, 5696. .5989, 
.6074, 6001.. 6081 

Seq. ID OJ990419_08. 9923.C24 
Strand 

End 6081 

Method TBLASTX : Cress 

End 5962 

Score 168 

.5365, 5696.. 5962, 5703.. 5876 

Seq. ID OJ990419_08.9923.C24 
Strand 

End 6081 

Method TBLASTX : Soybean 

End 5873 

Score 144 



Seq. No. 30506 

Gene No. 63086 

Start 1640 

Name OJ9904 19_08 . 9923 . C25 . ol . gs 

Start 1640 

GI none 

Exons 1640.. 1765, 2842.. 2909 

Seq. No. 30506 

Gene No. 63087 

Start 4609 

Name OJ9904 19_08 . 9923 . C25 . o2 . gs 

Start 4609 

GI none 

Exons 4609. .4869, 4936. .5093, 5393., 

Seq. No. 30506 

Gene No. 63087 

Start 4609 

Name OJ9904 19_08 . 9923 . C25 . ol . np 

Start 4648 

GI 6042159 

Exons 4648. .4895, 5932.. 5995 
GI Descrip. (AF025460) No definition line 

Seq. No. 30506 

Gene No. 63088 

Start 1$19 

Name OJ9904 19_08 . 9923 . C25 . ol . tc 

Start 4642 



Seq. ID OJ990419_08. 9923.C25 

Strand + ■ 

End 2909 

Method GENSCAN 

End 2909 

Score .57 



Seq. ID OJ990419_08. 9923.C25 
Strand 

End 5995 

Method GENSCAN 

End 5678 

Score . 65 
5566, 5597.. 5678 

Seq. ID OJ990419_08.9923.C25 
Strand 

End 5995 

Method AAT/NAP 

End 5995 

Score 141 

found [Caenorhabditis elegans] 

Seq. ID OJ990419_08.9923.C25 
Strand 

End 7687 

Method TBLASTX : Cress 

End 4 900 



30418 





none 






Score 


O Q C 
J 




4649 4899 4649 


4 900 








Seq. No. 


30506 






Seq. ID 


OJ990419_08.9923 


Gene No. 


63088 






Strand 




Start 


■7519 






End 


7687 


Name 


OJ990419 08 9923 


. C25 . ol . 


L O 


11C L11UU 


TRT.A°.TY • ^nvhpan 


<Zt a rt- 

O Lai L 


4 64 fl ~~ 

*d U 1 o 






FnH 

Li i ILL 


4 900 


GJ 

\J -L 


n on ^ 






OLUI C 


981 

^. O I 


rvAne; 

L-i *v llu 


4648 4899 4649 


4900 








Seq. No. 


30506 






Seq. ID 


OJ990419_08.9923 


Gene No. 


63088 






Strand 




Start 


7519 






End 


7 687 


LN CtlLlC 




C? 5 n3 


gs 


Lit; Li iL>Lt 


riFMCp AM 

O Ej LN O VyrtLN 


O Lai L 


1 S 1 9 _ 






FnH 

Hi i ILL 


7 687 




none 






O L^VJ-L. C 


9? 


uAUl X O 


7S1 9 7687 










Seq. No. 


30507 






Seq. ID 


OJ990419_08.9923 


Gene No. 


63089 






Strand 


+ 


O Lai L 


350 






FnH 

Hi i ILL 


9994 

c~ Z7 *i 


Name 


OJ990419 08.9923, 


.C26.ol. 


gs 


LYlc UI LL>Ll 




O Lai L 


350 






FnH 
Hil ill 


9977 


\j i 


none 






Score 


1 1 




350. .478, 675. .771, 1093.. 


1181 1938 

HOI/ . . 


99 7 7 


Seq. No. 


30507 






Seq. ID 


OJ990419JD8.9923 


Gene No. 


63089 






Strand 


+ 


Start 


350 






FnH 


9 9 94 

^ ^. Z7 *i 


LN cilut; 


OJ990419 08.9923, 


.C26.ol. 


gp 


He LllL>U 


aat /r;flp 


O Lai L 


2006 






FnH 

£j I ILL 


9 9 94 




none 






Score 


R08 
J u o 




2006. .2294 










Seq. No. 


30508 






Seq. ID 


OJ990419_08.9923 


Gene No. 


63090 






Strand 




Start 


- 1544 






FnH 

J_i i ILL 


3898 




OJ990419 08.9923.C27.o2. 


ts 


. l v Jfci LilULl 




o l a j. l 


1 






FnH 

Hi i ILL 


919 

i y 


LJ -L 


none 






Score 


18 7 




1..219, 3. .215 










Seq. No. 


30508 






Seq. ID 


OJ990419_08.9923 


Gene No. 


63090 






Strand 




Start 


1544 






FnH 

Hil ILL 


38 98 


Name 


OJ990419 08.9923. 


,C27.o2. 


tc 


rJc L i 1 L> LI 


TRT A CITY • Proca 


Of- Y-f- 
O Lai. L 


10 






FnH 


9 1 6 

Z i 0 


\J -L 


none -> 






Score 


18 6 
X O D 


C 1 Y /"^ f| O 

III A.L>1 1 O 


10. .216, 12. .215 










Seq. No. 


30508 






Seq. ID 


OJ990419_08. 9923 


Gene No. 


63090 






Strand 




Start 


1544 






End 


3828 


Name 


OJ990419 08.9923. 


C27.ol. 


gp 


Method 


AAT/GAP 


Start 


1544 






End 


3443 


GI 


16299 1.R1084 






Score 


1483 



30419 



Exons 1544.. 1976, 2959.. 3153, 3242.. 3443 

GI Descrip. ■ 5053113/gb | AAD38856 . 1 | 1.0e-46 (AF156101) phosphatase PP1 
[Chlamydomonas reinhardtii] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30508 
630*90 
1544 

OJ99G419_08, 

1703 

none 

1703. .1741, 
1775. .1813, 



9923.C27.o2.tw 



1725. 
1824. 



,1811, 
,1859, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1768. .1812, 1768. .1812, 
1840. .1911, 1871. .1912, 



OJ990419 08.9923.C27 



3828 

TBLASTX: Wheat 
3320 
57 



1775. .1813, 
1882. .1914, 



1884. .1913, 1954. .1977, 1956. .1976, 2959. .3156, 2960. .3154, 
2985. .3155, 3239. .3316, 3240. .3320, 3241. .3318 



Seq. No. 


30508 




Seq. ID 


OJ990419_ 


_08.9923.C27 


Gene No. 


63090 




Strand 






Start 


1544 




End 


3828 




Name 


OJ990419 08.9923, 


.C27.o2.gs 


Method 


GENSCAN 




Start 


2273 




End 


3736 




GI 


none 




Score 


.89 




Exons 


2273. .2344, 2959, 


..3153, 3242. 


.3736 






Seq. No. 


30508 




Seq. ID 


OJ990419_ 


_08.9923.C27 


Gene No. 


63090 




Strand 






Start 


1544 




End 


3828 




Name 


OJ990419 08.9923. 


X27.ol.np 


Method 


AAT/NAP 




Start 


2959 




End 


3828 




GI 


130709 




Score 


1282 




Exons 


2959. .3153, 3242. 


, .3828 








GI Descrip. 


SERINE/THREONINE 


PROTEIN PHOSPHATASE 


PP1 gi|322i 


375|pir| IS29317 



phosphoprotein phosphatase (EC 3.1.3.16) 1 - maize gi I 168723 
(M60215) protein phosphatase-1 [Zea mays] 
gi I 445586 | prf | | 1909338A protein phosphatase 1 [Zea mays] 



Seq. No. 30508 

Gene No. 63090 

Start 1544 

Name OJ9904 19_08 . 9923 . C27 . ol 

Start 2959 

GI none 

Exons 2959.. 3156, 2960.. 3157, 
3241. .3813 

Seq. No. 30508 

Gene No. 63090 

Start 1544 

Name OJ9904 19_08 . 9923 . C27 . ol 

Start 2996 

GI none 

Exons 2996.. 3157, 3007.. 3156, 



Seq. ID OJ990419_08.9923.C27 
Strand 

End 3828 

.tm Method TBLASTX : Maize 

End 3813 

Score 294 
2960. .3157, 3239. .3802, 3240. .3803, 



Seq. ID OJ990419_08.9923.C27 
Strand 

End 3828 

.ts Method TBLASTX : Soybean 

End 3803 

Score 202 
3239.. 3802, 3240.. 3803 



Seq. No. 30508 

Gene No. 63090 

Start 1544 

Name OJ9904 19_08 . 9923 . C27 . ol . tc 

Start 2998 



Seq. ID OJ990419_08.9923.C27 



Strand 
End 

Method 
End 



3828 

TBLASTX: Cress 
3813 



30420 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 191 

2998. .3156, 2999. .3157, 3019. .3177, 3050. .3157, 3218. .3802, 
3239. .3802, 3240. .3803, . 3241. .3813 



30508 
63090 
1544 

OJ990419_08. 9923.C27.ol .tw 
3369 
none 

3369. .3791, 3371. .3799, 3371... 3799 



Seq. ID OJ990419_08.9923.C27 



Strand 
End 

Method 
End 
Score 



3828 

TBLASTX: Wheat 

3799 

452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30508 Seq. ID OJ9904 19_08 . 9923 . C27 

63090 Strand 

1544 End 3828 

OJ990419JD8 . 9923 .C27 . o2 . gp Method AAT/GAP 

3543 End 3828 

22399_1.R1084 Score 498 

3543. .3828 

' 130709/sp| P22198 | PP1_MAIZE 3.0e-64 SERINE/THREONINE PROTEIN 

PHOSPHATASE PP1 >gi_32287 5_pir S29317 phosphoprotein 

phosphatase (EC 3.1.3.16) 1 - maize >gi_l-68723 (M60215) protein 

phosphatase-1 [Zea mays] >gi_4 4 558 6_prf 1909338A protein 

phosphatase 1 [Zea mays] 1 



Seq. No. 30509 Seq. ID 

Gene No. 63091 Strand 

Start 5016 End 

Name OJ9904 19_08 . 9923 . C28 . o2 . gs Method . 

Start 5016 End 

GI . none Score 

Exons 5016.. 5082, 5134.. 5339 



OJ990419_08.9923.C2£ 
+ 

5339 
GENSCAN 
5339 
.87 



Seq. No. 30509 Seq. ID 

Gene No. 63092 Strand 

Start 6405 End 

Name OJ990419_08 . 9923 . C28 . o3 . gs Method 

Start 6405- * End 

GI none Score 

Exons 6405. .7367 



OJ990419_08.9923.C28 
+ 

8584 
GENSCAN 
7367 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
• } GI . Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30509 Seq. ID 

63092 . Strand 

64 05 End 

OJ990419_08. 9923.C28.o2.np Method 

6417 End 

1903359 Score 
6417. .6970, 8550. .8584 

(AC000104) F19P19.21 [Arabidopsis thaliana] 



OJ990419_08, 
+ 

8584' 
AAT/NAP 
8584 
.346 



9923. C28 



30509 Seq. ID 
63093 . Strand 

1 End 
OJ990419_08 . 9923 . C28 . ol . np Method 

1 End 

130709 Score 
1..66, 551. .736 



OJ990419_08.9923.C28 

1163 
AAT/NAP 
736 
253 



30421 



GI Descrip. SERINE/THREONINE PROTEIN PHOSPHATASE PP1 gi | 322875 | pir | | S29317 
phosphoprotein phosphatase (EC 3.1.3.16) 1 - maize gi 1168723 
(M60215) protein phosphatase-1 [Zea mays] 
gi I 445586 | prf | 1 1909338A protein phosphatase 1 [Zea mays] 

Seq. No. 30509 Seq. ID OJ9904 19_08 . 9923 . C28 

Gene No. . 63093 Strand 

Start 1 End 1163 

Name OJ9904 19_08 . 9923 . C28 . ol . gp Method AAT/GAP 

Start 247 End 1163 

GI 22399_1.R1084 Score 1146 

Exons 247.. 268, 552.. 1163 

GI Descrip. ' 130709/sp | P22198 | PP1_MAIZE 3.0e-64 SERINE/THREONINE PROTEIN 

PHOSPHATASE PP1 >gi_322875_pir S2 9317 phosphoprotein 

phosphatase (EC 3.1.3.16) 1 - maize >gi_168723 (M60215) protein 

phosphatase-1 [Zea mays] >gi_44558 6_prf 1909338A protein 

phosphatase 1 [Zea mays] 1 



Seq. No. 


30509 




Seq. ID 


OJ990419_08.9923.C28 


Gene No. 


63093 




Strand 




Start 


1 




End 


1163 


Name 


OJ990419 


_08.9923.C28.ol.gs 


Method 


GENSCAN 


Start 


559 




End 


736 


GI 


none 




Score 


.79 


Exons 


559.'. 736 








Seq. No. 


30509 




Seq. ID 


OJ990419_08.9923.C28 


Gene No. 


63094 




Strand 




Start 


8296 




End 


12575 


Name 


OJ990419 


08.9923.C28.ol.tw 


Method 


TBLASTX: Wheat 


Start 


549 




End 


740 


GI 


none 




Score 


87 


Exons 


549. .737, 


550. .735, 554. .739, 


558. .740 




Seq. No. 


30509 




Seq. ID 


OJ990419_08.9923.C28 


Gene No. 


63094 




Strand 




Start 


8296 




End 


12575 


Name 


OJ990419 


08.9923.C28.o2.tm 


Method 


TBLASTX: Maize 


Start 


549 




End 


1294 


GI 


none 




Score 


152 


Exons 


549. .650, 


550. .651, 554. .736, 


558. .737, 


680. .748, 767. .811, 




776. .862, 


1016. .1066, 1018. .1143, 1019. 


.1144, 1072. .1158, 



1095. .1160, 1127.. .1183, 1181. .1237, 1182. .1220, 1265. . 1294, 
1265. .1294 ' ' 



Seq. No. 30509 

Gene No. 63094 

Start 8296 

Name OJ9904 19_08 . 9923 . C28 . ol . tc 

Start ' 554 

GI none 

Exons 554.. 745, 558.. 737 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_08.9923.C28 
12575 

TBLASTX: Cress 

745 

156 



Seq. No. 30509 Seq. ID 

Gene No. 63094 Strand 

Start 8296 End 

Name OJ990419 08 . 9923 . C28 . ol . ts Method 



OJ990419_08. 9923.C28 
12575 

TBLASTX: Soybean 



30422" 




btart 


554 








MlCl 


7^7 




C T 

bl 


none 








Score 


7 






554. .634, 554. .736, 556. 


. DJi 








Seq. No. 


30509 








Seq. ID 


OJ990419J38. 9923 


.C28 


Gene No. 


63094 








Strand 






oial L 


8296 








Fnrl 


12575 




Name 


OJ990419 08. 


9923 


.C28.o2. 


t n 
t_ o 








Of a ■*-+- 

O LalT L 


6801 








FnH 

EjI 1U 


D !? O U 




C T 
lj 1 


none 








Q. r^t t~ 


JL " 






6801. .-6986 














Seq. No. 


30509 








Seq. ID 


OJ990419J38.9923 


.C28 


Gene No. 


63094 








Strand 






oLdi L 


8296 










12575 




Name 


OJ990419 08. 


9923 


.C28.o2. 


L o 


He L 1 1L>LI 


TRT.A^TX • ^nuhp^n 

1 0-UiT.O -L /v . OL/yj^tJClH 




Qf a -r- +- 
OlaiC 


6815 








ILiI 1LI 


U JO 7 






none 








Score 


Ol / 

^ JL 1 




IT 1 v t"\ o 


6815. . 6970, 


6816 


. . 6989 










Seq. No. 


30509 








Seq. ID 


OJ990419_08.9923 


.C28 


Gene No. 


63094 








Strand 






C -|- -a r-f 


8296 








Hi 1 1 LI 


"I 9 R7 S 




Name 


OJ990419 08. 


9923 


.C28 .o3. 


LIU 


K/I^i f- V^i /""\ 

L v Jc3 LIlOLl 


1 J3 J_irtO 1 A . i. v Jd Ilc 




OtdlL 


6822 








I-iIlLl 






bl 


none 








Score 


91 S 

lIJ 






6822. .6965, 


6824 


..6952 










Seq. No. 


30509 








Seq. ID 


OJ990419_08.9923 


.C28 


Gene No. 


63094 








Strand 






jLdil 


8296 








JliI 1 Li 


1 9 R7 R 




Name 


OJ990419 08. 


9923 


C28.o4. 


gs 


N/[o +~ \~\ /-\ 


O Hi L\ o L^riLN 






8296 








JZjIILI 


1 U / L> 1 




C T 
b 1 


none 








Score 


Q7 




iiiXons 


8296. .8512, 


9103 


.10751 










Oc^i LN L> • 


30509 








Seq. ID 


O.TQQ041Q OR QQ9^ 


P9 R 

■ L^ O 


Gene No. 


63094 








Strand 






Start 


8296 








End 


12575 




Name 


OJ990419 08. 


9923 


C28.o3. 


np 


Method 


AAT/NAP 




o L cl£ L 


8332 








End 


10505 




P T 


4432819 








Score 


1348 




LAUIio 


8332. .8512, 


9103 


. 10184, 


10215. .10318, 


10346. .10505 




ol iJt: o L.X J_£J . 


(AC006593) putative kinesin 


light chain [Arabidopsis th'alia] 


o e q . LN O . 


30509 








Seq. ID 


OJ990419_08.9923 


.C28 


Gene No. 


63094 








Strand 






Start 


8296 








End 


12575 




Name 


OJ990419 08. 


9923 


C28.o3. 


ts 


Method 


TBLASTX: Soybean 




Of 5yf 


9102 








End 


10325 




bl 


none 








Score 


79 




Exons 


9102. . 9533, 


9103 


. 9402, 


9295 


..9513, 9424. .9543, 9795. .10127 




10245. .10325 














Seq. No. 


30509 








Seq. ID 


OJ990419_08.9923 


.C28 


Gene No. 


63094 








Strand 






Start 


8296 








End 


12575 





30423 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990419_08. 9923.C28.ol.tm Method 
9134 End 
none Score 



TBLASTX: Maize 

9572 

156 



9134. .9289, 9135. .9572, 9139. .9570, 9338. .9571 



30509 
63094 
8296 

OJ990419_08. 9923.C28.o4 .np 
10169 
100210 

10169. .10951, 12482.. 12575 

extensin precursor (clone Tom L-4) - tomato gi 1170444 (M76671) 
extensin (class II) [Lycopersicon esculentum] 



Seq. ID'- OJ990419_08.9923.C28 
Strand 

End 12575 
Method AAT/NAP 
End 12575 
Score 208 



30509 
63094 
8296 

OJ990419_08.9923.C28.o5.gs 

11152 

none 



Seq. ID OJ990419_08.9923.C28 
Strand 

End 12575 

Method GENS CAN 

End 12506 

Score .88 



11152. .11204, 11724. .11788, 12097. .12506 



30509 
63094 
8296 

OJ990419JD8 . 9923 . C28 . o2 . gp 
11737 

21479_1.R1084 
11737. .12512 

'5852182/ emb | CAB5 5 420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] f 



Seq. ID OJ990419_08. 9923.C28 
Strand 

End 12575 

Method AAT/GAP 

End 12512 

Score 1488 



30510 
63095 
1 

OJ990419_08. 9923.C29.ol.np 
1 

4185599 
1..610 

(AB010708) Anthocyanin 5-aromatic acyltransf erase [Gentiana 
trif lora] 



Seq. ID OJ990419_08. 9923.C29 
Strand 

End 3955 

Method AAT/NAP 

End 610 

Score 207 



30510 
63095 
1 

OJ990419_08.9923.C29.ol.gs 
34 

none 

34. .625, 3854. .3955 

30510 
63095 
' 1 

OJ9904I9_08 . y923 .C29.ol .gp 
362 

58709 1.R1084 



Seq. ID OJ990419__08. 9923.C29 
Strand 

End 3955 

Method GENSCAN 

End 3955 

Score .56 



Seq. ID OJ990419_08. 9923.C29 
Strand 

End 3955 

Method AAT/GAP 

End 738 

Score 745 



30424 




Exons 362.. 738 

GI Descrip. ' 4 567314 /gb I AAD23725 . 1 | AC005956_14 2.0e-21 (AC005956) 
hypothetical protein [Arabidopsis thaliana] 1 



lJ \3 vj . IN W . 


30510 






Seq. ID 


O.TQQ041Q Oft QQ9^ 


CO Q 


Hpnp No 


63096 












Start 


4652 






End 


5456 




Name 


OJ990419 08 


9923 C29 o2 


. tm 








Start 


50 ' • 






End 


391 




GI 


none 






Score 


158 




Exons 


50 196, 54. 


. 197, 182 . . 


313, 


359 . . 391 








30510 








O.TQQ041Q Oft 


CO Q 




63096 






Qf ranrl 

O L. -L CI 1 1 \Ji 






Start 


4 652 






End 


54 56 




Name 


1 9 OR 


9923 C29 o2 




t~ Hn*H 






Start 


4 652 ~~ 






End 


54 08 




GI 


none 






Score 


.89 




Exons 


4652. .4981, 


5088. .5408 










JCU • Vi KJ . 


30510 






Seq. ID 


OJ990419JD8.9923 


CO Q 


UCllC Lxvj. 


63096 






Strand 






Start 


4652 






End 


5456 




Name 


OJ990419 08. 


9923.C29.o2 


.np 


Method 


AAT/NAP 




Start 


4904 






End 


5390 




GI 


4567314 






Score 


394 




Exons 


4904. .4981, 


5088. .5390 












(AC005956) hypothetical 


protein [Arabidopsis thaliana] 




O C \J • LNJ W ■ 


30510 






Seq. ID 


OJ990419_08.9923 


CO Q 


uCilC J.XJ^. 


63096 






Strand 






Start 


4652 






End 


5456 




Name 


OJ990419 08. 


9923.C29.ol 


. tc 


Method 


TBLASTX : Cress 




Start 


5085 






End 


5351 




GI 


none 






Score 


121 




Rxon s 

J_J -£\ \_/ 1 X O 


5085. .5261, 


5086. .5280, 


5271 


. .5351 






Sea Nn 


30510 






Seq. ID 


OJ990419_08.9923 


CO Q 




63096 






Strand 






Start 


4652 






End 


5456 




Name 


OJ990419 08. 


9923.C29.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5127 






End 


5352 




GI 


none 






Score 


225. : . f 




Exons 


5127. .5351, 


5131. .5352 












30510 






Seq. ID 


OJ990419_08. 9923 


COQ 


Con o NIo 


63096 






Strand 






Start 


4652 






End 


5456 ■ 




Name 


OJ990419 08. 


9923.C29.o2 


.gp 


Method 


AAT/GAP 


*} 


Start 


5147 






End 


5456 




GI 


2310716 






Score 


573 




Exons 


5147. .5456 












GI Descrip. 


4567314/gb|AAD23725.1|AC005956 14 2.0e 


-21 (AC005956) 






hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


30510 






Seq. ID 


OJ990419_08. 9923 


.C29 


Gene No. 


63096 






Strand 







30425 




Start 


4 652 




End 


5456 




Name 


OJ990419 08 9923 C29 ol 


. ts 


Mpf h r\H 






Start 


5170 ~ 




End 


5352 




GI 


none 




Score 


159 






5170 5352 5175 5351 










Cpn Mo 

kw? . IT* W • 


30511 




Sea ID 


OJ990419 08 9923 


. C30 


Gene, No. 


63097 




Strand 






Start 


1 




End 


324 




Name 


OJ990419 08.9923.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


324 




GI 


6006865 




Score 


73 






1..103, 228. .324 










GI DescriD . 


(AC009540) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30511 




Seq. ID 


OJ990419_08.9923 


.C30 


Gene No. 


63097 




Strand 






Start 


1 




End 


324 




Name 


OJ990419 08.9923.C30.ol 


.gs 


Method 


GENSCAN 




Start 


19 




End 


110 




GI 


none 




Score 


.71 






19. . 110 










O \3 VJ . 1 N ^ » 


30512 




Seq. ID 


OJ990419_08. 9923 


. C32 


Gene No. 


63098 




Strand 


+ 




Start 


1 




End. 


726 t 




Mom p> 


OJ990419 08.9923.C32.ol 


np 


Method 


AAT/NAP 




o u a -L u 


1 




End 


726 






4432819 




Score 


718 




P 1 von c; 


1. .726 










T Hp qprin 

J- LJ ^3 O W J_ -L. W . 


(AC006593) putative kinesin 


light chain [Arabidopsis thaliana 


Seq. No. 


30512 




Seq. ID 


OJ990419_08.9923 


.C32 


Gene No. 


63098 




Strand 


+ 




Start 


1 




End 


726 




Name 


OJ990419 08.9923.C32.ol 


gs 


Method 


GENSCAN 




Start 


111 




End 


639 




GI 


none 




Score 


.74 




F! ynn =5 


111. . 639 










Seq. No. 


30512 




Seq. ID 


OJ990419_08.9923 


.C32 


Gene No. 


63098 




Strand 


+ 




Start 


1 




End 


726 




Name 


OJ990419 08.9923.C32.ol 


tnr •" 


Method 


TBLASTX: Maize 




Start 


171 




End 


609 




GI 


none 




Score 


689 




Exons 


171. .608, 172. .609, 172. 


.405, 173. .604, 


454 . . 609 




Seq. No. 


30512 




Seq." ID 


OJ990419_.08.9923 


.C32 


Gene No. 


63098 




Strand 


+ 




Start 


1 




End 


726 




Name 


OJ990419 08.9923.C32.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


200 




End 


638 




GI 


none 




Score 


200 




Exons 


200. .319, 210. . 638, 230. 


.441 


3, 341. .637, 


486. .587 




Seq. No. 


30513 




Seq. ID 


OJ990419_08.9923 


.C33 



30426 



Gene No. 63099 Strand + 

Start 100 End 236 

Name OJ9904 19_08 . 9923 . C33 . ol . gs Method GENSCAN 

Start 100 End 236 

GI none Score .93 

Exons 100.. 236 



Seq. No. 30513 

Gene No. 63100 

Start 194 

Name OJ9904 1 9_08 . 9923 . C33 . ol . gp 

Start 194 

GI 5816519 

Exons 194.. 400 

GI Descrip. 258 608 6/gb | U72724 | OSU72724 
kinase-like protein gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_08. 9923.C33 
400 

AAT/GAP 

400 

371 



8.0e-14 Oryza sativa receptor 
family member E, complete cds 



Seq. No. 30514 Seq. ID 

Gene No. 63101 Strand 

Start 280 ' End 

Name OJ9904 19_08 . 9923 . C34 . ol . gp Method 

Start 280 End 

GI none Score 

Exons 280.. 395 



OJ990419_08. 
+ 

395 

AAT/GAP 

395 

194 



9923. C34 



Seq. No. 30515 

Gene No. 63102 

Start 923 

Name OJ9904 19_08 . 9923 . C36 . ol . gp 

Start 923 

GI 4725_1.R1084 

Exons 923.. 1232 

GI Descrip. 1 2586086/gb | U72724 | OSU72724 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_08. 
+ 

1232 
AAT/GAP 
1232 
569 



9923. C36 



8.0e-14 Oryza sativa receptor 



kinase-like protein gene, family member E, complete cds' 



Seq. No. 30516 Seq. ID 

Gene No. 63103 Strand 

Start 78 - End 

Name" OJ990429_05 . 9924 . C2 . ol . gs Method 

Start 78 End 

GI none Score 

Exons 78.. 123, 375.. 631 



OJ990429JD5. 9924 .C2 
+ 

631 

GENSCAN 

631 

.45 



Seq. No. 30517 Seq. ID 

Gene No. 63104 Strand 

Start 230 End 

Name OJ990429_05 . 9924 . C3 . ol . gs Method 

Start 230 End 

GI none Score ^ 

Exons 230.. 353, 448.. 529 



OJ990429_05. 9924 .C3 
+ 

529 

GENSCAN 

529 

.79 



Seq. No. 30518 Seq. ID 

Gene No. 63105 Strand 

Start 475 End 

Name OJ990429_05 . 9924 . C4 . ol . gs Method 

Start 475 End 

GI none Score 



OJ990429_05. 9924 .C4 
+ 

536 

GENSCAN 
536 
. 93 



30427 




tjXons 


fi / O . . jjD 
















Seq. No. 


30519 










Seq. ID 


OJ990429_05.9924 


.C5 


Gene No. 


63106 










Strand 






oLal L 


919 

Z. J. z, 












4 ^ ^ 




Name 


ujyyufizy uo. 


y y z, 4 


P ^ 


Ol 


. gs 




P T? M C P Zl M 




Of 3 y-f- 
OLdLL 


91 9 












A^l 




pr 


none 










Score , 


7 1 
.... / ± 




L7 von g 


919 4 ^ 
















Seq. No. 


30520 










Seq. ID 


OJ990429_05.9924 


.C7 


Gene No. 


63107 










Strand 


+ 






JU40 










End 


8139 




Name 


Pi TQ QPl 9 G nc; 

ujyyufiz,y uj . 


OQO A 
yyZ^ 


.C7. 


ol 


. gs 


Method 


GENSCAN 




Cf 2 y-+- 












End 


8139 




PT 


none 










Score 


.72 




C v o r*i c 


JD40 . . J /UD; 


R71 9 


. .5875 


, DjU j 


..6499, 8026. .8139 




Seq. No. 


30520 










Seq. ID 


OJ990429_05.9924 


.C7 


Gene No. 


63108 










Strand 






o u. art 


ft i n 9 

O / U z. 










End 


8809 




Name 


Pi TQQD / 9 Q fl R 


y y z. ft 


.C7. 


o2 


. gs 


Method 


GENSCAN 






q 7 n 9 
0 / Uz. 










End 


8809 




P T 


none 










Score 


.95 




Exons 


Q709 ftftflQ 
















Seq. No. 


30521 










Seq. ID 


OJ990429_05. 9924 


.C8 


Gene No. 


63109 










Strand 


+ 




Of- -a y-f 


1 Q 










End 


3825 




Name 


Pi TQQH/I 9 q n t; 

ujyyu^zy uo . 


9924 


.C8. 


ol 


.gs 


Method 


GENSCAN 




OLdiL 


1 Q 
1 y 










End 


3179 




PT 


none 










Score 


.83 




HiXons 


1Q 7 £ 1 H 9 R 


. .1191, 


18 


62.. 2092, 2676.. 


2841, 2948. .3179 




O q * IN O • 


^0R9 1 










Seq. ID 


OJ990429_05. 9924 


C8 


Gene No. 


63109 










Strand 


+ . 




Start 


19 










End 


3825 




Name 


OJ990429 05. 


9924 


.C8. 


ol 


.np 


Method 


AAT/NAP 




OLali 


884 










End 


3825 






6689826 










Score 


285 




HiXurio 


884. .1191, 1 


862. 


.2092, 


2682. 


.2887, 2997. .3222, 3712. .3825 




(AF092912) DFR-like 


protein 


[Arabidops 


is thaliana] 




Seq. No. 


30522 










Seq. ID . 


OJ990429_05.9924 


C9 


Gene No. 


63110 










Strand 






OLdH. 


341. 










End 


821 




Name 


OJ990429 05. 


9924 


.C9. 


ol 


• gp 


Method 


AAT/GAP 




Cf 3 v-f- 


341 










End 


821 




PT 


none 










Score 


865 




Exons 


341. .821 
















Seq. No. 


30522 










Seq. ID 


OJ990429_05.9924. 


C9 


Gene No. 


63111 










Strand 






Start 


1902- 










End 


14449 




Name 


OJ990429 05. 


9924 


.C9. 


ol 


. tm 


' Method 


TBLASTX: Maize 




Start 


517 










End 


3863 




GI 


none 










Score 


286 





30428 




Exons 517.. 819, 518.. 817, 553.. 819, 2345.. 2557, 2361.. 2543, 

2664. .2825, 2665. .2826, 2677. .2829, 2925. .3023, 2930. .3025, . 
2930. .3022, 2931. .3023, 3004. .3216, 3058. .3213, 3098. .3217, 
3798. .3833, 3834. .3863 



Seq. No. 30522 

Gene No. 63111 ... 

Start 1902 

Name OJ990429_05 . 9924 . C9 . o2 . ts 

Start 556 

GI none 
Exons 



Seq. ID OJ990429_05.9924.C9 
Strand 

End 14449 

Method TBLASTX : Soybean 

End 2784 

Score 104 



556. .816, 563. .739, 2360. .2545, 2361. .2543, 2677. .2784, 
2678. .2782 



Seq. No. 30522 

Gene No. 63111 
Start - 1902 

Name OJ990429_05 . 9924 . C9 . ol . tc 

Start 680 

GI none 
Exons 



Seq. ID OJ990429_05. 9924 .C9 
Strand 

End 14449 

Method TBLASTX : Cress 

End 3217 

Score 68 



680. .817, 694. .816, 2360. .2545, 2361. .2543, 2677. .2829, 
2678. .2824, 2678. .2866, 2680. .2832, 2930. .3022, 2954. .3025, 
3094. .3183, 3094. .3216, 3101. .3217 



Seq. No. 30522 
Gene No. 63111 
Start 1902 

Name OJ990429_05 . 9924 . C9 . o2 . gs 

Start 1902 
GI none 
Exons 1902 

4266 

6947 

8597 



,1922, 2363. 

,4347, 4442. 

,7029, 7121. 

,8724, 9127. 



2540, 2678. 
4565, 4833. 
7202, 7294. 
9264, 10503 

11298. . 11429, 12344. .12490, 12810 .. 12857 , 13135 .. 13197 , 
13300. . 13377, 14321. .14449 



Seq. ID OJ990429_05-;9924.C9 
Strand 

End 14449 
Method GENSCAN 
End 14449 
Score .87 

.2823, 3801. .3855, 3951. .4066, 
.5041, 5382. .5413, 5605. .5715, 
.7393, 7462. .7582, 7699.-7774, 
..10594, 10748. .10788, 



Seq. No. 30522 

Gene No.-. 63111 

Start 1902 

Name OJ9904 2 9_05 . 9924 . C9 . ol . tw 

Start 2677 

GI none 

Exons 2677. .2829, 2678. .2824, 2684, 
2930. .3022, 2950. .3027, 3004, 



OJ990429_05.9924.C9 
14449 

TBLASTX: Wheat 

3144 

209 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2830, 2925.. 3023, 2930.. 3025, 
.3144, 3098.. 3142 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30522 
63111 

1902 .. 

OJ99042 9_05. 9924 .C9.ol.ts 

2785 

none 

2785. .2829, 2786. .2824, 2930. 
3094. .3216, 3097. .3201, 3101. 
3954. .4031, 4096. .4188, 4097. 
4435. .4566, 4436. .4567, 4834, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 05. 9924. C9 



14449 

TBLASTX: Soybean 
5002 
46 

3025, 2930.. 3022, 3072.. 3200, 
3235, 3798..3R.S4. 3953,. 4012, 
4150, 4254. .4373^ 4258. .4371, 
4989, 4835. .5002 



30429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30522 
63111 
1902 

OJ990429_05. 

3974 

none 

3974 . .4027, 
4258. .4368, 
4443. .4475 



9924 .C9.o2. tm 



39?5, 
4258. 



.4037, 4100, 
.4350, 4265. 



Seq. ID OJ990429_05.9924.C9 
Strand 

End 144 4 9 

Method TBLASTX : Maize 
End 4475 
Score 73 

.4180, 4102. .4191, 4102. .4188, 
.4387, 4266. .4388, 4443. .4475, 



Seq. No. 30523 

Gene No. 63112 

Start 1653 

Name OJ990429_05 . 9924 . C10 . ol . gs 

Start 1653 

GI none 

Exons 1653.. 1726, 1910.. 2009 



Seq. ID OJ990429_05. 9924 .C10 

Strand + 

End 2009 

Method GENSCAN 

End 2009 

Score .74 



Seq. No. 30523 

Gene No. 63113 

Start 4550 

Name OJ990429_05 . 9924 . C10 . o2 . gs 

Start 4550 

GI none 

Exons ' 4550.. 4670, 4707.. 4777 



Seq. ID OJ990429_05. 9924 .C10 

Strand + 

End 4777 

Method GENSCAN 

End 4777 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30523 
63114 
5339 

OJ99042 9_05 . 9924 . C10 . ol . np 
5339 
4337200 



Seq. ID OJ990429_05. 9924. C10 
Strand 

8696 
AAT/NAP 
8696 
427 



End 

Method 
End 
Score 

5339. .5368, 7399. .7453, 7577. .7842, 8510. .8696 

(AC006403) NAM (no apical meristem) -like protein [Arabidopsis 

thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30523 
63114 
5339 

OJ990429_05. 9924. C10. o3.gs 

6908 

none 



30523 
63114 
5339 

OJ990429_05. 9924 .C10. ol.tm 

7412 

none 



Seq. ID OJ990429_05. 9924. C10 
Strand 

End 8696 

Method GENSCAN 

End 8663 

Score .71 



6908. .7447, 757y..7842, 8510. .8663 



Seq. ID OJ990429_05. 9924 .C10' 
Strand 

8696 

TBLASTX: Maize 
8655 ■ 



End 

Method 
End 
Score 



7412. .7450, 7562. .7690, 7611. .7691, 7685. .7837, 7713. .7820, 
8506. .8655, 8511. .8651 



Seq. No. 30523 

Gene No. 63114 

Start 5339 

Name OJ990429 05 . 9924 . C10 . ol . ts 



Seq. ID OJ990429_05.9924.Cin 
Strand 

End 8696 

Method TBLASTX : Soybean 



30430 




Start 


7575 






Hi I IKJL 


78 S9 

/ 0 D c. 


GI 


none 








1 z 


Exon 

j—i *\ V-/ no 


7575 7844 


7577 785? 








Seq. No. 


30523 






Seq. ID 


OJ990429_05. 9924 .C10 


Gene No. 


63114 






Strand 




Start 


5339 






End 


8696 


Name 


OJ9904 2 9 -0 5 


9Q?4 riO n1 


■ LW 


Method 


TBLASTX: Wheat 


Start 


7580 ~~ 






End 


7825 


GI 


none 






Score 


85 


Exons 


7580. .7717, 


7605 7688 


7712 . 


.7825, 7722.. 7820 


Seq. No. 


30523 






Seq. ID 


OJ990429_05. 9924 .C10 


Gene No. 


63114 






Strand 




Start 


5339 






End 


8696 


Name 


OJ990429 05 


QQ?4 n 0 n't 




Method 


TBLASTX: Cress 


Start 


7598 _ 






End 


8651 


GI 


none 






Score 


211 


Exons 


7598 7837 


7599 7838 


8506 . 


.8649, 8508. .8651 


Seq. No. 


30523 






Seq. ID 


OJ990429_05. 9924. C10 


Gene No. 


63114 






Strand 




Start 


5339 






End 


8696 


Name 


OJ990429 05 






Method 


TBLASTX: Soybean 


Start 


8511 _ 






End 


8676 


GI 


none 






Score 


• 108 




8511 8675 


8 51 9 867 








Sea No 


30524 






Seq. ID 


OJ990429_05.9924.C11 


Gene No . 


63115 






Strand 




Start 


987 






End 


1068 


Name 


OJ990429 05. 


9924.Cll.ol 


■ gp 


Method 


AAT/GAP 


Start 


987 






End 


1068 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


108 


Exons 


987. . 1068 










GI Desrrin 


f 24 98586/sp|Q40638 IMP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I}' 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


30525 






Seq. ID 


OJ990429_05. 9924 .C12 


Gene No. 


63116 






Strand 




Start 


899 






End 


1005 


Name 


OJ990429- 05. 


9924.C12.ol. 


gs 


Method* 


GENSCAN 


Start 


899 






End 


1005 


GI 


none 






Score 


.83 


Exons 


899. .1005 










Seq. No. 


30526 






Seq. ID 


OJ990429_05. 9924.C13 


Gene No. 


63117 






Strand 




Start 


1 






End 


257-. 


Name 


OJ990429 05. 


9924 .C13.ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


257 


GI 


55196 1.R108 


4 




Score 


503 



Exons 1. .257 

GI Descrip. ' 3746060 4.0e-10 (AC005311) unknown protein [Arabidopsis 
thaliana] ' 



30431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30527 Seq. ID 

63118 Strand 

119 End 

OJ990429_05. 9924.C14 .ol.gs Method 

119 End' 

none Score 



OJ990429_05.9924.C14 
+ 

15061 
GENSCAN 
15061 
.42 



119. .222, 3467. .3564, 9716. .9802, 11438 1162 6, 124 4 4 .. 12587 , 
14674.'. 14843, 14981.. 15061 



30527 Seq. ID 

63119 Strand 
16628 End 
OJ990429_05. 9924 .C14 .ol . np Method 
16185 End 
3063450 Score 

16185. .16304, 17227. 

18984. .19041, 19435, 
20823. .20880 



,17298, 17416. 
,19490, 20090. 



OJ990429 05.9924.C14 



20880 
AAT/NAP 
20880 
322 

17511, 18556. 
20183, 20233. 



,18681, 
,20358, 



GI Descrip. (AC003981) F22013.12 [Arabidopsis thaliana] 



Seq. No. 30527 

Gene No. 63119 

Start 16628 

N ame 0 J 9 9 0 4 2 9_0 5.9924.C14:o2.gs 

Start 16628 

GI none 
Exons 



Seq. ID OJ990429_05. 9924 .C14 



Strand 
End 

Method 

End 

Score 



20880 
GENSCAN 
20772 
.82 



16628. .16636, 17227 .. 17298 , 18556 .. 18681, 18984 1904 1, 
20001. .20167, 20254. .20358, 20486 .. 20594 , 20708.. 20772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30528 
63120 
1 

OJ99042 9_05 . 9924 . C16 . ol . gp 
1 

490 1.R1084 



Seq. ID OJ990429_05. 9924 .C16 

Strand + 

End 2313 

Method AAT/GAP 

End 2257 

_ Score 664 

1..72, 1881. .2039, 2124. .2257 

'2286153 1.0e-176 (AF007581) cytoplasmic malate dehydrogenase 
[Zea mays] 1 



30528 • 

63120 

1 

OJ99042 9_05. 9924 .C16.ol.tm 
2 

none 



Seq. ID OJ990429_05. 9924 .C16 

Strand + 

End 2313 

Method TBLASTX : Maize 

End 2257 

Score 117 



2. .49, 3. .122, 30. .74, 1866. .2039, 1869. .2039, 1874. .2041, 
1876. .2040, 2122. .2256, 2123. .2257, 2123. .2257 



30528 
63120 
1 

OJ99042 9_05. 9924 .C16.ol.tw 
3 

none 



Seq. ID OJ990429_05.9924 .C16 

Strand + 

End 2313 

Method TBLASTX : Wheat 

End 2257 

Score 102 



3. .122, 3. .74, 1874. .2041, 1876. .2040, 2122. .2253, 2123. .2257, 
2123. .2254, 2157. .2255 



30432 



Qctrr No 


30528 


Seq. ID 


OJ990429 OS 99?4 


. \^ J. o 


Gene No. 


63120 


Strand 


+ ~~ 




Start 


1" 


End 


2313 




Name 


OJ990429 05. 9924 .C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


21 


End ■ 


2257 




GI 


none 


Score 


83 




F.xons 

1—1 Awl 1 w 


..21. .122, 1874. .2041, 1876. .2040, 2111 


..2194, 2122.. 2202 


/ 




2123. .2203, 2197. .2256, 2198. 


.2257, 2207.. 2257 




i_> C * LN ■ 


30528 


Seq. ID 


OJ990429_05. 9924 


n 6 


Gene No. 


63120 


Strand 


+ 




Start 


1 


End 


2313 




Name 


OJ990429 05.9924.C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


27 


End 


2257 




GI 


none 


Score 


90 




F, von ^ 


27. .122, 1874. .2041, 1876. .2040, 1877 


..2056, 2111. .2251 






2122. .2256, 2123. .2257 








Seq. No. 


30528 


Seq. ID 


OJ990429_05. 9924 


.C16 


Gene No. 


63120 


Strand 


+ 




Start 


1 


End 


2313 




Name 


OJ990429 05.9924.C16.ol.gs 


Method 


GENSCAN 




Start 


30 


End 


2186 




GI * 


none 


Score 


.95 




F!xnn s 


30. .72, 1881. .2039, 2124. .2186 






Sea No 


30528 


Seq. ID 


OJ990429_05.9924 


. C16 


Gene No. 


63120 


Strand 


+ 




Start 


1 


End 


2313 




Name 


OJ990429 05.9924.C16.ol.np 


Method 


AAT/NAP 




Start 


1843 


End 


2313 




GI 


2286153 


Score 


417 




pvnn s 


1843. .2039, 2124. .2313 








CtT Dp qrrin 


(AF007581) cytoplasmic malate 


dehydrogenase [Zea mays] 




Seq. No. 


30529 


Seq. ID 


OJ990429_05.9924 


.C17 


Gene No. 


63121 


Strand 


+ 




Start 


58 


End 


1798 




Name 


OJ990429 05.9924.C17.ol.gs 


Method 


GENSCAN 




Start 


58 


End 


1798 




GI 


none 


Score 


.73 




Rvnnq 


58. .140, 604. .790, 1147. .1257 


, 1331.. 1511, 1536.. 1798 




Sea No 


30530 


Seq. ID 


OJ990429_05. 9924 


. C18 


Gene No. 


63122 


Strand 






Start 


1 


End 


352 




Name 


OJ990429 05.9924.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


352 




GI 


806299 


Score 


286 




Pvnn *=; 

*\ ^ 11 J 


1. .352 








GI Dpscrin 


(M25427) unknown protein [Zea 


mays] 






Seq. No. 


30530 


Seq. ID 


OJ990429_05.9924 


.C18 


Gene No. 


63122 


Strand 






Start 


1 


End 


352 




Name 


OJ990429 05.9924.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


296 





30433 



GI none 

Exons 3.. 296 

Seq. No. 30530 

Gene No. 63122 

Start 1 

Name OJ990429_05 . 9924 . C18\ ol . 

Start . 15 

GI none 

Exons 15. .296 



tw 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



224 



OJ990429_05. 9924 .C18 
352 

TBLASTX: Wheat 

296 

166 



Seq. No. 30530 

Gene No. 63122 

Start 1 

Name OJ990429_05 . 9924 . C18 . ol , 

Start 147 

GI none 

Exons " 147.. 257 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990429_05. 9924 .C18 
352 

GENSCAN 

257 

.74 



Seq. No. 30531 

Gene No. 63123 

Start 76 

Name OJ990429_05 . 9924 . C19 . ol , 

Start 76 

GI none 

Exons 76.. 473 



gs 



Seq. ID OJ990429_05.9924.C19 

Strand + 

End 519 

Method GENSCAN 

End 473 

Score .76 



Seq. No. 30531 

Gene No. 63123 

Start 76 

Name OJ990429_05 . 9924 . CI 9 . ol . tw 

Start 256 

GI none 

Exons 256.. 519, 276.. 503 

Seq. No. 30532 

Gene No. 63124 

Start 500 

Name OJ990429_05 . 9924 .C20-. ol . gs 

Start 500 

GI none 

Exons 500. . 646 



Seq. ID OJ990429_05.9924.C19 

Strand + 

End 519 

Method TBLASTX : Wheat 

End 519 

Score 180 



Seq. ID OJ990429_05.9924.C20 
Strand 

End " 64 6 

Method GENSCAN 

End 64 6 

Score . 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



30533 
63125 
1 

OJ990429_05. 9924 .C26.ol. 
1 

322873 

1..211, 295. .802 
hypothetical protein 2 - 
gi| 225006|prf | | 1206239B 

30534 
63126 
1 

OJ990429 05.9924.C27.ol. 



np 



Seq. ID OJ990429_05.9924.C26- 
Strand 

End 802 

Method AAT/NAP 

End 802 

Score 285 



• maize transposon En-1 
ORE 2 [Zea mays] 

Seq. ID OJ990429_05. 9924 .C.71 
Strand 

End 2100 

np Method AAT/NAP 



30434 



Start 
GI 

Exons 

GI Descrip* 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Ex'ons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gent; No. 
Start 
Name 



1 End 
806299 . Score 

1..1786, 1814. .2098 

(M25427) unknown protein [Zea mays] 



2098 
1496 



30534 
63126 
1 

OJ990429_05.9924.C27.ol.gs 

153 

none 



153. .610, 1195. .1829, 1855. .1883, 1972 



Seq. ID OJ990429_05.9924 , 
Strand 

End 2100 

Method GENSCAN 

End 2100 

Score .43 

2100 



C27 



30534 
63126 
1 

OJ990429_05.9924.C27.ol.tm 

795 

none 



Seq. ID OJ990429_05. 9924 . 
Strand 

End 2100 

Method TBLASTX : Mai ze 

End 1089 

Score 152 



C27 



795. .983, 799. .975, 987. .1088, 988. .1089 



30534 
63126 
1 

OJ990429_05.9924.C27 .o2. tw 

874 

none 



Seq. ID OJ990429_05.9924 
Strand 

End 2100 

Method TBLASTX : Wheat 

End 1216 

Score 49 



C27 



874. .984, 894. .1169, 1024. .1179, 1154. .1216 



End 

Method 
End 
Score 



30534 
63126 
1 

OJ990429_05.9924.C27.ol.ts 
1379 
none 

1379. .1654 

30534 
63126 
1 

OJ990429_05.9924 .C27.ol.tw 
1403 
none 

1403.. 1705, 1403.. T732, 1422, 

30534 
63126 
1 

OJ990429_05. 9924 .C27.o2.tm 
1832 
none 

1832. .1981, 1964. .2086, 1998. .2087 



Seq. ID OJ990429_05.9924, 
Strand 

2100 

TBLASTX : Soybean 
1654 
187 



C27 



Seq. ID OJ990429_05.9924 , 
Strand 

2100 

TBLASTX: Wheat 
1732 
113 



C27 



End 

Method 
End 
Score 
.1712 ' 



Seq. ID OJ990429_05. 9924 
Strand 

2100 

TBLASTX: Maize 
2087 
65 



C27 



End 

Method 
End 
Score 



30535 
63127 
303 

OJ990429J35. 9924 .C28 .ol.gs 



Seq. ID OJ990429_05. 9924 , 

Strand + 

End 528 

Method GENSCAN 



C28 



30435 



Start 303 End 528 

- GI . none Score . 93 

Exons 303.. 528 



Seq. No. 


30536 


Seq. ID 


OJ990429 OS 




Gene No. 


63128 


Strand 






Start 


163 


End 


1637 




Name 


OJ990429 05 9924 C29 ol 




\J £_i L\ O V^/ALN 




Start 


163 ~ 


End 


1637 




GI 


none 


Score 


. 72 




Exons 


163. .380, 457. .569, 1244 


..1396, 1401., 


,1637 




Seq. No. 


30536 


Seq. ID 


OJ990429JD5, 


. 9924 .C29 


Gene No. 


63129 


Strand 






Start 


1967 


End 


2033 




Name 


OJ990429 05.9924.C29.ol. 


gp Method 


AAT/GAP 




Start 


1967 


End 


2033 




GI 


LIB34 77-003-P1-K1-E9 


Score 


86 




Exons 


1967. .2033 








GI Descrip. 


1 24 9858 6/sp|Q4 0638 IMP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 









Seq. No.. 


30537 






Seq. ID 


OJ990429 


Gene No. 


' 63130 






Strand 


+ 


Start 


"* 1157 






End 


3057 


Name 


OJ990429 05 


.9924.C30.ol, 


.np 


Method 


AAT/NAP 


Start 


1157 






End 


3057 


GI 


6721512 






Score 


220 


Exons 


1157. .1286, 


1314. .1447, 


1490. 


.1526, 1639.. 1678, 


GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


30537 






Seq. ID 


OJ990429 


Gene No. 


63131 






Strand 




Start 


1005 






End 


2333 


Name 


OJ990429 05 


.9924.C30.ol. 


.gs 


Method 


GENSCAN 


Start 


1005 




End 


2333 


GI 


none " 






Score 


. 61 


Exons 


1005. .1029, 


1129. .1223, 


1480. 


.1664, 1673. .1873, 




2174. .2333 











3020. . 3057 



Seq. No. 


30538 






Seq. ID 


OJ990429 


Gene No. 


.63132 . 






.* Strand 




Start 


310 






End"' 


• 739 


Name 


OJ990429 05. 


. 9924 .C31, 


. ol . gs 


Method 


GENSCAN 


Start 


310 






End 


739 


GI 


none 






Score 


.82 


Exons 


310. .459, 6i 


31. .739 








Seq. No. 


30539 






Seq. ID 


OJ990429 


Gene No. 


63133 






Strand 




Start 


1 






End 


946 


Name 


OJ990429 05. 


, 9924 .C32 . 


. ol . np 


Method 


AAT/NAP 


Start 


1 






End 


819 


GI 


6539570 






Score 


160 


Exons 


1..60, 366.. 


,439, 624. 


, .819 







GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



30436 



Seq. No. 


30539 


Seq. ID 


OJ990429_05.9924 


.C32 




U J X J J 


of T=riH 






C!f a -r+- 


1 

X 


HjI 1L1 


:? 4 o 




KT s m o 
JNdlUtz 




Ma f Vi /*\ sA 






Of o r-h 


?7 ? ~~ 


HjI 1U 


- J? *i D 




tax 


none 


Score 






F v o n c 


?7? S7? 77? QH1 Q4fi 










30539 


Seq. ID 


vU J JUT £. j 1 WO. -7_7^.1 




Gpne No 


63134 


Strand 






Start 


955 


End 


1168 




■Name 


OJ990429 05.9924.C32.o2.np 


Method 


AAT/NAP 




Of a yf- 


955 


End 


1168 






6630699 


Score 


82 






955. .1168 










(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 | dbj IBAA8 95 66.1 | . (AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


one;/ n 

OUD 4 U 


beq. id 


OJ990429_04.9924 


.CI 




bo loo 


Strand 






Of -s Y-f- 


1 


fcjna 


570 




Name 


ujyyu4zy U4 . yy^4 .ci .01 .gp 


Method 


AAT/GAP 




Clf a y-f 


i 


kna 


350 




\j±. 


none 


Score 


380 






1..66, 215. .350 








Seq. No. 




beq. iu 


OJ990429_04. 9924 


.CI 






Strand 








1 


End 


570 




Name 


ujyyu4zy U4 . yyz4 ,ci . oi . tm 


Metnoa 


TBLASTX: Maize 




Of ^ r f 




End 


568 




flj 


none 


Score 


86 




LiAUJlO 


2. .67, 3. .68, 215. .292, 216.. 


527, 217. 


.525, 267. .527, 368..! 


Seq. No. 


30540 


Seq. ID 


OJ990429_04.9924 


.CI 




63135 


Strand 






Cf a y-f 


1 


End 


570 




Name 


OJ990429 04.9924.Cl.ol.gs 


Method 


GENSCAN 




Of a r f 


215 


End 


524 




PT 


none . 


Score 


.96 






215. .524. 








Seq. No. 


30540 


Seq. ID 


OJ990429__04.9924 


.CI 




63135 


Strand 






Of o r*f 
O Lai L. 


1 


End 


570 




Name 


OJ990429 04.9924.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Of a y-f 


246 


End 


57 0 




P T 


none 


Score 


192 




Exons 


246. .527, 247. .570, 368. .547 








Seq. No. 


30540 


Seq. ID 


OJ990429_04.9924 


.CI 


Gene No. 


63135 


Strand 






Start 


1 


End 


570 




Name 


OJ990429 04.9924.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


312 


End 


552 





568 



30437 




C T 


none 


Score 


9D 

Z. U -3 




























O.TQQD4 9 9 


OA 


Q994 


CI 


Gene No. " 


63136 


Strand 










Start 


1 


End 


1080 










OJ990429 04.9924.C7.ol.np 


Method 


AAT /MAP 










1 


End 


1 OftD 

IUOU 








(Z T 

V3 J. 


• 5091513 


Score 


1 9 fifi 








C 1 von c; 


1. . 1080 












P T nocrT i r^i 
\J J. UcoL-I ly • 


(AB023482) Hypothetical protein [Oryza 


odLXVaj 








Seq. No. 


30541 


Seq. ID 


OJ990429_ 


04. 


9924 


.C7 


Gene No. 


63136 


Strand 










C f- a v-t" 
O Lai. L 


1 


End 


X \J o u 








Name 


OJ990429 04.9924.C7.ol.gs 


Method 












97 


End 


X U H D 








r; t 
ox 


none 


Score 


• O J 








LjAUIiO 


97. .1046 












Seq. No. 


30542 


Seq. ID 


OJ990429_ 


04. 


9924 


.C8 


Gene No. 


63137 


Strand 












59 


End 


1 ^9D 








Name 


OJ990429 04.9924.C8.ol.gs 


Method 


OijLNoOrUN 








Q4- -a v-+- 
OLaiL 


59 


End 


x z o o 








OX 


none 


Score 


Q Q 

. y y 








XT' v o 


59. . 1288 












O c q • IN U * 


30542 


Seq. ID 




n a 


QQ94 
yd. f± 




Gene No. 


63137 


Strand 










Start 


59 


End 


1320 








Name 


OJ990429 04 . 9924 .C8.ol.np 


Method 


A Z\ T / M Zi P 








O Lax. L 


149 


End 


1 ^90 










5091513 


Score 


IDjD 










149. . 1320 














(AB023482) Hypothetical protein [Oryza 


s a tivs j 








Seq. No. 


30543 


Seq. ID 


OJ990429_ 


04. 


9924 


.C9 


Gene No. 


63138 


Strand 


+ 








Of a v-f- 
O Lai. L 


6 


End 


IjDU 








Name 


OJ990429 04.9924.C9.ol.gs 


Method 


OCjLNoOrilN 








Cf a y-f- 


6 


End 


IjDU 










none . , . 


Score 










T7 von Q 


6.. 88, 1048. .1256, " 1338.. 1360 












Seq. No. 


30543 


Seq. ID 


OJ990429_ 


04. 


9924 


.C9 


Gene No. 


63139 


Strand 


4- 








C ■(- a v-f- 
OLdlL 


8796 


End 


1 U 4 1 Z> 








Name 


OJ990429 04.9924.C9.o3.gs .. 


Method 










C 4- -a k+- 


8796 


End 


1 

1U4 / J 








GI 


none 


Score 


.43 








Exons 


8796. .10157, 10351. .10473 












Seq. No. 


30543 


Seq. TO 


0,7990499 




9994 




Gene No. 


63139 


Strand 


+ 








Start 


8796 


End 


10473 








Name 


OJ990429 04. 9924 .C9.ol.np 


Method 


AAT /NAP 









30438 




Start 8820 End 10426 

GI 129232 Score 1646 

Exons 8820.. 10157, 10351.. 10426 

GI Descrip. ORYZAIN BETA CHAIN PRECURSOR gi | 6764 5 | pir | | KHRZOB oryzain (EC 
3.4.22.-) beta precursor - rice gi | 218183 | dbj | BAA14403 . 1 | 
(D90407) oryzain beta precursor [Oryza sativa] 



Seq. No. 


30543 








Seq. ID 


OJ990429 


04 9924 C9 


Gene No . 


63140 








Strand 






Start 


1997 








End 


8244 




Name 


OJ990429 04 


.9924. 


C9.o2. 


gs 


Method 


GENSCAN 




Start 


1997 








End 


8244 




GI 


none 








Score 


.71 




R v o n s 


1997 2065. 


2071 . 


. 2269, 


2447 . 


..2572, 2589. .2767, 


3354 3455 




4024 4044 


5227 . 


. 5366, 


5850 . 


,.5906, 6241.. 6358, 


Ut UO • • vUl / / 




7234 7383. 


7718 . 


.7800, 


7889, 


,.8063, 8161. .8244 




Seq . No . 


30543 








Seq. ID 


OJ990429 


U*i . z? Z> t- L s. • Z> 




63140 








Strand 






Start 


1997 








End 


8244 




Name 


OJ990429 04 


.9924. 


C9.ol. 


gp 


Method 


AAT/GAP 




Start 


4074 








End 


4316 




GI 


27 97265 








Score 


470 






4074 4316 














Sea No 


30543 








Seq. ID 


OJ990429 


04 9924 P9 

W M . ZJ Z> £.*± • ^ _7 




63140 








Strand 






Start 


1997 








End 


8244 




Name 


OJ990429 04 


. 9924 . 


C9 . o2 . 


tm 


Method 


TBLASTX : 


L id X 


Start 


6263 ~~ 








End 


6805 




GI 


none 








Score 


74 




Exons 


6263. .6358, 


6273. 


. 6368, 


6274. 


. 6366, 6450. . 6620, 


6471. .6623, 




6727 . . 6801, 


6737 . 


. 6805, 


6740 . 


. 6802 






Sea No 


30543 








Seq. ID 


OJ990429 


04 9924 P9 


Gene No 


63141 








Strand 






Start 


8904 








End 


10165 




Name 


OJ990429 04 


. 9924 . 


C9 . ol . 


tc 


Method 


TBLASTX : < 




Start 


8904 ~~ 








End 


10151 




GI 


none 








Score 


42 ' 




R xnn ^ 


8904 8939 


8 952 . 


8993 

. O Z? Z* J , 


Q04 4 

Z> \J *i *i • 


.9103, 9045. .9110, 


zf ± c+zt . . z. z. J. , 




9146. .9199, 


9216. 


.9296, 


9251. 


.9301, 9285. . 9428, 


9296. . 9388, 




9444. . 9746, 


94 4 9 . 


.9745,.. 


97 98. 


.9911, 9812.. 9898, 


9975. .10151 




9977.. 10129 














Seq. No. 


30543 








Seq. ID 


OJ990429 


_04.9924.C9 


Gene No. 


63141 








Strand 






Start 


8904 








End 


10165 




Name 


OJ990429 04 


.9924., 


C9.ol. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


8904 








End 


10165 




GI 


none 








Score 


120 




Exons 


8904. .8996, 


8943. 


.8966, 


9044 . 


.9103, 9045. .9125, 


9126. .9221, 




9140. . 9199, 


9209. 


. 9745, 


9210. 


.9248, 9252. .9296, 


9297. .9746, 




9798. . 9911, 


9806. 


.9904, 


9898. 


.9933, 9899. .9934.. 


9978 . s 10154 




9980. . 10165 














Seq. No. 


30543 








Seq. ID 


OJ990429_ 


_04 . 9924 .C9 



30439 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



63141 Strand 

8904 End 

OJ9904 29_04 . 9924 . C9 . ol . ts Method 

8952 End 

none Score 



10165 

TBLASTX : Soybean 

10165 

39 



8952. .8993, 9044. .9103, 9045. .9116, 9129. .9197, 9143. .9199, 

■9233.. 9295, 9252.. 9296, 9285.. 9428, 9296.-. 9388, 9437.. 9742, 

9438. .9746, 9798. .9866, 9812. .9847, 9870. .9911, 9978. .10157, 
9992. .10165 



Seq. No. 30543. 

Gene No. 63141 

Start 8904 

Name OJ990429J34 . 9924 . C9 . ol . tw 

Start 9045 

GI none 
Exons 



Seq. ID OJ990429_04.9924.C9 
Strand 

End 10165 

Method TBLASTX : Wheat 

End 9854 

Score 71 



9045. .9116, 9143. .9184, 9249. .9428, 9251. .9388, 9444. .9680, 
9449. .9679, 9681. .9854 



Seq. No. 30543 

Gene No. 63141 

Start 8904 

Name OJ990429_04 . 9924 . C9 . o2 . tw 

Start 9989 

GI none 

Exons 9989.. 10150, 9990 .. 10151 



Seq. ID OJ990429_04.9924.C9 
Strand 

End 10165 

Method TBLASTX : Wheat 

End 10151 

Score 228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990429_04. 9924. C10 
Strand + 

255 

AAT/GAP 
255 
84 



End 

Method 

End 

Score 



30544 
63142 
203 

OJ9904 29_04. 9924. C10. ol.gp 
203 

LIB3432-014-P1-K1-E9 
203. .255 

1 565652/dbj | D28135 | HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus 
gene for ribulose-bisphosphate carboxylase, complete cds 1 

Seq. ID OJ990429_04 .9924 .C10 

Strand + 

End 1215 

Method GENSCAN 

End 1179 

Score .64 



Seq. ID OJ990429_04. 9924. C10 

Strand + 

End 1215 

Method TBLASTX : Soybean 

End 1201 

Score 157 

816. .932, 1024. .1188, 1025. .1201 

Seq. ID OJ990429_04.Q924.CT0 

Strand + 

End 1215 

Method TBLASTX : Maize 



Seq. No. 


30544 






Gene No. 


63143 






Start 


300 






Name 


OJ990429 


04. 9924. C10. ol 


.gs 


Start 


"300 






GI 


none 






"Exons ' 


300. .496, 


582. .697, 823 


. .'84 7", 


Seq. No. 


30544 






Gene No. 


63143 






Start 


300 






Name 


OJ990429 


04. 9924. C10. ol 


. ts 


Start 


362 






GI 


none 






Exons 


362. .496, 


363. .494, 815 


. .931, 


Seq. No. 


30544 






Gene No. 


63143 






Start 


300 






Name 


OJ990429 


04. 9924. C10. ol 


. tm 



30440 






369 




Hii iU. 


1209 






none 






176 




Exons 


369. .497, 369. .497, 371. .508, 




, 557. .670, 558.*. 


665, 




565. .699, 568. .699, 821. .934, 


o^z. • • z> ^> v 


, 1010. .1201, 1021. .1200, 




1025. .1204, 1069. .1209 










O C ^ . INU • 


30544 




Seq.' ID 


OJ990429 04.9924 


.C10 


Cpnp Mo 


63143 ■ 




Strand 


+ 




Start 


300 




End 


1215 




Name 


OJ990429 04.9924.C10.o2.gp 




Method 


AAT/GAP 




u Lai L 


379 




End 


1215 




(IT 


4715716 




Score 


984 




Exons 


379. .496, 582. .697, 823. .937, 


1024. .1215 






565652/dbj | D28135 IHYMRUBSCO 2 


. 0e-10 Hydrogenovibrio marinus gene 




for r ibulose— bi sphosphat e 


carboxylase, 


complete cds 






jUj40 




Seq. ID 


OJ990429_04.9924 


. Lll 


Gene No. 


£ "3 1 A A 




Strand 






Start 


41 4 o 0 




End 


6124 




Name 


OJ990429 04.9924.Cll.ol.np 




Method 


AAT/NAP 




Q+- a -r f- 
oLdl L 


4476 




End 


6124 






fiZDj / r) D 




Score 


304 




C 1 V T~l C 
Hi iS. vj 1 1 O 


44 / D . .4 / DO , jDIj . . D1Z4 










CI T Pica qpti n 


(ALUUoUboj unKnown protein 


[Arabidopsis thaliana] 




Seq. No. 






Seq. ID 


OJ990429_04. 9924 




Gene No. 


O j! 4 4 




Strand 








4485 




End 


6124 




Name 


OJ990429 04.9924.Cll.o2.gs 




Method 


GENSCAN 




OLdi L 


4485 




End 


5997 




PT 


none 




Score 


. 93 




IT von o 


4485. .4821, 5675. .5997 










Seq. No. 


30546 




Seq. ID 


OJ990429_04.9924 


.C12 


Gene No. 


63145 




Strand 






Qf a r f 
OLdi L. 


41 




End 


5869 




Name 


OJ990429 04.9924.C12.ol.gs 




Method 


GENSCAN 




Q-h a -r t- 


41 




End - 


5848 




O -L 


none 




Score 


.49 






41. .399, 1484. .1558, 4250. 


.4522, 4963. 


.5103, 5546. .5848 




Cpn Ma 


30546 




Seq. ID 


OJ990429_04. 9924 


.C12 


flpn PS KIo 
UC11C J.VU • 


63145 




Strand 






Start 


41- " * '. 




End 


5869 . 




Name 


OJ990429 04.9924.C12.ol.np 




Method 


AAT/NAP 




Start 


3759 




End 


5869 




(~1 T 


6063552 




Score 


867 




LAUll o 


3759.. 3899, 4250.. 4522, 4963. 


5146, 5492. .5869 




CUT Ho c p r i n 


(AP000615) ESTs AU065232 (E60855) ,C23624 (S1554) , AU07824 1 (E60855 ) 




correspond to a region of 1 


bhe 


predicted gene.; similar 


to 




putative adenylate kinase. 


(AC005896) 


[Oryza sativa] 




Seq. No. 


30546 




Seq. ID 


OJ990429JD4.9924 


.C12 


Gene No. 


63145 




Strand 






Start 


41 




End 


5869 




Name 


OJ990429 04.9924.C12.ol.gp 




Method 


AAT/GAP 




Start 


4955 




End 


5665 





30441 



GI 2431503 Score 470 

Exons 4955.. 5103, 5546.. 5665 

GI Descrip. 4056480 4.0e-29 (AC005896) putative adenylate kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30546 Seq. ID OJ990429_04 . 9924 . C12 

63146 . Strand 

7092 End 10170 

OJ9 904 2 9_0 4 . 9 92 4 . CI 2 . o2 . gp Method AAT/GAP 

6880 End 7392 

19075_1.R1084 Score 947 

6880. .7392 

, 4531444/gb|AAD22129.1|AC006224_ll 2.0e-09 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30546 
63146 
7092 

OJ990429_04 , 

7092 

none 

7092. .7403, 
9158. .9362, 

30546 
63146 
7092 

OJ990429_04. 

7095 

4531444 



9924 .C12.o2.gs 



7523.. 7952, 8116. 
9917.. 10007 



9924.C12.o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8213, 



OJ990429 04.9924.C12 



10170 
GENSCAN 
10007 
.89 

8773. .8860, 



8956. . 9069, 



Seq. ID OJ990429_04 . 9924 .C12 
Strand 

End 10170 

Method AAT/NAP 

End 10145 

Score 1323 



7095. .7403, 7523. .7952, 8116. .8213, 8361. .8463, 8569. .8654, 
8773. .8860, 8956. .9069, 9158. .9343, 10087. .10145 



GI Descrip. (AC006224) putative amine oxidase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30546 
63146 
7092 

OJ99042 9_04.9924.C12.o3.gp 
8988 

29451_1.R1084 

8988. .9069, 9158.. 9362, 9713 



OJ990429 04.9924.C12 



Seq. ID _ 
Strand 

End 10170 

Method AAT/GAP 

End 10170 

Score 1380 
10170 

, 4531444/gb|AAD22129.1|AC006224_ll 6.0e-12 (AC006224) putative 
protein kinase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30546 
63147 
10895 

OJ990429_04.9924.C12.o2.tm . 

3488 

none 

3488. .3592, 3606. .3653, 3607, 



OJ990429_04.9924.C12 
12360 

TBLASTX: Maize 

5593 

42 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3642, 3750. .3791, 3753. .3791, 



3762. .3896, 3763. .3897, 3803. .3925, 3806. .3901, 4250. .4522, 
4250. .4522, 4252. .4524, 4958. .5104, 4959. .5105, 4963. .5133, 
4963. .5106, 5543. .5593, 5546. .5593 



Seq. No. 
Gene No. 



30546 
63147 



Seq. ID 
Strand 



OJ990429 04.9924.C12 



30442 



Start 
Name 
Start 
GI 

Exons 



10895 

OJ990429_04.9924.C12.o2.ts 

3762 

none 

3762.-3896, 3763. .3894, 4241, 
4958. .5104, 4963. .5106, 5597. 



End 12360 

Method TBLASTX : Soybean 

End 5696 

Score 129 

.4519, .4250. .4522, 4308. .4523, 
.5686, 5598. .5696, 5629. .5694 



Seq. No. 30546 
Gene No. 63147 
Start 10895 

Name OJ990429_04 . 9924 . C12 . o2 . tc 

Start 3781 
GI none 

Exons 3781.. 3894, 3789.. 3896, 4250. 

4963.. 5064, 4963.. 5058, 5062. 
5553. .5681 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 04.9924.C12 



12360 

TBLASTX: Cress 
5683 
114 

4522, 4256. .4534, 4261, 
5118, 5064.. 5108, 5540, 



,4524, 
,5683, 



Seq. No. 30546 
Gene No. 63147 
Start 10895 

Name OJ9904 29_04 . 9924 . C12 . ol . tm 

Start 7075 
GI none 

Exons 7075.. 7194, 7092.. 7403, 7092.. 

7523. .7954, 7524. .7889, 8076.. 
8360. .8458, 8360. .8458, 8361.. 
8573. .8647, 8772. .8858, 8773.. 
8958. .9068, 9154. .9363, 9157.. 
9913.. 9945, 9933.. 10016, 10021 
11516. .11707, 11696. .11767, 11 
11870. .12232 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 04.9924.C12 



12360 

TBLASTX: Maize 
12234 
337 

7403, 7093.. 7404, 7301.. 7405, 
8216, 8115. .8216, 8359.-8457, 
8465, 8564.-8656, 8568.-8657, 
8862, 8774..8863, 8956. .9069, 
9363, 9158.. 9364, 9913.. 10017, 
. .10044, 11515. .11727, 
697. .11765, 11869. .12234, 



Seq. No. 30546 

Gene No. 63147 

Start 10895 

Name OJ990429_04 . 9924 . C12 . o3 . tc 

Start 7134 

GI none 
Exons 



Seq. ID OJ990429_04.9924.C12 
Strand 
End 

Method 
End 
Score 



12360 

TBLASTX: Cress 

11771 

167 



7134. .7400, 7153., 7428, 7520. .7603, 11518 .. 11727 , 11519 .. 11701 , 
11696. .11770, 11697.. 11771 



Seq. No. 30546 
Gene No. 63147 
Start 10895 

Name OJ990429__04 . 9924 . C12 .ol . ts 

Start 7170 
GI none 

Exons 7170.. 7400, 7204.. 7398, 7520, 

8115. .8216, 8115. .8216, 8361, 
8958.. 9068, 8966.. 9070, 9137, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 04 . 9924 .C12 



12360 

TBLASTX: Soybean 
12235 
173 

7954, 7544. .7882, 7611. .7886, 
8465, 8568.. 8657, 8956. .9069, 
9259, 9141.. 9323, 9154. .9336, 



9157. .9273, 11506 .. 11727, 11528 .. 11707 , 1164 6 . . 1177 1 , 
11696. . 11770, 11866. .12234, 11867. .12235 



Seq. No. 30546 .Seq. ID 

Gene No. 63147 Strand 

Start 10895 End 

Name OJ990429 04 . 9924 . C12 . ol . tc Method 



OJ990429 04.9924.C12 
12360 

TBLASTX: Cress 



30443 




Start 


7605 




End 


12235 


ox 


1 IU11C 




Score 


206 


17 V ^ T> Q 


760^ 7670 7607 


7 954 7 611 

* . f Z* J4 , / U X X . 


.7886, 7613. .7990, 7758. .7955, 




8115 ft 21 6 ft 1 25 


ft 1 QQ 8^61 

• • O X .7 _7 , O Jul • 


.8465, 8628. .8648, 8767. .8811, 




ft ft 1 2 ft ft 62 ft 964 


ftQQ6 ftQ71 


.8994, 8 


991. .9068, 8992. .9069, 




9157 9273 9158 


9259 11956 


. .12234, 


11957. .12235 




3054 6 




Seq. ID 


OJ990429_04.9924.C12 


Gene No. 


63147 




Strand 




Start 


10895 




End 


12360 


Name 


O.T990429 0 4 9924 


CI 2 ol 1-w 


Method 


TBLASTX: Wheat 


J Lai L 


ft ft? 1 ? ~ 




End 


9364 


CJ 

\J X 






Score 


77 




8622 8657 8773 


8862 8774 


.8863, 8 


956. .9063, 8958. .9068, 




8963 9070 9137 


9259 9157 

* . Zf C *J J , Zf X s_/ I . 


.9363, 9166. .9345, 9311. .9364 


Seq. No. 


30546 




Seq. ID 


OJ990429_04.9924.C12 


Gene No. 


63147 




Strand 




ij Lai L 


10895 




End 


12360 


Kla tti o 
INcULLtr 


OJ990429 04.9924 


.C12.o3.gs 


Method 


GENSCAN 


uLdl L 


10895 




End 


12188 


CJ 
o x 


none 




Score 


.44 


Ej AUI lO 


10895. .1102 9, 11518. .11694, 118 69. .12188 


C ^ /-r 

O c ^ . In U . 


30546 




Seq. ID 


OJ990429_04 . 9924 .C12 


o cue IN ^ . 


63147 




Strand 




Start 


10895 




End 


12360 


Name 


OJ990429 04.9924 


.C12.o4.gp 


Method 


AAT/GAP 




11207 




End 


12235 


CJ 


2516 1.R1084 




Score 


1655 


Exons 


11207. .11770, 11* 


369. .12235 






OX UCOLJ L^J • 


? 4531444/gb|AAD22129.1|AC006224 11 1. 


0e-160 (AC006224) putal 




protein kinase [Arabiclopsis thaliana] ' 




30546 




Seq. ID 


OJ990429_04.9924.C12 


Gene No. 


63147 




Strand 




Start 


10895 




End 


12360 


Name 


OJ990429 04.9924 


C12.o3.np 


Method 


AAT/NAP 


Start 


11452 




End 


12360 


GI 


4531444 




Score 


636 


T? v- n n <3 


11452. .11770, 11£ 


369. .12360 






OX U\Z O X X£-/ • 


(AC006224) putative amine oxidase [Arabidopsis thaliana] 


Seq. No. 


. 30547 




Seq. ID 


OJ990429_04.9924.C13 


Gene No. 


63148 




Strand 




Start 


1 




End 


702 


LNcUUC 


OJ990429 04.9924. 


C13.ol. ts 


Method 


TBLASTX: Soybean 


OLdl L 


1 




End 


249 


o X 


none 




Score 


210 


F 1 yon Q 


1..249, 3. .248 








Seq. No. 


30547 




Seq. ID 


OJ990429_04 . 9924 .C13 


Gene No. 


63148 




Strand 




Start 


1 




End. 


702 


Name 


OJ990429 04.9924. 


C13 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


702 


GI 


3402678 




Score 


295 



30444 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..248, 635. .702 

(AC004697) putative adenylate kinase [Arabidopsis thaliana] 



30547 
63148 
1 

OJ990429_04 . 9924 . C13 . ol . tc 
1 

none 



Seq. ID OJ990429_04 . 9924 .C13 
Strand 

End 702 

Method TBLASTX: Cress 

End 262 

Score 245 



1.-249, 3. .248, 9. .260, 11. .250, 14. .262 



30547 
63148 
1 

OJ990429_04 .9924 .C13.ol.tm 
1 

none 

1..249, 3. .248 

30547 
63148 
1 

OJ990429_04 . 9924 . C13 . ol . gs 
9 

none 
9. .248 



Seq. ID OJ990429_04 . 9924 .C13 
Strand 

End 702 

Method TBLASTX : Maize 

End 249 

Score 347 



Seq. ID OJ990429_04.9924.C13 
Strand 

End 7 02 

Method GENSCAN 

End 248 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30548 
63149 
1 

OJ990429_04 . 9924 . C14 . ol . np 
1 

6498441 
1. .285 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990429_04.9924.C14 
Strand + 

285 

AAT/NAP 
285 
368 



End 

Method 

End 

Score 



30548 
63149 
1 

OJ99042 9_04 . 9924 . C14 . ol . gs 
33 .. . 

none ' 
33. . 197 



Seq. ID OJ990429_04.9924.C14 

Strand +. 

End 285 

Method GENSCAN 

End 197. 

Score . 97 ' " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



30549 
63150 
1 

OJ990429_04 . 9924 . CI 5 . ol . np 
1 

6907089 
1..709 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990429_04 . 9924 .C15 
Strand 

709 

AAT/NAP 
709 
1053 



End 

Method 

End 

Score 



30549 
63150 



Seq. ID OJ990429_04 . 9924 .C15 
Strand 



30445 



Start 1 

Name OJ990429_04 . 9924 . C15 . ol . gs 

Start 63 

GI none 

Exons 63.. 514, 657.. 708 

Seq. No. 30550 • 

Gene No. 63151 

Start 50 

Name OJ990429_04 . 9924 . C18 . ol . gs 

Start 50 

GI none 

Exons 50 . . 283 



End 

Method 

End 

Score 



709 

GENSCAN 
7 08 
.85 



Seq.. ID • OJ990429_04.9924.C18 
Strand 

End 283 

Method GENSCAN 

End 283 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30551 
63152 
1 

OJ990429_04 . 9924 . C19 . ol . np 
1 

3882309 
1..186, 384. .452, 553. .617 

(AB018337) KIAA0794 protein [Homo sapiens] 



Seq. ID OJ990429_04.9924.C19 
Strand 

End 617 

Method AAT/NAP 

End 617 

Score 154 



30551 
63152 
1 

OJ990429_04 .9924 .C19.ol.gp 
35 

LIB34 31-052-P1-K1-E10 
35. .157 

*2244781/emb|CAB10204.1| 5.0e-12 (Z97335) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990429_04.9924.C19 
Strand 

End - 617 

Method AAT/GAP 

End 157 

Score 178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30551 
63152 
1 

OJ99042 9_04 . 9924 . CI 9 . ol . tm 

41 ; 

none 



Seq. ID OJ990429_04.9924.C19 
Strand 

End 617 

Method TBLASTX : Mai ze 

End 617 

Score 167 



41. .178, 42. .95, 43. .189, 43. .186, 135. .197, 135. .188, 365. .448, 
369. .452, 381. .452, 382. .453, 382. .453, 550. .615, 551. .616, 
555. .617 



Seq. No. 30551" 

Gene No. 63152 

Start 1 

Name OJ990429_04 . 9924 . C19 . ol . gs 

Start 43 

GI none 

Exons 43.. 186, 384.. 458 

Seq. No. 30551 

Gene No. 63152 

Start 1 

Name OJ9904 2 9_04 . 9924 . C19 . ol . ts 

Start 43 

GI none 



Seq. ID OJ990429_04 .9924 .C19 

Strand 

End 617 

Method GENSCAN 

End 458 

Score .87 



Seq. ID OJ990429_04.9924.C19 

Strand 

End 617 

Method TBLASTX : Soybean 

End 615 

Score 120 



30446 



Exons 43. .186, 44. .178, 381. .452, 382. .453, 550. .615, 551. .604 



Seq. No. 30552 Seq. ID OJ990429JD4 . 9924 . C20 

Gene No. 63153 Strand + 

Start 1 End 110 

Name OJ990429__04 . 9924 . C20 . ol . gp Method AAT/GAP 

Start 1 End 110 

GI 19075_1.R1084 Score - 193 

Exons 1 . . 110 

GI Descrip. ' 4531444 /gb | AAD22129 . 1 | AC006224_11 2.0e-09 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



Seq. No. 30552 Seq. ID 

Gene No. 63154 Strand 

Start 152 End 

Name OJ99042 9_04 . 9924 . C20 . ol . gs Method 

Start 152 End 

GI none Score 

Exons 152.. 372 



OJ990429JD4 . 9924 .C20 
372 

GENSCAN 

372 

.52 



beq . ino . 


JUDO J 


oeq. iu 




n a 

U 4 . 






bene wo. 


OjIj J 


OLlalia 


_i_ 

i 










IZUo 


tina 


Z U U H 








Name 


ujyyu^^y . . uzo . 01 . gs 


Method 










otart 




End 


2004 








CJ 

\j ± 


none 


Score 


.75 








Exons 


1208. .1315, 1900. .2004 












Seq. No. 


30553 


Seq. ID 


OJ990429_ 


_04, 


.9924 


.C25 


Gene No. 


63156 


Strand 


+ 








Start 


4118 


End 


4796 








Name 


OJ990429 04.9924.C25.o3.gs 


Method 


GENSCAN 








Start 


4118 


End 


4633 








GI 


none 


Score 


.63 








Exons 


4118. .4396, 4502. .4633 












Seq. No. 


30553 


Seq. ID 


OJ990429_ 


_04. 


.9924 


.C25 


Gene No. 


63156 


Strand 


+ 








Start 


4118 


End 


4796 








Name 


OJ990429 04.9924.C25.ol.gp 


Method 


AAT/GAP 








Start 


4429 


End 


4796 








GI 


none 


Score 


696 








Exons 


.4429.. 4796. 












Seq. No. 


30553 


Seq. ID 


OJ990429_ 


_04 . 


. 9924 , 


.C25 


Gene No. 


63157 


Strand 


+ 








Start 


11951 


End 


14308 








Name 


OJ990429 04 . 9924 .C25.o2.np 


Method 


AAT/NAP 








Start 


11951 


End 


14308; 








GI 


5091619 


Score 


654 








Exons 


11951. .12583, 13415. . 13668, 


14229. .14308 








GI Descrip. 


(AC007454) F23M19.7 [Arabidopsis thaliana] 









Seq. No. 30553 Seq. ID OJ9904 29_04 , 9924 . C25 

Gene No. 63158 Strand 

Start 2718 End 3107 

Name OJ990429_04 . 9924 . C25 . o2 . gs Method GENSCAN 



30447 



Start 
GI 

Exons 



2718 
none 

2718. .2837, 2898. .3107 



End 
Score 



3107 
.62 



Seq. No. 30553 

Gene No. 63159 

Start 4684 

Name OJ990429_04 . 9924 . C25 . ol . tc 

Start 4.669 

GI none 

Exons 4669.. 4818, 4682.. 4822, 4801, 
4933.. 5001, 5016.. 5045 



OJ990429_04.9924.C25 
13045 

TBLASTX: Cress 

5045 

71 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4851, 4802.. 4849, 4926.. 5030, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30553 

63159 

4684 

OJ9904 

4670 

none 

4670. . 

4931. . 

7109. . 

7384. . 

7722. . 

8535. . 

10227. 

10363. 

10697. 



29 04.9924.C25.ol.tm 



4849, 4690. .4851, 4691 
5101, 4933.. 5100, 5117 
7231, 7113.. 7229, 7126 
7527, 7476.. 7538, 7476 
7793, 7723.. 7794, 7891 
8696, 8541. .8696, ' 8542 
.10295, 10236. .10301, 
.10485, 10549. .10623, 
.10804, 10822.. 10851 



Seq. ID OJ990429_04 . 9924 ,C25 
Strand 

End 13045 

Method TBLASTX : Mai ze 

End 10851 

Score 180 
..4849, 4926. .5069, 4929. .5093, 
..5173, 5118. .5186, 5118. .5183, 
..7230, 7382. .7519, 7384. .7530, 
..7529, 7706. .7789, 7710. .7793, 
..7971, 7892. .7972, 7896. .7973, 
..8697, 8542. .8703, 8543. .8701, 
10281. .10349, 10293. . 10349, 
10550. .10630, 10690. .10803, 



Seq. No. 30553 Seq. ID 

Gene No. 63159 Strand 

Start 4684 End 

Name OJ9904 2 9_04 . 9924 . C25 . ol . ts Method 

Start 4684 End 

GI none Score 

Exons 4684.. 4851, 4926.. 5063 



OJ99042 9_04 . 9924 . C25 
13045 

TBLASTX: Soybean 

5063 

169 



Seq. No. 30553 

Gene No. 63159 

Start 4684 

Name OJ990429_04 . 9924 .C25 . o4 . gs 

Start 4684 
GI* . . none 
Exons 



Seq. ID OJ990429_04.9924.C25 

Strand - - 

End 13045 

Method GENSCAN 

End 13045 

Score - , . 7 7 



4684. .4848, 4929. .5203, 6687. .6731, 7126 .. 7228 7384 .. 7527 , 
7725. .7823, 8542. .8704, 10222. .10330, 104 92. .10660, 
10690. .11094, 11307. . 11512, 11919 .. 12638 , 12976.. 13045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30553 Seq. ID 

63159 Str.and 

4 684 End 
OJ990429_04 . 9924 ,C25 . ol . np Method 

4687 End 

2244781 Score 

4687. .4848, 4929. .5238, 7131. .7228 



OJ990429 04.9924.C25 



13045 
AAT/NAP 
10794 
406 
7384 . .7527. 



7933. .7971 

8542. .8 67 9, 10224. .1028 9, 10534. .10608, 10690 .'. 10794 
(Z97335) hypothetical protein [Arabidopsis thaliana] 



30448 



Seq. No. . 30553 

Gene No. 63159 

Start 4684 

Name OJ9904 2 9_04 . 9924 . C25 . o2 . gp 

Start 5018 

GI LIB3431-052-P1-K1-E10 

Exons 5018.. 5203, 7126.. 7228, 7384 
GI Descrip. 



OJ990429 04.9924.C25 



Seq. ID 
Strand 

End 13045 
Method AAT/GAP 
End 7498 
Score 719 
7498 

, 2244781/emb|CAB10204.1| 5.0e-12 (Z97335) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 30553 

Gene No. * 63159 

Start 4684 

Name OJ99042 9_04 . 9924 . C25 . o2 . ts 

Start 7160 

GI none 
Exons 



Seq. ID OJ990429_04 . 9924 .C25 
Strand 

End 13045 

Method TBLASTX : Soybean 

End 8 625 

Score 120 ' 



7160. .7231, 7384. .7527, 7385. .7519, 7722. .7793, 7723. .7794, 
7891. .7971, 7892. .7972, 8542. .8625, 8543. .8620 



o e q • in u . 


Of) c c o 




Seq. ID 


OJ990429_04 . 9924 


CO R 


bene lno . 


6*31 




Strand 






Cf a >-+- 

OLdl L 






End 


13045 




Name 




• o j • gp 


Method 


AAT/GAP 






1 071 Q _ 




End 


10895 




c t 






Score 


270 




Exons 


10719. . 10895 












JU J J j 




Seq. ID 


OJ990429_04.9924, 


CO R 


bene lno . 


671 60 




Strand 






olalL 






End 


13669 




Name 




.o2 . tm 


Method 


TBLASTX: Maize 




Of 3 v+- 

otcirt 


1 7 ^ 7 4 
1 J 4i 3 H 




End 


13669 




GI 


none 




Score 


345 




Exons 


13434. .13667, 13435. 


.13668, 


13436. .13669 




Seq. No. 


30554 




Seq. ID 


OJ990429_04.9924, 


.C26 


Gene No. 


63161 




Strand 


+ 




Start 


291 




End 


842 




Name 


OJ990429 04.9924.C26 


. ol . gs 


Method 


GENSCAN 




Start 


291 




End 


842 




GI 


none 




Score 


. 9 




Exons 


291. .842 










Seq. No. 


30554' ' 




Seq. ID 


OJ990429_04.9924. 


■ C26 


Gene No. 


63161 




Strand 


+ 




Start 


291 




End 


842 




Name 


OJ990429 04.9924.C26 


. ol . np 


Method 


AAT/NAP 




Start 


291 




End 


839 




GI 


5091619 




Score 


656 




Exons 


291. .839 










GI Descrip. 


(AC007454) F23M19.7 


[Arabidopsis thaliana] 




Seq. No. 


30554 




Seq. ID 


OJ990429_04 . 9924 . 


C26 


Gene No. 


63162 




Strand 






Start 


1258 




End 


1678 




Name 


OJ990429 04.9924.C26 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


288 




End 


773 





30449 




C T 


none 




Score 


^4 1 






9fift fifin ^77 4QQ 717 


77 ^ 
■ . / / j 








Seq. No. 


30554 




Seq. ID 


OJ990429_04 . 9924 


.C26 


Gene No. ■ 


63162 




Strand 






Q+- ^ r* t- 
OLal L 


I 9 Sft 

II JO 




EjX IU 


1 67°, 

X O f o 




Name 


n,TQQ049Q 04 QQ94 P?fi ol 


. L C 


Luc Li iota 


1 DXii-io 1A . L^ireSS 




Olai L 


9Q0 ~~ 






677 






i 1LU 1 tr 




OL.UIC 


9ftn 

z. o u 




U 1 V /~\ -pi Q 


9Q0 49Q OQi fi77 










Seq. No. 


30554 




Seq. ID 


OJ990429_04.9924 


.C26 


Gene No. 


63162 




Strand 








1c JO 




EjI 1H 


1 678 




Name 


O.TQO.049Q (14 QQ94 P96 n1 


. L o 


Mof h r~\ iH 
Lit- LI 1L>U 


1 DlinO 1A . OUyUCal 1 




o CciX L 


9Q1 ~~ 




Eji 1L1 


J J D 




PT 


none 




Score 


91 S 

6l J 






9Q1 ^fiQ 4QQ 414 

<£_7X..J_>U, JO?, i 4 5?; 4 14, 


R94 








Seq. No. 


30554 




Seq. ID 


OJ990429_04.9924 


.C26 


Gene No. 


63162 




Strand 








1 9 R P, 




HiilLl 


1 CTO 

X o / o 




Name 


PjTQQ049Q 04 O.Q94 P96 n1 

VJU??U4^_7 U 4 ■ .7 _7 £ 4 . D . U X . 


. LW 


Nld 4- V'i /~\ r\ 


1 DLrVO 1A . Wl lti d L 




OLdl L. 


jUu 




HiilLi 


67 4 
O / 4 




VjX 


none t 




Score 


97 0 




XT 1 /~\ "r*i c« 

HjXons 


"30P 4QQ "30Q £74 "JO'S 
jUO . .43?/ OUj. t D /4/ J?j. 


£9 6 








Cart NT ^ 

o e q . ln o . 


^ n ^ R4 

jU j 34 




oeq . x u 


OTQQ049Q 04 QQ9A 
UJy?U4<ii) Uf±.??Z4 


P9 6 


P ono NT i^i 


63162 




Strand 






Start 


1258 




End 


1678 




Name 


OJ990429 04.9924.C26.ol, 


■ gp 


Method 


AAT/GAP 




Cf o r-+- 
OLal L 


1258 




End 


1678 




riT 


4715716 




Score 


583 




Exons 


1258. .1487, 1574. .1678 










P T Hocpn n 


565652/dbj | D28135 | HYMRUBSCO 2 


. 0e-10 Hydrogenovibrio marinus 




for ribulose-bisphosphate carboxylase, 


complete cds 




Seq. No. 


30554 




Seq. ID 


OJ990429_04.9924 


.C26 


Gene No. 


63162 




Strand 






o Lai L 


1258 




End 


1678 




Name 


OJ990429 04.9924.C26.o2. 


,gs 


Method 


GENSCAN 




C+- a r-4- 1 


1289 




End 


1487 




CI T 


none 




Score 


. 97 




XT' vr /-N C7 


1289.. 1487 










Can NJr\ 
O tr Lj . L n L> • 


30554 




Seq. ID 


OJ990429_04 . 9924 


.C26 


Gene No. 


63162 




Strand • 






Start 


1258 




End 


1678 




Name 


OJ990429 0,4. 9924. C26.o2. 


. tm 


Method 


TBLASTX: Maize 




JLalL 


1302 




End 


1678 




C T 
LjX 


none 




Score 


167 




Exons 


1302. .1442, 1307. .I486, 


1310. , 


.1501, 1311. .1490, 1573. .1677, 




1577. .1678, 1580. .1678 










Seq. No. 


30554 




Seq. ID 


OJ990429_04.9924 


.C26 


Gene No. 


63162 




Strand 






Start 


1258 




End 


1678 





30450 




Name 


P1TQQH49Q 04 QQ94 P9£ o9 


f e 


Method 


TBLASTX: Soybean 






1 jlU 




End 


1677 




PT 


none 




Score 


89 




Exons 


1 jlU . . 140D; Ij^j. . IIO / / 




.1677, 1580.. 1672 




O /~\ Ma 

oeq. ln o . 


o n c c c 
jUjj J 




Seq. ID 


OJ990429_04.9924 


P9 7 


Gene No. 


63163 




Strand 


+ 




Start 


1 




End 


444 




Name 


P).TQQD49Q D4 QQ94 P97 o1 


np 


Method 


AAT/NAP 






1 




End 


444 




P T 
o 1 


cnqi c: 1 "3 

ouyioij 




Score 


376 






1 4 4 4 










P T o /"* v* n r"\ 

ui Ucscrip. 


■ / 2\nfl9^/lS9\ Punnf hof i pal 


protein [Oryza 


sativa] 




o e q . in o . 


jUjjD 




Seq. ID 


OJ990429_04.9924 


P9ft 


Gene No. 


63164 




Strand 


+ 




Start 


1 




End 


603 




Name 


OJ990429 04.9924.C28.ol. 


np 


Method 


AAT/NAP 




Qf a rf 


1 




End 


603 




P T 


6686400 




Score 


451 




Exons 


1. .603 










PT HqcPT"! r-\ 

ol JJcSCIT-Lp. 


(AC007234) F1E22.18 [Arabidopsis thaliana] 




Seq,. No. 


30556 




Seq-. ID 


OJ990429_04 .9924 


.C28 


Gene No. 


63164 




Strand 


+ 




Of a >-f 


i 
l 




IT*-. s4 

bna 






Name 


OJ990429 04.9924.C28.ol. 


tm 


Method 


TBLASTX: Maize 




Of a -r-f 

o car u 


87 




End 


541 • 




P T 


none 




Score 


62 




Exons 


87. .188, 115. .540, 116.. 


541 








Seq. No. 


30556 




Seq. ID 


OJ990429_04.9924 


.C28 


Gene No. 


63164 




Strand 


+ 




Of a 


1 




End 


603 




Name 


OJ990429 04.9924.C28.ol. 


tc 


Method 


TBLASTX: Cress 




Cf a y~+- 


115 




End 


465 




PT 
ol 


none 




Score 


87 




Exons 


115. .312, 115. .459, 116. 


.463, 


400. .465 






Seq. No. 


30556 




Seq. ID 


OJ990429JD4.9924 


.C28 


Gene No. 


63164 




Strand 


+ 




Of a r f 


1 




End 


603 




Name 


OJ990429 04.9924.C28.ol-. 


ts 


Method 


TBLASTX : Soybean 




Of ar f 


116' 




End ' . . 


544 




PT 
ul 


none 




Score 


498 




Exons 


116. .541, 142. .459, 188. 


.544 








Seq. No. 


30556 




Seq. ID 


OJ990429_04.9924 


.C28 


Gene NO. 


... 63164 




Strand 


+ 




Of a -v-f 

o car u 


1 




End 


603 




Name 


OJ990429 04.9924.C28.ol. 


gs 


Method 


GENSCAN 




Start 


118 




End 


550 




GI 


none 




Score 


.54 




Exons 


118. .550 










Seq. No. 


30557 




Seq. ID 


OJ990429_04.9924 


.C29 


Gene No. 


63165 




Strand 


+ 





30451 



OLal C 


9Q4 

c. ft 


FnH 


699 




Name 












9 Qd 


PnH 


699 






none 


OLUI C 






Exons 


9Q4 699 








Can Wr^ 






O.TQQn49Q 04 QQ94 


P9 Q 




63166 


Strand 






Start 


1 


End 


91 




Name 


OJ990429 04.9924.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


91 




GI 


5091512 


Score 


124 




Exons 


1..91 








GI Descrip. 


(AB023482) Similar to Plasmodium ; vivax 


circumsporozoite 


protein 




gene, complete cds . (M11926) 


[Oryza sativa] 





Seq. No. 


30557 








Seq. ID 


OJ990429_04.9924.C29 


Gene No. 


63167 








Strand 




0 L all 


954 








End 


1109 


Name 


OJ990429 04 


.9924. 


P9 Q r>9 


. gs 


Method 


GENSCAN 


DLait 


954 








End 


1109 


P T 


none 








Score 


.51 


IT 1 V /*\T"\ 0 

HiXons 


954. .1109 












oeq . iNo . 


30557 








Seq. ID 


OJ990429_04.9924.C29 


Gene No. 


63168 








Strand 




Start 


2554 








End 


3624 


Name 


OJ990429 04 


.9924. 


P9 Q n*3 


. gs 


Method 


GENSCAN 


jLdiL 


2554 








End 


3624 


P T 


none 








Score 


.62 


Exons 


2554 . .2740, 


3067. 


^9 "3 R 


^ ^ n 1 


.3624 




Cart \T/-^ 

oeq . iNo . 


30558 








Seq. ID 


OJ990429_04.9924.C30 


taene rsio . 


63169 








Strand 


+ 


Cfarf 


351 








End 


5588 


Name 


OJ990429 04 


.9924. 


C30.ol 


gs 


Method 


GENSCAN 


Start 


351 








End 


3379 


GI 


none 








Score 


.57 


Exons 


351. .397, 406. .44 


8, 775 


.879, 


936. .2626, 2650. .3379 


Seq. No. 


30558 








Seq. ID 


OJ990429_04.9924.C30 


Gene No. 


63169 








Strand 


+ 


Start 


351 








End 


5588 


Name 


OJ990429 04 


.9924 . 


C3.0.O5 


tw ' \ 


Method 


TBLASTX : Wheat 


Start 


1448 








End 


2000 


GI 


none 








Score 


34 


Exons 


1448. .1483, 


1608. 


. 1655, 


1662. 


.1760, 1667. .1759, 1727. .1921, 




1743. .2000 












*i 

Seq. No. 


30558 








Seq. ID 


OJ990429_04.9924.C30 


Gene No. 


63169 








Strand 


+ 


Start 


351 








End 


5588 


Name 


OJ990429 04 


.9924. 


C30.ol. 


np 


Method 


AAT/NAP 


Start 


1459 








End 


5588 


GI 


6498441 








Score 


4498 


Exons 


1459. .2523, 


2853. 


.3316, 


3380. 


.3753, 3937. .4071, 4245. .4584, 




4777. .5159, 


5331. 


.5588 









30452 




GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



o e q i in o . 


jUj JO 








ocCJ • ±U 


OTQQ049Q 04 QQ94 P^O 


uene lno . 


D jlD J 








C 4- r~ -3 ri H 




O Lai L 


3S1 

J Jl 








FnH 


5588 


Name 


O.7QQ049Q (14 

VJU .7 -7 U 4 *i .7 U4 


QQ94 


P^O 


■ LIll 


L v lti L-ilOO 


TRT.A9TY • M^i i 70 
l Dlinu 1 -A. . ria X 


Start 


1650 








End 


1898 


GI 


none 








Score 


195 


Exon s 


1 fiSO 1 ft QR 


1 6S9 


1 R Q7 

• . X O -7 / 








OC^. IN O . 


^o s sr 








Q(z n t n 
otru^ . ±u 


D.TQQ049Q 04 QQ94 P^O 

VJU_7-7U*i^.^ U4 . Zs _7 4 . tJU 


ucilc LNO . 


DO J. D z> 








0 tidna 


i 


Qt- a -rf- 
OLdl L 


^S1 








FnH 


J J o o 


Name 




QQ94 


P^O 

• LJw 1 O J 


4- Ta t 




1 DLnO 1 A . WIlcclL 


Start 


2737 








End 


3223 


GI 


none 








Score 


391 




07-57 0 qi n 


97 ^R 

Z / JO 


^99 ^ 
. . jl z j , 


9Q^9 


, .3192 




oeq. lno . 


^OSSR 

jUJJO 








Seq. ID 


OJ990429_04.9924.C30 


t~\ V~\ /^N VI /-I 

uene ino * 


D ji D" 








Strand 


+ 


C 4- -a -r +- 


^Sl 








End 


5588 


Name 


O TQQ04 9 Q 04 


QQ9 4 
. J Zi c. 4 


P^O n1 


. L W 


Method 


TBLASTX: Wheat 


Start 


3387 








End' 


3850 


GI 


none 








Score 


97 


Exons 


OOO / ■ . jj ' J / 


-3-300 
J J O 0 


^ft 4 7 

. . J 0 4 J , 


^^ft Q 
j j 0 :? . 


.3850, 3389. .3844 


oeq . LNO . 


0 n s 

jUjjO 








Seq. ID 


OJ990429_04.9924.C30 


ocne lno . 


DJlDr 








Strand 


+ 


Otdl L, 


jjl 








End 


5588 


Name 


H TQQ04 9Q 04 
\JU:7:7U4Z:? U 4 


QQ9 4 


P^O n9 


. LS 


Method 


TBLASTX : Soybean 


Start 


3428 








End 


3793 


GI 


none 








Score 


108 


Exons 


J 4 Z O . . JUJ^/ 


^6S Q 

j 0 j ;? , 


"37 

. . J / -7 J 








OC4> LN O . 


^OSSR 
jUj jo 








Seq. ID 


OJ990429_04 . 9924 .C30 


oerie lno . 










Strand 


+ 


O Lai L 


^ SI 
0 ji 








End 


5588 


Name 


O.TQQ049Q 04 


QQ9 4 


.UjU.OI 


• LIU 


Method 


TBLASTX: Maize . 


Start 


3518 








End 


3874 


GI . 


none 








Score 


379 


HiXOilo 


^S1 ft "3R74 
JJIO. . jo/4, 


^SS^ 
j j j j . 


^R £4 


^S £Q 

J J O -7 • 


.3874 




oeq. ln o * 


^0 S S R 
JUj jo 








Seq. ID 


OJ990429_04.9924.C30 


bene lno * 


DjID" 








Strand 


+ 


otart 


Jjl 








End 


5588 


Name 


OJ990429 04 


.9924. 


.C30.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3901 








End 


4284 


GI 


none 








Score 


287 


Exons 


3901. .4185, 


3902. 


. .4186, 


4174. 


.4284 




Seq. No. 


30558 








Seq. ID 


OJ990429_04.9924.C30 


Gene No. 


63169 








Strand 


+ 


Start 


351 








End 


5588 


Name 


OJ990429 04 


.9924. 


,C30.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


3958 








End 


4377 



30453 




GI 


none 






Score 


281 




P. x d n 9 

i_J A W 1 1 o 


J y J U ■ > l 1UU/ 


Zs *J Z7 • • *i X O ^ , 


4171 


. .4377, 4197. .4370 




Seq. No. 


30558 






Seq. ID 


OJ990429JD4 . 9924 


.C30 


Gene No. 


63169 






Strand 


+ 




Start 


351 






End 


5588 




Name 


O L 79904 2 9 04 


z? z? . v_f.ju . *j x 




Method 


TBLASTX: Soybean 




Start 


4037 ~~ 






End 


4506 




GI 


none 






Score 


154 




Exons 

i_j ^fc. \y li J 


4037 4180 


4054 4179 


4177 


..4407, 4465. .4506 




Seq. No. 


30558 






Seq. ID 


OJ990429_04.9924 


.C30 


Gene No. 


63169 






Strand 


+ 




Start 


351 






End 


5588 




Name 


OJ990429 04 


99?4 no n4 


• t, w 


Method 


TBLASTX: Wheat 




Start 


S0D7 ~~ 






End 


5465 




GI 


none 






Score 


223 






5007 






,.5281, 5316. .5465, 5327. .5464 


Qprr Ma 


30559 






Seq. ID 


OJ990429_04. 9924 


.C31 


Gene No. 


63170 






Strand 


+ 




Start 


1 






End 


1377 




Name 


OJ990429 04. 


9924 .C31.ol. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1374 




GI 


6498441 






Score 


2135 




Exons 


1..999, 1093 


. .1374 










GI Descrip. 


(AP000815) EST C7278 6 ( E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


30559 






Seq. ID 


OJ990429_04.9924 


.C31 


Gene No. 


63170 






Strand 


+ 




Start 


1 






End 


1377 




Name 


OJ990429 


_04.9924 .C31.ol. 


gs 


Method 


GENSCAN 




Start 


76 






End 


1377 




GI 


none 






Score 


. 99 




Exons 


76. .1377 












Seq. No. 


30559 






Seq. ID 


OJ990429_04.9924 


.C31 


Gene No. 


63171 






Strand 


+ 




Start 


1535 






End 


1645 




Name 


OJ990429 


04.9924.C31.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


244, 






End 


606 




GI 


none 






Score 


361 




Exons 


244 . .567, 


273. .554, 559. 


. 606 








Seq. No. 


30559 






Seq. ID 


OJ990429_04. 9924 


.C31 


Gene No. 


63171 






Strand 


+ 




Start 


1535 






End 


1645 




Name 


OJ990429 


04.9924.C31.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


381 






End 


782 




GI 


none 






Score 


372 




Exons 


381. .437, 


382. .762, 382. 


.723, 


483. .782 






Seq. No. 


30559 






Seq. ID 


OJ990429_04. 9924 


.C31 


Gene No. 


63171 






Strand 


+ 




Start 


1535 






End 


1645 





30454 



Name 


O.TQQ049 Q 04 


QQ9 4 


,C31 .o2 . tw 


Method 


TRT A9TY • Whoa-h 

1 DJUriO 1 /\ . WlltJct U 


otdii 


7 ft £ 






End 


X O OO 


C T 


none 






Score 


ft 9 


IliXOllo 


/ OO. . 1U4D/ 


7ft 7 


1047, 789. .1046, 811.. 


117Q 1 9^q 1 

J. J. / .7 , It O 3. . lODlf 




J- ^, *i U . . -L O U J 










Seq. No. 


30559 








OJ990429_04.9924.C31 


Gene No. 


63171 






Oil dim 


+ 


O Lai l_ 


1 jjj 








1 64 S 


Name 


O.TQQ049Q 04 


QQ94 






TRT a^TY • Ma i 70 

1 1 A . L v Jd Ilc 


Q-i- ^ -r +- 
OLaiL 


T 9 ^4 _ 






CjI 1U 


1 ^77 




none 






Score 


1 ft7 


M V f~\ T~\ C 


19^4 1 "37 7 


1 9^Q 
J. z 0 _/ 


. . 1373 






o e . IN o . 








Seq. ID 


O.TQQ049Q 04 QQ94 P^l 










Strand 


+ ~ 


Start 


1535 






End 


1645 


Name 


OJ990429 04 


.9924 


. C31 . ol . gp 


Method 


AAT/GAP 




1535 






End 


1645 




2428323 






Score 


202 


IT 1 ** ^\ T~\ 

Lxons 


1535. .1645 










\j±. uescrip. 


5803242/dbj 


I AP000399. 1 IAP000399 0.0e+00 Oryza sativa genomi 




DNA, chromosome 


6, clone: P0535G04 




oeq . ino . 


30560 






Seq. ID 


OJ990429JD4 . 9924 .C32 


Gene No. 


63172 






Strand 


+ 


Start 


4020 






End 


9176 


Name 


OJ990429 04 


.9924 


.C32.o2.gs 


Method 


GENSCAN 


0 car u 


4020 






End 


8912 


PT 

ul 


none 






Score 


.74 


Tj 1 V /~\ T™1 O 


4020. .4123, 


4164 


..4289, 5738. 


.6387, 75 


41. .7755, 7852. .7992, 




8069. .8536, 


8847 


. .8912 








30560 






Seq. ID 


OJ990429_04 . 9924 .C32 


Gene No. 


63172 






Strand 


+ 


Start 


4020 






End 


9176 


Name 


OJ990429 04 


. 9924 


.C32.ol.gp 


Method 


AAT/GAP 


Start 


5775 






End 


9176 


GI 


559 1.R1084 






Score 


3347 


Exons 


5775. . 6387, 


7517 


..1155, 7852. 


.7992, 8069.. 8536, 8847.. 9176 



GI Descrip. ' 129232/sp | P25777 | 0RYB_0RYSA 0.0e+00 ORYZAIN BETA CHAIN 

PRECURSOR >gi_67645_pir KHRZOB oryzain (EC 3.4.22.-) beta 

precursor.- rice >gi_218183_dbj^BAA14 4 03_ (D90407) oryzain beta 
precursor [Oryza sativa] 1 



Seq. No. 30560 

Gene No. 63172 

Start 4020 

Name OJ99042 9_04 . 9924 . C32 . o3 . np 

Start 5902 

GI 129232 

Exons 5902.. 6387, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7992, 8069. .8536, 8847.. 8928 
ORYZAIN BETA CHAIN PRECURSOR gi | 67 64 5 | pir || KHRZOB oryzain (EC 
3.4.22.-) beta precursor - rice g-i \ 91 8183 ! dbj ! BAA14403 . 1 ! 
(D90407) oryzain beta precursor [Oryza sativa] 



OJ990429_04 . 9924 .C32 
+ 

9176 
AAT/NAP 
8928 
2339 



7517.. 7755, 7852. 



Seq. No. 



30560 



Seq. ID OJ990429_04 . 9924 .C32 



30455 



Gene No. 


63173 








Strand 






Start 


506 








End 


5409 




Name 


C\ TQQH/l 0 Q C\A 


.9924 


.C32.ol 


.np 


Method 








ft DZ 








End 


"3 7 "3 Q 




H T 


£ Qf\7 HP Q 
o y U / U O y 








Score 


A ft 7 1 




Exons 




2480. 


.3739 












I a pom T9 Q \ 


hypothetical 


protein [Oryza 


sa t iva J 




Seq. No. 


30560 








Seq. ID 


OJ990429 


_04 .9924 .C32 


Gene No. 


63173 








Strand 






Of 3 r*+- 


jUD 








End 


5409 




Name 


n tq on a 9Q n a 


.9924 


.C32.ol 


.gs 


Method 


GENSCAN 




bnar l 


JUD 








End 


3739 






none 








Score 


.91 




Lxons 


jUO. . Zj04/ 


2480. 


.3369, 


3414 . 


.3543, 3576. .3739 




b e q . in o . 










Seq. ID 


OJ990429 






V -J X / J 








Strand 






O Lai L 


506 








End 


5409 




Name 


OJ990429 04 


.9924 


.C32.o2 


.np 


Method 


AAT/NAP 




Start 


2953 








End 


5409 






5922623 








Score 


189 




Exons 


2953. .2971, 


4564 


. .4639, 


4807 


..4960, 5335. .5409 




GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 






gi I 6016856 |dbj IBAA85199 


i i / 
.11 (. 


AP000570) 


hypothetical protein 




[Oryza sativa] 












beq. No. 


30560 








Seq. ID 


OJ990429 


_04 . 9924 .C32 


Gene No . 


63174 








Strand 






C +- "i -v~ 4- 


9468 








End 


9632 




Name 


OJ990429 04 


.9924 


.C32.ol 


. tm 


Method 


TBLASTX : 


Maize 


bt art 


5952 








End 


8969 




GI 


none 








Score 


46 




Exons 


5952. .6002, 


5974 


. .6003, 


6030 


. . 6080, 6054 . . 6083, 


6083. . 6166, 




6105. .6188, 


6189 


. .6281, 


6203 


. . 6271, 6273. . 6320, 


6287. . 6304, 




6315. .6389, 


6321 


. .6344, 


634 7 


..6406, 7515.. 7754, 


7515. .7754, 




7516. .7755-, 


7852 


. .7992,. 


7852 


..7992, 8068.. 8286, 


8069. .8287, 




8340. .8 : 531, 


8348 


. .8533, 


8808 


..8921, 8845. .8922, 


8846. .8923, 




8907. .8969 














beq . iNO . 


30560 








Seq. ID 


OJ990429 


_04 .9924 .C32 


b?ene ino . 


63174 








Strand 






b r. a r r, * 


946.8 








End 


9.632 




Name 


' OJ990.429 04 


.9924 


.C32.ol 


-tc 


Method 


TBLASTX: 


Cress 


Start 


5959 








End 


8896 




T 


none 








Score 


47 




Exons 


5959. . 6003, 


6024 


. .6173, 


6192 


. . 6275, 6279. . 6389, 


7515. .7622, 




7516. .7626, 


7605 


. .7754, 


7630 


. .7758, 7633. .7746, 


7647. .7754, 




7852. .7992, 


7852 


. .7992, 


7854 


..7994, 78 


54. .8003, 


8068. .8286, 




8069. .8287, 


8131 


. .8295, 


8357 


. .8530, 8367. .8534, 


8846. .8896 


Seq. No. 


30560 








Seq. ID 


OJ990429 


_04 .9924 .C32 


Gene No. 


63174 








Strand 






Start 


9468 








End 


9632 




Name 


OJ990429 04 


.9924 


.C32.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5959 








End 


8530 




GI 


none 








Score 


46 





30456 



Exons 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



5959. 
6350. 
7627. 
8063. 



.6003, 6105. 

,6391, 7515. 

,7755, 7627, 

,8221, 8075. 



8351. .8530, 8433. 



,6179, 6192. 

,7622, 7516. 

,7758, 7852. 

,8218, 8221. 
,8528 



30560 
63174 
9468 

OJ990429JD4 . 9924 . C32 . ol . tw 

6108 

none 

6108. .6179, 6192. .6251, 6312. 
7867. .7965, 8057. .8137, 8111. 



.6281, 6206. .6274, 6279. .6389, 

.7623, 7587. .7754, 7626. .7748, 

.7992, 7854. .7976, 8047. .8196, 

.8286, 8222. .8287, 8350. .8454, 



Seq. ID OJ990429_04 .9924.C32 
Strand 

End 9632 . 

Method TBLASTX : Wheat 
End 8209 
Score 58 

.6380, 7519. .7617, 7633. .7746, 
.8209, 8147. .8209 



Seq. No. 30560 Seq. ID 

Gene No. 63174 Strand 

Start 9468 End 

Name OJ990429_04 . 9924 . C32 . o2 . tw Method 

Start 8370 End 

GI none Score 

Exons 8370.. 8537, 8375.. 8548, 8847.. 8897 



OJ990429_04.9924.C32 
9632 

TBLASTX: Wheat 

8897 

240 



Seq. No. 30560 Seq. ID 

Gene No. 63174 Strand 

Start 9468 End 

Name OJ990429_04 . 9924 . C32 . o3 . gs Method 

Start 9468 * End 

GI none Score 

Exons 9468.. 9632 



OJ990429_04.9924.C32 

9632 
GEN SCAN 
9632 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI - 
Exons 



30561 Seq. ID 

63175 Strand 

6405 End 

OJ990429_04. 9924 .C33.o3.gs Method 

6405 End 

none Score 



6405. .6522, 7278.-7525, 7599. .7670, 7768. .8077, 8176 
8428. .8629, 9269. .9483, 9525. .9608, 9922. .10096 



OJ990429_04.9924.C33 
+ 

10208 
GENSCAN 
10096 
.69 

8350, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30561 
63175 
6405 

OJ9904 2 9_04. 9924 .C33.o2.np 

7497 

2633727 



Seq. ID OJ990429_04.9924.C33 



Strand 
End- 
Method 
End 
Score 



+ 

10208 
AAT/NAP 
10091 
373 



7497. .7670, 7768. .8072, 8176. .8350, 8428. .8602, 9269. .9385, 
9428. .9483, 9922. .10091 



GI Descrip. (Z99111) ykrT [Bacillus subtilis] 

Seq. No.' 30561 Seq. ID 

Gene No. 63175 Strand 

Start 6405 End 

Name OJ990429 04 . 9924 . C33 . o2 . qp Method 

Start 7942 End 

GI none Score 

Exons 7942. .8077, 8176. .8384 



OJ990429_04.9924.C33 
+ 

10208 
A AT /GAP 
8384 
499 



30457 




OCl^ . IN . 


30561 






Seq. ID 


OJ990429_04.9924.C33 


Gene No. 


63175 






Strand 


+ 


Start 


6405 






End 


10208 


Ma m£s 


OJ990429 04.9924 


.C33.o3 




Method 


AAT/GAP 


^ I - a rt 


8437 






End 


10208 • 


rij 


1735 1.R1084 






Score 


1203 


P 1 vnn c 


8437.. 8629, 9269 


. . 9483, 


9922 


. .10208 




V_7 X U\Z O v~- J- J_ k-/ • 


1 2 633727 /embl CAB13229 | 


1 . Oe- 


23 (Z99111) ykrT [Bacillus 




cinht" i 1 i ^ 1 * 

O L. J — LIO J 










Seq. No. 








Seq. ID 


OJ990429_04 . 9924 .C33 


O CilC IN U * 


63176 






Strand 




o Lai L 


39 






End 


206 


Ma mo 
IN diue 


W U ^ y U T W T • y Zs ^ 


ol 


. y 


Method 


GENSCAN 


O t_ Cl i. L, 








End 


206 


GI 


none 






Score 


.49 


Ij AUilo 


906 










OgL| • lnl> • 


*J \J J u X 






Seq. ID 


OJ990429_04.9924.C33 


Gene No. 


63177 






Strand 




Start 


3330 






End 


5144 


in dine 


D.TQQ042Q 04 QQ94 


. u j j • z. 


• LIU 


Method 


TBLASTX: Maize 


uLdl L 


"3^04 ~~ 
J JU4 






End 


4960 


JL 


none 






Score 


193 


T7 1 /-> o 


^^04 ^4 ft ^ "3^16 


?4 ft fi 




..3488, 3510. .3644, 3596. .3676, 




^SQQ ^670 ^77fi 


• . jyjj/ 


^7ftQ 
o t o y 


..3935, 3790. .3939, 4774. .4959, 




4 77 R 4 QfiO 










Seq. No. 


30561 






Seq. ID 


OJ990429_04.9924.C33 




63177 






Strand 






3330 






End 


5144 


Name 


OJ990429 04.9924 


.C33.o2 


. gs 


Method 


GENSCAN 


Of- -j r +- 
O Lai L 


3330 






End 


5094 




none 






Score 


.91 


Hi U 1 1 i 


3330.. 3484, 3600 


. .3669, 


?7 QO 


..3931, 4775. .4955, 5043. .5094 


Seq. No. 


30561 






Seq. ID 


OJ990429_04 . 9924 .C33 


Gene No. 


63177 






Strand 




Start 


3330 






End 


5144 


Ma mo 
IN dint 


OJ990429 04.9924 


.C33.ol 


.np 


Method 


AAT/NAP 


uLdlL 


3332 






End 


5112 


GI 


6822058 






Score 


253 




3332. . 3484/ 3600 


. .3669, 


37 90 


..3931, 4775. .4955,- 5043. .5112 




(AL132957) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


30561 






Seq. ID 


OJ990429_04.9924.C33 


Gene No. 


63177 






Strand 




Start 


3330 






End 


5144 


Name 


OJ990429 04.9924 


.C33.ol 


.gp 


Method 


AAT/GAP 


Start 


3465 






End 


5144 


GI 


20664 1.R1084 






Score 


851 


Exons 


3465.. 3484, 3600 


. .3669, 


3790 


..3931, 4775. .4955, 5043. .5144 


GI Descrip. 


' 4 662 633/gb|AAD26905. 1 |AC007267_5 2 . Oe 


-10 (AC007267) 



hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 30561 Seq. ID OJ990429_04 . 9924 . C33 



30458 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



63178 Strand 

7469 End 

OJ99042 9_04. 9924 .C33.ol.tm Method 

7469 End 

none Score 



10101 

TBLASTX: Maize 

10101 

104 



7469. .7555, 7497. .7568, 7559. .7669, 7569. .7670, 7746. .7853, 

7763.. 7909, 7765.. 8076, 7765.. 8025, 7767, .8075, 8009.. 8080, 

8009. .8077, 8174. .8350, 8175. .8351, 8421. .8624, 8425. .8628, 

8429. .8629, 9262. .9483, 9266. .9484, 9267. .9491, 9919. .10095, 
9920.. 10096, 9922.. 10101 

30561 
63178 
7469 

OJ9904 2 9_04. 9924.C33.o2.ts 
7475 
none 

7475.-7555, 7538.-7669, 7539. 
7767. .7925 



Seq. ID OJ990429_04.9924.C33 
Strand 

End 10101 

Method TBLASTX : Soybean 

End 7926 

Score 68 

.7670, 7765. .7926, 7765. .7923, 



Seq. No. 30561 

Gene No. 63178 

Start 7469 

Name OJ990429_04 . 9924 . C33 . ol . tc 

Start 7481 

GI none 

Exons 7481.. 7555, 7580.. 7669, 7581. 
7767. .7979 



Seq. ID OJ990429_04.9924.C33 
Strand 

End 10101 

Method TBLASTX : Cress 

End 7980 

Score 64 

.7670, 7765. .7980, 7765. .7944, 



Seq. No. 30561 

Gene No. 63178 

Start 7469 

Name OJ9904 29_04 . 9924 . C33 . ol . ts 

Start 7927 

GI none 

Exons 7927.. 8073, 7932.. 8063, 8171, 
8425. .8658, 8426. .8629, 9262, 



Seq. ID OJ990429_04.9924.C33 
Strand 

End 10101 

Method TBLASTX : Soybean 

End 9376 

Score 214 

.8350, 8175. .8348, 8422. .8625, 
.9375, 9266.. 9376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



30561 
63178 
7469 

OJ99042 9_04 .9924 .C33.o3.tc 

7981 , 

none 

7981. .8070, 7991. .8104, 8193. 

30561 
63178 
7469 

OJ9904 2 9_04 . 9924 . C33 . o2 . tc 

9272 

none 

9272. .9484, 9273. .9485, 9274. 

30561 
63178 
7469 



Seq. ID OJ990429_04.9924.C33 
Strand 

End 10101 

Method TBLASTX: Cress 

End • 8351 

Score 109 
.8351, 8213.. 8275 

Seq. ID OJ990429_04.9924.C33 
Strand 

End 10101 

Method TBLASTX: Cress 

End 10078 

Score 264 

.9483, 9910.. 10062, 9920.. 10078 

Seq. ID OJ990429_04.9924.C33 
Strand 

End 10101 



30459 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990429_04 .9924.C33.o3.ts Method 
9914 End 
none Score 
9914'. .10084, 9919. .10065, 9920. .10066 



TBLASTX: Soybean 

10084 

190 



30562 
63179 
736 

OJ990429_04 .9924.C34 .ol.gs 

736 

none 

736.. 862, 1296.. 1452 



Seq. ID OJ990429_04.9924.C34 

Strand "+ 

End 1452 

Method GENSCAN 

End 1452 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Najne 
Start 
'GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30562 
63180 
2710 

OJ990429_04 .9924.C34 .ol.gp 
2710 

26361_1.R1084 
2710. .3082 

, 2633727/emb|CAB13229| 7.0e-13 (Z99111) ykrT [Bacillus 
subtilis] f 



Seq. ID OJ990429_04.9924.C34 
Strand + 

3082 
AAT/GAP 
3082 
685 



End 

Method 

End 

Score 



30562 
63181 
1780 

OJ990429_04 . 9924 .C34 . o2 . gs 

1780 

none 

1780. .1790, 2733. .3072 

30562 
63181 
1780 

OJ990429_04 . 9924 . C34 . ol . tm 

2898 

none 



Seq. ID OJ990429_04.9924.C34 
Strand 

End 3072 

Method v GENSCAN 

End ^ 3072 

Score .85 



Seq. ID OJ990429JD4 .9924.C34 
Strand 

End 3072 

Method TBLASTX : Maize 

End 3071 

Score 104 



2898. .2975, 2899. .2976, 2970. .3071, 2971. .3069 



30563 
63182 
1 

OJ990429_04 . 9924 . C35 . ol . gp 

1 , 
none 

1..121, 270. .444, 524. .597 



Seq. ID OJ990429_04 . 9924 .C35 

Strand + 

End 2570 

Method AAT/GAP 

End 597 

Score 640 



30563 
63182 
1 

OJ990429_04 . 9924 . C35 . ol . np 
1 

2633727 

1..118, 270. .444, 524. .698, 1147. .1232 
(Z99iiiJ ykrT [Bacillus subtilis] 



Seq. ID OJ990429_04.9924.C35 

Strand + 

End 2570 

Method AAT/NAP 

End 1232 

Score 226 



Seq. No. 



30563 



Seq. ID OJ990429 04.9924.C35 



30460 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



63182 Strand + 

1 End 2570 

OJ990429_04 . 9924 . C35 . ol . gs Method GENSCAN 

46 End 2220 

none Score . 93 

46. .121, 270. .444, 524. .725, 1147. .1361, 2046. .2220 



Seq. No. 30563 Seq. ID OJ990429_04 . 9924 . C35 

Gene No. 63182 •■ Strand 

Start 1 End 

Name OJ990429_04 . 9924 . C35 . o2 . gp Method 

Start 535 End 

GI 1735_1.R1084 Score 

Exons 535.. 725, 1147.. 1361, 2046.. 2570 

GI Descrip. 1 2 633727/emb | CAB13229 | 1.0e-23 (Z99111) ykrT [Bacillus 
subtilis] 1 



OJ990429_04 
-f 

2570 
AAT/GAP 
2570 
1725 



Seq. No. 30563 Seq. ID 

Gene No. 63183 Strand 

Start 3149 End 

Name OJ990429_04 . 9924 . C35 . o2 . gs Method 

Start 314 9 End 

GI none Score 

Exons 3149.. 3323, 3530.. 3669 



OJ990429_04 . 9924 .C35 
+ 

11440 
GENSCAN 
3669 
.95 



Seq. No. 30563 
Gene No. 63183 
Start 3149 

Name OJ990429J34 . 9924 . C35 . o2 . np 

Start 3173 
GI 2832680 

Exons 3173.. 3323, 6000.. 6052, 6203. 

6837. .6914, 7338. .7680, 7770, 
9321. .9431 

GI Descrip. (AL021712) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990429_04.9924.C35 

Strand + 

End 11440 

Method AAT/NAP 

End 9431 

Score 1015 
.6326, 6402.. 6550, 



,7822, 7906.. 8029, 



6627. .6734, 
8119. .8240, 



Seq. No. 30563 Seq. ID 

Gene No. 63183 ^ Strand 

Start 3149 End 

Name OJ99042 9_04 . 9924 . C35 . o3 . gs Method 

Start 5557 End 

GI none Score 
Exons . 



OJ990429_04.9924.C35 
+ 

11440 
GENSCAN 
11440 
.52 



5557. .5595, 5667. .5798, 6203. .6326, 6402. .6523, 7467. .7680, 
7770. .7822, 7906. .8029, 8978. .9062, 11344. .11440 



Seq. No. 
Gene No. 
Start r 
Name 
Start 
GI 

Exons 

GI Descrip. 



30563 Seq. ID 

63183 Strand 

3149 End 

OJ9£042 9_04 . 9924 . C35 . o3 . gp Method 

9478 End 

LIB34 34-021-P1-K1-B9 Score 
9478.. 9874 

, 1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA liqase gene, intron 1. partial sequence 1 



OJ990429_04 . 9924 .C35 
+ 

11440 
AAT/GAP 
9874 
744 



Seq. No. 
Gene No. 



30563 
63184 



Seq. ID OJ990429_04 . 9924 .C35 
Strand + 



30461 




Start 


13168 


End 


13393 




Name 


OJ990429 04.9924.C35.o4.gp 


Method 


AAT/GAP 




OL.Cti.l_ 


1 J1UU 


End 


13393 




ui 


c Jl6u JO 


Score 


68 




P 1 von q 
£_i A. U 1 1 0 


J. -J X O O • . J. J Z. Z7 , 1.0*J\J'4**XO*JlsO 








(~L T n^QO"r~"io 


l rj t. w j Jt. / y u | uuxjoj ) vrvuui jo j 


7.0e-21 Oryza rufipogon 






4 — ooi itti^ r*a f" o — Po A 1 "inr^Q^ m^n^ 
*4 lull ax a. l. c iii^aoc yciic 


, intron 1, 


partial sequence 




O " ^ . LNU • 


*J \J J U J 


Seq. ID 


OJ990429JD4.9924. 


p^s 

-J .J 


f^pnp No i 


63185 


Strand 


+ 




Start 


16040 


End 


16521 




Name 


OJ990429 04.9924.C35.o6.gp 


Method 


AAT/GAP 




o Lai L 


16040 


End 


16521 






36804 1.R1084 


Score 


858 




tT von q 


16040. .16521 










, 5579090/gb|AAD45423.1|AF099186 1 l.Oe 


:-22 (AF099186) EH 






domain-containing protein EHD1 [Mus musculus] 1 




JCL|. IN U . 


30563 


Seq. ID 


OJ990429J34.9924. 


P? S 


Gene No. 


63186 


Strand 






Start 


12811 


End 


15811 




Mo mo 


OJ990429 04. 9924.C35.o4 . gs 


Method 


GENSCAN 




O Ldl L 


12811 


End 


15811 






none 


Score 


.67 




17 von q 


12811. .12988, 14544. .14584, 


14649. .15085, 15136 .. 15253, 






15347. .15579, 15751.. 15811 








Seq. No. 


30563 


Seq. ID 


OJ990429_04 .9924 . 


C35 


Gene No. 


63186 


Strand 






O L. Cti. U 


12811 


End 


15811 




Name 


OJ990429 04.9924.C35.o5.gp 


Method 


AAT/GAP 




q-f- -a v*4- 

O Ldl L 


14345 


End 


14588 




\J -L 


2797574 


Score 


479 






14345. .14588 








Cp/r Mo 


30563 


Seq. ID 


OJ990429_04 .9924 . 


p^ R 
^jj 


Gene No. 


63186 


Strand 






Start 


12811 


End 


15811 




Kl OTTlO 


OJ990429 04 .9924.C35.o3.np 


Method 


AAT/NAP ■ 




O L. CLl. U 


14631 


End 


15275 






2781359 


Score 


198 




. Hi j*k V_J 1 lo 


14631. .14706, 14803. .15275 








flT Dp orri n 


(AC003113) F2501.15 [Arabidopsis thaliana] 




Cnn KIo 


30563 


Seq. ID 


OJ990429_04 . 9924 . 


P^ R 


Gene No. 


63187 


Strand 






Start 


16166 


End 


17551 




Name 


OJ990429 04.9924.C35.o2.ts 


Method 


TBLASTX: Soybean 




OLai L.j 


1 


End 


1254 




r-T 


none 


Score 


162 




IT* "V /"\ ^ 


1..117, 265. .444, 269. .442, 


270. .446, 


517. .582, 518. .721 


f 




521. .754, 522. .725, 1144. .1254, 1146.. 


1253 




Seq. No. 


30563 


Seq. ID 


0,7990429 04.9924. 


C35 


Gene No. 


63187 


Strand 






Start 


16166 


End 


17551 




Name 


OJ990429 04.9924.C35.o3.tm 


Method 


TBLASTX: Maize 





30462 



Start 
GI 

Exons 



1 End 2220 

none Score 193 

1..120, 1..69, 3. .119, 267. .356, 268. .444, 269. .445, 292. .447, 
517. .720, 521. .724, 525. .725, 525.-725, 526. .726, 1144. .1362, 
1144. .1212, 1146. .1367, 1146. .1367, 2043. .2219, 2044. .2220 



Seq. No. 30563 

Gene No. 63187 

Start 16166 

Name OJ990429_04 . 9924 . C35 . o2 . tc 

Start 1149 

GI none 
Exons 



Seq-. ID OJ990429J34 . 9924 .C35 
Strand 

End 17551 

Method TBLASTX : Cress 

End 2202 

Score 109 



1149. .1358, 1150. .1362, 1151. .1366, 1151. .1366, 1152. .1367, 
2034. .2186, 2043. .2180, 2044. .2202 



Seq. No. 


30563 








Seq. ID 


OJ990429 


_04.9924.C35 


Gene No. 


63187 








Strand 






Start 


16166 








End 


17551 




Name 


OJ990429 04 


.9924, 


.C35.o4 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


2038 








End 


2208 


GI 


none 








Score 


191 




Exons 


2038. .2208, 


2043. 


. .2189, 


2044. 


.2190 






Seq. No. 


30563 








Seq. ID 


OJ990429 


_04.9924.C35 


Gene No. 


63187 








Strand 






Start 


16166 








End 


17551 




Name 


OJ99*0429 04 


.9924. 


,C35\o3 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


3158 








End 


8031 


GI 


none 








Score 


78 




Exons 


3158. .3259, 


3184. 


. .3231, 


3244. 


.3321, 3254.. 3322, 


3532. .3582, 




3689. .3811, 


3733. 


. .3810, 


6215. 


.6331, 6247. .6327, 


7512. .7679, 




7544. .7678, 


7771. 


. .7812, 


7772. 


.7828, 7864. .8031, 


7908. .8030 



Seq. No. 30563 

Gene No. 63187 

Start 16166 

Name OJ990429_04 . 9924 . C35 . o2 

Start 3184 

GI none 

Exons 3184.. 3231, 3185.. 3250, 



3689. .3811, 3720. .3812, 
3889. .4011, 4331. .4441, 
6002.. 6052, 6212... 6346, 
6401. .6523, .6624. .6734, 
6834. .6914, 7425. .7511, 
7769. .7828, 7771. .7818, 
8109. .8240, .8116. .8241, 
9319. .9429, 9320. .9427, 
9527. .9631 



Seq. ID OJ990429_04.9924.C35 
Strand 





End 


17551 






tm 


Method TBLASTX: 


Maize 






End 


9631 








Score 


7E 


i 






32 66. 


.3322, 


3526. 


.3582, 


3531. 


.3578, 


3733. 


.3810, 


3888. 


.4010, 


3888. 


.4010, 


4562. 


.4642, 


5748. 


.5780., 


5811. 


.5879, 


6247. 


..6327, 


6399. 


.6515, 


6400. 


,6522, 


6625. 


.6735, 


6626. 


.67 33, 


6636. 


.6734, 


7512. 


.7679, 


7512. 


.7631, 


7544 . 


.7678, 


7858. 


.8031, 


7905. 


.8030, 


8101. 


.8238, 


8117. 


.8239, 


8118. 


.8240, 


9318. 


.9428, 


9338. 


.9466, 


9525. 


.9629, 


9525. 


.9629, 



Seq. No. 30563 Seq. ID 

Gene No. 63187 Strand 

Start 16166 End 

Name OJ990429_04 . 9924 . C35 . o3 . tc Method 

Start 3 18 b End 

GI none Score 
Exons 



OJ990429_04.9924 .C35 
17551 

TBLASTX: Cress 

7962 

75 



3185. .3232, 3266. .3322, 3532. .3582, 3689. .3742, 7539. .7679, 



30463 



7544. .7678, 7771 7812, ' 7772 7828, 7864. .7962, 7905. .7961 



Seq. No. 30563 

Gene No. 63187 

Start 16166 

Name OJ990429__04 . 9924 . C35 . ol . ts 

Start 16106 

GI none 
Exons 



Seq. ID OJ990429_04.9924.C35 
Strand 

End 17551 

Method TBLASTX : Soybean 

End 16736 

Score 43 



16106. .16498, 16125. .16253, 16314 16517 , 16608 .. 16640, 
16653. .16736 



Seq. No. 30563 Seq. ID 

Gene No. 63187 Strand 

Start 16166 End 

Name OJ9904 29_04 . 9924 . C35 . ol . tw Method 

Start 16160 End 

GI none Score 

Exons 16160. . 16306, 16166.. 16300 



OJ990429_04.9924.C35 
17551 

TBLASTX: Wheat 

16306 

164 



Seq. No. 30563 Seq. ID 

Gene No. 63187 Strand 

Start 16166 End 

Name OJ990429_04 . 9924 . C35 . ol . tm Method 

Start 161*66 ' End 

GI none Score 
Exons 



OJ990429_04.9924.C35 
17551 

TBLASTX: Maize 

16737 

97 



16166. .16330, 16166. .164 98, 16314. .16508, 16608. .16736, 
16617. . 16697, 16696. .16737 



Seq. No. 30563 Seq. ID 

Gene No. 63187 Strand 

Start 16166 End 

Name OJ990429_04 . 9924 . C35 . o5 . gs Method 

Start 16166 End 

GI none Score 

Exons 16166. .16495, 16611. .16737 



OJ990429_04 .9924.C35 

17551 
GEN SCAN 
16737 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



seq. No. 
Gene No. 
Start 



30563 Seq. ID 

63187- Strand 

16166 End 

OJ990429J34 . 9924 . C35 . ol . tc Method 

16169 End 

none * Score 



16169. . 16453, 16170 .. 16253, 16314, 



OJ990429_04 .9924.C35 
17551 

TBLASTX: Cress 
16453 
35 
16448 

OJ990429 04.9924.C35 



30563 Seq. ID 

63187 Strand 
16166 End 17551 

OJ990429_04.9924.C35.o4.np Method AAT/NAP 
16328 End - 17551 

5732069 Score 328 

16328. .16495, 16611 .. 16737 , 17514. .17551 
(AF147263) contains similarity to Pfam family PF00036 
score=11.7, E=0.66,N=1 [Arabidopsis thaliana] 



EF hand; 



30564 
63188 
1 



Seq. ID OJ990429_04 . 9924 .C36 

Strand 

End 7 3 



30464 




Name OJ990429_04 . 9924 . C36 . ol . gp Method AAT/GAP 

Start 1 End 73 

GI LIB3432-014-P1-K1-E9 Score 114 

Exons 1 . . 73 

GI Descrip. 1 565 652/dbj | D28135 I HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus 
gene for ribulose-bisphosphate carboxylase, complete cds ' 



Seq. No. 


30565 






Seq. ID 


OJ990429_04.9924 


. C38 


Gene No 


63189 






Strand 


+ 




Start 


1 






End 


618 




Name 


OJ990429 04.9924.C38 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


618 




GI 


5902445 






Score 


648 




R von s 


1. .618 












GT Dp qrrin 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Sea No 


30565 






Seq. ID 


OJ990429_04. 9924 




Gene No. 


DjIO j 








i 




Start 


1 






End 


618 




Name 


OJ990429 04.9924.C38 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


377 




GI 


none 






Score 


406 






3. .377, 14. .364 












9ea ' Kfn 


30565 






Seq. ID 


OJ990429_04. 9924 


. \-t J o 


Gene No. 


D -D JL O zf 






Q+- rahH 


i 




Start 


1 






End 


618 




Name 


OJ990429 04.9924.C38 


.ol, 


.gs 


Method 


GENSCAN 




Start 


87 






End 


443 




GI 


none 






Score 


.61 




Rxnn 

1—1 A UllO 


87. .443 












Sea No 


30565 






Seq. ID 


OJ990429_04.9924 


• o o 


Gene No. 


6^1 ft Q 








X 




Start 


1 






End 


618 




Name 


OJ990429 04.9924.C38 


.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


116 






End 


499 




GI 


none - 






Score 


287 






116. .400, 117. .401, : 


389. 


. .499 








Sea No 


30565 






Seq. ID 


OJ990429_04.9924, 




Gene No. 


63189 






Strand 


+ 




Start 


1 






End 


618 




Name 


OJ990429 04.9924.C38 


.ol. 


,'ts 


Method 


TBLASTX: Soybean 




Start 


162 






End 


386 




GI 


none 






Score 


205 




Exons 


162. .386, 170. .376 












Seq. No. 


30566 






Seq. ID 


OJ990429_04.9924. 


.C39 


Gene No. 


63190 






Strand 


+ 




Start 


280 






End 


457 




Name 


OJ990429 04.9924.C39 


.ol. 


gs 


Method 


GENSCAN 




Start 


280 






End 


457 




GI 


none 






Score 


.54 




Exons 


2bU. .457 












Seq. No. 


30567 






Seq. ID 


OJ990409_04.9922. 


,C1 



30465 




Gene No. 


63191 




Strand 


+ 




O Lcti. l_ 


i 

X 




iiinci 


^ c; q 




Name 


P>TQQ040Q 04 QQ99 PI 


. ol . CfS 


ft A /— V "4— Vs J~\ y"J 

LYie unoa 


C V M C C* 7\ VI 




O U cix L 


1 — 

X 




Hina 


jj y 




p t 


none 




Score 


A 






1 999 SOI SSQ 

X* . f Jul • . J 










Seq. No. 


30568 




Seq. ID- 


OJ990409 04.9922 


,C3 


Gene No. 


63192 




Strand 


+ 






R4 7 




FnH 


60 6 
DUD 




Name 


P),TQQ040Q 04 QQ99 P7 


- 

. 0 1 . CfS 


LYlC LIIOU 


p t? VI C P 7\ "NT 




C -J- -a 


R4 7 ~~ 




iiina 


oU o 




C T 
o X 


none 




Score 


. o 




Exons 


R4 7 60 6 

J4 J . .DUD 










Oc(j. IN O . 


one ^tq 




oeq . x jj 


ujyyu^uy U4.yyzz 




Gene' No. 


63193 




Strand 


+ — 




Start 


1 




End 


774 






O.T9Q040Q 04 QQ99 PR 


ol . np 


Method 


AAT/NAP 




O LdxL 


1 _ 
X 




End 


774 




laX 


7QS7478 




Score 


639 




Exons 


1 RQ7 6QR 774 










OX UcoLil^i • 


fAP00979PM F99H9 97 


[Arabidopsis thaliana] 




Seq. No. 


30569 




Seq. ID 


OJ990409JD4 .9922 


.C5 


Gene No. 


63193 




Strand 


+ 




OLdlL 


i 

X 




End 


774 




Name 


HTQQ040Q 04 QQOO fC 
WU272?U4Ui? U ft . y yZ Z . Lj 


ol . tw 


Method 


TBLASTX: Wheat 




OLdiL 


1 Ol ~~ 
X Z X 




End 


368 






none 




Score 


243 




Exons 


1 91 766 1 9Q 76fl 

i6l . .ODD/ X Z Z/ . , jOO 










Seq. No. 


30569 




Seq. ID 


OJ990409 04.9922 


.C5 


Gene No. 


63193 




Strand 


+ 






i 

X 




End 


774 




Name 


O.7QQ040Q 04 QQ99 PR 
VJU^yUfiUy Ufi.yyZZ.UJ. 


ol . tm 


Method 


TBLASTX: Maize 




O Lai U 


7 77 _ 




End 


597 




\J X 


none 




Score 


303 




Exons 


777 RQ7 777 4Q9 

jj / . . oy / / jj / . . 4 yz , 


339. .548, 


541. .591 






Qpn vj n 


70^69 




Seq. ID 


OJ990409JD4.9922 


p ^ 


Gene No. 


63193 




Strand 


+ 




Start 


1 




End 


774 




LMdlLLC 


OJ990409 04. 9922. C5. 


ol. ts 


Method 


TBLASTX : Soybean 




o Idit 


345 




End 


714 




r\T 

KJ X 


5342530 




Score 


179 




Exons 


345. .527, 345. .494, 


346. .597, 


697. .714 






OX ]_/ C O L- J L u . 


3953478 4.0e-59 (AC002328) F2202.23 [Arabidopsis thaliana] 


oeq. no. 


30569 




Seq. ID 


OJ990409_04 . 9922 


C5 


Gene No. 


63193 




Strand 


+ 




Start 


1 




End 


774 




Name 


OJ990409 04. 9922. C5 . 


ol . gs 


Method 


GENSCAN 




Start 


412 




End 


597 




GI 


none 




Score 


.68 




Exons 


412. .597 











30466 




Cprr Ma 


30S70 






Seq. ID 


L/tJ Zs z/ yj *4 \J Zf VJ*1 . Zt Z* • \J 


Gene No. 


63194 






Strand 




Start 


1 






End 


582 


Name 


OJ990409 


_04 .9922.C8.ol. 


np 


Method 


AAT/NAP 




1 






End 


582 


o -L 


4512666 






Score 


291 




1. . 170, 


253. .417, 550.. 


582 








(AC006931) putative RNA-binding protein [Arabidopsis thaliana] 


Seq. No. 


O VJ -J / \J 








0.7990409 f)4 99?? Pft 


Gene No. 


63194 






Strand 




Start " 


1 






End 


582 




OJ990409 


_04.9922.C8.ol. 


tc 


Method 


TBLASTX: Cress 


O La I. U 


48 






End 


423 




none 






Score 


57 




48. .170, 


55. .180, 247.. 


417, 


253. .423, 


253. .414 


Seq. No. 


jUj / U 






q Drr t n 
ot2 q ■ iu 




Gene No. 


63194 






Strand 




Start 


1 






End 


582 




OJ990409 


_04.9922.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


O LclX L 


51 






End 


420 




. none 






Score 


66 




51. .167, 


55. .180, 253.. 


420, 


254. .412, 


268. .417, 313. .420 


Seq. No. 


30570 






Seq. ID 


OJ990409_04. 9922.C8 


Gene No. 








Strand 






1 






End 


582 


LNCUUG 


OJ990409 


_04.9922.C8.ol. 


gs 


Method 


GENSCAN 


OLal L 


54 






End 


411 




none 






Score 


.86 


F* v on ^ 


54. .170, 


253. .411 








Qprr Ma 


30570 






Seq. ID 


OJ990409_04. 9922.C8 


Gene No. 


DO X _7*a 






Strand 




Start 


1 






End 


582 


Name 


OJ990409 


_04.9922.C8.ol. 


tm 


Method 


TBLASTX ; Maize 


Cfarf 
O L. Cl -L L. 


75 






End 


420' 


CT 

\J -L 


none 






Score 


169 


i_j r\ w 110 


75. .170, 


76. .174, 76. .171, 


77. .172, 240. .410, 246. .416, 




251. .418 


, 253. .420 








Seq. No. 


30571 






• Seq. ID 


OJ990409_04 . 9922. C9 


Gene No . 


63195 






Strand 


+ 


Start 


228 






End 


636 ' 


lvalue 


OJ990409 


_04.9922.C9.ol. 


gs 


Method 


GENSCAN 


O Lai L 


228 






End 


636 


GI 


none 






Score 


.7 


IjAUIIo 


228. .369 


, 479. .636 








OcCj. IN O . 


30572 






Seq. ID 


OJ990409_04.9922.C12 


Gene No. 


63196 






Strand 




Start 


1 






End 


442 


Name 


OJ990409 


_04 .9922.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


442 


GI 


1196998 






Score 


786 


Exons 


1. .442 











30467 



GI Descrip. (J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 57 38092 | gb | AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 

Seq. No; 30573 Seq. ID OJ990409_04 . 9922 . C13 

Gene No. 63197 Strand + 

Start 1 End 618 

Name OJ990409_04 . 9922 . C13 . ol . gp Method AAT/GAP 

Start 1 End 618 

GI 455_1.R1084 Score 1212 

Exons 1 . . 618 

GI Descrip. 1 399015/sp | P31691 I ADT_ORYSA 0.0e+00 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP/ATP TRANSLOCASE) {ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_21814 5_dbj_BAA02161_ (D12637) ATP /ADP 
translocator [Oryza sativa] 1 

Seq. No. 30573 Seq. ID OJ9904 09_04 . 9922 . C13 

Gene No. 63197 Strand + 

Start 1 End 618 

Name • OJ990409_04 . 9922 . C13 . ol . np .. Method AAT/NAP 

Start 1 End 266 * 

GI 399015 ■ Score 433 

Exons 1 . .266 

GI Descrip. ADP, ATP CARRIER PROTEIN PRECURSOR (ADP/ATP TRANSLOCASE) '•-(ADENINE 
NUCLEOTIDE TRANSLOCATOR) (ANT) gi | 218145 | dbj | BAA02161 | (D12637) 
ATP/ADP translocator [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30573 



Seq. ID OJ990409_04 .9922.C13 



63197 Strand 

1 End 
OJ9904 09_04 . 9922 . C13 . ol . tc Method 

2 End 
none Score 
2. .268, 3. .269, 3. .269, 13. .270 



+ 

618 

TBLASTX: Cress 

270 

418 



Seq. No. 30573 

Gene No. 63197 

Start 1 

Name ' OJ990409_04 . 9922 . C13 . ol . ts 

Start 2 

GI none 
Exons 



2. .202, 3. .269, 3. .272, 10. .273, 63 



Seq. ID OJ990409_04 .9922.C13 

Strand + 

End 618 

Method TBLASTX : Soybean 

End . 273 

Score 252 
182 



Seq. No. 30573 

Gene No. 63197 

Start 1 

Name OJ9904 09_04 . 9922 . C13 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID. OJ9904 09_04 . 9922 . C13 
Strand + 
End 618 
Method TBLASTX : Mai ze 
End 37 9 

Score 426 

3. .269, 3. .269, 4. .270, 4. .279, 5. .280, 266, =295,- 272. .295, 
280. .375, 282. .374, 320. .379, 322. .378 



Seq. No. 



30573 



Seq. ID OJ990409_04.9922.C13 



30468 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



63197 Strand 

1 End 

OJ9904 09_04 . 9922 . C13 . ol . tw Method 

3 End 

none Score 



+ 

618 

TBLASTX: Wheat 

539 

441 



3. .278, 3. .278, 7. .279, 272. .298, 280. .345, 340. .402, 360. .473, 
388. .438, 489. .539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30574 
63198 
1 

OJ9904 09_04 . 9922 . CI 4 . ol . np 
1 

1628482 
1. .270 

(X97570) embryogenesis transmembrane protein [Zea mays] 



Seq. ID OJ990409_04 . 9922.C14 

Strand + 

End 270 

Method AAT/NAP 

End 270 

Score 106 



30574 
63198 
1 

OJ9904 09JD4 .9922.C14 .ol.gs 
54 

none 
54 . .262 



Seq. ID OJ990409_04 . 9922 .C14 

Strand + 

End 270 

Method GENSCAN 

End 262 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30575 
63199 
1 

OJ990409_04 . 9922 . C17 . ol . gp 
1 

73393_1.R1084 
1. .309 

'2443329/dbj IBAA22374 | 1.0e-09 (D86122) Mei2-like protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990409_04.9922.C17 

Strand" + 

End 309 

Method AAT/GAP 

End 309 

Score 509 



30575 
63199 
1 

OJ9904 09_04. 9922. C17. ol.gs 
16 

none 
16. .159 



Seq. ID OJ990409__04.9922.C17 

Strand + 

End 309 

Method GENSCAN • , 

End 159 

Score .98 



Seq. No. 30576 

Gene No. 63200 

Start 508 

Name OJ990409_04 . 9922 . C19 . ol . gs 

Start 508 

GI none 

Exons 508.. 2249 



Seq. ID OJ990409_04..9922.C19 

Strand + 

End 2249 

Method GENSCAN 

End 2249 " 

Score .78 



Seq. No. 30576 

Gene No. 63201 

Start 5025 

Name OJ9904 09_04 . 9922 . CI 9 . o3 . gs 

Start 5025 

GI none 



Seq. ID OJ990409_04 . 9922 .C19 

Strand + 

End 6613 

Method GENSCAN 

End 6471 

Score .76 



30469 



Exons 5025,. 5368, 6097.. 6151, 6268.. 6471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



30576 
63201 
5025 

OJ9904 09_04 .9922.C19.o2. 

6080 

4455199 



np 



Seq. ID OJ990409_04.9922.C19 

Strand + 

End 6613 

Method AAT/NAP 

End 6613 ' 

Score 177 



6080. .6151, 6268.-6475, 6587. .6613 

(AL035440) putative protein [Arabidopsis thaliana] 



Seq. No. 30576 Seq. ID 

Gene No. 63202 Strand 

Start 2551 End 

Name OJ9904 09_04 . 9922 . C19 . ol . tm Method 

Start 753 End 

GI none Score 

Exons 753. .1106, 756. .992, 760. .1062, 761. 

1051. .1224, 1059. .1214, 1127. .1231 



OJ990409_04.9922.C19 
4600 

TBLASTX: Maize 

1231 

444 

1063, 1051. .1140, 



0C4 • VHJ . 


30576 








Seq. ID 


OJ990409_04.9922.C19 




63202 








Strand 




Start 


2551 








End 


4600 


Name 


OJ990409 04 


. 9922 


. C19 . ol 




Method 


TBLASTX : Soybean 


Start 


759 








End- 


1043 


GI 


none 








Score 


173 


DAUl lO 


759. .920, 759. .8 


_7 _7 , _7 O 


■ . _L U U O 


, 924. .1043 


uCl|« IN \J • 


30576 








Seq. ID 


OJ990409_04. 9922.C19 


OCllC ViKJ . 


63202 








Strand 




O Lai L 


2551 








End 


4600 


Name 


OJ990409 04 


. 9922 


.C19.o2 


.gs 


Method 


GENSCAN 


Start 


2551 








End 


4600 


GI 


none 








Score 


.44 


Exons 


2551. .2573, 


3137 


. .3171, 


3324. 


.3398, 3911. .4232, 4306. .4600 


Seq. No. 


30576 








Seq. ID 


OJ9904 09_04 . 9922.C19 


Gene No. 


63203 








Strand 




Start 


5958 








End. 


6470 


Name 


OJ990409 04 


.9922 


.C19.01 


tc 


Method 


TBLASTX: Cress 


Start 


5958 








End 


6462 


GI 


none 








Score 


50 


Exons 


5958. .6023, 


6110 


. .6151, 


6250. 


.6456, 62 


65. .6462 


Seq. No. 


30576 








Seq. ID 


OJ990409_04. 9922.C19 


Gene No. 


63203 








Strand 




Start 


5958 








End 


6470 


Name 


OJ990409 04 


. 9922 


.C19.o2 


ts 


Method 


TBLASTX: Soybean 


Start 


6107 








End 


6459 


GI 


none 








Score 


54 


Exons 


6107. .6151, 


6250 


. .6384, 


6264. 


.6389, 6272. .6457, 6391. .6459 


Seq. No. 


30576 








Seq. ID 


OJ990409_04. 9922.C19 


Gene No. 


63203 








Strand 




3 Lart 


5958 








End 


6470 


Name 


OJ990409 04 


.9922 


.C19.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6114 








End 


6470 



30470 




yj ± 


11U1 lc 






Score 


49 


LAUIlb 


CI 1 4 £14 9 


ci 1 c ci en 

Oil J . * Kj ± DV f 


69 SO 
\> c. D U 


► . . 64 62, 6265. .6456, 6336. .6470 


Seq. No. 


30577 






'Seq. ID 


OJ990409_04 .9922.C20 


Gene No. 


63204 






Strand 


+ 


Start 


127 9 






End 


1584 


Name 


0,7990409 04 


9999 P90 r>1 


. gp 


Method 


AAT/GAP 


O Lai L 


197 9 ~~ 






End 


1584 


GI 


3061148 






Score 


572 


pvnn q 

LAUl io 


i 07 q 1 SR4 










L_) ~ ^ * • 


30578 






Seq. ID 


OJ990409_04.9922.C21 


vJCilC iMU • 


63205 






Strand 


+ 


Start 


1 






End 


1872 


Name 


OJ990409 04. 


9922.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1851 


o ± 


6648200 






Score 


604 


pvnn<? 

Hi 1 ID 


1..65, 173.. 


239, 1186.. 


14 04 


1554. .1678, 1777. .1851 


wl L/COOJ — L^J * 


(AC013483) putative RHO 




dissociation inhibitor 1 




[Arabidopsis 


1 thaliana] 










30578 






Seq. ID 


OJ990409_04.9922.C21 


Gene No. 


63205 






Strand 


+ 


Start 


. 1 






End 


1872 


IN CllUC 


OJ990409 04. 


9922.C21.o2 


1 LL 


Method 


TBLASTX: Cress 


OLdlt 


15 






End 


1403 




none 






Score 


56 


XT' vAn c: 


15. .65, 170. 


.238, 172.". 


9^7 


1166. .1285 


, 1185. .1289, 1302. .1- 




1319. . 1402 










Seq. No. 


30578 






Seq. ID 


OJ990409_04.9922.C21. 


Gene No. 


63205 






Strand 


+ 


Start 


1 






End 


1872 


LN dint 


OJ990409 04. 


9922.C21.ol 


. gs 


Method 


GEN SCAN 


O Lai L 


173 






End 


1857 




none 






Score 


.86 


pvAnq 

LAUl ID 


173. .239, 285. .390, 430 


499 


, 1186. .1404, 1554. .1678, 1777. 




30578 






Seq. ID 


OJ990409_04 .9922.C21 


Gene No. 


63205 






Strand 


+ 


Start 


1 






End 


1872 


Name 


OJ990409 04. 


9922.C21.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


199 






. End 


1872 " * 


GI 


none * 






Score 


344 




199. .237, 11 


84. .1402, 1185.. 


1403, 1539 


. .1673, 1543. .1677, 




1543. .1683, 


1774. .1872, 


1774 


. .1854, 1776. .1871 


Seq. No. 


30578 






Seq. ID 


OJ990409_04 . 9922 .C2.1 


Gene No. 


63205 






Strand 


+ 


O L, a. -L L 


1 






End 


1872 


Name 


OJ990409 04. 


9922.C21.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1552 






End 


1851 


GI 


none 






Score 


114 


Exons 


1552. .1683, 


1553. . 1678, 


1774 


. . 1851, 1776. .1850 


Seq. No. 


30579 






Seq. ID 


OJ990409_04 .9922.C22 


Gene No. 


63206 






Strand 


+ 



30471 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1029 End 12113 

OJ990409_04.9922.C22.ol.gs Method GENSCAN 
1029 End 12113 

none Score . 7 

1029. .1115, 1224. .1397, 1505. .1761, 1874. .2045, 2567. .2635, 

2715. .2831, 3110. .3321, 3498.-3656, 3730. .3929, 4481. .4572, 

4782. .5046, 6568. .6797, 8334. .8451, 11062 .. 11101, 11241 .. 11261, 
11853. .11913, 11943. .12113 

30579 
63206 
1029 

OJ9904 09_04 . 9922 . C22 . ol . np 
1926 
1575595 

1926. .2045, 2433. .2471, 2567. 
3498.. 3656, 3730.. 3929, 4020, 
4782. .4852 



Seq. ID OJ990409_04. 9922.C22 

Strand + 

End 12113 

Method AAT/NAP 

End 4852 

Score 1780 
.2635, 2715. .2831, 3110. 
.4186, 4266. .4363, 4481. 



,3321, 
,4572, 



GI Descrip. (U67717) f imbrin/plastin-like [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30579 Seq. ID 

63206 Strand 

1029 End 

OJ990409_04 . 9922 . C22 . ol . gp Method 

1982 End 

uC-osflcypl20c07bl Score 



OJ990409_04. 9922.C22 
+ 

12113 
AAT/GAP 
3523 
946 



1982. .2045, 2433. .2471, 2567. .2635, 2715. .2831, 3110. .3321, 
3498. .3523 

'1575595 9.0e-89 (U67717) f imbrin/plastin-like [Triticum 
aestivum] 1 



Seq. No. 30579 

Gene No. 63207 

Start 5134 

Name OJ990409_04 . 9922 . C22 . o2 . tm 

Start 1025 

GI none 

Exons 1025.. 1114, 1026.. 1115, 1221. 
1251. .1406 



OJ990409_04. 9922.C22 
5471 

TBLASTX: Maize 

1406 

145 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1250, 1223. .1267, 1250. .1399, 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



30579 
63207 
5134 

OJ990409_04 , 
1026 
none 
1026. 
1866. 
2708. 
3194. 
3567 . 
4022. 



.1121, 
.2045, 
.2833, 
.3325, 
.3659, 
.4186, 
4456. .4575, 



9922.C22.ol.tc 



1028. .1099, 1570. 

1866.. 2045, 2436. 

2712.. 2831, 3092. 

3492. .3524, 3493. 

3731.. 3928, 3731. 

4090. .4188, 4263. 
4773. .4841 



Seq. ID 
Strand 
End 
' Method 
End 
Score 



OJ990409 04.9922.C22 



5471 

TBLASTX: Cress 
4841 
119 

.1770, 1616. .1759, 1865. .2044, 

.2480, 2564. .2635, 2564. .2647, 

.3322, 3093.. 3323, 3193.. 3324, 

.3555, 3547. .3657, 3553. .3669, 

.3922, 3760.. 3927, 4019.. 4096, 

.4337, 4265. .4321, 4314. .4358, 



seq. No. 
Gene No. 
Start 



3U579 
63207 
5134 



Seq. ID 

Strand 

End 



OJ990409 04.9922.C22 



5471 



30472 




Name 


O TQ Q04 HQ 04 


Q Q99 


P9 9 nl 


1- c; 


L iC L 1 1 JVJ- 


TRT ncfv . 




Q+- -a >-+- 


114 1 _ 










1 77 

X / / D 




CT 
\j J. 


none 










D J 






114 1 14 06 


1 M 7 


1 7 

.X / J Zf , 


1579 . 


.177 6 






Seq. No. 


30579 








Seq. ID 


OJ990409 


_04.9922.C22 


Gene No. 


63207. 








Strand 






Start 


5134 








End 


5471 




LNctitlt; 


D.TQQ040Q 04 


QQ99 
• y z> c* . 


COO nl 


. tm 


Method 


TBLASTX: 


t id Ilc 


C+- a -r f- 
o Lai L 


1 R7 6 _ 








End 


1967 




O J. 


none 








Score 


147 






1 S7 6 177 6 

X J / U • .X / ' O , 


1616 

X U X u . 


1 7 SQ 

.X 1 *J Z? f 


18 66. 


.1967,- 1874. .1963, 


1 fi7 S 1 Q67 


OcCJ. IN U . 


10 R7 Q 
j u j f y 








Seq. ID 


OJ990409 


04 QQ99 P99 


/~\ T"1 i^i M /"V 

kjtrrie 1NO . 


61907 








Strand 






Start 


5134 








End 


5471 




Name 


OJ990409 04 


9922. 


C22.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Of- 7-+- 
O Lai L 


18 65 








End 


3612 




r-T 


none 








Score 


244 




ill AvJI lo 


lODJ . • ^U4 4 ; 


1 87 9 


904 S 

■ lU4 J; 


94 10 


.2480, 2432.. 2470, 


9^64 9filS 




9 S 64 9 6R 0 


9708 
t / uo . 


9811 


9 719 


.2831, 3092.. 3322, 


lOQfi imo 




n oi in 9 

JIU J . . J J X ^. , 


11 07 
J x u / . 


1199 


14 Ql 

J4 J J i 


.3555, 3552. .3611, 


1SS1 161 9 


C Ma 
OcCJ. IN O * 


10 R7 Q 








Seq. ID 


OJ990409 


04 QQ99 P99 


otrilc 1NU * 


c~3 907 
O J Z U / 








Strand 






old! L 


M 14 








End 


5471 




Name 


D.7QQ040Q 04 

vJU-7_/U4U-7 U4 


QQ99 


P9 9 n1 


LllL 


Method 


TBLASTX: 


i. w Jd x ^ c 


Of a r f 


9 £0 £ _ 








End 


5241 




C T 
kaX 


none 








Score 


49 




Exons 


2606. .2635, 


2607. 


.2636, 


2608. 


.2637, 2708.. 2833, 


2712. .2831, 




2714. .2833, 


3092. 


.3322, 


3103. 


.3324, 3107.. 3325, 


3491. .3649, 




14Q9 16S0 


14 Q9 

J4 JZ, • 


■ J U U c. f 


14 Ql 

J4 J J • 


.3669, 3688.. 3747, 


1798 1Q9R 




TT^I 1Q98 


17 66 


1Q11 
. J _7 J J , 


4 01 Q 


.4186, 4019. .4186, 


4091 41 PQ 

4 1 < .4XOO, 




4 9 61 4 1 R R 


4 961 

4 l U J • 


■ 4 JDI/ 


4 9 


.4357, 4291. .4359, 


4480 4R7S 

440U. .4JfJ, 




4480 4 S7 S 

4 4 O w • • 4 J / J , 


4 4 8 9 

44Ut • 


4 R7 7 

i 4 J / / , 


4771 

4 / / J . 


.4841, 4780. .4896, 


4816 4884 

4UXU. .4004, 




4 881 S090 

4001 • • J U _7 VJ , 


4 QSQ 

4 _7 J .7 • 


S 0 S7 


S1 fil 


.5241, 5205. .5240 






10 R7 Q 








Seq. ID 


OJ990409 


0 4 QQ9 9 P9 9 




61907 








Strand 






Start 


5134 








End 


5471 




Name 


OJ990409 04. 


9922. 


C22.ol 


ts 


Method 


TBLASTX: 


Soybean 


u Lai L 


161 1 

J U X J 








End 


4202 




Ol 


none 








Score 


66 




TT 1 v /"n r"* o " 


TCI -3 166Q 


i 69 1 


1 ££9 


1717 
J / X / . 


.3920, 3729.. 3902, 


1711 1Q98 




"57 ar\ i Q9 1 

J / DU • • J _7 Z, X , 


4 014 

4U14 i 


4 0 S8 

• 4 U J O , 


401 Q 

4U1 Ji 


.4096, 4019. .4099, 


4099 4186 

4 U Z. Z. . . 4 X O U , 




40R9 418 6 


4 0Q0 

4 U _7 U . 


4 18 8 

• 4 X O O / 


4 0 Q R 

4 U .7 J . 


.4187, 4107. .4202 




Seq. No. 


30579 








Seq. ID 


OJ990409 


_04.9922.C22 


Gene No. 


63207 








Strand 






O LaL L 


M 14 








End 


5471 




Name 




Q Q 9 9 


P9 9 /-»9 




Method 


AAT/GAP 




Start 


5134 








End 


5471 




GI 


none 








Score 


485 




Exons 


5134. .5471 














Seq. No. 


30580 








Seq. ID 


OJ990409 


_04.9922.C23 


Gene No. 


63208 








Strand 


+ 





30473 





288 


Fnrl 

Hi 1 1<JL 


17 4 0 










O.TQQ040Q fj 4 QQ?? CO^ ol rrQ 


rlcLUUu 


\3 Cj Ln O V^rilN 








Start 


288 ~ 


End 










GI 


none 




7 S 








Fynn S 

LpJ A U 11 J 


288 432 1685 1740 












Qpn No 


30581 


Seq. ID 


O.T9Q04 OQ 


04 


* -7 c. • 


CO A 


Gene No. 


63209 


Strand 


+ 








Start 


52 


End 


19926 








Name 


OJ990409 04.9922.C24.ol.gs 


Method 


GENSCAN 








Start 


52 


End 


8637 








GI 


none 


Score 


.73 








P von q 


52. .210, 2136. .2567, 2699. .2911, 3049. 


.3377, 42* 


JO. 


4 ? Q1 

. *a O J X r 






4876. .5526, 6452. .6492, 6676 


. .6738, 8530. .8637 










30581 


Seq. ID 


OJ990409_ 


_04 


. -? _? ^ . 


CO 4 




63209 


Strand 


+ 








Start 


52 


End 


19926 








Name 


OJ990409 04 .9922.C24 .o3.np 


Method 


AAT/NAP 








Start 


636 


End 


19926 








GI 


6728878 


Score 


320 










636.. 755, 5479.. 5532, 10539. 


.10592, 13989. . 14063, 


14262. 


1 4 




14506. .14 619, 14 751. .14 925, 


17086. . 17341, 17374 


.17473, 






17560. .17628, 17830 .. 17 959, 


19902. . 19926 










(AC008113) F12A21.8 [Arabidopsis thaliana] 








Seq. No. 


30581 


Seq. ID 


OJ990409_ 


_04 


.9922. 


C24 


Gene No. 


63209 


Strand 


+ 








Start 


52 


End 


19926 








Name 


OJ990409 04.9922.C24.ol.gp 


Method 


AAT/GAP 








OL.C1.LL. 


1655 


End 


2368 








GI 


3761509 


Score 


780 










1655. .1841, 2136. .2368 












fcj ^ VJ . LN a 


30581 


Seq. ID 


OJ990409_ 


_04 


.9922. 


CO A 


fi^ne No 


63209 


Strand 


+ 








Start 


52 


End 


19926 








Name 


OJ990409 04.9922.C24.ol.np 


Method 


AAT/NAP 








Start 


1767 


End 


3417 








GI 


6002712 


Score 


578 










1767. .1841, 2136. .2567, 2711 


. .2965, 3049. .3417 










(AF133053) S-adenosyl-L-methionine : salicylic acid 


carboxyl 




methyltransf erase -[.Clarkia breweri] 










Seq. No. 


30581 


Seq. ID 


OJ990409_ 


04 


.9922. 


C24 


Gene No. 


63209 


Strand 


+ 








Start 


52 


End 


19926 








IN CtlLLC 


OJ990409 04.9922.C24.o2.gp 


Method 


AAT/GAP 








O Lul L 


3147 


End 


3726 








GI 


none 


Score 


1064 








R von c 


3147. .3726 












Seq. No. 


30581 


Seq. ID 


OJ990409_ 


04 


.9922. 


C24 


Gene No. 


63209 


Strand 


+ 








Start 


52 


End 


19926 








Name 


OJ990409 04 . 9922.C24 .o2.np 


Method 


AAT/NAP 








Start 


4985 


End 


5401 









30474 




<j ± 


3157923 


Score 


223 


£jAU1 ID 


4985. .5401 






Ui. UCOl/l J- • 


(AC002131) F12F1.7 [Arabidopsis thaliana] 


k_) c ^ • in \j . 


30581 


Seq. ID 


OJ990409 04-.9922.C24 


fipnp No 


63209 


Strand 


+ 


Start 


52 


End 


19926 


Name 


OJ990409 04.9922.C24.o2.gs . 


Method 


GENSCAN 


Start 


9117 


End 


18280 


GI 


none 


Score 


.81 


TT von s 


9117. .9249, 10634. .10719, 10743 11050, 


11273. .11358, 




12536 12620 13757 14063 


14262. .14420, 14503 .. 14 619, 




14751 14902 16221 16315 


16404. .16601, 16881. .17310, 




17389 17473 17560 17628 


17830. .18009, 18067. .18079, 




18114 18280 






QpO Vfo 


30581 


Seq. ID 


OJ990409_04.9922.C24 




63209 


Strand 


+ 


Start 


52 


End 


19926 


Name 


OJ990409 04 9922 P24 o4 nn 


Method 


AAT/NAP 


Start 


13646 _ 


End 


18598 


GI 


5816998 


Score 


1101 


DAUJ 1 


13646 14063 14503 14619 


14748. .14902, 16221 .. 16339, 




16437 16769 16820 16987 


17057. .17310, 17389. .17473, 




17560 17 628 178 30- 18079 


18415. .18598 




(AL110123) nntative nrotein 


[Arabidopsis thaliana] 


Seq. No. 


30581 


Seq. ID 


OJ990409_04.9922.C24 


Gene No. 


63209 


Strand 


+ 


Start 


52 


End 


19926 


Name 


OJ990409 04 9922 P24 o4 on 


Method 


AAT/GAP 


Start 


16494 _ 


End 


16941 


GI 


none 


Score 


780 


1~J jt\. \_S HO 


16494 16941 






Sea No 


30581 ' 


Seq. ID 


OJ990409JD4. 9922. C24 


Gene No 


63209 


Strand 


+ 


Start 


52 


End 


19926 


Name 


O.TQQ040Q D4 QQ?? P?4 nS on 


Method 


AAT/GAP 


Start 


1 7Q^1 ~~ 

X / J J X 


End 


18620 


GI 


73393 1.R1084 


Score 


1025 


F 1 von ^ 


17931. .18009, 18152. .18620 








, 244332.9/dbj IBAA22374 | 1 . Oe- 


09 (D86122) 


Mei2-like protein 




[Arabidopsis thaliana] 1 






Seq. No. 


30581 


Seq. ID 


OJ990409JD4. 9922. C24 


Gene No. 


63210 


Strand 




Start 


5425 


End 


5657 


Name 


OJ990409 04.9922.C24.o3.ts 


Method 


TBLASTX: Soybean 


Start 


1767 


End 


2522 


GI 


none 


Score 


70 


Exons 


1767. .1841, 2231. .2332, 2235 


..2276, 2352.. 2522, 2363.. 2512 


Seq. No. 


30581 


Seq. ID 


OJ990409_04. 9922.C24 


Gene No. 


63210 


Strand 




Start 


5425 


End 


5657 


Name 


OJ990409 04 .9922.C24 .06. tm 


Method 


TBLASTX: Maize 



30475 




Start 1767 End 2567 

GI none Score 99 

Exons 1767.. 1841, 2231.. 2296, 2235.. 2276, 2355.. 2429, 2360.. 2440, 

2459. .2563, 2460. .2567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30581 Seq. ID 

63210 Strand 

5425 End 
OJ990409JD4 . 9922 . C24 . o4 . ts Method 

2728 End 

none Score 

2728. .2883, 2729. .2965, 3046. .3117 



OJ990409_04 . 9922. C24 
5657 

TBLASTX: Soybean 

3117 

161 



Seq. No. 30581 

Gene No. 63210 

Start 5425 

Name . OJ990409_04 . 9922 . C24 . o5 

Start 3051 

GI none 

Exons 3051.. 3152, 3055. .3183, 
3237. .3398 



Seq. ID OJ990409_04.9922.C24 
Strand 

End 5657 

tm Method TBLASTX : Maize 

End 3405 

Score 152 
3055. .3216, 3158. .318 4, 3229. .34 05, 



Seq. No. 30581 . Seq. ID 

Gene No. 63210 Strand 

Start 5425 - End 

Name OJ9904 09_04 . 9922 . C24 . o3 . gp Method 

Start 5425 End 

GI 427535 Score 

Exons 5425. . 5657 



GJ990409_04.9922.C24 

5657 
AAT/GAP 
5657 
372 



Seq. No. 


30581 








■ Seq. ID 


OJ990409 


_04.9922 


Gene No. 


63211 








Strand 






Start 


13613 








End 


18042 




Name 


OJ9904 


09 04.9922.C24 


. ol . tc 


Method 


TBLASTX: 


Cress 


Start 


13613 








End 


18017 




GI 


none 








Score 


57 




Exons 


13613. 


.13747, 


13767. 


. 13877, 


13905. . 140 


63, 13955 


. .14062, 




14250. 


.14420, 


14256. 


. 14426, 


14259. .14420, 14493 


. .14618, 




14503. 


.14625, 


14748. 


.14897, 


14786. . 148 


93,.- 17126 


. .17332, 




17227. 


.17313, 


17267. 


.17314, 


17357. .17473, 17388 


. .17471, 




17390. 


.17473, 


17557. 


.17628, 


17559. . 17621, 17808 


. .18002, 




17823. 


. 17861, 


17824 . 


.18012, 


17827. .18009, 17898 


. .18017 


Seq. No. 


30581 








Seq. "ID 


OJ990409 


_04.9922 


Gene No. 


63211 








Strand 






Start 


13613 








End 


18042 




Name 


OJ990409 04.9922.C24 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


13934 








End 


14077 




GI 


none 








Score 


88 




Exons 


13934. 


.14029, 


13934.' 


.14077, 


13935. .140 


63 





Seq. No. 30581 Seq. ID 

Gene No. 63211 Strand 

Start 13613 End 

Name OJ990409_04 . y922 .C24 .ol . tm Method 

Start 14253 End 

GI none Score 



OJ990409_04.9922.C24 
18042 

TBLASTX: Maize 

16447 

75 



30476 






14253 


14417 1450? 


14 618 


14502. . 14624, 14503 .. 14 625, 






14 74ft 

X *i ' to # 


i 4 Qnn i 4 7 sn 


1 4 90,5 


14750. .14902, ' 16219 16314 , 






16221 . 


16316 16222 


. 16314 , 


164 01. .164 45, 164 03. . 164 47, 






16406 . 


.16447 










Seq. No. 


30581 






Seq. ID 


OJ990409_04.9922 


coa 




63211 






Strand 






Start 


13613 






End 


18042 




Name 


OJ9904 


09_04.9922.C24 


. ol . ts' - 


Method 


TBLASTX : Soybean 




Start 


14318 






End 


16492 




GI 


none 






Score 


154 




T? von s 


14 318 . 


14422 14319 


. X *i 1 \J , 


14 4 93. .14 624, 14503. .14 625, 






14748. 


.14900, 14750. 


1 4 90S 


14750. .14 902, 16219 .. 16311, 






16403. 


.16492 










Seq. No. 


30581 






Seq. ID 


OJ990409_04.9922 


.C24 


Gene No. 


63211 






Strand 






Start 


13613 






' End 


18042 




Name 


OJ990409 04.9922.C24 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16571 






End 


16816 




GI 


none 






Score 


342 




TTvon q 


16571. 


.16816, 16573. 


1 6fi06 

. X vJ U \J \J , 


■16574. . 16816 




OCU • I \ W • 


30581 






•■ Seq. ID 


OJ990409JD4.9922 


COA 




63211 






Strand 






Start 


13613 






End 


18042 




Name 


OJ990409 04.9922.C24 


.o2 . ts 


Method 


TBLASTX: Soybean 




Start 


16870 






End 


18042 






none 






Score 


90 




TT von q 


16870. 


.16959, 16871. 


. X U Zf *J *i , 


1698-7. .1714 8, 1 6997 .. 17332 , 






17227. 


.17313, 17357. 


1 7 473 


17390. .17 473, 17557. .17 628, 






17559. 


.17612, 17827. 


.18042, 


1782 9. .18002, 17 903. .18016 




Seq. No. 


30581 






Seq. ID 


OJ990409_04.9922 


.C24 


Gene No. 


63211 






Strand 






Start 


13613 






End 


18042 




Name 


OJ9904 


09_04 . 9922. C24 


o 3 I" m 


Method 


TBLASTX: Maize 




Start 


17057 






End'"' 


17281 




GI 


none 






Score 


312 




"R von q 


17057. 


.17281, 17062. 


. 17280 








<J ~ V-j^ • IN ^ . 


30581 






Seq. ID 


OJ990409_04 .9922 


CO 4 


Carifi Mo 


• -63211 






Strand 






Start 


13613 






End 


18042' 




Name 


OJ9904 


09_04.9922.C24 


. o4 . tm 


Method 


TBLASTX: Maize • 




Start 


17281 






End 


18023 






none 






Score 


63 




P. von <=? 


17281. 


.17313, 17282. 


1 7 339 


17357. . 17473,. 1738 6 .. 174 72 , 






17390. 


.17473, 17557. 


1 7 


17559. . 17624, 17827 .. 18009, 






17827. 


.18018, 17835. 


i Rn?3 

. 1 U U d J 








Seq. No. 


30582 






Seq. ID 


OJ990409_04.9922 


.C25 


Gene No. 


63212 






Strand 


+ 




Start 


96 






End 


218 




LM airic 


OJ990409 04.99z2.c2b 


. ol . gs 


Method 


GENSCAN 




Start 


96 






End 


218 




GI 


none 






Score 


. 62 





30477 



Exons 



96. .218 



Seq. No. 30583 Seq. ID OJ990409_04 . 9922 . C28 

Gene No. 63213 Strand + 

Start 383 End 3615 

Name OJ990409_04 . 9922 . C28 .-ol . gs Method GENSCAN 

Start 383 End 3615 

GI none Score . 8 

Exons 383. .634, 1262. .1353, 1436. .1541, 1885. .1971, 2101. .2434, 
2448. .2515, 3343. .3615 



Seq. No. 


30583 


Seq. ID 


OJ990409_04 , 


.9922.C28 


Gene No. 


63213 


Strand 


+ 




Start 


383 


End 


3615 




Name 


OJ990409 04.9922 


.C28.ol.gp Method 


AAT/GAP 




Start 


1257 


End 


1488 




GI 


4968575 


Score 


235 




Exons 


1257.. 1353, 1436 


. .1488 






GI Descrip. 


3953471 3.0e-29 


(AC002328) F2202.16 [Arabidopsis thaliana] 


Seq. No. 


30583 


Seq. ID 


OJ990409_04 . 


.9922.C28 


Gene No. 


63213 


Strand 


+ 




Start 


383 


End 


3615 




Name 


OJ990409 04.9922 


.C28.o2.np Method 


AAT/NAP 




Start 


1262 


End 


2511 . 




GI 


3953471 


Score 


828 




Exons 


1262.. 1353, 1436 


..1541, 1885. .1971, 2101. .2511 




GI Descrip. 


(AC002328) F2202 


.16 [Arabidopsis thaliana] 





Seq. No. 


30583 






Seq. ID 


OJ990409_04.9922.C28 


Gene No. 


63213 






Strand 


+ 


Start 


383 






End 


3615 


Name 


OJ990409 04.9922 


.C28.o2 


• gp 


Method 


AAT/GAP 


Start 


1480 






End 


2200 


GI 


2797334 






Score 


422 


Exons 


1480. .1541, 1885 


. .1971, 


2101. 


, .2200 




GI Descrip. 


3953471 2.0e-28 


(AC002328) F2202.16 [Arabidopsis thaliana] 


Seq. No. 


30583 






Seq. ID 


OJ990409_04 .9922.C28 


Gene No. 


63214 






Strand 




Start 


1076 






End 


2681 


Name 


OJ990409 04.9922 


.C28.ol. 


.np 


. Method 


AAT/NAP 


Start • 


■ 1076 






End. 


2381 


GI 


6815099 






Score 


78 


Exons 


1076.. 1208, 2303 


. .2381 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


30583 






Seq. ID 


OJ990409_04.9922.C28 


Gene No. 


63214 






Strand 




Start 


1076 






End 


2681 


Name 


OJ990409 04.9922 


.C28.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


1259 






End 


2681 


GI 


none 






Score 


153 


Exons 


1259. .1351, 1261 


. .1353, 


1427. 


.1540, 14 


34. .1541, 1434. .1556, 



1435. .1542, I8/y..l971, 1893. .1994, 1893. .1970, 1895. .1975, 
2092. .2517, 2093. .2518, 2098. .2508, 2567. .2596, 2627. .2680, 
2628.-2672, 2628.. 2681 



30478 




Seq. No. 


30583 - 






Gene No. 


63214 






Start 


1076 






Name 


OJ990409 04 


. 9922 . 


C28 . o2 


Start 


1259 _ 






GI 


none 






Exons 


1259. . 1345, 


1259. 


. 1351, 




1431 1556 


1433 . 


. 1552, 


Seq. No. 


30583 






Gene No. 


63214 






Start 


1076 






Name 


OJ990409 04 


. 9922 . 


C28 . o2 


Start 


1259 ~ 






GI 


none 






Exons 


1259 . . 1345, 


1259. 


. 1336, 




1435 1542 


187 9. 


. 1971, 


Seq. No. 


30583 






Gene No. 


63214 






Start 


1076 






Name 


OJ990409 04 


. 9922 . 


C28 . 62 


OL.di.l- 


1 4 97 ~~ 

X *i .7 ; 






\j ± 


nnnp 






1—1 A UlU 


1497 1556. 


1503 . 


. 1541, 




2098 2262 


? 1 00 


. 2261 


Seq. No. 


30583 






Gene No. 


63214 






Start 


1076 






Name 


OJ990409 04 

VyU Z/ Zf \J \J Zs \J *i , 


. 9922 . 


C28 . ol 


Start 


2128 ~~ 






GI 


none 






Exons 


2128 . . 2214 , 


2133 . 


. 2264 , 




2388 2480 






Seq. No. 


30583 






Gene No 


63214 






Start 


1076 






Name 


OJ9904 0 9 04 


9922 

> ZJ Z? £. • 




Start 


214 5 ~~ 






GI * 


none 






ill AUllO 


214 5 2 336 

J, T . • \J i 


214 6. 


2 508 


Seq. No. 


30583 






Gene No. 


63214 






Start 


1076 






Name 


OJ990409 04, 


,9922. 


C28.ol 


Start 


2263 






GI 


none 






Exons 


2263. .2517, 


2265. 


.2516, 



Seq. No. 30584 

Gene No. 63215 

Start 1 

Name OJ990409 04 . 9922 . C29 . ol 




Seq. ID OJ990409_04.9922.C28 
Strand 

End 2 681 

.tc Method TBLASTX : Cress 

End 1980 

Score 124 
1261. .1353, 1427. .1540, 1431. .1541, 
1849. .1980, 1858. .1971, 1896. .1976 

Seq. ID OJ990409_04 . 9922.C28 
Strand 

End 2681 

,ts Method TBLASTX: Soybean 

End 1971 

Score 117 
1267. . 1338, 14 30. . 154 0, 14 31. . 1541, 
1887. .1970 

Seq. ID OJ990409_04.9922.C28 
Strand 

End 2 681 

.tw Method TBLASTX : Wheat 

End 2262 

Score 67 
1879. .1971, 1884. .1994, 1887. .1970, 



Seq. ID OJ990409_04 . 9922 .C28 
Strand 

End 2681 

.tc Method TBLASTX : Cress 

End 2487 

Score 142 
2214. .2333, 2215. .2487, 2240. .2473, 



Seq. ID OJ990409_04.9922.C28 
Strand 

End 2681 

.ts Method TBLASTX : Soybean 

End 2508 

'"/Score 562 
2146.". 2502, 2391.. 2507 

Seq. ID OJ990409_04.9922.C28 
Strand 

End 2681 

.tw Method TBLASTX : Wheat 

End 2521 

Score 392 
2266. .2520, 2267. .2521 

Seq. ID OJ990409_04 . 9922 : C29 

Strand + 

End 2105 

.np Method AAT/NAP 



30479 




Start 


1 




End 


867 








GI 


410064 6 




Score 


207 








K von ^ 


1 158 646 867 














GI Descrip . 


(AF001948) putative 


ubiou i t i n 


conjugating enzyme [Pinus 






resinosa 1 

J- *w *-? -L. 1 1 V-/ w CA J 














Seq. No. 


30584 




Seq. ID 








C29 


Gene No. 


63215 




Strand 










Start 


1 




End 


9 1 OS 








Name 


OJ990409 04.9922 C29 


.ol .gs 


Method 










Start 


105 ~~ 




End 


2105 








GI 


none 




Score 


.85 








Exons 


105 158, 646 1012. 


1620.. 1724, 1906. 


. ± VJ *J 








Seq. No. 


30584 




Seq. ID 


n.TQQD4 HQ 


04 

U 4 


. . 


C29 


Gene No. 


63216 




Strand 










Start 


2961 




End 


^9 1 n 

O c. JL U 








Name 


OJ9904 09 04 . 9922 ,C29 


. Ol OD 


Method 


a z\t /cap 








Start 


2961 ~~ 




End 


3210 








GI 


2310968 




Score 


402 








Exons 


2961 . .3210 














Seq. No. 


30584 




Seq. ID 


Pi TQQD4 fl Q 


U 4 


. Z/ Zj /L £ . 


C29 


Gene No. 


63217 




Strand 










Start 


5853 




End 


6947 








Name 


OJ990409 04 9922 C29 


. o2 . gp 


Met hod 


a Z1T /Ca P 








Start 


5853 ~~ 




End 


6247 








GI 


2310968 




Score 


695 








Exons 


5853 6247 














Seq. No. 


30585 




Seq. ID 


UJ _7 .7 U 4 U Z7 


U 4 


QQ9 9 


C30 


Gene No. 


63218 




Strand 










Start 


290 




End 


± O O JL 








Name 


OJ990409 04 9922 C30 


. ol . gs 


Method 


OEjlNOV^rtlN 








Start 


290 ~~ 




End 


1881 








GI 


none 




Score 


.45 








Exons 


290 335 829 1881 














Seq. No. 


30585 




Seq. ID 


n TQ Q04 D Q 


U 4 


QQ9 9 


C30 


Gene No. 


63219 




Strand 










Start 


1 




End 


1 6? 

1 uz, 








Name 


OJ990409 04 9922 C30 


.ol.gp 


Method 


aat /pa p 








Start 


1 ~~ 




End 


162 








GI 


2310968* 




Score 


292 








Exons 


1 . . 162 














Seq. No. 


30586 




Seq. ID 


OJ990409_ 


n a 


Q Q9 9 


C31 


Gene No. 


63220 




Strand 


+ 








Start 


232 


"i 


End 


2474 








Name 


OJ990409 04 9Q99 P^l 


. ol . gs 


Method 


GENSCAN 








Start 


232 ~ 


End 


2474 








GI 


none 




Score 


. 7 








Exons 


232. .319, 656. .768., 


345. . 1024, 


2367. .2474 








Seq. No. 


30586 




Seq. ID 


OJ990409_ 


04. 


9922. 


C31 


Gene No. 


63221 




Strand 


+ 








Start 


2908 




End 


8993 









30480 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990409_04 . 9922 ; C31 . o2 . gs 

2908 

none 

2908.. 3228, 3283.. 3518, 3605. 



Method GENS CAN 
End 44 67 

Score .52 
.3716, 4420. .4467 



30586 Seq. ID OJ9904 09_04 . 9922 . C31 

63221 Strand + 

2908 . End 8993 

OJ990409_04 . 9922 . C31 . o2 . np Method AAT/NAP 

3010 End 6407 

464979 Score 353 

3010. .3228, 6183. .6407 

UBIQUITIN-CONJUGATING ENZYME E2-17 KD (UBIQUITIN-PROTEIN LIGASE) 
(UBIQUITIN CARRIER PROTEIN) gi I 3878673 | emb | CAA92745 . 1 1 (Z68337) 
similar to ubiquitin-conj ugating enzyme E2-17 KD; cDNA EST 
EMBL:D70429 comes from this gene; cDNA EST CEMSE48F comes from 
this gene; cDNA EST EMBL:T00827 comes from this gene; cDNA EST 
EMBL:T01271 comes from this gen... 



Seq. No. 


30586 




Seq. ID 


OJ990409 


_04.9922 


.C31 


UC11C LNU i 


63221 




Strand 


+ 






O L. CI J- L. 


2908 




End 


8993 






LN CllLlC. 


OJ990409 04.9922.C31 


. o3 . gs . 


Method 


GENSCAN 






Cf- a r -|- 


5788 




End 


8993 






\J ± 


none 




Score 


.59 . 








5788. .6069, 6183. .6600, 8205. .8309, 8 


755. .8993 








30586 




Seq. ID 


OJ990409_ 








63222 




Strand 


+ 






Start 


17126 




End 


18270 






Name 


OJ990409 04.9922.C31 


.o5.gs 


Method 


GENSCAN 






Start 


17126 




End 


18270 






GI 


none 




Score 


.81 






Exons 


17126. .17128, 17366. 


.17522, 


18026. .18270 






Seq. No. 


30586 




Seq. ID 


OJ990409_ 


_04.9922 


C31 


Gene No. 


63223 




Strand 


+ 






Start 


19317 




End. 


28273 






Name 


OJ990409 04.9922.C31 


. 06 . gs 


Method 


GENSCAN 






Start 


19317 




End 


28273 






GI 


none 




Score 


.56 






Exons 


19317. .19336, 20678. 


.20782, 


20832. .20913, 21731 


.22501, 






' 22937. '.2296.7, 23196. 


.23339, 


23636, .23830, 25126 


.25244, 






25370. .25598, 25876. 


.26071, 


27433. .27496, 28148 


'.28273 




Seq. No. 


30586 




Seq. ID 


OJ990409_ 


_04.9922 


C31 


Gene No. 


63223 




Strand 


+ 






Start 


19317 




End 


28273 






Name 


OJ990409 04. 9,922. C31 


. o4 .np 


Method 


AAT/NAP 






Start 


22058 




End 


26071 






GI 


3953478 




Score 


2121 






Exons 


22058. .22161,. 22223. 


.22501, 


22937 . .23339, 23636. 


.23830, 






24197. .24651, 24752. 


.24856, 


25017. .25244, 25370. 


.25625, 






25833. .26071 














(AC002328 ) F2202 .23 


[Arabidopsis thaliana] 






Seq. No. 


30586 




Seq. ID 


OJ990409_ 


_04.9922. 


C31 



30481 




Gene No. 


63224 


Strand 


+ 


Start 


29627 


End 


32472 


Name 


OJ990409 04 9922 C31 o7 as 


Method 


GENSCAN 


C-H a rt 
o Lai l. 


29627 ~~ 


End 


32466 


\J X 


none 


Score 


.74 


LAUllO 


29627 29812 30094 30176. 


31855. .31983, 32035.. 32466 


Seq . No . 


30586 


Seq. ID 


OJ990409_04.9922.C31 


Gene No . 


63224 


Strand 


+ 


Start 


29627 


End 


324 72 


Name 


OJ990409 04.9922.C31.o5.np 


Method 


AAT/NAP 


Start 


30815 


End 


32472 




2S4 1 876 


Score 


153 


T? von c: 


3081 S 30860 32236 32472 








(D2601 S1 PND41 rhloronlast 


nucleoid 


DNA binding protein 




fNi pnf "i anfl tflbflniinl 

[LNXUULXallCl L- CI kJO. \-r Lillt J 






Seq. No. 


30586 


Seq. ID 


OJ990409_04.-9922.C31 


Gene No. 


63224 


Strand 


+ 


Start 


29627 


End 


32472 


Name 


O.T990409 04 99?? P31 r»3 an 


Mpt h nd 


A AT /GAP 


Start 


31788 ~~ 


End 


32189 


(IT 

O X 


427 617 


Score 


793 


P" vnn q 

DAU 1 1 O 


"^1788 3?1 89 








30586- 


Seq. ID 


OJ990409_04 . 9922. C31 


Gene No. 


63225 


Strand 


+ 


Start 


32392 


'"End 


32472 


Name 


OJ990409 04 99?? C31 r>4 rrn 


Mpt h nH 


AAT /GAP 




??S9? _ 

~J -~) ZJ 


End 


32472 


GI 


T.TR3434-041 - P1 -Kl -DS 


Score 


128 


F" von q 


^??9? ^?47? 






(^T D ^ p t i r> 


'3953471 2 Oe-28 (AC002328) 


F2202.16 


[Arabidopsis thaliana] 


Seq. No. 


30586 


Seq. ID 


OJ990409_04.9922.C31 


Gene No. 


63226 


Strand 




Start 


9799 


End 


32470 


Name 


OJ990409 04 99?? r>7 1~tti 


Method 


TBLASTX: Maize 


Start 


887 ~~ 


End 


1579 


GI 


none 


Score 


47 




887 9?? 974 1^18 1?8S 


1456, 1484 


. . 1579 


J3eq. 'No. 


30586 


• Seq... ID 


OJ990409_04 . 9922. C31 


Gene No. 


63226 


' Strand 


- 


Start 


9799 


End 


32470 


Name 


OJ990409 04 99?? P31 n6 +- q 


Method 


TBLASTX : Soybean 


Start 


1130 ~ 


End 


1744 


GI 


n on ^ 
nunc 


Score 


202 


DAUl 1 O 


1130 1 *V7 3 1 667 1744 






Seq. No. 


30586 

^ \j \j \j 


Seq. ID 


OJ990409_04.9922.C31 


Gene No. 


63226 


Strand 




Start 


9799 


End 


32470 


Name 


OJ990409_04 . 9922 . C31 . o5 . tc 


Method 


TBLASTX: Cress 


Start 


1334 


End 


1675 


GI 


none 


Score 


156 


Exons 


1334. .1579, 1595. .1675 







30482 




Seq. No. 


30586 








Seq. ID 


OJ990409_04.9922.C31 


Gene No. 


63226 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409 04 


9922 


.C31 .'ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3013 ~ 








End 


6072 


GI 


none 








Score- . 


309 


Exons 


3013. . 3231, 


3057 


. . 3125, 


3165 . 


.3233, 3335.. 3364, 5853.. 6014, 




5875. . 6072 












Seq. No. 


30586 








Seq. ID 


OJ990409_04. 9922.C31 


Gene No. 


63226 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409 04 


9922 


. C31 . o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


'3013 ~~ 








End 


6404 


GI 


none 








Score 


224 


Exons 


3013. . 3231, 


3335 


. .3403, 


5847 . 


.6008, 5875. .6072, 6180. .6320, 




6182 . . 6319, 


6381 


. .6404 








Seq. No. 


30586 








Seq. ID 


OJ990409_04.9922.C31 


Gene No. 


63226 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409 04 


9922 


. C31 . o2 


. tc 


Method 


TBLASTX : Cress 


Start 


3097 ~~ 








End 


6404 


GI '"" 


none 








Score 


163 


Exons 


3097 3231, 


3335 


. .3403, 


5853 . 


.5924, 5935. .6072, 5937. .6008, 




6180 6404 


6182 


. .6319 








Seq. No. v 


30586 








Seq. ID 


OJ990409_04.9922.C31 


Gene No. 


63226 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409 04 


9922 


C31 . o5 


tm 


Method 


TBLASTX: Maize 


Start 


3097 ~~ 








End 


6404 


GI 


none 








Score 


150 


Exons 


3097 . . 3231, 


3335 


. 3403, 


5871 . 


.6008, 5935. .6072, 6180. .6404, 




6182 . . 6319 












Seq. No. 


30586 








Seq. ID 


OJ990409_04 . 9922. C31 


Gene No . 


63226 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409 04. 


9922 


C31 . ol 




Method 


AAT/GAP 


Start 


9799 ~~ 








End 


10511 


GI 


none 








Score 


1328 


Exons 


9799 . . 10511 










t 


Seq. No. 


30586 








Seq. ID 


OJ990409_04.9922.C31 


Gene No . 


63226 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409 04. 


9922. 


C31.o2. 


tm 


Method 


TBLASTX :Maize 


Start 


10359 








End 


10616 


GI 


none 








Score 


307 


Exons 


10359. . 10616, 10361. .10615 






Seq. No. 


30586 








Seq. ID 


OJ990409_04.9922.C31 


Gene No . 


6322 6 








Strand 




Start 


9799 








End 


32470 


Name 


OJ990409JD4 . 


9922. 


C31.o3. 


np 


Method 


AAT/NAP 



30483 



Start 10361 End 12819 

GI 2541876 Score 651 

Exons 10361. . 11541, 12795.. 12819 

GI Descrip. (D26015) CND41, chloroplast nucleoid DNA binding protein 
[Nicotiana tabacum] 



Seq. No. 30586 

Gene No. 63226 ■ 

Start 9799 

Name OJ9904 09_04 . 9922 . C31 . o4 . tc 

Start 10361 

GI none 

Exons 10361. .10456, 10362 .. 104 63, 
10596. .10721 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990409_04 . 9922 . C31 
32470 

TBLASTX: Cress 

10726 

68 



10466. .10576, 10595. .10726, 



Sea No 


30586 






Seq. ID 


OJ990409_04 . 9922 


^/ J 1 




63226 






Strand 






Start 


9799 






End 


32470 




Name 


OJ990409 04.9922.C31 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


10362 






End 


32470 




GI 


none 






Score 


68 




Evon ^ 

l—i A \y 1 1 o 


10362. 


.10463, 10364. 


. 10447 , 


10466. .10573, 10502. .10549, 






10595. 


.10888, 10599. 


.10787^ 


10898. .11041, 10902. .11027, 






10943. 


.11029, 11063. 


.11146, 


11064. .11111, 11135. .11410, 






11137. 


.11256, 11256. 


. 11411, 


32234. .32377, 32390. .32470 




Sea No 


30586 






Seq. ID 


OJ990409_04.9922. 




No . 


63226 






Strand 






Start 


9799 






End 


32470 




Name 


OJ990409 04.9922.C31 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10847 






End 


32470 




GI 


none 






Score 


629 




Exons 


10847. 


.11410, 10902. 


.11414, 


11459. .11620, 114 72. .11618, 






14641. 


.14706, 14643. 


. 14 702 , 


14 712. .14759, 32075. .3214 6, 






32237. 


.32377, 32390. 


.32470 








Seq. No. 


30586 






Seq. ID 


OJ990409_04.9922. 


C31 


Gene No. 


63226 






Strand 






Start 


9799 






End 


32470 




Name 


OJ990409 04.9922.C31 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10991 






End 


32470 




GI" 


none 






Score 


92 




Exons. 


10991. 


.11131,, 11159,. 


.11266, 


11274. .11396, 11216. .11395, 






32257. 


.32364, 32258. 


.32377, 


32390. .32470 




Seq. No. 


30586 






Seq. ID 


OJ990409_04 . 9922. 


C31 


Gene No. 


63226 






Strand 






Start 


9799 






End 


32470 




Name 


OJ990409 04.9922.C31 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


22406 






End 


23217 




GI 


none 






Score 


67 




Exons 


22406. 


.22504, 22943. 


.23215, 


22949. .23197, 23128. .23217 




Seq. No. 


30586 






Seq. ID 


OJ990409_04 . 9922. 


C31 


Gene Nu . 


6322 6 






Strand 






Start 


9799 






End 


32470 




Name 


OJ990409 04.9922.C31 


. o4 . tm 


Method 


TBLASTX: Maize 





30484 



• 



Start 
GI 

Exons 



23602 End 23827 

none Score 38 

23602. .23634, 23634 .. 23825, 23634 .. 23825, 23635 .. 23826, 

23765. .23827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30586 Seq. ID OJ9904 09_04 . 9922 . C31 

63226 Strand 

9799 End . 32470 

OJ9904 09_04 . 9922 . C31 . o5 . ts Method TBLASTX : Soybean 

•23620 End 24303 

none Score 277 

23620. .23772, 2362 6 .. 23829, 23631 23828, 24 190 .. 24303, 

24192. .24263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30586 
63226 
9799 

OJ990409_04 . 9922 . C31 . o2 . tw 

23661 

none 



Seq. ID OJ990409_04.9922.C31 
Strand 

End 32470 

Method TBLASTX : Wheat 

End 24422 

Score 164 



23661. .23804, 23662 .. 23805 , 24 175 24 420, 24183. .24422 



30586 
63226 
9799 

OJ9904 09_04 . 9922 . C31 . o3 . tm 

24391 

none 



Seq. ID OJ990409_04.9922.C31 
Strand 

End 32470 

Method TBLASTX: Maize 

End 24823 

Score 296 



24391. .24651, 24 393 .. 24 602 , 24595 .. 24645, 24751 .. 24822 , 
24752. .24823 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq-. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30586 
63226 
9799 

OJ9904 09_04 .9922.C31.o2.ts 

24399 

5342530 



Seq. ID OJ990409_04.9922.C31 
Strand 

End 32470 

Method TBLASTX : Soybean 

End 25121 

Score 140 



24399. .24581, 24 399 .. 24 548 , 24400 .. 24 651, 24 751 .. 24 858 , 
24754 . .24855, 24755 .. 24 886, 24755 .. 24877 , 2501 6 25069/ 
25017. .25121 

3953478 4 . Oe-59 (AC002328) F2202.23 [Arabidopsis thaliana] 



30586 
63226 
9799 

OJ990409_04 . 9922 . C31 . 06 . tm 
25020 



• Seq. ID OJ99.0409_04.9922.C31 
Strand 

End 32470 
Method TBLASTX : Mai ze 
End 26024 
none Score 127 

25020. .25205, 25170 .. 25259, 25201 .. 2524 5, 25363 .. 25515, 
25366. .25539, 25367 .. 25537 , 25425 .. 25556, 25452 .. 25547 , 
25829. .26023, 25842. .26024 



Seq. No. 30586 

Gene No. 63226 

Start 9799 

Name OJ9904 09_04 . 9922 . C31 . o3 . tc 

Start 25367 



Seq. ID OJ990409_04.9922.C31 
Strand 

End 32470 

Method TBLASTX : Cress 

End 26072 



30485 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 133 - ' 

25367. .25528, 25381 .. 25521, 25830 .. 26072, 25889.. 25999 



30586 
63226 
9799 

OJ990409_04.9922.C31.o7.ts 

25889 

none 

25889. .26050, 25890.. 26057 



Seq. ID OJ990409_04.9922.C31 
Strand 

End 32470 

Method TBLASTX : Soybean 

End ' 26057 

Score 190 



30587 
63227 
1 

OJ990409_04 . 9922 . C32 . ol . gp 
1 

LIB34 34-057-P1-K1-A4 
1. .309 

, 2541876/dbj IBAA22813I 2.0e-19 (D26015) CND41, chloroplast 
nucleoid DNA binding protein [Nicotiana tabacum] 1 



Seq. ID OJ990409_04.9922.C32 
Strand + 

437 

AAT/GAP 
309 
578 



End 

Method 

End 

Score 



30587 
63227 
1 

OJ990409_04 . 9922 . C32 . ol . np 
1 

2541876 
1. .437 

(D26015) CND41, chloroplast nucleoid DNA binding protein 
[Nicotiana tabacum] 



Seq. ID OJ990409_04 . 9922.C32 

Strand + 

End 437 

Method AAT/NAP 

End "4 37 

Score 352 



30587 
63227 
1 

OJ9904 09_04 . 9922 . C32 . ol . gs 

156 

none 

156. .437 



Seq. ID OJ990409_04 .9922.C32 

Strand + 

End 437 

Method GENSCAN 

End 437 

Score .86 



Seq. No. 30587 

Gene No. 63228 

Start 367 

Name . . OJ99Q409_04 . 9922*. C32\ o2 . gp 

Start 367 

GI none 

Exons 367.. 729 



Seq. ID OJ990409_04 .9922.C32 

Strand + 

End 729 

Method., AAT/GAP t * 

End 729 

Score 688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30587 
63229 
2437 

OJ9904 09_04 . 9922 . C32 . ol . ts 
30 

none 



Seq. ID OJ990409_04 .9922.C32 
Strand 

End 2667 

Method TBLASTX : Soybean 

End 2667 

Score 240 



30. .302, 71. .295, 308. .427, 309. .419, 2473. .2559. 3569= =2667 



30587 
63229 



Seq. ID OJ990409_04 .9922.C32 
Strand 



30486 



Start 
Name 
Start 
GI 

Exons 



2437 End 2667 

OJ990409_04 .9922.C32.ol.tm ' Method TBLASTX : Maize 

33 End 2667 

none Score 188 

33. .176, 38. .184, 146. .184, 146. .436, 167. .238, 186. .419, 

2467.. 2589, 2473.-2667, 2474.. 2662 



Seq. No. 30587 

Gene No. 63229 

Start 2437 End 

Name OJ9904 09_04 . 9922 . C32 . ol . tc Method TBLASTX : Cress 

Start 60 End 2667 

GI none Score 230 

Exons 60. .302, 60. .293, 71. .295, 309. .419, 2467. .2559, 2471. .2557, 
2572. .2667, 2573.-2644 



Seq. ID OJ990409_04.9922.C32 
Strand 

2667 



Seq. No. 30587 

Gene No. 63229 

Start 2437 

Name OJ990409_04 . 9922 . C32 . o2 . gs 

Start 2437 

GI none 

Exons 2437.. 2595 



Seq. ID OJ990409_04.9922.C32 
Strand 

End 2667 

Method GENSCAN 

End 2595 

Score . 94 



Seq. No. 30588 

Gene No. 63230 

Start 89 

Name OJ990409__04 . 9922 . C33 . ol . gs 

Start 89 

GI none 

Exons 89.. 130, 621.. 770 



Seq. ID OJ990409_04.9922.C33 

Strand - + 

End 770 

Method GENSCAN 

End 770 

Score .94 



Seq. No. 30588 Seq. ID 

Gene No. 63231 Strand 

Start 3860 End 

Name OJ990409_04 . 9922 . C33 . ol . gp Method 

Start 3860 End 

GI none Score 

Exons 3860.. 4395 



OJ990409_04.9922.C33 
+ 

4395 

AAT/GAP 

4395 

1031 ..; . - 



Seq. No. 30588 
Gene No. 63232 
Start - . 1998 - 

Name ' : OJ990409_04 . 9922 . C33 . o2 . gs 

Start 1998 
GI none 

Exons 1998. .3187, 4140. .4415, 4768. 

7075.. 7264, 8002.. 8203, 8390. 
9308.. 9463, 9885.. 10142 



Seq. ID OJ990409_04 . 9922.C33 
Strand 

End 10353, . . , .., 

Method GENSCAN ' .'. 
End 10142 
Score .89 

.5016, 5271. .5370, 6641. .6968, 
.8538, 8711. .8798, 8886. .9197, 



Seq. No. 30588 

Gene No. 63232 

Start 1998 

Name OJ9904 09_04 . 9922 . C33 . ol . np 

Start 2133 

GI 3157929 

Exons 2133.. 2846, 3796.. 3822 



Seq. ID OJ990409_04.9922.C33 
Strand 

End 10353 

Method AAT/NAP 

End 3822 

Score 257 



30487 




GI Descrip. (AC002131) Contains similarity to hypothetical protein gb|Z97336 
from A. thaliana. [Arabidopsis thaliana] 



Seq. No. 


30588 








Seq. ID 


OJ990409 


04 9922 C33 


Gene No . 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


. 9922 


-C33.o4 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2133 








End 


2522 




GI 


none 








Score 


91 




Exons 


2133. .2366, 


2134 


. .2364, 


2406 


.2522 






Seq. No. 


30588 








Seq. ID 


OJ990409 


04 9922 C33 


Gene No . 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


.9922 


-C33.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2133 








End 


2519 




GI 


none 








Score 


64 




Exons 


2133. .2366, 


2143 


. .2202, 


2406 


.2519 






Seq. No. 


30588 








Seq. ID 


OJ990409 


04.9922 C33 


Gene No . 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


. 9922 


.C33.o3 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2133 








End 


2498 




GI 


none 








Score 


44 




Exons 


2133 . . 2498, 


2149 


. .2199, 


2275. 


.2481 






Seq. No. 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


9922 


. C33 . o3 


. tm 


Method 


TBLASTX: 


Ma i ze 


Start 


4102 ~ 








End 


5385 




GI 


none 








Score 


45 




Exons 


4102 . .4170, 


4111 


. .4170, 


4193 . 


.4309, 4195. .4362, 


4196. .4342, 




4362 . . 4415, 


4366 


. .4416, 


4764 . 


.4877, 4768. .4830, 


4769 4879. 




4770 . . 4877, 


4956 


. . 5018, 


4958 . 


.5047, 4959. .5018, 


5266 5385. 




5281 . . 5376 














Seq. No. 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04. 


9922 


.C33.o3 


. ts 


Method 


TBLASTX: 


Sovbpan 


Start 


: 4123 . ~ 








End . 


.6881 : . 


GI 


none 








Score 


108 




Exons 


4123 . . 4317, 


4369 


. . 4404, 


4763 . 


.4879, 4767. .4877, 


4958 5047 




4959. . 5018, 


5272 


. . 5385, 


5284 . 


.5397, 6641. .6781, 


6788 . . 6859, 




6789. . 6881 














Seq. No. 


30588 








Seq. ID 


OJ990409 


_04 . 9922. C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04. 


9922 


.C33.o2 


np 


Method 


AAT/NAP 




Start 


4144 








End 


6880 




GI 


4587597 








Score 


550 






414 4. .44 38 , 


4713 


. 4874, 


4959. 


.5016, 5271. .5370, 


6641. . 6880 



GI Descrip. (AC006951) putative protein phosphatase [Arabidopsis thaliana] 



30488. 



Seq. No. 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


. 9922 


. C33 . o4 


. tc 


Method 


TBLASTX: 


Cress 


Start 


5305 ~~ 








End 


6881 




GI 


none 








Score 


37 




Exons 


5305 . . 5379, 


6641 


. . 6745, 


' 6666 


..6692, 6791.. 6859, 


6795 6881 


Seq. No. 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10353 




Narne 


OJ990409 04 


. 9922 


.C33.o2 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


6633 ~ 








End 


6881 




GI 


none 








Score 


83 




E von 


6633 6692. 


6635 


. . 6763, 


6767 


. .6859, 6771. .6881 




Seq. No. 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


. 9922 


.C33.o2 


CIO 


Method 


AAT/GAP 




Start 


6874 ~~ 








End 


7260 




GI 


none 








Score 


758 




E von ^ 


6874 7260 
















30588 

>J \J *J u u 








Seq. ID 


OJ990409 


04 9922 C33 




63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


.9922 


.C33.o3 


,np 


Method 


AAT/NAP 




Start 


7632 








End 


10353 




GI 


4455199 








Score 


934 




tt von s 


7632. .7726, 


8711 


. .8798, 


8886 


..9197, 9308. .9463, 


9557. .9772, 




9885. .10353 














GI Desorio 


(AL035440) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


30588 








Seq. ID 


OJ990409 


_04 .9922.C33 


Gpnp No 


63232 








Strand 






Start 


1998 








End 


10353 




Name 


OJ990409 04 


.9922 


.C33.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


7864 








End 


10115 




GI 


none 








Score 


39 




Exons 


7864 . .7989, 


7867 


. .7938, 


7937 


..8065, 7943. .8206, 


7973. .8059, 




8064. .8204, 


8071 


. .8205, 


8388 


..8540, 8389. .8535, 


8426. .8539, 




,8711. .8827, 


8712 


. .8843, 


8712. 


. r 8801, 8E 


J86. .9206, 


8891. .9190, 




8892. . 9200, 


8926 


. .9207, 


9308 


. .9466, 9308. .9466, 


9545. .9775, 




9570. . 9773, 


9601 


. .9774, 


9886 


. . 9948, 9936. . 10115 


, 9937. .1011 


Sea No 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 






Start 


1998 








End 


10 3 53 




Name 


OJ990409 04 


.9922 


.C33.ol 


,ts 


Method 


TBLASTX: 


Soybean 




8883 








End 


10055 




GI 


none 








Score 


172 




Exons 


8883. . 9200, 


8883 


. .9206, 


9025 


. . 9207, 9308. . 9466, 


9308. .9466, 




9545. .9775, 


9564 


. .9773, 


9617 


. .9775, 9984. .10055 




Seq. No. 


30588 








Seq. ID 


OJ990409 


_04.9922.C33 


Gene No. 


63232 








Strand 







30489 



Start 


1998 








End 


10353 


Name 


OJ990409 04. 


9922 . 


C33.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8886 ~~ 








End 


9349 


GI 


none 








Score 


153 


Exons 


8886. . 9206, 


8892 . 


. 9200, 


9025 


. .9207, 9308. .9349 


Seq. No. 


30588 








Seq. ID 


OJ990409_04. 9922.C33 


Gene No. 


63232 








Strand 




Start 


1998 








End 


10353 


Name 


OJ990409 04. 


9922 . 


C33.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


9359 ~ 








End 


9775 


GI 


none 








Score 


69 


Exons 


9359. . 9466, 


9383 . 


. 9472, 


9545 


.9775, 9555.. 9773, 9565.. 9774 


Seq. No. 


30588 








Seq. ID 


OJ990409_04.9922.C33 


Gene No. 


63232 








Strand 




Start 


1998 








End 


10353 


Name 


OJ990409 04. 


9922 . 


C33.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


9581 ~ 








End 


10125 


GI 


none 








Score 


149 


Exons 


9581 . . 9775, 


9591 . 


. 9773, 


9605, 


.9775, 9936. .10124, 9937. .10125 


Seq. No. 


30589 








Seq. ID 


OJ990409_04.9922.C34 


Gene No. 


63233 








Strand 




Start 


154 








End 


438 ' 


Name 


OJ990409 04. 


9922. 


C34 .ol 




Method 


GENSCAN 


Start 


154 








End 


438 


GI 


none 








Score 


.52 


Exons 


154. .287, 408. .438 








Seq. No. 


30590 








Seq. ID 


OJ990409_04.9922.C37 


Gene No. 


63234 








Strand 


+ 


Start 


1 








End 


568 


Name 


OJ990409 04. 


9922. 


C37.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


426 


GI 


418604 








Score 


729 


Exons 


1. .426 












GI Descrip. 


HYPOTHETICAL 


35.6 


KD PROTEIN 


IN RPME-TDK INTERGENIC -REGION 




(ORFP) 












Seq. No. 


30590 








Seq. ID 


OJ9904 09_04 . 9922. C37 


Gene No. 


63234 








Strand 


+ 


Start 


.1.. 








End 


. 568 


Name 


OJ990409 04. 


9922. 


C37.o2 


.np 


Method 


AAT/NAP 


Start 


1 








End 


568 


GI 


3953478 








Score 


85 


Exons 


1..26, 431.. 


568 











GI Descrip. (AC002328) F2202.23 [Arabidopsis thaliana] 



Seq. No. 30590 

Gene No. 63234 

Start 1 

Name OJ990409_04 . 9922 . C37 . ol . gs 

Start 85 

GI none 

Exons 85.. 429 



Seq. ID OJ990409_04.9922.C37 

Strand + 

End 568 

Method GENSCAN 

End 429 

Score .85 



30490 



m 



Seq..No. 30591 

Gene No. 63235 

Start 207 

Name OJ990429_07 . 9927 . C4 . ol . gp 

Start 207 

GI 175_2.R1084 

Exons 207.. 574 

GI Descrip. 1 5761329/dbj I BAA83473 . 1 | 2.0e-18 (AB004819) cysteine 
endopeptidase [Oryza sativa] ■ 



Seq. ID OJ990429_07. 9927.C4 

Strand + 

End 57 4 

Method AAT/GAP 

End 574 

Score 648 



Seq. No. 30592 Seq. ID 

Gene No. 63236 Strand 

Start 1368 End 

Name OJ9904 2 9_07 . 9927 .C5.ol.gs Method 

Start 1368 End 

GI none Score 

Exons 1368.. 1525, 2617.. 2740 



OJ990429_07.9927.C5 
+ 

2740 
GEN SCAN 
2740 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons -- : >" 
GI Descrip. 



30592 



Seq. ID OJ990429_07.9927.C5 



63237 Strand 
539 End 776 

OJ990429_07 . 9927 .C5.ol.np Method AAT/NAP 

539 End 776 

6069646 Score 111 

539. .776 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 30593 Seq. ID 

Gene No. 63238 Strand 

Start 185 End 

Name OJ9904 29_07 . 9927 . C6 . ol . gs Method 

Start 185 End 

GI none Score 

Exons 185. .4 64 



OJ990429__07.9927.C6 
+ 

464 

GENSCAN 

464 

.94 



Seq. No. 

Gene No. 

Start 

Name; 

Start 

GI 

Exons 

GI Descrip. 



30593 Seq. ID OJ990429_07 . 9927 . C6 

63239 Strand + 

3767 End 6462 

OJ990429_07.9927.C6.ol.gp .Method,-- AAT/GAP 
3767 End 4279 

64990_1.R1084 Score 621 

3767. .3903, 4076. .4279 

■ 17 69901/emb | CAA65052 | 2.0e-14 (X95737) proline transporter 1 
[Arabidopsis thaliana] >gi_2088642 (AF002109) proline 
transporter 1 [Arabidopsis thaliana] 1 



Seq. No. 30593 

Gene No. 63239 

Start 3767 

Name OJ9904 29_07 . 9927 . C6 . ol . np 

Start 3804 

GI 1769901 

Exons 3804.. 3903, 4076.. 4300, 4428. 



Seq. ID OJ990429_07 . 9927.C6 

Strand + 

End 64 62 

Method AAT/NAP 

End 64 62 

Score 701 

.4522, 4644. .4836, 5244. .5584, 



30491 



• m 

5989.. 6223, 6320.. 6462 
GI Descrip. (X95737) proline transporter 1 [Arabidopsis thaliana] 

gi I 2088642 | gb| AAB95274.il (AF002109) proline transporter 1 
[Arabidopsis thaliana] 



Seq. No. 


30593 








Seq. ID 


OJ990429 07. 9927. C6 


Gene No. 


63239 








Strand • 


+ 


Start 


' 37 67 








End 


6462 


Name 


OJ990429 07 


.9927 


.C6.o3. 


gs 


Method 


GENSCAN 


Start 


4153 








' End 


5635 


GI 


none 








Score 


.91 


Exons 


4153. .4300, 


4428 


. .4522, 


4644 


.4836, 5244.. 5635 


Seq. No. 


30593 








Seq. ID 


OJ990429_07.9927.C6 


Gene No. 


63240 








Strand 




Start 


926 








End 


3306 


Name 


OJ990429 07 


. 9927 


. C6.o2. 


OS 


Method 


GENSCAN 


Start 


926 








End 


3306 


GI 


none 








Score 


. 96 


Exons 


926. . 1223, 


3167. 


. 3306 








Seq. No. 


30593 








Seq. ID 


OJ990429_07 . 9927 .C6 


Gene No . 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4054 








End 


64 65 


GI 


none 








Score 


212 


Exons 


4054 . . 4302, 


4074 


. .4301, 


4117 . 


.4359, 4418. .4537, 4683. .4838, 




5243. . 5602, 


5311 


. . 5583, 


6051. 


.6197, 6064.. 6216, 6325.. 6465 


Seq. No. 


30593 








Seq. ID 


OJ990429JD7.9927.C6 


Gene No . 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4054 








End 


4522 


GI 


none 








Score 


209 


Exons 


4054 . .4302, 


4089 


. 4301, 


4427 . 


.4522 




Seq. No. 


30593 








Seq. ID- 


OJ990429_07.9927.C6 


Gene No . 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927 


C6 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4054 ~ . 








End 


4838 


GI 


none 








Score 


201 


Exons 


4054 . . 4302, 


4074 


. 4301, 


4417 . 


.4545, 4418. .4537, 4683. .4838 


Seq. No. 


30593 








Seq. ID 


OJ990429_07.9927.C6 


Gene No. 


63241 








Strand 




Start 


5959 .. 








End 


8948 


Name 


OJ990429 07 


.9927. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4667 








End 


5506 


GI 


none 








Score 


262 


Exons 


4667. .4837, 


4668. 


.4838, 


5242. 


.5277, 5243. .5278, 5278. .5505, 




5279. .5506 












Seq. No. 


30593 








Seq. ID 


OJ990429_07.9927.C6 


Gene No. 


63241 








Strand 





30492 



• m 



Start 


5959 








End 


8 94 8 


Name 


OJ990429 07 


. 9927 


C6 . ol . 


tw 


Method 


TBLASTX • WhMt 


Start 


4683 ~~ 








End 


5530 


GI 


none 








Score 


95 


Exons 


4683. .4838, 


5243 


. 5530, 


5263. 


. 5529 




Seq. No. 


30593 








Seq. ID 


OJ990429_07 . 9927 .C6 


Gene No . . 


63241. 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927 . 


C6.o3. 


ts 


Method 


TBLASTX * Sovbean 


Start 


5294 ~~ 








End 


6465 


GI 


none 








Score 


246 


Exons 


5294 . . 5596, 


6064 . 


. 6216, 


6346. 


. 6465 




Seq. No. 


30593 








Seq. ID 


OJ990429_07.9927.C6 


Gene No.. 


63241 








Strand 




Start ; 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927. 


C6.o4. 


as 


Method 


GENSCAN 


Start 


5959 








End 


8576 


GI 


none 








Score 


. 9 


Exons 


5959. . 6235, 


6684 . 


. 6804, 


7114 . 


.7237, 7537. .7593, 7695. .7781, 




7796. . 7928, 


7993. 


.8120, 


8219. 


.8324, 8 


497. .8576 


Seq. No. 


30593 








Seq. ID 


OJ990429_07.9927.C6 


Gene No. 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927. 


C6.o2. 


gp 


Method 


AAT/GAP 


Start 


6816- 








End 


7902 


GI 


18509 1.R1084 






Score 


1585 


Exons 


6816. .7408, 


7537. 


.7593, 


7695. 


.7902 




GI Descrip. 


f 6016736/gb|AAF01562.1|AC009325 32 2. 


0e-21 (AC009325) unkno 




protein [Arabidopsis thaliana 


] ' 




Seq. No. 


30593 








Seq. ID 


OJ990429_07.9927.C6 


Gene No . 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


.9927. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7253 








End 


8 606 - 


GI 


none 








Score 


142 


Exons 


7253. .7411, 


7287. 


.7409, 


7506. 


.7595, 7537.. 7593, 7538.. 7597, 




7538. .7594, 


7692. 


.7898, 


7693. 


.7758, 7694. .7894, 7983. .8123, 




7992. .8120, 


7993. 


.8124, 


7993. 


.8121, 8219. .8323, 8223. .8327, 




8247. .8327, 


.84 94. 


.860J., 


84 99 .. 


.8606 




Seq. No. 


30593 








Seq. ID 


OJ990429_07. 9927. C6 


Gene No. 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


. 9927. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start .j 


7328 








End 


8323 


GI 


none 








Score 


126 


Exons 


7328. .7411, 


7537. 


.7590, 


7848. 


7898, 7992. .8120, 7993. .8124, 




8014. .8121, 


8219. 


.8323, 


8223. 


8318 




Seq. No. 


30593 








Seq. ID 


OJ990429_07. 9927.C6 


Gt:ne No . 


63241 








Strand 




Start 


5959 








End 


8948 


Name 


OJ990429 07 


9927. 


C6.o2. 


np 


Method 


AAT/NAP 



30493 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 



7331 End 8948 

6016736 Score 540 

7331. .7408, 7537. .7593, 7746. .7893, 7993. .8120, 8219. .8324, 
8497. .8948 

(AC009325) unknown protein [Arabidopsis thaliana] . 



30593 
63241 
5959 

OJ9904 29_07. 9927 .C6.ol.ts 

7992 

none 



Seq. ID OJ990429_07.9927.C6 
Strand 

End 8948 

Method TBLASTX : Soybean 

End 8606 

Score 112 



7992. .8120, 7993. .8121, 8014. .8121, 8219. .8323, 8220. .8327, 
8497. .8601, 8499. .8606 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ990429_07. 9927.C6 
Strand 

End 8948 

Method AAT/GAP 

End 8578 

Score ' 294 



30593 
63241 
5959 

OJ990429_07. 9927.C6.o3.gp 
8230 

60907_1.R1084 
8230. .8324, 8497. .8578 

, 6016736/gb|AAF01562.1|AC009325_32 4.0e-45 (AC009325) unknown 
protein [Arabidopsis thaliana] 1 



30594 
63242 
1 

OJ990429_07. 9927.C7.ol.np 
1 

1710845 
1. .487 

ADENOSYLHOMOCYSTEINASE 1 ( S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE 1) 
(ADOHCYASE 1) gi | 107 927 9 | pir | IJC2480 adenosylhomocysteinase (EC 
3.3.1.1) - African clawed frog gi 1558508 (L35559) adenine 
homocysteine hydrolase [Xenopus laevis] 



Seq. ID OJ990429_07.9927.C7 

Strand + 

End 510 

Method AAT/NAP 

End 487 

Score 302 



Seq. No. 


30594 






Seq. ID 


OJ990429_07.9927 


.C7 


Gene No. 


63242 






Strand 


+ 




Start 


1 






End 


510 




Name 


OJ990429 


07. 9927. C7 


ol. tc 


Method 


TBLASTX: Cress 




Start 


205 






End ' ' 


487 




GI 


nojie 






Score 


149. ; • ...r.'. 




Exons 


205. .339, 


206. .340, 


311. .4* 


37, 325.. 420 






Seq. No. 


30594 






Seq. ID 


OJ990429_07.9927 


C7 


Gene No. 


63242 






Strand 


+ 




Start 


1 






End 


510 




Name 


OJ990429 


07. 9927. C7 


ol . gs 


Method 


GENSCAN 




Start 


251 






End 


490 




GI 


none 






Score 


. 66 




Exons 


251. .490 












Seq. No. 


30594 






Seq. ID 


OJ990429_07. 9927 


C7 




/ \ r~\ A 






Strand 


+ 




Start 


1 






End 


510 




Name 


OJ990429 


07. 9927. C7 


ol . tm 


Method 


TBLASTX: Maize 





30494 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



262 End 510 

none Score 60 

262. .339, 263. .340, 307. .483, 311. .487, 427. .510, 432. .4* 



30594 
63242 
1 

OJ990429_07. 9927.C7.ol.ts 

307 

none 

307. .474, 311. .487 



Seq. ID OJ990429_07.9927.C7 

Strand +. • 

End 510 

Method TBLASTX: Soybean 

End 487 

Score 184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30595 
63243 
1 

OJ990429_07.9927.C8.ol.np 
1 

137937 
1. .389 

REPLICATION PROTEIN 14 gi | 14808 | emb | CAA31475 | (X13065) gene 14 
(AA 1 - 229) [Bacteriophage phi-80] 



Seq. ID OJ990429_07.9927.C8 

Strand 

End 389 

Method AAT/NAP 

End 38 9 

Score 663 



30596 
63244 
1 

OJ99042 9_07.9927.C9.ol.np 
1 

5441880 



Seq. ID OJ990429_07.9927.C9 
Strand 

End 1503 ' 

Method AAT/NAP 

End 1503 

Score 725 



1..53, 114. .484, 742. .773, 1218. .1503 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



30596 
63244 
1 

OJ99042 9_07. 9927.C9.ol.gs 

36 

none 

36.. 389, 597.. 1400 



Seq. ID OJ990429_07. 9927.C9 
Strand 

End 1503 

Method GENSCAN 

End 1400 

Score .67 



Seq. No. 30596 

Gene No. 6324 4 

Start 1 

Name OJ9904 29_07 . 9927 . C9 . ol . tw 

Start 991 

GI none 

Exons 991.. 1164, 1002.. 1142, 1097. 
1219. . 1368 



Seq. ID OJ990429_07.9927.C9 

Strand - - 

End 1503 

Method TBLASTX : Wheat 

End 1368 

Score 66 
1165, 1189. .1365, 1214. .1366, 



Seq. No. 
Gene No. 
Start 
Name 

O 4- ~ J- 
U J. L 

GI 

Exons 



30596 
63244 
1 

OJ9904 29__07.9927 .C9.ol.tm 

1066 

none 



Seq. ID OJ990429_07.9927.C9 
Strand 

End 1503 

Method TBLASTX : Maize 

End 1503 

Score 146 



1066. .1137, 1184. .1408, 1195. .1407, 1404. .1502, 1405. .1503 



30495 



Seq. No. 30597 
Gene No. 63245 
Start 1 

Name OJ990429_07 . 9927 . CIO . ol . np 

Start 1 
GI 5441880 
Exons 1 . . 1154 

GI Descrip. (AP000367) EST C28 952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ990429J37. 9927. CIO 
Strand 

End 1624 

Method AAT/NAP 

End 1154 

Score 1186 



Seq. No. 


30597 


Seq. ID 


OJ990429_07.9927 


.C10 


Gene No. 


63245 


Strand 






Start 


1 


End 


1624 




Name 


OJ990429 07.9927.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


294 




GI 


none 


Score 


72 




Exons 


1..81, 1..90, 2. .91, 115. .291, 140. .292, 145. .294 




Seq. No. 


30597 


Seq. ID 


OJ990429_07 . 9927 


.C10 


Gene No. 


63245 


Strand 






Start 


1 


End 


1624 




Name 


OJ990429 07.9927.C10.ol.tm 


Method 


TBLASTX : Maize 




Start 


10 


End ' 


587 




GI 


none 


Score 


146 




Exons 


10. .63, 110. .334, 121. .333, 


304; .576, 


330. .587, 331. .582 


Seq. No. 


30597 


Seq. ID 


OJ990429_07.9927. 


.C10 


Gene No. 


63245 


Strand 






Start 


1 


End 


1624 




Name 


OJ990429 07.9927.C10.ol.gs 


Method 


GENSCAN 




Start 


186 


End 


1624 




GI 


none 


Score 


.55 




Exons 


186. .326, 835.'. 879, 1025. .1286, 1419.. 


1624 




Seq. No. 


30598 • 


Seq. ID 


OJ990429JD7. 9927. 


.Cll 


Gene No. 


63246 


Strand 


+ 




Start 


114 


End 


169 




Name 


OJ990429 07.9927.Cll.ol.gp 


Method 


AAT/GAP 




Start 


114 


End 


169 




GI' 


LIB3431-030-P1-N1-G8 


Score 


78- 




Exons 


114. .169 








GI Descrip. 


1 5670155/gfo|AF161269.1 IAF161269 4 .0e-8 


!6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence' 




Seq. No. 


30598 


Seq. ID 


OJ990429 07.9927. 


Cll 


Gene No. 


63247 


Strand 


+ 




Start 


466 


End 


763 




Name 


OJ990429 07.9927.Cll.ol.gs 


Method 


GENSCAN 




Start 


466 


End 


763 




GI 


none 


Score 


.73 




Exons 


466. .583, 741. .763 








Seq. No. 


30598 


Seq. ID 


OJ990429_07. 9927. 


Cll 


Gene No. 


63248 


Strand 






Start 


1406 


End 


1914 





30496 




Name 


OJ990429 07 


9927 Cll o2 


y a 


Met hod 


GENSCAN 


Start 


1406 ~~ 






End 


1914 


GI 


none 






Score 


. 85 


Exons 


1406. . 1806, 


1890. . 1914 








Seq. No. 


30599 






Seq. ID 


OJ990429 


Gene No. 


63249 






Strand 


+ 


Start 


168 






End 


302 


Name 


OJ990429 07 


. 9927 .C12 .ol . 


OS 


Met hod 


GENSCAN 


Start 


168 ~~ 






End 


302 


GI 


none 






Score 


. 96 


Exons 


168 . . 302 










Seq. No. 


30599 






Seq. ID 


OJ990429 


Gene No. 


63250 






Strand 


+ 


Start 


4795 






End 


5708 


Name 


OJ990429 07 


. 9927 .C12 .ol . 


no 


Method 


AAT/NAP 


Start 


4786 






End 


5708 


GI 


3153237 






Score 


783 


Exons 


4786 . .5498, 


5610 . . 5708 








GI Descrip. 


(AF047852) 


terminal ear] 


[ Zea 


mays ] 




Seq. No. 


30599 






Seq. ID 


OJ990429_ 


Gene No. 


63250 






Strand 


+ 


Start 


- 47 95 






End 


5708 


Name 


OJ990429 07 


9927 C12 o2 


y a 


Met hod 


GENSCAN 


Start 


4795 ~~ 






End 


54 98 ' 


GI 


none 






Score 


.54' 


Exons 


4795 . . 5498 










Seq. No. 


30600 






Seq. ID 


\y u ^ j u t t. y 


Gene No. 


63251 






Strand 


+ 


Start 


1 






End 


2655 


Name 


OJ990429 07 


.9927.C13.ol. 


np 


Method 


AAT /NAP 


Start 


1 -■ ~ 






End 


2652 


GI 


3153237 






Score 


1127 


Exons 


1. . 114, 187 


..690, 821.,. 949, 2051. .2192, 


2284 . .2 


GI Descrip. 


(AF047852) 


terminal earl 


[Zea 


mays] 




Seq. No. 


30600 






Seq. ID 


OJ990429_ 


Gene No. 


63251 






Strand 


+ 


Start 


1 






End 


2655 


Name 


, ..QJ99042-9- 07 


. 9927.C13.Ql* 


gs 


Method 


GENSCAN ■ 


Start 


115 ~ 






End ' 


1594 


GI 


none 






Score 


. 64 


Exons 


115 . . 158, 1 


37. .690, 821. 


.949, 


1552. .159 


4 


Seq. No. 


30600 






Seq. ID 


OJ990429_ 


Gene No. 


63251 






Strand 


+ 


Start 


1 






End 


2655 


Name 


OJ990429 07 


.9927.C13.o2. 


gs 


Method 




Start 


2037 






End 


2655 


GI 


none 






Score 


.96 


Exons 


2037. .2192, 


2284. .2655 








Seq. No. 


30601 






Seq. ID 


OJ990429_ 


Gene No. 


63252 






Strand 





30497 



Start 
Name 
Start 
GI 

Exons 



2985 End 3300 

OJ990429_07 . 9927 . C14 . o2 . gs Method GENSCAN 

2985 End 3300 

none Score .55 
2985. .3300 



Seq. No. 30602 

Gene No. 63253 

Start 168 

Name OJ9904 29_07 . 9927 . C15 . ol . gp 

Start 168 

GI 90742_1.R1084 

Exons 168 . . 246 

GI Descrip. 1 5734 61 6/dbj | AP000391 . 1 | AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID , OJ990429_07.9927.C15 

Strand + 

End 24 6 

Method AAT/GAP 

End 24 6 

Score 94 



Seq. No. 30603 

Gene No. 63254 

Start 324 

Name OJ99042 9_07 . 9927 . CI 6 . ol . gs 

Start 324 

GI none 

Exons 324 . . 467 



Seq. ID OJ990429_07.9927.C16 

Strand + 

End 4 67 

Method GENSCAN 

End 4 67 

Score .49 



Seq. No. 30604 

Gene No. 63255 . 

Start 146 

Name OJ990429_07 . 9927 . C17 . ol . gp 

Start 146 

GI 21496_1.R1084 

Exons 146.. 395, 765.-893, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1379. .1521, 1648. . 



OJ990429_07. 
+ 

5276. 
AAT/GAP 
1729 
1081 
1729 



9927. C17 



? 4 406759/gb|AAD20070 | 1. 
[Arabidopsis thaliana] ' 



Oe-15 (AC006836) hypothetical protein 



Seq. No. 30604 Seq. ID 

Gene No. 63255 Strand 

Start . 146 End 

Name * OJ990429_07 . 9927 . C17 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147. .395, 765. .893, 1379. .1521, 1648. 
3537.. 3711, 3817.. 3905 



OJ990429_07. 9927 .C17 
+ 

5276 
GENSCAN 
3905 
.91 

1783, 2142.. 2393, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30604 Seq. ID 

63255 Strand 

14 6 End 
OJ990429JD7 . 9927 . C17 . ol . np Method 

302 End 

6587806 Score 

893, 1379.. 1584, 1663. 



OJ990429_07.9927.C17 
+ 

5276 

AAT/NAP 

3558 

369 - r 
1783, 2142.. 2318, 



302.. 395, 765. 
3466. .3558 

(AC010924) Contains similarity to gb|M82916 MRS 2 protein from 
Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 



3060^ 



Seq. ID OJ990429 07.9927.C17 



30498 



Gene No. 63255 Strand + 

Start 146 End 5276 

Name OJ990429_07 . 9927 . C17 . o2 . gp Method AAT/GAP 

Start 2132 End 2577 

GI none > Score 790 

Exons 2132.. 2577 



Seq. No. 30604 

Gene No. 63255 

Start 146 

Name OJ990429_07 . 9927 . C17 . o3 . gp 

Start 3540 

GI 387_2.R1084 

Exons 3540.. 3711, 4909.. 5276 

GI Descrip. 1 303838/dbj | D12633 | RIC4 0SSRPD 9.0e-34 Rice mRNA for 40S subunit 
ribosomal protein, complete cds 1 



Seq. ID OJ990429_07. 9927.C17 

Strand + 

End 5276 

Method AAT/GAP 

End 5276 

Score 819 



Seq. No. 30604 

Gene No. 63256 

Start 4180 

Name OJ990429J37 . 9927 . C17 . ol . tm 

Start 258 

GI none 
Exons 



Seq. ID OJ990429_07. 9927.C17 
Strand 

End 5657 

Method TBLASTX : Maize 

End 2403 

Score • 184 



258. .401, 270. .407, 271. .405, 762. .896, 772. .897, 772. .894, 
809. .895, 1376. .1525, 1377. .1523, 1644. .1766, 1644. .1778, 
1646. .1786, 1646. .1783, 2138. .2401, 2139. .2402, 2142. .2402, 
2287. .2403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30604 
63256 
4180 

OJ990429_07. 9927.C17.ol.ts 

324 

none 



Seq. ID OJ990429_07. 9927.C17 
Strand 

End 5657 

Method TBLASTX : Soybean 

End 2453 

Score 77 



324. .389, 780. .896, 809. .895, 1376. .1447, 1694. .1780, 

1712. .1780, 2135. .2257, 2140. .2235, 2142. .2315, 2142. .2294, 

2174. .2314, 2328. .2453 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30604 
63256 
4180 

OJ990429JD7 . 9927 . C17 . o2 . tm 

3603 '. 

none 



Seq. ID OJ990429_07.9927.C17 
Strand 

End 5657 

Method TBLASTX: Maize 

End .... ' ' 5016 , / • 

Score - 192 



3603. .3710, 3604. .3711, 3619. .3714, 4906. .5016 



30604 
63256 
4180 

OJ990429_07.9927.C17.o2.gs 

4180 

none 



Seq. ID OJ990429_07.9927.C17 
Strand 

End 5657 

Method GENSCAN 

End 5657 

Score .57 



4180. .4208, 4798. .4901, 5494. .5657 



seq. No. 
Gene No. 
Start 



30605 
63257 
1 



Seq. ID OJ990429_07.9927.C18 
Strand 

End 1926 



30499 



* 



Name 


OJ990429 07.9927.C18.ol.gp 


Method 


AAT /GAP 




Start 


1 


End. 


300 




GI 


none 


Score 


182 




Exons 


1..65, 265. .300 








Seq. No. 


30605 


Seq. ID 


OJ990429_07. 9927 


.C18 


Gene No. 


63257 


Strand 






Start 


1 


End 


1926 




Name 


OJ990429 07.9927.C18.o2.gp 


Method 


AAT /GAP 




Start 


1 


End 


448 




GI 


none 


Score 


391 




Exons 


1..65, 265. .448 








Seq. No. 


30605 


Seq. ID 


OJ990429 07.9927 


. C18 


Gene No. 


63257 


Strand 






Start 


1 


End 


1926 




Name 


OJ990429 07. 9927.C18.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1926 




GI 


4678352 


Score 


426 




Exons 


1..37, 265. .572, 1384. .1688, 


1857 . .192 


6 




GI Descrip. 


(AL049659) putative protein 


[ Arabidops 


is thaliana] 




Seq. No. 


30605 


Seq. ID 


OJ990429 07.9927 


.C18 


Gene No. 


63257 


Strand 






Start • 


1 


End 


1926 




Name 


OJ990429 07. 9927.C18.ol.tw 


Method 


TBLASTX : Wheat 




Start 


244 


End 


1431 




GI 


none 


Score 


152 




Exons 


244. .366, 267. .365, 367. .411 


, 369. .410 


, 450 . . 545, 454 


573, 




1345. . 1407, 1384 . . 1431 






Seq. No. 


30605 


Seq. ID 


OJ990429_07. 9927 


.C18 


Gene No. 


63257 


Strand 






Start 


1 


End 


1926 




Name 


OJ990429 07.9927.C18.ol.gs 


Method 


GEN SCAN 




Start 


265 


End 


1690 




GI 


none 


Score 


. 47 




Exons 


265. .572, 1384. .1690 








Seq. No. 


30605 


Seq. ID 


OJ990429_07. 9927 


.C18 


Gene No. 


63257 


Strand 






Start 


1 


End 


1926 




Name 


OJ990429 07. 99-27. C18..o.l.tm 


-Method 


TBLASTX -Maize 




Start 


474 


End 


1695 




GI 


none 


Score 


111 




Exons 


474. .545, 475. .594, 1384. .1695, 1388.. 


1660 




Seq. No. 


30605 


Seq. ID 


OJ990429_07.9927 


.C18 


Gene No. 


63257 


Strand 






Start 


1 


End " 


1926 




Name 


OJ990429 07.9927.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


508 


End 


1680 




GI 


none 


Score 


61 




Exons 


508. .597, 1393. .1680, 1409.. 


1654 






Seq. No. 


30605 


Seq. ID 


OJ990429_07. 9927 


.C18 


Gene No. 


63257 


Strand 







30500 




Start 


1 




End 


1926 


Name 


OJ990429 07.9927 C18 ol 


, tc 


Mp t- hod 


TBLASTX • Crpqc; 


Start 


1447 ~~ 




End 


1668 

-L \J U O 


GI 


none 




Score 


211 


Exons 


1447 . . 1668 








Sea No . 


30606 




Seq. ID 


OJ990429_07.9927.C19 


Genp No . 


63258 




Strand 


+ 


Start 


2548 




End 


9137 


Name 


OJ990429 07.9927.C19.o3. 


gs 


Method 


GENSCAN 


Start 


2548 




End 


9137 


GI 


none 




Score 


.65 


Rxon *5 

JLJ *k x_/ liij 


2548.. 2576, 2783.. 28 68, 


5013 


..5079, 5369.-5498, 6742. .6840, 




69 13.. 7041, 71 90.. 7369, 


7619 


..7735, 8424. .8502, 8540. .8789, 




9050 9137 








Seq. No. 


30606 




Seq. ID 


OJ990429_07.9927.C19 


Gene No 


63258 




Strand 


+ 


Start 


2548 




End 


9137 


Name 


OJ990429 07. 9927.C19.ol. 


np 


Method 


AAT/NAP 


Start 


3620 




End 


7970 


GI 


4455302 




Score 


1049 


Pvnn <=; 

1h*i Uu 


3620. .3685, 5398. .5498, 


5869 


..5973, 6125. .6274, 6742. .6840, 




6913. .7041, 7190. .7369, 


7619 


..7735, 7818. .7970 


\_J J- n_- _) Vh-* J— J- k-' • 


(AL035528) putative protein 


[Arabidopsis thaliana] 


Qprr NO 


30606 




Seq. ID 


OJ990429_07.9927.C19 


Cfinp Ma 


63258 




Strand 


+ 


Start 


2548 




End 


9137 


Name 


OJ990429 07.9927.C19.o2. 


gp 


Method 


AAT/GAP 


Start 


5172 




End 


6937 


GI 


27454 1.R1084 




Score 


977 


Exons 


5172. .5301, 5406. .5498, 


5869 


..5973, 6125. .6274, 6742. .6840, 




6913.. 6937 








GI Descrio . 


M455302/emb|CAB36837. 1 1 


1.0e-46 (AL035528) putative proteii 




[Arabidopsis thaliana] 1 








Sea. No. 


30606 




Seq. ID 


OJ990429_07.9927.C19 


Gene No . 


63258 




Strand 


+ 


Start 


2548 




End 


9137 


Name 


OJ990429 07. 9927.C19.o3. 


gp 


Method 


AAT/GAP 


Start 


7616 




End 


8123 


GI 


LIB3475-008-P1-K1-B8.- • 




Score ■ ■ 


792 


Exons 


7616. .7735, 7818. .8123 








GI Descr ip . 


' 4 4 55302/emb|CAB36837. 1 | 


3.0e-39 (AL035528) putative proteii 




[Arabidopsis thaliana] 1 








Sea Mn 


30606 




Seq. ID 


OJ990429_07 . 9927 . C19 


Gene No . 


63258 




Strand 


+ 


Start 


2548 . 




End 


9137 


Name 


OJ990429 07.9927.C19.o4. 


gp 


Method 


AAT/GAP 


Start 


8352 




End 


8412 


GI 


2312838 




Score 


71 


Exons 


8352. .8412 








GI Descrip. 


1 4 20 932 /gb ! U61383 j ORU61383 7 , 


. 0e-21 OryZd rulipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 



30501 




Seq. No. 


30606 








Seq. ID 


OJ990429_07'. 9927 .C19 


Gene No. 


63259 








Strand 




Start 


1404 








End 


2048 


Name 


OJ990429 07 


. 9927 


.C19.o2 


. as 


Method 


GENSCAN 


Start 


1404 








End 


1926 


GI 


none 








Score 


. 95 


Exons 


1404 . . 1473, 


1516 


. . 1679, 


1822 . 


. 1926 




Seq. No. 


30606 








Seq. ID 


OJ990429 07.9927.C19 


Gene No. 


63259 








Strand 




Start 


1404 








End 


2048 


Name 


OJ990429 07 


. 9927 


.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


1550 








End 


2048 


GI 


uC-osrocyp013dl2bl 




Score 


641 


Exons 


1550. . 1679, 


1822 


. .2048 








GI Descrip. 


' 1420932/gb| U61383 | ORU61383 7 


.0e-21 Oryza rufipogon 




4-coumarate 


-CoA 


ligase 


gene, 


intron 1, 


partial sequence 1 


Seq. No. 


30606 








Seq. ID 


OJ990429_07.9927.C19 


Gene No . 


63260 

\J -~J C* \J \J 








Strand 




Start 


5199 








End 


7243 


Name 


OJ990429 07 


. 9927 


.C19. o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5199 ~~ 








End 


7243 


GI 


none 








Score 


59 


Exons 


5199 5252, 


5201 


5251, 


5258 . 


.5299, 5259.. 5288, 5262.. 5303, 




5263. .5304, 


5397 


. . 5498, 


5400. 


.5504, 5404. .5502, 5411. .5512, 




5859. .5975, 


5860 


. .5976, 


5864 . 


.5977, 5866. .5988, 6125. .6274, 




6127 . . 6273, 


6733 


. . 6840, 


6741 . 


.6866, 6741. .6842, 6907. .7044, 




6910 7053. 


6911 


7045, 


7193 . 


.7243 




Seq. No. 


30606 








Seq. ID 


OJ990429_07. 9927 .C19 


Gene No . 


63260 








Strand 




Start 


5199 








End 


7243 


Name 


OJ990429 07 


. 9927 


. C19 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


5397 








End 


7032 


GI 


none 








Score 


123 


Exons 


5397. .5498, 


5397 


. . 5498, 


5486. 


.5509, 5847. .5972, 5866.. 5976, 




6116. .6274, 


6187 


. . 6270, 


6733. 


.6840, 6733. .6840, 6744. .6848, 




6747. .6854, 


6911 


. .7030, 


6913. 


.7032, 6919.. 7032 


Seq. No. 


30606 








Seq. ID 


OJ990429__07. 9927.C19 


Gene No. 


63260 








Strand 




Start * 


5199 








End 


7243 ' ■ 


Name 


OJ990429 07 


.9927 


.C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


6197 








End 


7166 


GI 


none 








Score 


91 


Exons 


6197. . 6274, 


6730 


. . 6840, 


6744 . 


.6842, 67 


47. .6842, 6902. .7003, 




6904. .7062, 


6910 


. .7062, 


7134 . 


.7166 




Seq. No. 


30606 








Seq. ID 


OJ990429_07. 9927.C19 


Gene No. 


63261 








Strand 




Start 


7237 








End 


8163 


Name 


OJ990429 07 


. 9927 


C19.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7237 








End 


7960 


GI 










Score 


135 


Exons 


7237. .7374, 


7238 


.7384, 


7577 . 


.7735, 7617. .7736, 7621. .7737, 




7633. .7758, 


7815 


.7886, 


7817. 


.7879, 7874. .7960, 7875. .7958 



30502 




Seq. No. 


30606 






Seq. ID 


OJ990429_07.9927.C19 


Gene No. 


63261 






Strand 




Start 


7237 






End 


8163 


Name 


OJ990429 07 


.9927.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7246 






End 


8163 


GI 


none 






Score 


117 


Exons 


7246. .7374, 


7258. .7362, 


7271. 


.7384,' 7586. .7735, 7621."*. 7731, 




7633. .7767 , 


7815. .7988, 


7817. 


.7990, 7817. .7969, 8113. .8163 


Seq. No. 


30606 






Seq. ID 


OJ990429_07.9927.C19 


Gene No. 


63261 






Strand 




Start 


7237 






End 


8163 


Name 


OJ990429 07 


.9927.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


7616 






End 


7961 


GI 


none 






Score 


186 


Exons 


7616. .7732, 


7624 . . 7731, 


7811. 


.7933, li 


S17..7960, 7818. .7961 


Seq. No. 


30607 






Seq. ID 


OJ990429_07.9927.C20 


Gene No. 


63262 






Strand 


+ 


Start 


2793 






End 


3074 


Name 


OJ990429 07- 


9927.C20.ol 


. as 


Method 


GENSCAN 


Start 


2793 






End 


3074 


GI 


none 






Score 


.6 


Exons 


2793 . .2907, 


3010. .3074 








Seq. No. 


30607 






Seq. ID 


OJ990429_07. 9927.C20 


Gene No. 


63263 






Strand 




Start 


1459 






End 


1564 


Name 


OJ990429 07. 


9927.C20.ol 


gp 


Method 


AAT/GAP 


Start 


1459 






End 


1564 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


119 


Exons 


1459. . 1564 










GI Descrip. 


f 24 9858 6/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY SI)" 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










Seq. No. 


30608 • 






Seq. ID 


OJ990429_07.9927.C21 


Gene No. 


63264 






Strand 


+ 


Start 


1 






End 


770 


Name 


OJ990429 07. 


9927.C21.ol 


np 


Method 


AAT/NAP 


Start 


1 






End 


770 


GP • 


6642647 . 






Score 


173 '. . 


Exons 


1..51, 113.. 


770 








GI Descrip. 


(AC012395) unknown protein [Arabidopsis thaliana] 


Seq. No. 


30608 






Seq. ID 


OJ990429_07. 9927.C21 


Gene ,No . 


63264 






Strand 


+ 


Start 


.,1 






End 


770 


Name 


OJ990429 07. 


9927.C21.ol. 


gs 


Method 


GENSCAN 


Start 


113 






End 


702 


GI 


none 






Score 


.82 


Exons 


113. .702 










Seq. No. 


.30608 






Seq. ID 


OJ990429_07 . 9927 .C^l 


Gene No. 


63264 






Strand 


+ 


Start 


1 






End 


770 



30503 



Name OJ990429_07 . 9927 . C21 . ol . tm 

Start 505 

GI none 

Exons 505.. 567, 507.. 530, 526.. 702, 

Seq. No. 30609 

Gene No. 63265 

Start 338 

Name OJ990429__07 . 9927 . C23 . ol . gs 

Start 338 

GI none 

Exons 338.. 570 



Method TBLASTX : Mai ze 

End 723 

Score 40 

567. .701, 694. .723 

Seq. ID OJ990429_07 . 9927 .C23 

Strand + 

End 570 

Method GENSCAN 

End 570 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30610 
63266 
2510 

OJ990429_07 . 9927 .C25 . o2 . gs 

2510 

none 



Seq. ID OJ990429_07.9927.C25 
Strand 

End 6114 

Method GENSCAN 

End 6114 

Score .43 



2510. .2716, 2823. .3039, 3272. .3415, 4424. .4537, 4578. .4831, 
4879. .5022, 5938. .6114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



30610 
63266 
2510 

OJ990429_07.9927 .C25.ol.np 
4132 
6907106 
4132.. 4985 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ990429_07.9927.C25 
Strand 

End 6114 

Method AAT/NAP 

End 4985 

Score 445 



30610 
63266 
2510 

OJ990429_07.9927.C25.ol.tm 

4230 

none 



Seq. ID OJ990429_07.9927.C25 
Strand 

End 6114 

Method TBLASTX : Maize 

End 4 506 

Score 104 , . 



4230. .4340, 4234. .4278, 4300. .4341, 4311. .4505, 4312. .4506, 
4344. .4406, 4387. .4506 



Seq. No. 
-Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30611 

63267 . 
2435 

OJ990429_07.9927.C2 6.ol.gs 

2435 

none 

2435. .2723, 2821. .3050 

30611 
63267 
2435 

OJ990429_07.9927.C2 6.ol.gp 
2466 



Seq. ID OJ990429_07.9927.C26 

Strand + , 

End 4435 

Method GENSCAN 

End 3050 

Score .97 



Seq. ID OJ990429__07.9927.C26 

Strand + 

End 4435 

Method AAT/GAP 

End 3022 

Scure 877 



2466. .2723, 2821. .3022 

'3068705 1.0e-15 (AF049236) unknown [Arabidopsis thaliana] ' 



30504 



Seq. No. 


30611 






Seq. ID 


OJ990429_07. 9927.C26 


Gene No. 


63267 






Strand 


+ 


Start 


2435 






End 


4435 


Name 


OJ990429 07 


. 9927 .C26.o2 


.np 


Method 


AAT/NAP 


Start 


2468 






End 


4435 


GI 


6624711 






Score 


184 


Exons 


2468. .2723, 


2821. .2984, 


4409 


. .4435 




GI Descrip. 


(AJ243961) 


hypothetical 


protein [Oryza 


sativa] ■ ■ 


Seq. No. 


30611 






Seq. ID 


OJ990429_07 . 9927 ,C2 6 


Gene No. 


63268 






Strand 


+ 


Start 


5530 






End 


5918 


Name 


OJ990429 07 


. 9927 .C26.o2 


• gp 


Method 


AAT/GAP 


Start 


5530 






End 


5918 


GI 


none 






Score 


505 


Exons 


5530. .5783, 


5885. .5918 








Seq. No. 


30611 






Seq. ID 


OJ990429 07.9927.C26 


Gene No. 


63269 






Strand 




Start 


846 






End 


5918 


Name 


OJ990429 07 


. 9927 .C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


31 






End 


2975 


GI 


none 






Score 


36 


Exons 


31 . . 69, 50 . 


. 151, 2398 . . 


2448, 


2417. .248 


5, 2444. .2467, 2512. .2616, 




2516. .2608", 


2672 . .2743, 


2674 


..2727, 28 


04. .2923, 2807. .2923, 




2820 . .2975, 


2907 . .2972 








Seq. No. 


30611 






Seq. ID 


OJ990429_07. 9927.C26 


Gene No. 


63269 






Strand 




Start 


846 






End 


5918 


Name 


OJ990429 07 


.9927.C26.ol 


.np 


Method 


AAT/NAP 


Start 


846 






End 


5918 


GI 


4680183 






Score 


200 


Exons 


846. .937, 1547. .1615, 5 


877. . 


5918 




GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


30611 






Seq. ID 


OJ990429_07.9927;C26 


Gene No . 


63269 






Strand 




Start 


846 






End 


5918 


Name 


OJ990429 07 


.9927.C26.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2534 






End 


2990 


GI-, - . ■ • 


none ' 






- Score . 


.76 . : . . : .... 


Exons 


2534. .2614, 


2657. .2725, 


2820 


. .2990 




Seq. No. 


30612 






Seq. ID 


OJ990429_07. 9927.C27 


Gene No. 


63270 






Strand 


+ 


Start 


1 






End 


4688- 


Name 


OJ990429 07 


.9927.C27.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


4684 


GI 


6642647 






Score 


773 


Exons 


1..397, 727 


..811, 904.. 


993, 


1126. . 1199 


, 1594. .1678, 1755. .1841, 



GI Descrip, 
Seq. No. 



1965. .2100, 2815. .2896, 2983. .3030, 3342. .3414, 3515. .3632, 
4636. .4684 



(ACQ 12 3 95 ) 
30612 



protein Lnraoiuupsis inanana j 

Seq. ID OJ990429_07.9927.C27 

30505 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



63270 Strand + 

1 End 4 688 

OJ990429_07 . 9927 . C27 . ol . gs Method GENSCAN 

123 • End 4688 

none Score .84 

123. .397, 727. .811, 904. .993, 1970. .2100, 2815. .2896, 

2983. .3030, 3966. .4031, 4153. .4269, 4476. .4688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30612 
63270 
1 

OJ99042 9_07 . 9927 . C27 . ol . gp 
2068 

26844 1.R1084 



Seq. ID OJ990429_07. 9927.C27 

Strand + 

End 4688 

Method AAT/GAP 

End 4301 

Score 1205 



2068.. 2100, 2815.. 2896, 2983. .3030, 3342.. 3414, 3515.. 3618, 
3966. .4301 

1 6015437/dbj I AB008112.il AB008112 1.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30612 
63271 
5726 

OJ990429_07. 9927.C27.o2.gs 

5726 

none 



Seq. ID OJ990429_07.9927.C27 

Strand + 

End 12208 

Method GENSCAN 

End 12208 

Score .91 

5726.-6599, 6697.. 6775, 7126.. 7193, 7783.-7933, 8747.. 9327/ 
9796. .10605, 10911. .12208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



30612 
63271 
5726 

OJ990429_07. 9927.C27.o2.np 

5741 

4678345 



Seq. ID OJ990429_07.9927.C27 

Strand + 

End 12208 

Method AAT/NAP 

End 12199 

Score 1762 



5741. .6599, 6697. .6775, 7126. .7193, 7783. .7933, 8747. .9345, 
9770. .9933, 10321 .. 10605, 10911. .12199 



GI Descrip. (AL04 9659) putative zinc finger protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



30612 Seq. ID 

63271 Strand 
5726 End 
OJ990429_07.9927.C27.o2.gp Method 
11093 ... . . *,- End 

LIB3475-00.5-P1-K1-A12 ■ Score 

11093. .11561 

, 4678345/emb|CAB41155.1| 8.0e-19 (AL049659) putative zinc finger 
protein [Arabidopsis thaliana] ' 



OJ990429_07.9927.C27 
+ 

12208 
AAT/GAP 
11561 
934 



30612 
63272 
13778 

OJ99042 9_07 . 9927 . C27 . o3 . gp 



Seq. ID OJ990429_07.9927.C27 

Strand + 

End 13964 

Method AAT/GAP 

End 13964 

Score 346 



13778 

175_1.R1084 
1377 8. .13964 

1 1514 953 /dbj | BAA11170 | 0.0e+00 (D76415) cysteine proteinase 
[Oryza sativa] 1 



30506 




Seq. No. 


30612 








Seq. ID 


OJ990429 07.9927.C27 


Gene No. 


63273 








Strand 






Start 


12906 








End 


13353 




Name 


OJ990429 07, 


.9927. 


C27 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


114 








End 


399 




GI 


none 








Score 


367' 




Exons 


114. .398, 117.-. 161, 117 


. . 179, 


172. .399, 179. .397 




Seq. No. 


30612 








Seq. ID 


OJ990429 07.9927.C27 


Gene No. 


63273 








Strand 






Start 


12906 








End 


13353 




Name 


OJ990429 07. 


. 9927. 


C27.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1167 








End 


4099 




GI 


none 








Score 


65 




Exons 


1167. .1232, 


1168. 


.1242, 


1593. 


.1676, 1594. .1677, 1595. 


.1681, 




1743. .1862, 


1754. 


.1807, 


1812. 


.1850, 1967. .2101, 1967. 


.2101, 




1968. .2102, 


1999. 


.2112, 


2813. 


.2896, 2E 


J14..2909, 2814. 


.2897, 




2815. .2931, 


2982. 


.3032, 


2983. 


.3033, 2989.. 3033, 3260. 


.3412, 




3306. .3413, 


3339. 


.3419, 


3340. 


.3414, 3504.. 3617, 3508. 


.3618, 




3511. .3618, 


3965. 


.4099, 


3966. 


.4097 







Seq. No. 30612 

Gene No. 63273 

Start 12906 

Name OJ990429_07 . 9927 . C27 . 06 . tm 

Start 5776 

GI none 

Exons 5776.. 5898, 5777.. 5899 



Seq. ID OJ990429_07.9927.C27 
Strand 

End 13353 

Method . TBLASTX: Maize 

End 5899 

Score 183 



Seq. No. 30612 

Gene No. 63273 

Start 12906 

Name OJ9904 29_07 . 9927 . C27 . ol . ts 

Start 5777. 

GI none 

Exons 5777.. 5899, 6320.. 6589, 6322. 



Seq. ID OJ990429_07.9927.C27 
Strand 

End 13353 

Method TBLASTX : Soybean 

End 6589 

Score 108 
.6528 



Seq. No. 30612 

Gene No. 63273 

Start 12906 

Name' OJ990429_07 . 9927 . C27 . o5 . tm 

Start > 6320 

GI none 

Exons 6320.. 6541, 6397.. 6528 



Seq. ID OJ990429_07.9927.C27 
Strand 

End 13353 
Method TBLASTX : Maize 
End ...6541. . 
Score 221 



Seq. No. 30612 

Gene No. 63273 

Start 12906 

Name OJ990429_07 . 9927 . C27 . o3 . tm 

Start 11064 

GI none 
Exons 



Seq. ID OJ990429_07. 9927.C27 
Strand 
End 

Method 
End 
Score 



13353 

TBLASTX: Maize 

11305 

187 



110 64. .11303, 11064. .11303, 11065. .11304, 11066. .11305 



Seq. No. 30612 Seq. ID OJ9904^9_07 . 9927 . C27 

Gene No. 63273 Strand 

Start 12906 End 13353 



30507 




Name 


OJ990429 07.9927.C27 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11818 




End 


12097 




GI 


none 




Score 


257 




Exons 


11818 . .12003, 11819. 


12004, 


11850. .12023, 11854. .12024, 






11921. .12004, 12009. . 


12095, 


12009. .12095, 12010. .12096, 






12011. .12097 










Seq. No. 


30612 




Seq. ID 


OJ990429_07.9927 


.C27 


Gene No. 


63273 




Strand 






Start 


12906 




End 


13353 




Name 


OJ990429 07.9927.C27. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


11846 




End' 


12192 




GI 


none 




Score 


385 




Exons 


11846. .12136, 11852. . 


12157, 


118 60. . 12192, 11921. .12073 




Seq. No. 


30612 




Seq. ID 


OJ990429_07. 9927 


.C27 


Gene No. 


63273 




Strand 






Start 


12906 




End 


13353 




Name 


OJ990429 07.9927.C27. 


o3 . as 


Method 


GENSCAN 




Start 


12906 




End 


13353 




GI 


none 




Score 


.84 




Exons 


12906. . 13095, 13274 . . 


13353 








Seq. No. 


30613 




Seq. ID 


OJ990429_07. 9927 


. C2B 


Gene No. 


63274 




• Strand 


+ 




Start 


1 




End 


742 




Name 


OJ990429 07.9927.C28. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


742 




GI 


175 1.R1084 




Score 


1341 




Exons 


1. .742 










GI Descrip. 


'1514953/dbj IBAA1117C 


1 0.0e+00 (D76415) 


cysteine proteinase 




[Oryza sativa] ' 










Seq. No. 


30613 




Seq. ID 


OJ990429_07. 9927 


.C28 


Gene No. 


63274 




Strand 


+ 




Start 


1 




End 


742 




Name 


OJ990429 07.9927.C28. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


417 




GI 


5761329 




Score 


702 




Exons 


1..417 










GI Descrip. 


(AB004819) cysteine endopeptidase [Oryza sativa] 




Seq.. No. 


30613 




■ Seq. ID 


OJ9904 2 9_07-. 99'27 


.C28 


Gene No. 


63275 




Strand 


+ 




Start 


2563 




End 


3028 




Name 


OJ990429 07.9927.C28. 


o2 . gs 


Method 


GENSCAN 




Start ■ 


2563 




End 


3028 




GI 


none 




Score 


.83 




Exons 


2563.-2638, 2904. .302 


8 








Seq. No. 


30613 




Seq. ID 


OJ990429__07. 9927 


.C28 


Gene No. 


63276 




Strand 






Start 


4424 




End 


4623 




Name 


OJ990429_07.9927.C28. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


393 




GI 


none 




Score 


250 





Exons 5. .178, 6 . . 1 91 , 1 98 . . 320 , 199. .321, 316. .393, 318. .392 



30508 



Seq. No. 30613 Seq. ID 

Gene No. 6327 6 Strand 

Start 4424 End 

Name OJ990429_07 . 9927 . C28 . ol . tc Method 

Start 23 End 

GI none Score 

Exons 23. .178, 24. .191, 228. .386, -229. .390 



OJ990429_07.9927.C28 
4623 

TBLASTX: Cress 

390 

219 



Seq. No. 


30613 










Seq. ID 


OJ990429_07. 9927 


.C28 


Gene No . 


63276 










Strand 






Start 


4424 










End 


4623 




Name 


OJ990429 


07 . 


9927 . 


C28 . ol 


. ts 


Met hod 


TBLASTX • Sovbean 




Start 


23 










End 


384 




GI 


none 










Score 


217 




Exons 


23. . 178, 


27 . 


191. 


198 . . 


368, 


199. . 384 






Seq. No. 


30613 










Seq. ID 


OJ990429_07. 9927 


.C28 


Gene No. 


63276 










Strand 






Start 


4424 










End 


4623 




Name 


OJ990429 


_07. 


9927. 


C28.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


78 










End 


357 




GI 


none 










Score 


103 




Exons 


78. .191, 


98. 


. 172, 


228. . 


284, 


229. .357 






Seq. No. 


30613 










Seq. ID 


OJ990429_07.9927 


.C28 


Gene No. 


63276 










Strand 






Start 


4424 










End 


4623 




Name 


OJ990429 


_07. 


9927. 


C28.o3 


.gs 


Method 


GENSCAN 




Start 


4424 










End 


4623 




GI 


none 










Score 


.46 




Exons 


4424. .4623 















Seq. No. 30614 

Gene No. 63277 

Start 127 

Name OJ990429_07 . 9927 . C29 .ol . gs 

Start 127 

GI none 

Exons 127.. 576 



Seq. ID OJ990429_07.9927.C29 

Strand + 

End 576 

Method GENSCAN 

End 57 6 

Score .44 



Seq. No. . 30614 . Seq. ID 

Gene No. 63278 • . ' . - ■ Strand 

Start 4802 End 

Name OJ990429_07 . 9927 . C29 . ol . gp Method 

Start 4802 End 

GI LIB3431-030-P1-N1-G8 Score 

Exons 4802 . .4859 

GI Descrip. 1 5 670155/gb | AF1 612 69 . 1 | AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence' 



OJ990429_07.9927.C29 

4859 
AAT/GAP 
4859 
86 



Seq. No. 30614 Seq. ID OJ990429_07 . 9927 . C29 

Gene No. 6327 9 Strand 

Start 1828 End 3560 

Name OJ39042 9_07 . 9927 . C29 . o2 . gs Method GENSCAN 

Start 1828 End 3560 

GI none Score .4 



30509 




Exons 


1828. .2034, 2164. .2355, 3097. 


.3198, 3474. .3560 


Seq. No. 


30615 




Seq. ID 


OJ9904 29_07. 9927.C30 


Gene No. 


63280 




Strand 


+ 


Start 


97 




End 


230 


Name 


OJ9904 29_07 . 9927 .C30.ol . gs 




Method 


GENSCAN 


Start 


97 




End 


230 


GI 


none 




Score 


. 91 


Exons 


97 . . 230 








Seq. No. 


30616 




Seq. ID 


OJ990419_07.9923.C1 


Gene No. 


63281 




Strand 


+ 


Start 


345 




End 


3971 


Name 


OJ990419_07 . 9923 .CI .ol . gs 




Method 


GENSCAN 


Start 


345 




End 


3971 


GI 


none 




Score 


.5 


Exons 


345. .414, 3940. . 3971 








Seq. No. 


30616 




Seq. ID 


OJ990419_07.9923.C1 


Gene No. 


63282 




Strand 


+ 


Start 


4548 




End 


5062 


Name 


OJ990419. 07.9923.Cl.ol.gp 




Method 


AAT/GAP 


Start 


4548 




End 


5062 


GI 


1495 1.R1084 




Score 


777 


Exons 


4548 . . 4829, 4928 . . 5062 








GI Descirip. 


'50517 67/emb|CAB4 5060.1 | 2. 


Oe 


-36 (AL078637) Mlo-like protein 




[Arabidopsis thaliana] ' 








Seq. No. 


30616 




Seq. ID 


OJ990419_07.9923.C1 


Gene No. 


63283 




Strand 


+ 


Start 


6936 




End 


19375 


Name 


OJ990419 07.9923.Cl.o2.np 




Method 


AAT/NAP 


Start 


6936 




End 


11573 


GI 


6069646 




Score 


348 


Exons 


6936. .6971, 10785. .11573 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053 




[Oryza sativa] gi | 6907 1 12 | dbj 


IBAA90639. 


1| (AP001129) Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequenc* 




putative non-LTR retroelement 


reverse transcriptase. (AC0062 




[Oryza sativa] 








Seq. No. 


30616 




Seq. ID 


OJ990419 07. 9923. CI 


Gene. No . 


63283 




Strand 


+ 


Start 


6936 




End 


19375 


Name 


OJ990419 07. 9923.Cl.o3.gs 




Method 


GENSCAN 


Start 


10759 




End 


19375 


GI 


none 




Score 


.57 


Exons 


10759. .10865, 11092 1 1280 , 


12781. .12883, 13018. .13091, 




13136. .13486, 1367 9 13840 , 


14003. .156.4 


4, 15698. .16156, 




16244. .18433, 18533. .19375 








Seq. No. 


30616 




Seq. ID 


OJ990419 07. 9923. CI 


Gene No. 


63283 




Strand 


+ 


Start 


6936 




End 


19375 


Name 


OJ990419 07.3923.Cl.u3.np 




Method 


AAT/NAP 


Start 


16253 




End 


19372 


GI 


5902445 




Score 


3115 



30510 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16253. .18088, 18128. .19372 

(AB030283) GAG-POL precursor [Oryza sativa] 



30616 Seq. ID 

63284 Strand 
4703 End 
OJ990419JD7. 9923.Cl.o2.gs Method 
4703 End 
none Score .86 

4703. .5164, 5460. .5520, 6799. .6887, 6975. .7049, 7894. .7995, 

8075. .8191, 8420. .8580, 8848. .8966, 9818. .9879 



OJ990419_07.9923.C1 

9879 
GENS CAN 
987 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30616 Seq. ID OJ9904 19_07 . 9923 . CI 

63284 Strand 

4703 End 9879 

OJ990419_07. 9923.Cl.ol.np Method AAT/NAP 

4799 End 9755 

6166555 Score 808 

4799. .4960, 5054. .5164, 5460. .5520, 5713. .5780, 5930. .6139, 
6242. .6282, 6663. .6712, 6799. .6887, 6975. .7119, 7909. .7995, 
8075. .8209, 8338. .8580, 8848. .8905, 9633. .9755 
MLO PROTEIN HOMOLOG 1 (ATMLO-H1) gi | 2765817 | emb | CAB08605 | 
(Z95352) AtMlo-hl [Arabidopsis thaliana] 
gi | 38 9204 9 | gb | AAC78258 . 1 IAAC78258 (AC0JD2330) AtMlo-hl 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419 07. 9923. CI 



30616 
63284 
4703 

OJ990419_07 . 9923. CI . o2 . gp 
6791 
4715340 

6791. . 6887, 6975. .7049, 
8848. .8905, 9633. .9726 

5051767/emb|CAB45060.1| 2.0e-36 (AL078637) Mlo-like protein 
[Arabidopsis thaliana] 



9879 
AAT/GAP 
9726 
1179 



7894. .7995, 8075. .8191, 8420. .8580, 



30616 
63285 
20011 

OJ990419_07. 9923.Cl.o2.ts 
5457 
none 
5457. 
6661. 
8069. 



OJ990419_07.9923.C1 
24893 

TBLASTX : Soybean 

9731 

105 



,5519, 5697. .5792, 5921. 
,6714, 6662. .6715, 6756. 
,8188, 8076. .8186, 8426. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6139, 5927. .6040, 6239. .6283, 
,6896, 6784. .6870, 6966. .7049, 
,8581, 9633. .9731, 9649. .9720 



30616 
63285 
20011 

OJ990419_07. 9923.Cl.o5.tm 

5936 

none 

5936.. 6037, 5936.. 6145, 6239. 
6756..6896, 6799. .6870, 8060. 
8477. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,6283, 6661 
.8191, 8079 



OJ990419 07. 9923. CI 



24893 

TBLASTX : Maize 
9731 
129 

6714, 6662. 
8i95, 8461. 



,8581, 8477. .8602, 8611. .8673, 9633. .9731, 9634 



. 6715, 
.8583, 
. 9720 



30511 



Seq. No. 30616 

Gene No. 63285 

Start 20011 

Name OJ990419_07 . 9923 . CI . o4 . tm 

Start 11043 

GI none 

Exons 11043. . 11105, 11129. 11371, 11414.. 11473 



Seq. ID OJ990419_07.9923.C1 
Strand 

End 24893 

Method TBLASTX : Mai ze 

End 11473 

Score 53 



Seq. No. 30616 

Gene No. 63285 

Start 20011 

Name OJ9904 19_07 . 9923 . CI . o7 . tw 

Start 14538 

GI none 

Exons 14538. .14582, 14583 .. 14 696, 14594 .. 14 644 , 14 655 .. 14 930, 
14702. . 14929 



Seq. ID OJ990419_07.9923.C1 
Strand 

End 24893 

Method TBLASTX : Wheat 

End 14930 

Score 58 



Seq. No. 30616 

Gene No. 63285 

Start 20011 

Name OJ9904 19_07 . 9923 . CI . o4 . tw 

Start 15561 

GI none 

Exons 15561. .15743, 15569 15670, 15773 .. 1 6006, 15775 15888, 
15931.. 15996 



Seq. ID OJ990419_07. 9923. CI 
Strand 

End 24893 

Method TBLASTX : Wheat 

End 16006 

Score 141 



Seq. No. 30616 
Gene No. . 63285 

Start 20011 

Name OJ990419_07 . 9923 . CI . ol . tw 

Start 16198 

GI none 

Exons 16198. .16653, 16199.. 16654 



Seq. ID OJ990419_07. 9923. CI 
Strand 

End 24893 

Method TBLASTX : Wheat 

End 16654 

Score 550 



Seq. No. 30616 

Gene No. 63285 

Start 20011 

Name - OJ9904 19_07 . 9923 . CI . o3 . ts 

Start 16238 

GI none 

Exons 16238. .16462, 16469.. 16603 



Seq. ID OJ990419_07.9923.C1 
Strand 

End 24893 

Method TBLASTX : Soybean 

End 16603 

Score 112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30616 
63285 
20011 

OJ990419_07.9923.Cl.ol.tm 
16328 
none 

16328. .16684, 16382 .. 16630, 16390.. 16656 



Seq. ID OJ990419_07.9923.C1 
Strand 

24893 

TBLASTX: Maize 
16684 
419 



End 

Method 

End 

Score 



30616 
63285 
20011 

OJ990419 07.9923.Cl.o2.tm 



none 

16711. .17094, 16715. 



Seq. ID OJ990419_07.9923.C1 
Strand 

End 24893 

Method TBLASTX : Mai ze 

End 17095 

Score 338 



17095 



30512 



Seq. No. 30616 Seq. ID 

Gene No. 63285 Strand 

Start 20011 End 

Name OJ9904 19_07 . 9923 . CI . o2 . tw Method 

Start 16769 . End 

GI none Score 

Exons 16769. .17191, 16774.. 17193 

Seq. No. 30616 Seq. ID 

Gene No. 63285 Strand 

Start 20011 End 

Name OJ9904 19_07 . 9923 . CI . ol . ts Method 

Start 16817 End 

GI none Score 

Exons 16817. .17248, 16849.. 17187 

Seq. No. 30616 Seq. ID 

Gene No. 63285 Strand 

Start 20011 End 

Name OJ9904 19_07 . 9923 . CI . 06 . tw Method 

Start 17339 End 

GI none Score 

Exons 17339. .17563, 17404, 
17666. .17746 



OJ990419__07. 9923. CI 
24893 

TBLASTX: Wheat 

17193 

465 



OJ990419_07.9923.C1 
24893 

TBLASTX: Soybean 

17248 

316 



OJ990419_07. 9923. CI 
24893 

o6.tw Method TBLASTX : Wheat 

17746 
212 

.17565, 17431. .17565, 17573 .. 1774 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq: No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

CJ ~ x. 

> t_ a. j_ l. 

GI 

Exons 



30616 
63285 
20011 

OJ9904 19_07 . 9923 . CI . 08 . tw 

17785 

none 

17785. .17925, 1778 6. .18106 

30616 
63285 
20011 

OJ990419_07. 9923. CI. o3. tin 

18248 

none 

18248. .18553, 18265.. 18552 

30616 
63285 
20011 

OJ9904 19_07 . 9923 . CI . o5 . tw 

18248 

none 

1824S. .18631, 18256. .18630 



30616 
63285 
20011 

OJ990419 07. 9923. CI, 



o3 . tw 



none 

18755. .19207, 18769. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990419_07.9923.C1 
24893 

TBLASTX: Wheat 

18106 

192 



OJ990419_07.9923.C1 
24893 

TBLASTX: Maize 

18553 

337 



OJ990419_07.9923.C1 
24893 

TBLASTX: Wheat 

18631 

344 



OJ990419JD7 . 9923. CI 
24893 

TBLASTX: Wheat 

19363 

359 



,18855, 18904. .19011, 19232 19363, 



30513 



19237. .19362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30616 
63285 
20011 

OJ990419_07. 9923.Cl.o4 .gs 
20011 
none 
20011, 
21838. 
23478. 



,20510, 20915. 
,22023, 22091. 
,23620, 23696. 



.21449, 
.22215, 
.23804, 



30616 
63285 
20011 

OJ990419_07. 9923.Cl.o4 .np 

20877 
6721561 

20877. .21639, 21709. 
(AP001073) EST 
predicted gene 
gil 6815086 | dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_07.9923.C1 

24893 
GENSCAN 
24893 
...42 



21504. .21639, 21709 21767 , 
22382. .22513, 22917 .. 2304 5 , 
23901. .23960, 24839.. 24893 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_07.9923.C1 

24893 
AAT/NAP 
22679 
1012 



21767, 21838. .22028, 22616.. 22679 
AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


30616 


Seq. ID 


OJ990419_07. 9923. CI 


Gene No. 


63285 


Strand- 




Start 


20011 


End '• 


24893 


Name 


OJ990419 07. 9923.Cl.o5.np 


Method 


AAT/NAP 


Start 


20996 


End 


23016 


GI 


6721558 


Score 


272 


Exons 


20996. .21112, 21546. .21635, 


22091. .22215, 22917. .23016 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi| 6815083|dbj | BAA90369 . 1 | (AP001081) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


30616 


Seq. ID 


OJ990419_07.9923.C1 


Gene No. 


63285 


' Strand 




Start 


20011 


End 


24893 


Name 


OJ990419 07.9923.Cl.o6.np 


Method 


AAT/NAP 


Start 


22229 


End 


23960 


GI 


6721512 


Score 


84 


Exons 


22229. .22249, 23844.. 23960 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


30617 


Seq. ID 


OJ990419_07.9923.C2 


Gene No. 


63286 


Strand 


+ 


Start 


86 


End 


10028 


Name ... 


OJ990419 07.9923.C2.ol.np 


Method 


AAT/NAP 


Start 


86 


End 


2542 


GI 


4587598 


Score 


974 


Exons 


86. .157, 410. .496, 589. .740, 


1050. .1130, 1221. .1254, 1502. 




1643. .1719, 1851. .1911, 2067 


..2149, 2233. .2304, 2384. .2542 


GI Descrip. 


(AC006951) 3-oxoacyl carrier 


protein synthase [Arabidopsis 




thaliana] 






Seq. No. 


30617 


Seq. ID 


OJ990419_07.9923.C2 



1568, 



30514 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



63286 Strand 

8 6 End 

OJ9904 19_07 . 9923 . C2 . ol . gs Method 

401 End 

none Score 



+ 

10028 
GENSCAN 
9807 
.62 



401. .496, 589. .740, 1.050. .1254, 1851. . 1911, 2067. .2149, 
2384. .2520, 3687. .3741, 6321. .6533, 6593. .6722, 7303. .7361, 
7450. .7574, 7667. .7741, 8087. .8162, 8362.. 8461, 8828. .8898, 
8999. .9061, 9502. .9627, 9745. .9807 



Seq. No. 30617 

Gene No. 63286 

Start 86 

Name OJ9904 19_07 . 9923 . C2 . ol . gp 

Start 6422 

GI 22743_1.R1084 

Exons 6422.. 6722, 6916 
8087.. 8162, 8362 

GI Descrip. '3157928 6.0e-69 



Seq. ID OJ990419_07. 9923.C2 

Strand + 

End 10028 

Method AAT/GAP 

End 8404 

Score 1332 

.7361, 7450. .7574, 7667. .7741, 



.6994, 7303. 
.8404 

(AC002131) Similar to f umarylacetoacetate 
hydrolase, gb_L41670 from Emericella nidulans . [Arabidopsis 
thaliana] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30617 
63286 . 
86 

OJ990419_07. 9923.C2.o2.np 

6507 

3157928 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6507. .6722, 6916. .6997, 7112. .7147, 7294. .7361, 7450. .7574, 
7667. .7741, 8087. .8162, 8362. .8461, 8536. .8595, 8828. .8898, 
8999. .9061, 9337. .9411, 9502. .9627, 9745. .9804 

(AC002131) Similar to f umarylacetoacetate hydrolase, gb|L41670 
from Emericella nidulans. [Arabidopsis thaliana] 



OJ990419_07. 9923.C2 
+ 

10028 
AAT/NAP 
9804 
1195 



Seq. ID 

Strand 

End 

Method 

End 

Score 



30617 
63286 
86 

OJ9904 19_07 . 9923 . C2 . o2 . gp 
9172 

35223_1.R1084 

9172. .9228, 9315. .9411, 9502. 
' 4 557587/ref |NP_000128 .1 IpFAH 

>gi_119778_sp_P16930_FAAA_HUMAN FUMARYLACETOACETASE 
( FUMARYLACETOACETATE HYDROLASE) (BETA-DIKETONASE ) (FAA) 

>gi_106043_pir A37926 f umarylacetoacetase (EC 3.7.1.2) 

>gi_182393 (M55150) f umarylacetoacetate hydrolase [Homo 
sapiens] 1 



OJ990419_07. 9923.C2 
+ 

10028 
AAT/GAP 
10028 
1045 

9627, 9745.. 10028 
1.0e-38 f umarylacetoacetase 



human 



30617 Seq. ID 

63287 Strand 
10971 End 
OJ9904 19_07 . 9923 . C2 . o4 . tm Method 
1615 End 
none Score 

1615. .1731, 1636. .1715, I"/yy . . 1912, 1821 

2063. .2149, 2065. .2148, 2066. .2149, 2067 



OJ990419 07. 9923. C2 



13451 

TBLASTX: Maize 
2470 
130 

1913, 1850. 
2150, 2068. 



.1915, 
.2151, 



2230. .2304, 2230. .2304, 2383. .2469, 2384. .2470 



30515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30617 
63287 
10971 

OJ990419_07. 
6459 
none 
6459. 
6915. 
7459. 
7668. 
8361. 
8534 . 
8995. 
9315. 
9514. 



.6584, 
.6992, 
.7575, 
.7763, 
.8459, 
.8623, 
.9063, 
.9413, 
.9627, 



9923.C2.o2. tm 



6488. 
7292. 
7460. 
8084. 
8362. 
8823. 
8996. 
9316. 
9735. 



6613, 
7360, 
7591, 
8161, 
8466, 
8900, 
9064, 
9411, 
9815, 



6584. 
7293. 
7665. 
8085. 
8367. 
8827. 
9151. 
9316. 
9742. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.6724, 
.7361, 
.7739, 
.8174, 
.8465, 
.8910, 
.9231, 
.9420, 
,9813 



D OJ990419_07.9923.C2 
13451 

TBLASTX: Maize 
9815 
129 
6624.. 6722 



7449. 
7667. 
8091. 
8514. 



.7574, 
.7741, 
.8165, 
.8597, 



8830. .8898, 
9161. .9229, 
9501. .9626, 



6913. .6993, 
7450. .7575, 
7667. .7741, 
8360. .8464, 
8532. .8627, 
8990. .9058, 
9309. .9410, 
9502. .9627, 



Seq. No. 30617 
Gene No. 63287 
Start 10971 

Name OJ9904 19_07 . 9923 . C2 . o2 . ts 

Start 6501 
GI none 

Exons 6501.. 6584, 6521.. 6613, 6620. 

6912.. 6992, 7293.. 7370, 7449. 
7668.. 7763, 7676.. 7741, 8084. 
8362. .8466, 8367. .8459, 8368. 
8534. .8584, 8823. .8900, 8827, 
9143. .9229, 9315. .9413, 9316. 

Seq. No. 30617 

Gene No. 63287 

Start 10971 

Name OJ990419_07 . 9923 . C2 . o2 . tw 

Start 7341 

GI none 

Exons 7341. 

7665. 



.7361, 
.7739, 
8361. .8435, 



7449. .7574, 
7667. .7741, 
8362. .8436, 



7450, 
7668. 
8365. 



Seq. ID OJ990419_07.9923.C2 
Strand 

End 13451 

Method TBLASTX : Soybean 

End 9615 

Score 102 

.6697, 6624. .6707, 6910. .6993, 
.7577, 7450.. 7575, 7.459.. 7593, 
.8167, 8085. .8174, 8358. .8459, 
.8469, 8369. .8470, 8532. .8594, 
.8898, 8995. .9060, 8996. .9061, 
.9411, 9501. .9614, 9502. .9615 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7575, 
.7763, 
.8436 



OJ990419_07.9923.C2 
13451 

TBLASTX: Wheat 
8436 
34 

7453. .7575, 7458. .7577, 
8085. .8174, 8085... 8165, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No = 
Start 
Name 



30617 Seq. ID OJ990419_07 . 9923 . C2 

63287 Strand 

10971 End " . 13451 

OJ990419_07.9923.C2.o3.gp Method AAT/GAP 

10971 End 11682 

30310_1.R1084 Score 1354 

10971. .11682 

'548493/spl P35339I PGLT_MAIZE 9.0e-35 EXO POLYGALACTURONASE 
PRECURSOR (EXOPG) (PECTINASE) (GALACTURAN 
1, 4 - AL PH A-GALACT URON I DAS E ) >gi_62 98 54_pir_S300 67 
polygalacturonase - maize >gi_288 612_emb_CAA47 052_ (X66422) 
polygalacturonase [Zea mays] ' 



30617 
63287 
10971 

OJ990419_07.9923.C2.o2.gs 



Seq. ID 

Strand 

End 

Method 



OJ990419_07. 9923.C2 

13451 
GENSCAN 



30516- 



Start 
GI 

Exons 



11304 
none 
11304 . 



,11742, 12242, 



End 13389 
Score . 98 
.12549, 13096. .13389 



Seq. No. 30617 

Gene No. 63287 

Start 10971 

Name OJ9904 19_07 .9923 . C2 . ol . tm 

Start 11307 

GI none 

Exons 11307. .11444, 11307 11759, 
12242. . 12454 



Seq. ID 

Strand 

.End 

Method 

End 

Score 



OJ990419_07.9923.C2 
13451 

TBLASTX: Maize 

12454 

107 



11311. .11760, 12238. .12453, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30617 
63287 
10971 
OJ990419 
11307 
none 
11307 
11554 
13132 



07.9923.C2.ol.ts 



11534, 
11760, 
13233 



11310. 
12110. 



,11429, 
,12148, 



Seq. ID OJ990419_07.9923.C2 
Strand 

End 13451 

Method TBLASTX : Soybean 

End 13233 

Score 71 
11311. .1152 6, 11541. .11759, 
12238. .12549, 12242. .12550, 



Seq. No. 30617 

Gene No. 63287 

Start 10971 

Name OJ990419_07 . 9923 . C2 . o3 . np 

Start 11307 

GI 548493 

Exons 11307. .11742, 12242. 
GI Descrip. EXO POLYGALACTURONASE 



OJ990419 07. 9923. C2 



Seq. ID 
Strand 

End 13451 

Method AAT/NAP 

End 13451 

Score 1112 
12549, 13096. .13451 

PRECURSOR (EXOPG) (PECTINASE) 



1, 4-ALPHA-GALACTURONIDASE) gi | 629854 | pir | | S30067 
polygalacturonase - maize gi | 288612 | emb | CAA47052 | 
polygalacturonase [Zea mays] 



{GALACTURAN 



(X66422) 



Seq. No. 30617 

Gene No. 63287 

Start 10971 

Name OJ990419_07 . 9923 . C2 . ol . tc 

Start 11310 

GI none 

Exons 11310. .11759, 11425 11613, 
13099. .13230, 13282 13416 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419 07. 9923. C2 



13451 
TBLASTX: 
13416 
117 



Cress 



12232. .1254 9, 12233. .124 90, 



Seq. No. 30617 Seq. ID 

Gene No. 63287 Strand 

Start 10971 End 

Name OJ9904 19_07 . 9923 . C2 . ol . tw Method 

Start 12382 End 

GI none Score 

Exons 12382. .12549, 12383 .. 12550, 13096 .. 13368 , 13097 13222 , 
13298. .13366 



OJ990419_07. 9923.C2 
13451 

TBLASTX: Wheat 
13368 
141 



Seq. No. 30617 

Rene No, 63287 

Start 10971 

Name OJ990419 07 . 9923 . C2 . o3 . tm 



Seq. ID OJ990419_07.9923.C2 



End 

Method 



13451 

TBLASTX : Maize 



30517 




Start 


12455 


End 


13450 


GI 


none 


Score 


87 


Exons 


12455.. 12550, 12455.. 12547, 


12457. .1254 9, 13096. .134 4 9, 




13100 13222, 13298 13450 






Seq. No. 


30617 


Seq. ID 


OJ990419_07.9923.C2 


Gene No . 


63287 


Strand 




Start 


10971 


End 


13451 


Name 


OJ990419 07.9923.C2.o4.gp 


Method 


AAT/GAP 


Start 


13214 


End 


13451 


GI 


uC-osf lM202035c05bl 


Score 


476 


Exons 


13214 . . 13451 






GI Descrin 


1 4826572/emb 1 CAB42886 11 3 


0e-12 (AJ238848) polygalacturon 




TPhlpuin Drafpn^pl f 






Seq. No. 


30618 


Seq. ID 


OJ990419_07. 9923.C3 


Gene No. 


63288 


Strand 


+ 


Start 


10426 


End 


12265 


Name 


OJ990419 07.9923.C3.o2.np 


Method 


AAT/NAP 


Start 


10426 


End 


12265 


GI 


6006367 


Score 


68 


Exons 


10426. . 10465, 11940 .. 12099, 


12230. . 12265 


GT Dpspti n 


(AP000559) hypothetical protein [Oryza 


sativa] 


Qpn No 


30618 


Seq. ID 


OJ990419_07. 9923.C3 


fipnp Mn 


63289 


Strand 




Start 


1 


End 


11832 


Name 


OJ990419 07.9923.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6092 


GI 


6633848 


Score 


2531 


J_» \y 1 1 t_? 


1..169, 933. .1327, 1423. .1908, 2016. .2154, 2227. .2501, 




3007. .3174, 3257. .3728, 3904. .4649, 5493. .5747, 6059. . 6092 


GI Descrip. 


(AC008047) F2K11.18 [Arabidopsis thaliana] 


Sea No 


30618 


Seq. ID 


OJ990419_07.9923.C3 


Gene No . 


63289 


Strand 




Start 


1 


End 


11832 


Name 


OJ990419 07.9923.C3.ol.gs 


Method 


GENSCAN 


Start 


426 


End 


11832 


GI 


none 


Score 


. 6 


Exons 


426. .491, 908. .1327, 1423. . 


1908, 2016. 


.2138, 2247. .2501, 




3007. .3174, 3257. .3728, 3904. .4649, 5493. .5755, 8018. .8176 




9328. .-9574, 11488 11832 






Seq. No. 


30618 


Seq. ID 


OJ990419_07.9923.C3 


Gene No . 


63289 


Strand 




Start 


1 


End 


11832 


Name 


OJ990419 07.9923.C3.ol.gp 


Method 


AAT/GAP 


Start 


649 


End 


1253 


GI 


16664 1.R1084 


Score 


1159 




649. . 1253 






GI Descrip. 


'2660670 6.0e-29 (AC002342) 


putative Cu2+-transporting ATPc 




[Arabidopsis thaliana] ' 






Seq. Mo. 


30618 


Seq. iu 


Od9904iy_07 . 9923. C3 


Gene No. 


63289 


Strand 




Start 


1 


End 


11832 



30518 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990419J)7. 9923.C3.ol .ts 
938 
none 

938. .1330, 957. .1334, 1402, 

30618 
63289 
1 

OJ990419_07. 9923.C3.o3.tm 
951 
none 

951. .1043, 956. .1261, 957. .1262, 1089. .1262 



Method TBLASTX : Soybean 

End 1818 

Score 365 
1818, 1424. .1702 

Seq. ID OJ990419_07.9923.C3 
Strand 

End 11832 

Method TBLASTX: Maize 

End 1262 

Score 289 



30618 
63289 
1 

OJ990419_07. 9923.C3.ol.tc 

956 

none 



Seq. ID OJ990419_07.9923.C3 
Strand 

End " 11832 

Method TBLASTX : Cress 

End 1494. 

Score 132 



956. .1153, 957. .1151, 1139. .1330, 1143. .1337, 1423. .1494, 
1424. .1492 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 

C -I . ~-.4- 

kj (_ a. j_ u 

GI 

Exons 



30618 
63289 
1 

OJ990419_07. 9923.C3.o5.tm 
1283 
.none 

1283.. 1330, 1402.. 1662, 1424, 

30618 
63289 
1 

OJ990419_07. 9923.C3.o2.tm 

1665 

none 



Seq. ID OJ990419_07.9923.C3 
Strand 

11832 

TBLASTX: Maize 
1662 
116 



End 

Method 
End 
Score 
. 1660 



Seq. ID OJ990419_07.9923.C3 
Strand 

End 11832 

Method TBLASTX : Mai ze 

End 1908 

Score 45 



1665. .1694, 1665. .1898, 1666. .1899, 1666. .1908, 1793. .1903 



30618 
63289 
1 

OJ990419__07.9923.C3.o2.gp 
1815 

uC-osrocyp007el0bl 
1815. .1908, 2016. .2138, 2247. .2501, 3007. .3088 
' 4760370/gb|AAD29109. 1 |AF082565_1 2.0e-53 (AF082565) ATP 
dependent copper transporter [Arabidopsis thaliana] 
>gi_47 60380_gb_AAD2 9115. 1_ (AF091112) ATP dependent copper 
transporter [Arabidopsis thaliana] 1 



Seq. ID OJ990419_07.9923.C3 
Strand 

End 11832 

Method AAT/GAP 

End 3088 

Score 1032 



30618 
63289 
1 

OJ990419 07.9923.C3.o2.ts 



Seq. ID OJ990419_07.9923.C3 
Strand 

End 11832 

_ Method TBLASTX : Soybean 

iu i ^ HjIiu ju / z 

none Score 56 

1849. .1911, 2013. .2141, 2056. .2139, 2229. .2477, 2244. .2501, 



30519 



2245. .2502, 2986. .3072 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30618 
63289 
1 

OJ990419_07. 9923.C3.o4 . tm 

2016 

none 



Seq. ID OJ990419_07. 9923.C3 
Strand 

End 11832 

Method TBLASTX: Maize 

End 2505 

Score 53 



- 2016.. 2138, 2056.. 2139, 2229.. 2486, 2230.. 2505, 2232.. 2501 



30618 
63289 
1 

OJ990419_07. 9923.C3.o3.tc 

2076 

none 



Seq. ID OJ990419_07. 9923.C3 
Strand 

End 11832 

Method TBLASTX : Cress 

End 4 568 

Score 46 



2076. .2138, 2083. .2139, 2232. .2399, 2257. .2376, 2995. .3177, 
4452. .4568. 



Seq. No. 30618 

Gene No. 63289 

Start 1 

Name OJ9904 19_07 . 9923 . C3 . ol . 

Start 3004 

GI none 

Exons 3004.. 3174, 3004.. 3177, 

Seq. No. 30618 

Gene No. 63289 

Start 1 

Name OJ990419_07 . 9923.C3.o2. 

Start 3269 

GI none 

Exons 3269.. 3538, 3273.. 3329, 



Seq. ID OJ990419_07 . 9923.C3 
Strand 

End 11832 

tm . Method TBLASTX : Maize 

End 3409 

Score 213 
3099. .3197, 3254. .3409, 3254. .34 09 

Seq. ID' OJ990419_07 . 9923.C3 
Strand 

End 11832 

tc Method TBLASTX : Cress 

End 3539 

Score 4 6 
3286. .3501, 3411. .3539 



Seq. No. 30618 

Gene No. 6328 9 

Start 1 

Name OJ990419_07 . 9923 . C3 . o4 . ts 

Start 3278 

GI none 

Exons 3278. .3481, 3278. .3496 



Seq. ID OJ990419_07. 9923.C3 
Strand 

End 11832 

Method TBLASTX : Soybean 

End 3496 

Score 87 



Seq. No. 30618 

Gene No. 63289 

Start 1 

Name OJ9904 19_07 . 9923 . C3 . 06 . tm 

Start 3410 

GI none 

Exons 3410.. 3580, 3411.. 3578 

Seq. No. 30618 

Gene No. 63289 

Start 1 

Name OJ 9904 I3_07 . 9923 . C3 . o3 . ts 

Start 3497 

GI none 



Seq. ID OJ990419_07.9923.C3 
Strand 

End 11832 

Method TBLASTX : Mai ze 

End 3580 

Score 149 . 



Seq. ID OJ990419_07.9923.C3 
Strand 

End 11832 

Method TBLASTX : Soybean 

End 3697 

Score 192 



30520 



Exons 



3497. .3697, 3498. .3695 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30618 
63289 
1 

OJ990419_07. 9923.C3.o3.gp 

4538 

none 

4538.. 4649, 5493. .5755, 6435. 



Seq. ID OJ990419_07. 9923.C3 
Strand 

11832 
AAT/GAP 
6558 
938 



End 

Method 
End 
Scot e 
.6558 



30619 
63290 
1 

OJ990419_07. 9923.C4 .o2.np 
1 

6967093 
1..194, 731. .970 

(AL132953) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990419_07.9923.C4 

Strand + 

End 970 

Method AAT/NAP 

End 970 

Score 128 



30619 
63290 
1 

OJ9904 1 9_07 . 9923 . C4 . o3 . np 
1 

22490 

1.-89, 735. .970 

(X01380) ORF1 [Zea mays] 

30619 
63290 
1 

OJ990419_07. 9923.C4 .ol. tm 
41 

none 



Seq. ID OJ990419_07. 9923.C4 

Strand + 

End 970 

Method AAT/NAP 

End 970 

Score 162 



Seq. ID OJ990419_07. 9923.C4 

Strand + 

End 970 

Method TBLASTX : Mai ze 

End 561 

Score 283 



41. .295, 58. .297, 60. .299, 86. .295, 123. .296, 124. .297, 
273. .323, 383. .490, 385. .501, 386. .502, 491. .556, 496. .561, 
497. .559 



Seq. No. 30619 

Gene No. 63290 

Start 1 

Name OJ9904 1 9_07 . 992 3 . C4 . ol . gs 

Start ■ 388 

GI none 

Exons 388.. 570, 663.. 921 



Seq. ID OJ990419_07.9923.C4 

Strand + 

End 970 

Method GENSCAN 

End 921 

Score .58 



Seq. No. 30619 

Gene No. 63290 

Start 1 

Name OJ990419_07 . 9923 . C4 . o2 . tm 

Start 798 

GI none 
Exons 



Seq. ID OJ990419_07.9923.C4 

Strand + 

End 970 

Method TBLASTX : Mai ze 

End 968 

Score 108 



798. .911, 802. .921, 802. .915, 804. .917, 919. .963, 920. .967, 
921. . 968 



Seq. No. 
Gene No. 



30620 
63291 



Seq. ID OJ990419__07.9923.C5 
Strand 



30521 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



738 

AAT/NAP 
738 
872 



OJ990419_07 . 9923.C5.ol.np 
1 

6630685 
1. .738 

(AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



30620 Seq. ID 

63291 Strand 
1 End 
OJ9904 19_07 . 9923 . C5 . o2 . tin Method 
1 End 
none Score 

1..168, 2. .175, 3. .176 



OJ990419_07.9923.C5 
738 

TBLASTX: Maize 

176 

173 



Seq. No. 30620 Seq. ID 

Gene No. 63291 Strand 

Start 1 End 

Name OJ9904 19_07 . 9923 . C5 . ol . gs , Method 

Start 7 End 

GI none Score 

Exons 7 . . 208 



OJ990419_07.9923.C5 
738 

GENSCAN 

208 

.55 



S.eq. No. 30620 

Gene No. 63291 

Start 1 

Name OJ9904 19_07 . 9923 . C5 . ol . 

Start 217 

GI none 

Exons 217.. 531, 220.. 678, 224 

Seq. No. 30620 

Gene No. 63291 

Start 1 

Name OJ9904 19_07 . 9923 . C5 . ol . 

Start 344 

GI 5509260 

Exons 344.. 643, 344.. 430, 349 



GI Descrip. 



Seq. ID OJ990419_07.9923.C5 

Strand 

End 738 

tm Method TBLASTX : Maize 

End 678 

Score 154 
..643, 565. .675 

Seq. ID OJ990419_07.9923.C5 

Strand 

End 738 

ts Method TBLASTX : Soybean 

End 678 

Score 239 
..678, 352. .675 



Seq. No. 


30620 


Seq. ID 


OJ990419_07.9923.C5 


Gene No. 


63291 


Strand 




Start 


1 


End 


738 


Name 


OJ990419 07.9923.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


352 


End 


678 


GI 


none 


Score 


93 


Exons 


352. .528, 361. .678, 368. .643, 


571. .678 




Seq. No. 


30621 


Seq. ID 


OJ990419_07.9923.C6 


Gene No. 


63292 


Strand 




Start 


1 


End 


542 


Name 


OJ990419 07.9923.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


533 


n t 


a i: m c rvn 


Score 


155 


Exons 


1..31, 284. .355, 435. .533 






GI Descrip. 


(AC006951) 3-oxoacyl carrier 


protein synthase [Arabidopsis 



30522 



thaliana] 



Seq. No. 30621 Seq. ID 

Gene No. 63292 Strand 

Start 1 End 

Name OJ990419J37 . 9923 . C6 . ol . gs Method 

Start 419 . End 

GI none Score 

Exons 419. . 542 



OJ990419_07.9923.C6 
542 

GENS CAN 

542 

.95 



Seq. No. 


30622 


Seq. ID 


OJ990419_07.9923 


.C7 


Gene No. 


63293 


Strand 


+ 




Start 


222 


End 


708 




Name 


OJ990419 07.9923.C7.ol.gs 


Method 


GENSCAN 




Start 


222 


End 


708 




GI 


none 


Score 


.87 




Exons 


222. .307, 342. .708 








OcCj. IN O . 


30623 


Seq. ID 




. Lo 


Gene No. 


63294 


Strand 


+ ~~ 




Start 


50 


End 


142 




Name 


OJ990419 07.9923.C8.ol.gs 


Method 


GENSCAN 




Start 


50 


End 


.142 




GI 


none 


Score 


.59 




Exons 


50. .142 








Seq. No. 


30624 


Seq. ID 


OJ990419_07.9923 


,C9 


bene lno . 


63295 


Strand 






Start 


1 


End 


668 




Name 


OJ990419 07.9923.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


668 




GI 


6721516 


Score 


267 




Exons 


1..473, 650. .668 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30625 


Seq. ID 


OJ990419_07.9923 


.C10 


Gene No. 


63296 


Strand 






Start 


467 


End 


585 




Name 


OJ990419 07.9923.C10.ol.gp 


Method 


AAT/GAP 




Start 


467 


End 


585 




GI 


2312476 


Score 


211 




Exons 


467. .585 








GI Descrip. 


2689720 6.0e-33 (AF037168) 


DnaJ homologue [Arabidopsis 


thaliana] 


Seq. No. 


30626 


Seq. ID 


OJ990419_07.9923 


.C12 


Gene No. 


63297 


Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990419 07. 9923.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


787 




GI 


6633848 


Score 


390 




Exons 


1..56, 268. .542, 615. .787 








GI Descrip. 


(AC008047) F2K11.18 [Arabidopsis thaliana] 





Seq. No. 30626 Seq. ID OJ9904 19_07 . 9923 . C12 

Gene No. 632 37 Strand + 

Start 1 End 787 

Name OJ990419 07 . 9923 . C12 . ol . tm Method TBLASTX : Maize 



30523 



Start 
GI 

Exons 



264 End 725 

none Score 277 

264. .539, 268. .537, 283. .540, 630. .725, 631-.. 720 



Seq. No. 30626 Seq. ID 

Gene No. • 63297 Strand 
Start 1 End 

Name OJ990419_07 . 9923 .C12 . ol . gp Method 

Start 266 End 

GI uC-osrocyp007el0bl . Score 

Exons 266.. 522, 631.. 732 

GI Descrip. ' 4760370/gb | AAD29109 . 1 | AF082565_1 2.0e-53 (AF082565) ATP 
dependent copper transporter [Arabidopsis thaliana] 
>gi_47 60380_gb_AAD29115.1_ (AF091112) ATP dependent copper 
transporter [Arabidopsis thaliana] 1 



OJ990419_07.9923.C12 
+ 

787 

AAT/GAP 
732 
653 



Seq. No. 


30626 


Seq. ID 


OJ990419_07.9923. 


C12 


Gene No. 


63297 


Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990419 07 9923 C12 ol ts 


Mp f- h oH 


TRT.A^TX • Snvhp^n 

X £J XJ.ti.tJ J- Z\ . kJUyUCClll 




Start 


267 ~~ 


End 


728 




GI 


none 


Score 


362 




Pvnn q 

J—J a* 1 1 O 


267 524 268 S2S 292 S40 


VJ O . • I \J f 


fi^n 7?ft 




Sea. No. 


30626 


Seq. ID 


OJ990419 07 9923 


n 2 


Gene No . 


63297 


Strand 


+ " 




Start 


1 


End 


787 




Name 


OJ990419 07. 9923.C12.ol.gs 


Method 


GENS CAN 




Start 


268 


End 


699 




GI 


none 


Score 


.84 




Exons 


268 522. 631 699 








Seq. No. 


30626 


Seq. ID 


OJ990419_07.9923. 


C12 


Gene No 


63297 


Strand 


+ 




Start 


1 


End 


787 




Name 


OJ990419 07.9923.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


370 


End 


693 




GI 


none 


Score 


170 




Exons 


370. .537, 393. .512, 630. .686, 


631. .693 






Seq. No. 


30627 


Seq. ID 


OJ990419JD7.9923. 


C14 


Gene No. 


63298 


Strand 






Start 


1 


End 


1130 




Name 


OJ990419 07.9923.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


942 




GI 


2493240 


Score 


81 




Exons 


1..35, 288. .443, 730. .942 








GI Descrip. 


HYPOTHETICAL 2 9.3 KD PROTEIN 


(ORF92) gi 11911338 (U75930) 


un 


* 


[Orgyia pseudotsugata nuclear 


polyhedrosis virus] 




Seq. No. 


30627 


Seq. ID 


OJ990419_07 . 9923. 


C14 


Gene No. 


63298 


Strand 






Start 


1 


End 


1130 




Name 


OJ990419_07 . 992 3.C14 .ol.gs 


Method 


GEN SCAN 




>~> >- a. j_ i_ 


/- ~i ~> 


End 


1130 




GI 


none 


Score 


.58 




Exons 


673. .902, 948. .1130 









30524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
•pi 

Exons 



30628 
63299 
7165 

OJ990419_07. 9923.C15.o4 .np 

7165 

6721516 



Seq. ID OJ990419_07. 9923.C15 

Strand + 

End 10630 

Method AAT/NAP 

End 10630 

Score 508 



7165.. 7195, 8916.. 9157, 9572.. 9972, 10601. .10630 
(AP001072) hypothetical protein [Oryza sativa] 



30628 
63300 
509 

OJ990419_07.9923.C15.ol.gs 

509 

none 



Seq. ID OJ990419JD7. 9923.C15 
Strand 

End 8626 

Method GENSCAN 

End 8530 

Score .48 



509. .1038, 1075. .1809, 3789. .3962, 4164. .6293, 6883. .8530 



30628 
63300 
509 

OJ990419_07. 9923.C15.ol. tm 

3378 

none 



Seq. ID OJ990419JD7. 9923. C15 
Strand 

End 8626 

Method TBLASTX : Mai ze 

End 4140 

Score 82 



3378. .3434, 3453. .3575, 3462. .3575, 3464. .4138, 3478. .4140 



30628 
63300 
509 

OJ990419_07.9923.C15.o2.ts 

3466 

none 



Seq. ID OJ990419_07. 9923.C15 
Strand 

End 862 6 

Method TBLASTX : Soybean 

End 4131 

Score 64 



3466. .3714, 3539. .3706, 3748. .4119, 3748. .4131, 3755. .4126 



30628 
63300 
509 

OJ990419_07. 9923.C15.ol.np 
3472 
4416302 
3472. .6567 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ990419_07. 9923.C15 
Strand 

End 8 626 

Method AAT/NAP' 

End 6567 

Score 3406 



30628 
63300 
509 

OJ990419_07.9923.C15.ol.tc 

3493 

none 

3493. .3738, 3724. .3858, 3862. 



Seq. ID OJ990419_07.9923.C15 
Strand 

End 8 62 6 

Method TBLASTX : Cress 

End 3951 

Score 65 
.3951 



Seq. No. 
Gene No. 
Start 

Start 
GI 



30628 
63300 
509 

3526 
none 



Seq. ID OJ990419_07.9923.C15 
Strand 

End '8 62 6 
Method TBLASTX : Wheat 
End 3858 
Score 57 



30525 




Exons 


3526. .3714, 


3539 


. .3658, 


3733 


. .3858, 3737. .3838 




Seq. No. 


30628 








Seq. ID 


OJ990419_07. 9923 


-C15 


Gene No. 


63300 








Strand 


— 




Start 


509 








End 


8626 




Name 


OJ990419 07 


. 9923 


.C15.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


3895 








End 


4326 




GI 


none 








Score 


102 




Exons 


3895. .4152, 


4165 


. .4326 










Seq. No. 


30628 








Seq. ID 


OJ990419_07.9923 


.C15 


Gene No. 


63300 








Strand 


— 




Start 


509 








End 


8626 




Name 


OJ990419 07 


. 9923 


.C15.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


4141 ~ 








End 


4333 




GI 


none 








Score 


196 




Exons 


4141. .4332, 


4142 


. .4333 










Seq. No. 


30628 








Seq. ID 


OJ990419_07 . 9923 


-C15 


Gene No. 


63300 








Strand 


— 




Start 


509 








End 


8626 




Name 


OJ99.0419 07 


. 9923 


.C15.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4375.;- 








End 


4842 




GI 


none 








Score 


442 




Exons 


4375. . 4842, 


4382 


. .4840, 


4723 


.4842 






Seq. No. 


30628 








Seq. ID 


OJ990419_07.9923 


. C15 


Gene No. 


63300 








Strand 






Start 


509 








End 


8626 




Name 


OJ990419 07, 


9923 


CIS.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4502 








End 


5115 




GI 


5509260 








Score 


409 




Exons 


4502 . . 5020, 


4502 


.4588, 


4507 . 


.5115, 4510. .5022 




GI Descrip. 
















Seq. No. 


30628 








.Seq. ID 


OJ990419_07.9923 


,C15 


Gene No. 


63300 








Strand 






Start 


509 








End 


8626 




Name 


OJ990419 07. 


9923, 


CIS.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4510 








End 


4986 




GI 


none 








Score 


93 




Exons 


4510. .4686, 


4519. 


.4863, 


4526. 


.4855, 4729. .4857, 4864. .4£ 


390, 




4897. .4986 












Seq. No. 


30628 








Seq. ID 


OJ990419_07. 9923. 


C15 


Gene No. 


63300 








Strand 






Start 


509 








End 


8626 




Name 


OJ990419 07. 


9923 . 


C15 . o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


4621 " 








End 


4894 




GI 


none 








Score 


77 




Exons 


4621 . .4893, 


4748 . 


.4894 










Seq. No. 


30628 








Seq. ID 


OJ990419_07.9923. 


C15 


Gene No. 


63300 








Strand 






ijt art 


r- r\ 








End 


8626 




Name 


OJ990419 07. 


9923. 


C15.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


4843 








End 


5130 





30526 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 58 

4843.-4893, 4844. .4891, 4882. .5130, 4883. .5110 



30628 
63300 
509 

OJ990419JD7. 9923.C15.o2.tm 

5131 

none 



Seq. ID OJ990419_07.9923.C15 
Strand 

End 8 626 

Method TBLASTX : Mai ze 

End 5991 

Score 48 



5131. .5286, 5203. .5241, 5234. .5293, 5302. .5919, 5342. .5920, 
5918. .5965, 5920. .5991 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30628 

63300. 

509 

OJ990419_07 . 9923.C15.o5.tw 

5227 

none 



Seq. ID OJ990419_07.9923.C15 
Strand 

End 8 626 

Method TBLASTX : Wheat 

End 5568 

Score 4 2 



5227. .5316, 5237. .5275, 5331. .5474, 5338. .5475, 5338.-5484, 
5491. .5568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30628 
63300 
509 

OJ990419_07 .9923.C15.o3.ts 

5350 

none 



30628 
63300 
509 

OJ990419_07.9923.C15.o3.tc 

5353 

none 

5353. .5769 



Seq. ID OJ990419_07.9923.C15 
Strand 

End 8 626 

Method TBLASTX: Soybean ' 

End 5811 

Score 53 



5350. .5811, 5402. .5554, 5621. .5782 



Seq. ID OJ990419_07. 9923.C15 
Strand 

End 8626 

Method TBLASTX : Cress 

End 5769 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30628 
63300 
509 

OJ990419_07. 9923.C15.o2.np 

5638 

4416301 

5638.. 5780, 7442. .7827, 7867. 



Seq. ID OJ990419_07 . 9923.C15 
Strand 

8626 
AAT/NAP 
8603 
263 ■ 



End 

Method 
End 
Score 
.8603 



(AF105716) gag protein [Zea mays] 



30628 
63300 
509 

OJ990419_07. 9923.C15.o2.tw 

5653 

none 



Seq. ID OJ990419_07.9923.C15 
Strand 

End 8626 

Method TBLASTX : Wheat 

End 6213 

Score 143 



5653. .5940, 5662. .5940, 5971. .6057, 5980. .6057, 6055. .6213 



Gene No. 
Start 



OUDZO 

63300 
509 



Seq. ID OJ990419_07. 9923.C15 
Strand 

End 8 626 



30527 




Name 


OJ990419 07 


.9923 


.C15.o6 


. tm 


Method 


TBLASTX : Maize 


Start 


5998 








End 


6352 


GI 


none 








Score 


119 


Exons 


5998. .6081, 


6055 


. .6240, 


6058 


..6252, 6065.. 6256, 6065.. 6256, 




6245. . 6352, 


6247 


. . 6336 








Seq. No. 


30628 








Seq. ID 


OJ990419 07.9923.C15 


Gene No. 


c ~i o n r\ 








Strand 


_ 


Start 


509 








End 


8626 


Name 


OJ990419 07 


.9923 


.C15.o4 


tw 


Method 


TBLASTX: Wheat 


Start 


6286 








End 


6603 


GI 


none 








Score 


90 


Exons 


6286. .6603, 


6368 


. .6589 








Seq. No. 


30628 








Seq. ID 


OJ990419_07.9923.C15 


Gene No. 


63300 








Strand 




Start 


509 








End 


8626 


Name 


OJ990419 07 


.9923 


.C15.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6355 








End 


6739 


GI 


none 








Score 


61 


Exons 


6355. . 6618, 


6364 


. .6597, 


6645 


..6737, 6647. .6739 


Seq. No. 


30628 








Seq. ID 


OJ990419_07. 9923.C15 


Gene No. 


63300 








Strand 




Start 


509 








End 


8626 ■' 


Name 


OJ990419 0T 


*9923 


.C15.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


6457 








End 


8626 


GI 


none 








Score 


83 


Exons 


6457. .6507, 


6532 


. . 6597, 


6647 


..6709, 8108. .8440, 8504. .8626 


Seq. No. 


30628 








Seq. ID 


OJ990419_07.9923.C15 


Gene No . 


63300 








Strand 




Start 


509 








End 


8626 


Name 


OJ990419 07 


9923 


.C15.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


8204 








End 


8593 


GI 


none 








Score 


89 


Exons 


8204 . . 8446, 


8459 


.8593 








Seq. No. 


30629 








Seq. ID 


OJ990419_07.9923.C16 


Gene No. 


.63301 








Strand 


+ ' 


Start 


148 








End 


10483 


Name 


OJ990419 07. 


9923, 


C16.ol. 


gs 


Method 


GENSCAN 


Start' 


148 








. End 


9568 . . 


GI 


none 








Score 


. 67 


Exons 


148. .297, 430. .519, 1563 


. . 18 


26, 1837.. 


2035, 2953.. 3123, 




3141. .3484, 


3589. 


.3682, 


4190 


..4272, 4743. .4840, 4955. .5024, 




5609. .5702, 


5791. 


.5872, 


6076 


..6111, 6425. .6578, 6673. .6816, 




7784 . .7854, 


7984. 


.8062, 


8147 


..8262, 8397. .8544, 9036. .9105, 




9414. .9568 












Seq. No. 


30629 








Seq. ID 


OJ990419_07.9923.C16 


Gene No. 


63301 








Strand 


+ 


Start 


148 








End 


10483 


Name 


OJ990419_07. 


9923. 


C16.ol. 


np 


Method 


AAT/NAP 


Start 


203 








End 


9565 


GI 


1652591 








Score 


302 


Exons 


203. .251, 1551. .1592, 3252.. 


3484, 3589 


. .3682, 4190. .4286, 



30528 






4753. .4840, 


4958. .5024, 


5609 


..5702, 5791. .5872, 6407. .6627, 




7827. .8206, 


8300. .8544, 


9036 


..9105, 9414.. 9565 


GI Descrip. 


(D90906) chloroplast import- 


associated 


channel IAP75' 




[Synechocystis sp.] 








Seq. No. 


30629 






Seq. ID 


OJ990419_07.9923.C16 


Gene No. 


63301 






Strand 


+ 


Start 


148 






End 


10483 


Name 


OJ990419 07 


.9923.C16.o2 


.np 


Method 


AAT/NAP 


Start 


7776 






End 


10483 


GI 


6523093 






Score 


232 


Exons 


7776. .8062, 


8147. .8262, 


8397 


..8544, 9045.. 9105, 9323.. 9550, 




10323. .10483 








GI Descrip. 


(AL133315) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


30629 






Seq. ID 


OJ990419_07.9923.C16 


Gene No. 


63302 






Strand 


+ 


Start 


15564 






End 


17567 


Name 


OJ990419 07 


. 9923.C16.o3 


.np 


Method 


AAT/NAP 


Start 


15564 






End 


17567 


GI 


4836934 






Score 


97 


Exons 


15564. .15615, 17053 .. 17 191 , 


17539.. 17567 


GI Descrip. 


(AC006085) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq.- No. 


30629 






Seq. ID 


OJ990419_07.9'923.C16 


Gene No. 


63302 






Strand 


+ 


Start 


15564 






End 


17567 


Name 


OJ990419 07 


. 9923.C16.o3, 


.gs 


Method 


GENSCAN 


Start 


16411 






End 


17148 


GI 


none 






Score 


.64 


Exons 


16411. .17148 








Seq. No. 


30629 






Seq. ID 


OJ990419_07.9923.C16 


Gene No. 


63303 






Strand 




Start 


15694 






End 


15898 


Name 


OJ990419 07 


. 9923.C16.o2. 


. tm 


Method 


TBLASTX: Maize 


Start 


3442 






End 


6520 


GI 


none- 






Score 


65 


Exons 


3442,. .3486, 


3443. .3487, 


3548 


..3682, 3588. .3683, 3589. .3687, 




3611. .3685, 


4188. .4274, 


4189 


..4278, 4742. .4849, 4743. .4850, 




4946. . 4993, 


4953. .4994, 


5606 


..5701, 5609.. 5701, 5776.. 5910, 




5790. .5834, 


5836. .5874, " 


6059 


..6121, 6067. .6114, 6405. .6512, 




6417. .6518, 


64221 .6520, 


6422, 


. .6517 




Seq. No. 


30629 






Seq. ID 


OJ990419_07.9923.C16 


Gene No. 


63303 






Strand 




Start 


15694 






End 


15898 


Name 


OJ990419 07 


. 9923.C16.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4769 






End 


6840 


GI 


none . 






Score 


97 


Exons 


4769. .4846, 


4770. .4847, 


4946, 


,.5026, 4953. .5033, 5602. .5700, 




5614. .5700, 


5624. .5737, 


5787. 


..5834, 6417. .6578, 6422. .6544, 




6426. . 6578, 


6664 . . 6705, 


6672. 


,.6704, 6706. .6840, 6723. .6839 


n >t _ 

JC4. 1MU . 


**» r\ r r\ r\ 






Seq. iu 


UJ9904iy_U 7 . 992 3. CI 6 


Gene No. 


63303 






Strand 




Start 


15694 






End 


15898 



30529 



Name 


OJ990419_07 


.9923 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6/14 








End 


9087 


GI 


none 








Score 


99 


Exons 


6714 . .6815, 


6714 


. .6815, 


6715. 


.6816, 7781. .7804, 7782. .7802, 




7804 . .7854, 


7805 


. .7852, 


7982. 


.8065, 7986. .8066, 7989. .8060, 




8021. .8062, 


8146 


. .8262, 


8148. 


.8273, 8 


150. .8260, 8151. .8261, 




8152. .8262, 


8391 


. .8549, 


8395. 


.8550, 9027. .9083, 9037. .9087 


Seq. No. 


30629 








Seq. ID 


OJ990419_07 . 9923.C16 


Gene No. 


63303 








Strand 




Start 


15694 








End 


15898 


Name 


OJ990419 07, 


9923 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


9414 








End 


9577 


GI 


none 








Score 


183 


Exons 


9414. .9569, 


9415 


. . 9570, 


9476. 


.9577, 9496. .9576 


Seq. No. 


30629 








Seq. ID 


OJ990419_07. 9923.C16 


Gene No. 


63303 








Strand 




Start 


15694 








End 


15898 


Name 


OJ990419 07. 


9923 


.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


15694 








End 


15898 


GI 


LIB3477-003- 


■P1-K1-E9 




Score 


109 


Exons 


15694. .15732/ 15* 


332. . 15t 


398 






GI Descrip. 


, 24 98586/sp|Q40638 |MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I)," 


>gi 1173557 ( 


□31771) Ory s 1 [Oryza 




sativa] ' 












Seq. No'. 


30630 








Seq. ID 


OJ990419_07. 9923.C17 


Gene No. 


63304 








Strand 


+ 


b tart 


1 








End 


531 


Name 


OJ990419 07. 


9923. 


C17.ol 


np 


Method 


AAT/NAP 


Start 


1 








End 


531 


GI 


4678280 








Score 


502 


Exons 


1..25, 73. .531 










GI Descrip. 


(AL049660) zinc finger-like protein [Arabidopsis thaliana] 


Seq. No. 


30630 - 








Seq. ID 


OJ990419_07. 9923.C17 


Gene No. 


63304 








Strand 


+ 


Start 


1 








End 


531 


Name 


OJ990419 07. 


9923. 


C17.ol. 


gs 


Method 


GENSCAN 


Start 


78 








End 


518 


GI 


none 








Score 


. 62 


Exons 


78.'. ..518 . 












Seq. No. 


30630 








Seq. ID 


OJ990419_07. 9923.C17 


Gene No. 


63305 








Strand 


+ 


Start 


3504 








End 


3933 


Name 


OJ990419 07. 


9923. 


C17.ol. 


gp 


Method 


AAT/GAP 


Start 


3504 








End 


3933 


GI 


none 








Score 


794 



Exons 



3504 . .3933 



Seq. No. 
Gene No. 

nj — j- 

j uai l. 

Name 
Start 



30630 Seq. ID 

63306 Strand 

1364 End 

OJ990419_07 . 9923.C17 .o2 . tm Method 

72 End 



OJ990419_07.9923.C17 

7805 

TBLASTX: Maize 
227 



30530 




GI none 

Exons 72. .116, 74. .115, 110.. 

Seq. No. 30630 

Gene No. 63306 

Start 1364 

Name OJ990419J37 . 9923 . C17 . ol 

Start 75 

GI none 

Exons 75. .116, 80. .100, 111.. 




Score 84 
226, 111.. 227 

Seq. ID OJ990419_07.9923.C17 
Strand 

End 7805 

-ts Method TBLASTX : Soybean 

End 413 

Score 68 

413, 116. .235, 311. .346 



Seq. No. 


30630 






Gene No. 


63306 






Start 


1364 






Name 


OJ990419 07 


.9923 


.C17.o2 


Start 


1364 






GI 


none 






Exons 


1364. .1565, 


4292 


. .4409, 


Seq. No. 


30630 






Gene No. 


63306 






Start 


1364 






Name 


OJ990419 07 


.9923 


C17.o2 


Start 


3907 






GI 


none 






Exons 


3907. .3966, 


4292 


.4411, 




4486. .4554, 


4626 


.4718, 




5987. . 6034, 


5994, 


.6035 



Seq. ID OJ990419_07.9923.C17 
Strand 

End 7805 

.gs Method GENSCAN 

End 7720 

Score .54 
6220. .6309, 7657. .7720 

Seq. ID OJ990419_07.9923.C17 
Strand 

End 7805 
.ts Method TBLASTX : Soybean 
End 6035 
Score 142 
4292.. 4411, 4294.. 4419, 44'72..4555, 
4 636. .4 704, 5631. .5693, 5632. .5688, 



Seq. No. 30630 

Gene No. 63306 

Start 1364 

Name OJ9904 19_07 . 9923 . CI 7 . ol 

Start 4288 

GI none 

Exons 4288.. 4413, 4292.. 4414, 
4490. .4555, 4626. .4706, 

Seq. No. 30630 
Gene No. 63306 
Start 1364 

Name OJ9904 19_07 . 9923 . C17 . ol 

Start 4313 
GI none 

Exons 4313. .4411, 4315. .4419, 

4486. .4554, 4626. .4718, 
5987. .6049, 6000. .6050, 
6220. .6303 

Seq. No. 30630 

Gene No. 63306 

Start 1364 

Name OJ9904 19_07 . 9923 . C17 . o2 

Start 6012 

GI none 

Exons 6012.. 6048, 6220.. 6301, 
7657. .7805 



Seq. ID OJ990419_07. 9923.C17 
Strand 

End 7805 
.tc Method TBLASTX : Cress 

End 4706 

Score 114 
4292. .4411, 4294. .4419, 4486. .4554, 
4635. .4703, 4636. .4704 

Seq. ID OJ990419__07.9923.C17 
Strand 

End 7805 
. tm ' Method TBLASTX : Mai ze 

End 6308 

Score 148 
4315. .4419, 4472. .4555, 4475. .4549, 
4638. .4703, 5631. .5693, 5632. .5688, 
6216.. 6308, 6218.. 6262, 6219.. 6281, 

Seq. ID OJ990419_07.9923.C17 
Strand 

End 7805 

.gp Method AAT/GAP 

* End 7805 

Score 920 
6408. .6497, 6603. .6695, 6807. .6865, 



30531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30630 
63306 
1364 

OJ990419_07.9923.C17.o3.ts 
6216 



OJ990419 07.9923.C17 



none 
6216. 
6603. 
7656. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6317, 6218.. 6262, 6421.. 6498, 6424.. 6507, 6603.. 6698, 
6701, 6604.. 6699, 6807.. 6866, 6807.. 6866, 6808.'. 6867, 
7721 



7805 

TBLASTX: Soybean 

7721 

109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30631 Seq. ID 

63307 Strand 

7765 End 

OJ990419JD7 . 9923 . C18 . o2 . gp Method 

7765 End 

3279 2.R1084 Score 



OJ990419_07. 9923.C18 
+ 

9034 
AAT/GAP 
8995 
494 



7765. .7833, 7941. .8069, 8845. .8995 

'2689720 6.0e-33 (AF037168) DnaJ homologue [Arabidopsis 
thaliana] 1 



Seq. No. 30631 Seq. ID 

Gene No. 63307 Strand " 

Start 7765 ' End 

Name OJ9904 19_07 . 99J3 . C18 . o2 . np Method" 

Start 8857 * End 

GI 5031281 Score 

Exons 8857.. 9034 

GI Descrip. (AF139499) unknown [Prunus armeniaca] 



OJ990419_07.9923.C18 
+ 

9034 . 
AAT/NAP 
9034 
173 



Seq. No. 30631 

Gene No. 63308 

Start 647 

Name OJ990419_07 . 9923 . C18 . o2 . tm 

Start 637 

GI none 
Exons 



Seq. ID OJ990419_07.9923.C18 
Strand 
End 

Method 
End 
Score 



7936 

TBLASTX: Maize 

1288 

76 



637. .726, 637. .726, 645. .728, 726. .824, 726. .821, 728. .826, 
734. .862, 952. .1044, 953. .1048, 1214. .1288, 1217. .1288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30631 
63308 
647 

OJ990419_07 . 9923.C1.8.ol.np 

638 

2689720 



Seq. ID OJ990419_07. 9923.C18 
Strand 

End 7936 

Method AAT/NAP 

End 3911 

Score 677 



638. .862, 958. .1043, 1219. .1301, 1409. .1515, 1600. .1659, 
1740. .1841, 1916. .2014, 3813. .3911 



GI Descrip. (AF037168) DnaJ homologue [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30631 t Seq. ID OJ9904 19_07 . 9923 . C18 

63308 Strand 

647 End 7936 

OJ990419_07 . 9923.C18.ol.gs Method GENSCAN 

647 End 7936 

none Score .76 

647. .854, 953. .1043, 1219. .1301, 1409. .1515, 1600. .1659, 

1740. .1841, 1916. .2014, 3813. .3911, 6447. .6581, 7826. .7936 



30532 




Seq. No. 


30631 








Seq. ID 


OJ990419_07.9923.C18 


Gene No. 


63308 








Strand 




Start 


647 








End 


7936 


Name 


OJ990419 07 


.9923 


.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


950 








End 


2023 


GI 


none 








. Score 


104 


Exons 


950. .1075, 


952. . 


1044, 1214.. 


1366, 1218 


. .1367, 1408. .1518, 




1409. .1516, 


1594 


. .1650, 


1735 


..1842, 1743. .1844, 1916. .2023, 




1929. .2012 












Seq. No. 


30631 








Seq. ID 


OJ990419_07.9923.C18 


Gene No. 


63308 








Strand 




Start 


647 








End 


7936 


Name 


OJ990419 07 


. 9923 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1439 








End 


2023 


GI 


none 








Score 


99 


Exons 


1439. .1564, 


1441 


. .1518,, 


1594 


..1656, 1720. .1842, 1743. .1844, 




1910. .2005, 


1914 


. .2012, 


1916 


. .2023 




Seq. No. 


30631 








Seq. ID 


OJ990419_07. 9923.C18 


Gene No. 


63308 








Strand 




Start 


, 647 








End 


7936 


Name 


OJ990419 07 


. 9923 


.C18.o.r 


■ gp 


Method 


AAT/GAP 


Start 


1467 








End 


3931 


GI 


2312476 








Score 


726 


Exons 


1467. . 1515, 


1600 


. .1659, 


1740 


..1841, 1916. .2014, 3813. .3931 


GI Descrip. 


2689720 6.0e-33 


(AF037168) DnaJ homologue [Arabidopsis t ha Liana] 


Seq. No. 


30631 








Seq. ID 


OJ990419__07. 9923.C18 


Gene No. 


63308 








Strand 




Start 


647 








End 


7936 


Name 


OJ990419 07 


. 9923 


.C18.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1604 








End 


2036 


GI 


none 








Score 


75 


Exons 


1604 . .1657, 


1605 


. . 1658, 


1606 


..1662, 1738. .1842, 1740. .1844, 




1741. . 1842, 


1914 


. .2036, 


1916 


. .2020 




Seq. No. 


30631 








Seq. ID 


OJ990419_07. 9923.C18 


Gene No. 


63309 








Strand 




Start 


8814 








End 


8996 


Name 


OJ990419 07 


. 9923 


■C18.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8814 








End 


8996 


GI 


none 








Score 


210 


Exons 


8814. .8951, 


8839 


. .8964, 


8855 


..8965, 8856. .8969, 8966. .8995, 




8967. . 8996 












Seq. No. 


30631 








Seq. ID 


OJ990419_07.9923.C18 


Gene No. 


63309 








Strand 




Start 


8814 








End 


8996 


Name 


OJ990419 07 


9923 


C18.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8855 








End 


8996 


GI 


none 








Score 


207 


Exons 


8855. .8965, 


8857 


.8964, 


8966. 


.8995, 8967. .8996 


Seq. No. 


30632 








Seq. ID 


OJ990419_07. 9923.C20 


Gene No. 


63310 








Strand 


+ 



30533 



Start 


351 


Name 


OJ990419 07. 9923.C20.ol.tm 


Start 


350 


GI 


none 


Exons 


350. .733, 351. .731 


Seq. No. 


30632 


Gene No. 


63310 


Start 


351 


Name 


OJ990419 07. 9923.C20.ol.ts 


Start 


350 


GI 


none 


Exons 


350. .556, 351. .569, 576. .722, 


Seq. No. 


30632 


Gene No. 


63310 


Start 


351 


Name 


OJ990419 07.9923.C20.ol.np 


Start 


351 


GI 


4826572 


Exons 


351. .758 


GI Descrip. 


(AJ238848) polygalacturonase 


Seq. No. 


30632 


Gene No. 


63310 


Start 


351 


Name 


OJ990419 07.9923.C20.ol.tc 


Start 


351 


GI 


none 


Exons 


351. .719, 497. .685 


Seq. No. 


30632 


Gene No. 


63310 


Start 


351 


Name 


OJ990419 07.9923.C20.ol.gs 


Start 


368 


GI 


none 


Exons 


368.. 715 


Seq. No. 


30632 


Gene No. 


63310 


Start 


351 


Name 


OJ990419 07.9923. C20.ol.gp 


Start 


428 


GI 


30310 1.R1084 


Exons 


428. .758 


GI Descrip. 


? 548493/sp| P35339I PGLT MAIZE 



End 758 

Method TBLASTX : Mai ze 

End 733 

Score 539 



Seq. ID OJ990419_07.9923.C20 

Strand + 

End 758 

Method TBLASTX : Soybean 

End 722 

Score 223 
584 . .721 

Seq. ID OJ990419_07.9923.C20 

Strand + 

End 758 

Method AAT/NAP 

End 758 

Score 359 



[Phleum pratense] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ990419_07.9923.C20 
+ 

758 

TBLASTX: Cress 

719 

272 



OJ990419_07 . 9923. C20 
+ 

758 

GENSCAN 

715 

.99 



OJ990419_ 
+ 

758 

AAT/GAP 4 

758 

605 



07.9923.C20 



9 . Oe-35 EXOPOLYGALACTURONASE 
(GALACTURAN 



PRECURSOR (EXOPG) (PECTINASE) 

1, 4 - ALP HA- GAL ACT U RON IDAS E ) >gi_629854_pir S30067 

polygalacturonase - maize >gi_288 612_emb_CAA4 7052 
polygalacturonase [Zea mays] 1 



(X66422) 



Seq. No. 30633 Seq. ID 

Gene No. 63311 Strand 

Start I End 

Name OJ990429_01 . 9924 . CI . ol . np Method 

Start 1 End 



OJ990429_01. 9924 .CI 
+ 

667 

AAT/NAP 
667 



30534 



GI 3643603 Score 231 

Exons 1..39, 255.. 667 

GI Descrip. (AC005395) unknown protein [Arabidopsis thaliana] 



Seq. No. 


30633 




Seq. ID 


OJ990429 01.9924 


Gene No. 


63311 




Strand 


+ — 


Start 


1 




End 


667 


Name 


OJ990429^01.9924.C1 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


279 




End 


499 


GI 


"none 




Score 


152 


Exons 


279. .416, 283. .498, 


284. .499, 


286. .498 




Seq. No. 


30633 




Seq. ID 


OJ990429 01.9924 


Gene No. 


63311 




Strand 


+ 


Start 


1 




End 


667 


Name 


OJ990429 01. 9924. CI 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


279 




End 


499 


GI 


none 




Score 


183 


Exons 


279. .416, 284. .499, 


286. .495 






Seq. No. 


30633 




Seq. ID 


OJ990429_01. 9924 


Gene No. 


63311 




Strand ' 


+ 


Start 


1 




End 


667 


Name 


OJ990429 01. 9924. CI 


.ol.gp 


Method 


AAT/GAP 


Start 


370 




-.End 


499 


GI 


702269 




Score 


234 


Exons 


370. .499 








GI Descrip. 


3643603 9.0e-20 (AC005395) unknown protein [Arabidopsis 




thaliana] 








Seq. No. 


30634 




Seq. ID 


OJ990429_01.9924 


Gene No. 


63312 




Strand 


+ 


Start 


2040 




End 


2536 


Name 


OJ990429 01. 9924. C4 


. o2 . gs 


Method 


GENSCAN 


Start 


2040 




End 


2536 


GI 


none 




Score 


. 69 


Exons 


2040. .2536 








Seq. No. 


30635 




Seq. ID 


OJ990429_01. 9924 


Gene No. 


63313 




Strand 


+ 


Start 


158 




End 


1306 


Name 


OJ990429 01. 9924. C5 


. ol . np 


Method 


AAT/NAP 


Start 


158 




End 


1306. . 


GI 


3056599 




Score 


135 


Exons 


158.. 671, 739.. 1306 








GI Descrip. 


(AC004255) T1F9.20 


[Arabidops 


is thaliana] 


Seq. No. 


30635 




Seq. ID 


OJ990429_01. 9924 


Gene No . 


63313 




Strand 


+ 


Start 


158 




End 


1306 


Name 


OJ990429 01. 9924. C5 


. ol . gs 


Method 


GENSCAN 


Start 


243 




End 


1091 


GI 


none 




Score 


.49 


Exons 


243. .382, 493. .1091 








Seq. No. 


30635 




Seq. ID 


OJ990429_01.9924 


Gene No. 


63314 




Strand 


+ 



30535 




Start 


1967 




End 


2805 






Name 


OJ990429 01 


9924 .C5.o2.as 


Method 


GEN SCAN 






Start 


1967 ~ 


End 


2805 






GI 


none 




Score 


. 8 






Exons 


1967 . . 2172, 


2637 . . 2805 










Seq. No. 


30635 




Seq. ID 


OJ990429_ 


_01. 9924 


C5 


Gene No. 


63315 




Strand 


+ 






Start 


3570 




End 


3847 






Name 


OJ990429 01. 


9924 . C5 . o3 . gs 


Method 


GEN SCAN 

V.J kill few? wflLi 






Start 


3570 ~ 




End 


3847 






GI 


none 




-.Score 


.48 






Exons 


3570 . . 3627, 


3693. .3847 










Seq. No. 


30635 




Seq. ID 


OJ990429_ 


_01.9924. 


C5 


Gene No. 


63316 




Strand 








Start 


4448 




End < 


5619 






Name 


OJ990429 01. 


9924 . C5 . o4 . gs 


Method 


GEN SCAN 






Start 


4448 ~ 




End 


5619 






GI 


none 




Score 


. 91 






Exons 


4448 . . 4809, 


5412 . . 5619 










Seq. No. 


30635 




Seq. ID 


OJ990429_ 


01. 9924 . 


C5 


Gene No. 


63317 




Strand 








Start 


8324 




End 


9990 






Name 


OJ990429 01 . 


9924 C5 o5 as 


Mpt h nd 


\J l—i IN O 






Start 


8324 ~~ 




End 


9990 






GI 


none 




Score 


.62 






Exons 


8324 . . 8730, 


8902.. 9077, 9865 


. . 9990 








Seq. No. 


30635 




Seq. ID 


OJ990429_ 


01.9924. 


C5 


Gene No. 


63318 




Strand 








Start 


11060 




End 


16140 






Name 


OJ990429 01. 


9924 . C5 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


6557 




End 


6775 






GI 


none 




Score 


112 






Exons 


6557 . . 6628, 


6558 . . 6623, 6559 


. .6630, 6559. .6768, 


6623. .6769, 




6624 . . 6761, 


6626. . 6775 










Seq. No. 


30635 




Seq. ID 


OJ990429_ 


01.9924. 


C5 


Gene No. 


63318 




Strand 








Start 


11060 




End 


16.140 






Name 


' OJ990429 01. 


9924 .C5.o6.gs 


Method 


GEN SCAN 






Start 


11060 ~ 




End 


15890 






GI 


none 




Score 


.69 






Exons 


11060. . 11141 


, 11352 . . 11476, 


12574. .12767, 13039. 


.13381, 






13870 . . 14020 


, 14 643 . 14713. 


15114. .15232, 15797. 


.15890 




Seq. No. 


30635 




Seq. ID 


OJ990429_ 


01.9924. 


C5 


Gene No. 


63318 




Strand 








Start 


11060 




End 


16140 






Name 


OJ990429 01. 


9924 .C5.o2.np 


Method 


AAT/NAP 






Start 


11702 




End 


16140 






GI 


6056372 




Score 


814 








117 02. .11771 


, 13180 . . 13381, 


138/0. . I4U^U, 14447 . 


. 14668, 






14757. .14977 


, 15114. .15251, 


15687. .1583 


8, 16026. 


.16140 





GI Descrip. (AC009894) Very similar to receptor-like serine/threonine kinase 



30536 






[Arabidopsis 


thaliana] 






Seq. No. 


30635 








Seq. ID 


OJ990429_01.9924 


Gene No. 


63318 








Strand 




Start 


11060 








End 


16140 


Name 


OJ9904 


29 01. 9924. C5. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


13196 








End 


16140 


GI 


none 








Score 


51 


Exons 


13196. 


.13279, 


13196. 


. 13,285, 


13203. .13283, 13274 .. 13381 , 




13275. 


.13376, 


13303. 


. 13383, 


13868. .14017, 13870. .14019, 




13871. 


.14023, 


14446. 


. 14679, 


14 452. . 14 67 9, 14 7 63 .. 14 978 , 




14764 . 


.14952, 


14765. 


. 14983, 


15112. .15147, 15114. .15233, 




15121. 


.15225, 


16024. 


.16140, 


16028. .16138 


Seq. No. 


30635 








Seq. ID 


OJ990429_01.9924 


Gene No. 


63318 








Strand 




Start 


11060 








End 


16140 


Name 


OJ9904 


29 01. 9924. C5. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


13199 








End 


16137 


GI 


none 








Score 


86 


Exons 


13199. 


.13366, 


13200. 


.13382, 


13865. .14 023, 13870. .14019, 




14442. 


.14639, 


14446. 


.14670, 


14591. .14 65 9, 14 746.. 14 97 6, 




14765. 


.14965, 


14768. 


. 14977, 


14 7 90. .14 999, 15114 .. 15218 , 




15121. 


.15234, 


16030. 


.16137, 


16031. .16105 


Seq. No. 


• 30635 








Seq. ID 


OJ990429JD1.9924 


Gene No. 


63318 








Strand 




Start 


11060 








End 


16140 


Name 


OJ9904 


29 01. 9924. C5. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


13873 








End 


15200 


GI 


none 








Score 


75 


Exons 


13873. 


.14019, 


13874. 


.14020, 


14 44 9. .14 670, 14 479 .. 14 667 , 




14762. 


.14989, 


14766. 


.14978, 


15114. .15200 



Seq. No. 


30635 






Seq. ID 


OJ990429_01.9924 


.C5 


Gene No. 


63318 






Strand 






Start 


11060 






End 


16140 




Name 


OJ990429 


01.9924.C5 


ol.tw 


. Method 


TBLASTX: Wheat 




Start 


14530 






End 


14983 




GI 


none 






Score 


76 




Exons 


14530. .14 


661, 14530 


.14667, 


14762. .14983, 14766. .14978 




Seq. No. 


30636 






Seq. ID 


..OJ990429_01.9924 


.C6 


Gene No. 


63319 






Strand 


+ 




Start 


128 






End 


242 




Name 


OJ990429 


01. 9924. C6 


ol . gs 


Method 


GENSCAN 




Start 


128 






End 


242 




GI 


none 






Score 


.43 




Exons 


128. .182, 


238. .242 











Seq. No. 30637 Seq. ID OJ990429_01 . 9924 . CE 

Gene No. 63320 Strand + 

Start 1 End 238 

Name OJ990429_01 . 9924 . C8 . ol . np Method AAT/NAP 

Start 1 End 238 

GI 4234854 Score 249 

Exons 1..238 



30537 



GI Descrip. 


(AF082134 ) 


pol polyprotein 


[Zea mays] 




Seq. No. 


30637 






Seq. ID 


OJ990429 


Gene No. 


63321 






Strand 


+ 


Start 


601 






End 


753 


Name 


OJ990429 01 


.9924.C8.ol 


.gs 


Method 


GENSCAN 


Start 


601 ~~ 






End 


753 


GI 


none 






Score 


. 9 


Exons 


601 . . 753 










Seq. No. 


30638 






Seq. ID 


OJ990429 


Gene No . 


63322 






Strand 


+ 


Start 


1 






End 


1238 


Name 


OJ990429 01 


. 9924 ,C9.ol 


np 


Method 


AAT/NAP 


Start 


1 






End 


1238 


GI 


4836874 






Score 


691 


Exons 


1 . . 355, 486 


..566, 674. 


828, 


896. . 1238 




GI Descrip. 


(AC007260) 


lcllprt seq 


No definition line found 




thai iana ] 










Seq. No. 


30638 






Seq. ID 


OJ990429 


Gene No. 


63322 






Strand 


+ 


Start 


1 






End 


1238 


Name 


OJ990429 01 


. 9924 .C9.ol. 


ts 


Method 


TBLASTX : . 


Start 


107 






End 


545 


GI 


none 






Score 


284 



Exons 



107. .358, 121. .357, 483. .545 



Seq. No. 30638 

Gene No. 63322 

Start 1 

Name OJ990429_01 . 9924 . C9 . ol . gs 

Start 110 

GI none 

Exons 110.. 355, 486.-566 



Seq. ID OJ990429__01.9924.C9 

Strand + 

End 1238 

Method GENSCAN 

End 566 

Score . 97 



Seq. No. 30638 

Gene No. 63322 

Start 1 

Name OJ990429_01 . 9924 . C9 . ol . gp 

Start 235 

GI LIB34 32-015-P1-K1-A5 

Exons 235.. 355, 486.. 566, .674.. 817 

GI Descrip. ' 4836874/gb | AAD30577 . 1 | AC007260_8 6.0e-36 (AC007260) lcl_prt_seq 
No definition line found [Arabidopsis thaliana] 1 



Seq. ID OJ990429_01.9924.C9 

Strand + 

End 1238 

Method AAT/GAP 

End 817 

Score 584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30638 
63322 
1 

OJ990429_01. 9924 .C9.ol.tm 

736 

none 



Seq. ID OJ990429J)1.9924.C9 

Strand + 

End 1'238 

Method TBLASTX: Maize 

End 1006 

Score 155 



736. .828, 737. .826, 893. .1006, 894. .1004, 895. .1005, 896. .1006 



Gene No. 
Start 



JUDJO 

63322 
1 



Seq. ID OJ990429_01.9924.C9 
Strand + 
End 1238 



30538 




Name 


OJ990429 01.9924.C9.o2.ts 


Method 


TBLASTX : Soybean 




Start 


920 


End 


1211 




GI 


none 


Score 


165 




Exons 


920. .1060, 921. .1061, 935. .1069, 1086. 


. 1211 




Seq. No. 


30639 


Seq. ID 


OJ990429 01.9924 


C12 


Gene No. 


63323 


Strand 


+ — 




Start 


1 


End 


675 




Name 


OJ990429 01.9924.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


675 




GI 


3309620 


Score 


244 




Exons 


1. .675 








GI Descrip. 


(AF074916) resistance to Pseudomonas syringae protein 5 






T ArafoidoDsi s thalianal 

L a* *L U-X*/ -L, V-^ -I- L- 1 1 tt -K- ^ OA 1 1 \JL J 








Seq. No. 


30639 


Seq. ID 


OJ990429 01 9924 


C12 


Gene No. 


63323 


Strand 


+ 




Start 


1 


End 


675 




Name 


OJ990429 01.9924.C12.ol.gs 


Method 


GENSCAN 




Start 


117 


End 


518 




GI 


none 


Score 


.45 




Exons 


117 . . 518 








Seq. No. 


30640 


Seq. ID. 


- OJ990429_01. 9924 . 


C13 


Gene No. 


63324 


Strand 


+ 




Start 


26 


End 


2553 




Name 


OJ990429 01 9924 C13 ol as 


Method 


GENSCAN 




Start 


26 


End 


2553 




GI 


none 


Score 


. 6 




Exons 


26.. 374, 837.. 1116, 1925.. 207 


3, 2138.. 


2339, 2387.. 2553 




Seq. No. 


30640 


Seq. ID 


OJ990429 01.9924. 


C13 


Gene No. 


63325 


Strand 


+ 




Start 


4791 


End 


12066 




Name 


OJ990429 01.9924.C13.o2.gs 


Method 


GENSCAN 




Start 


4791 


End 


12066 




GI 


none 


Score 


.85 




Exons 


4791.. 4803, 5291.. 5473, 9622. 


.9943, 11976. .12066 




Seq. No. 


30641 


Seq. ID 


OJ990429_01. 9924 . 


C14 


Gene No. 


63326 


Strand 


+ 




Start 


1733 


End 


1825 




Name 


OJ990429. 01.9924.C14.ol.gp. 


Method 


AAT/GAP 




Start 


1733 


End 


1825 




GI 


uC-osflcyp022c06b2 


Score 


147 




Exons 


1733. .1825 








GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAG 


T4 




genomic sequence, complete sequence 1 






Seq. No. 


30641 


Seq. ID 


OJ990429_01. 9924 . 


C14 


Gene No. 


63327 


Strand 


+ 




Start 


2443 


End 


6442 




Name 


OJ990429 01.9924.C14.ol.np 


Method 


AAT/NAP 




Start 


2443 


End 


6418 




GI 


4972075 


Score 


848 




Exons 


2443. .2807, 3016. .3280, 3328.. 


3489, 3588.. 3782, 5292.. 5390, 



5485. .5996, 6103. .6418 



30539 



GI Descrip. (AL078467) proton pump interactor [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30641 Seq. ID 

63327 Strand 

2443 End 

OJ990429_01. 9924 .C14 . o2 . gs Method 

24 4 3 • .End 

none Score 



OJ990429_01.9924.C14 
+ 

6442 
GENSCAN 
6442 
. 9' 



2443,-2562, 2637. .2807, 3016. .3210, 3310. .3489, 3588. .3782, 
5292. .5390, 5485. .5991, 6101. .6442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30641 Seq. ID OJ99042 9_01 . 9924 . C14 

63327 Strand 
2443 End 
OJ990429_01. 9924 .C14 . o2 . gp Method 
3078 End 
5780JL.R1084 Score 

3078. .3210, 3310. .3489, 3588. .3782, 5292. .5390, 5485..5614 
f 4972075/emb|CAB43882.1| 2.0e-61 (AL078467) proton pump 
interactor [Arabidopsis thaliana] f 



OJ990429_01 
+ 

6442 
AAT/GAP 
5614 
1386 

5292.. 5390, 5485 



30641 Seq. ID OJ9904 29J)1 . 9924 . C14 

63328 Strand + 

8621 End 9609 

OJ990429_01. 9924.C14 .o4 .gp Method AAT/GAP 

8621 End.„ 9118 

uC-osflcyp024d02bl Score 996 

8621. . 9118 

f 320618/pir| IA44956 3.0e-72 chlorophyll a/b-binding protein I 
precursor - rice >gi__218172_dbj_BAA00536_ (D00641) type I 
light-harvesting chlorophyll a/b-binding protein [Oryza sativa] 

>gi_227 611_prf 1707316A chlorophyll a/b binding protein 1 

[Oryza sativa] 1 



OJ990429_01. 9924 .C14 
+ 

9609 
AAT/NAP 
9443 
1378 



Seq. No. 30641 Seq. ID 

Gene No. 63328 Strand 

Start 8621 End 

Name OJ990429_01 . 9924 . CI 4 . o3 . np Method 

Start 8649 End 

GI 320618 Score 

Exons 8649.. 9443 

GI Descrip. chlorophyll a/b-binding protein I precursor - rice 

. • . gi | 218172. idbj JBAA00536I .(D00641) type I. light-harvesting " 

chlorophyll a/b-binding protein [Oryza sativa] 

gi I 227611 Iprf | 1 1707316A chlorophyll a/b binding protein 1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30641 Seq. ID OJ990429_01 . 9924 . C14 

63328 Strand + 

8621 End 9609 

OJ990429_01. 9924 .C14.o5.gp Method AAT/GAP 

9124 End 9609 

LIB3432-032-P2-K1-E4 Score 851 

9124. .9609 

: 115787/ spj P12331 |(JB2z_ORYSA 3.0e-45 CHLOROPHYLL A-B BINDING 
PROTEIN 2 PRECURSOR (LHCII TYPE I CAB-2) (LHCP) 
>gi_82461_pir S03706 chlorophyll a/b-binding protein 2R 



30540 



precursor - rice >gi_20182_emb_CAA32109_ (X13909) chlorophyll 
a/b-binding preprotein (AA -28 to 235) [Oryza sativa] 1 



Seq. No. 


30641 




Seq. ID 


OJ990429 


01 . 9924 


. C14 


Gene No. 


63329 




Strand 








Start 


6251 




End 


6734 






Name 


OJ990429 01.9924.C14 


. o3 . OD 


Method 


AAT/GAP 






Start 


6251 


End 


6734 






GI 


none 




Score 


964 






Exons 


6251. .6734 












Seq. No. 


30641 




Seq. ID 


OJ990429 


01. 9924 


. C14 


Gene No. 


63330 




Strand 








Start 


7128 




End 


8553 






Name 


OJ990429 01.9924.C14 


. o2 . np 


Method 


AAT/NAP 






Start 


7128 




End 


8553 






GI 


5852084 




Score 


82 






Exons 


7128. .7211, 8528. .8553 










GI Descrip. 


(AL117264) zwh0007.1 


[Oryza 


sativa] 








Seq. No. 


30641 




Seq. ID 


OJ990429_ 


01.9924 


.C14 


Gene No. 


63331 




Strand 








Start 


11619 




End 


18292 






Name 


OJ990429 01.9924.C14 


. o4 . gs 


Method 


GENSCAN 






Start 


11619 


End 


18292 






GI 


none 




Score 


.68 






Exons 


11619. .11693, 12685. 


.12816, 


12923. .13076, 13486. 


13552 






13625. .13729, 14134. 


. 14252, 


14382. .14590, 15075. 


. 15247, 






15390. .15730, 15852. 


. 15919, 


18114 . . 18197, 18251. 


.18292 




Seq. No. 


30641 




Seq. ID 


OJ990429_ 


01.9924 


.C14 


Gene No. 


63331 




Strand 








Start 


11619 




End 


18292 






Name 


OJ990429 01.9924.C14 


. o 6 . gp 


Method 


AAT/GAP 






Start 


15197 




End 


15624 






GI 


none 




Score 


464 






Exons 


15197. .15247, 15390. . 


. 15624 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30641 
63332 
19834 
OJ9904 
2417 
none 
2417 
2508 
2752 
3277 
3614 
5482 
5666 
6284 



29 01.9924.C14.o3.tm 



2452, 
2579, 
2811, 
3492, 
3778, 
5646, 
5983, 
6442, 



2434 . 
2631. 
3014. 
3310, 
5292. 
5598. 
5790. 
6284 . 



Seq. ID 
Strand 
End 

Method 
Score 



OJ990429 01.9924.C14 



.2499, 2437. 

.2807, 2635. 

.3202, 3018. 

.3489, 3561. 

.5393, 5293. 

.5672, 5631. 

,5996, 6100. 

,6442, 6348. 



24579 

TBLASTX : Maize 
6443 
34 

2565, 2503.. 2574, 2506. 
2706, 2726. .2806, 2750. 
3203, 3019.. 3213, 3020. 
3776, 3586.. 3765, 3594. 



,5391, 5470. 

,5720, 5639. 

6267, 6228. 

6443 



,,5670, 5474. 
.5815, 5644. 
,6263, 6283. 



.2580, 
.2809, 
.3208, 
.3779, 
,5671, 
,5805, 
, 6441, 



Seq. No. 30641 Seq. ID 

Gene No. 63332 Strand 

Start 19834 End 

Name OJ990429 01 . 9924 . C14 . o5 . ts Method 



OJ990429_01.9924.C14 
24579 

TBLASTX: Soybean 



30541 



9t a rt 

O Lai L 










End 


6349 


\J X 


nnnp 








Score 


152 


uAUl 1 0 


2631 2807 


3018 

J \J X O 


3161 


301 9 

*J \J X Zs • 


.3162, 3277. .3492, 3309. .3473, 




3594 3776 


5292 


5393 


54 82 


.5607, 5485. .5640, 5598. .5654, 




5674 5706. 


6188 


6349 








Seq. No. . 


30641 








Seq. ID 


OJ990429 01 9924 CI 4 


Gene No. 


63332 








Strand 




Start 


19834 








End 


24579 


Name 


OJ990429 01 


. 9924 


. C14 . o3 


. tc 


Met hod 


TBLASTX • Cr e s s 


Start 


5434 _ 








End 


5661 


GI 


none 








Score 


202 


TT y on Q 

J_j 1 1 o 


5434 5661 


54 82 


5637 








Seq. No. 


30641 








Seq. ID 


OJ990429 01 9924 C14 


Gene No. 


63332 








Strand 




Start 


19834 








End 


24579 


Name 


OJ990429 01 


. 9924 


. C14 . o4 


. tw 


Mp f h o'd 


TBLASTX * Wheat 


Start 


5527 ~~ 








End 


5735 


GI 


none 








Score 


217 


F! vnn 

j— i no 


5527 5715 


5528 


. .5716, 


5 529 

J *J £- Z/ • 


.5735 




O " ^ • LN D . 


3064 1 








Seq. ID 


OJ990429_01.9924.C14 


Gene No. 


63332 








Strand 




Start 


19834 








End 


24579 


Name 


0,7990429 01 


9924 


n 4 n? 


1"TT1 


Method 


TBLASTX: Maize 


Start 


8 624 ~ 








End 


9442 


GI 


none 








Score 


53 


ITynn c; 

i_J x\ \_/ 1 J. o 


8624 8689 


8 627 


. .8689, 


8720 . 


.8767, 8720. .8779, 8774. .9061, 




8793 9434 


8 925 


9203, 


9275 . 


. 9442 




Seq. No. 


30641 








Seq. ID 


OJ990429_01. 9924 .C14 


Gene No. 


63332 








Strand 




Start 


19834 








End 


24579 


Name 


O.7990429 01 


9924 


C14 . ol 




Method 


TBLASTX: Cress 


Start 


8786 _ 








End 


9466 


GI 


none 








Score 


1022 


Exons 


8786 '9061. 


8793 


. 94 34, 


8925 . 


.9191, 9278. .9466, 9410. .9460 


Seq. No. 


30641 








Seq. ID 


OJ990429_01.9924.C14 


Gene No. 


63332 








Strand 




Start 


19834 








* End 


24579 


Name *■ 


OJ990429 01 


9924 


ri 4 oi 


■ L. O 


Method 


TBLASTX: Soybean 


Start 


8786 ~ 








End 


9445 


GI 


none 








Score 


1026 


Evonq 

J— J A V-/ 1 1 O 


8786 9061 


87 93 . 


94 34 


8928 


.9176, 9278.-9445 


Seq. No. 


30641 








Seq. ID 


OJ990429_01.9924.C14 


Gene No. 


63332 ■ 








Strand 




Start 


1 9834 








End 


24579 


Name 


0.7990429 f)1 


Q924 


Ol 4 




Method 


TBLASTX: Wheat 


Start 


8792 








End 


8978 


GI 


none 








Score 


288 


Exons 


8792. .8974, 


8793. 


.8978 








Seq. No. 


30641 








Seq. ID 


OJ990429_01.9924.C14 


Gene No. 


63332 








Strand 





30542 




Start 


19834 




End 


24579 






Name 


OJ990429 01.9924.C14 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


8994 




End 


9436 






GI 


none 




Score 


232 






Exons 


8994. .9137, 8994. .9137, 9129. .9197, 9138. .9434, 


9275. .9436 


Seq. No. 


30641 




Seq. ID 


OJ990429 


_01. 9924 


.CI 4,,.; 


Gene No. 


63332 




Strand 








Start 


19834 ■ 




End 


24579 






Name 


OJ990429 01.9924.C14 


.o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


13515 




End 


14581 




GI 


5058171 




Score 


68 






Exons 


13515. .13553, 14138. 


. 14254, 


14142. . 14252, 14381 


. .14560, 






14381. .14581, 14391. 


. 14561 










GI Descrip. 


2808725/emb CAA16249 


4 .0e- 


11 (AL021428) hypothetical protein 




Rv0068 [Mycobacterium tuberculosis] 








Seq. No. 


30641 




Seq. ID 


OJ990429 


01 . 9924 


. C14 


Gene No. 


.63332 




Strand 








Start 


19834 




End 


24579 






Name 


OJ990429 01.9924.C14 


. ol . tm 


Method 


TBLASTX: 


M.3. i ze 




Start 


19391 




End 


22678 






GI 


none 




Score 


63 






Exons 


19391. .19459, 19419. 


.19460, 


19496. .19546, 19535 


19564 






19820. . 20761, 19834 


.20760, 


19835. .20761, 20849 








20850. .21041, 20854. 


21042, 


20854. .21048, 21583 


. .22029, 






21583. .22029, 21584. 


22030, 


21897. .22034, 22347 


. .22619, 






22351. .22638, 22352. 


22678, 


22352. .22678 






Seq. No. 


30641 




Seq. ID 


OJ990429 


01 . 9924 


. C14 


Gene No. 


63332 




Strand 








Start 


19834 




End 


24579 






Name 


OJ990429 01.9924.C14 


o2 . ts 


Method 


TBLASTX: 


^ Pi \/h pan 




Start 


19809 




End 


20415 




GI 


none 




Score 


65 






Exons 


19809. .20060, 19809. . 


20231, 


19834 . .20322, 19841 


. .20296, 






20314. .20415 












Seq. No. 


30641 




Seq. ID 


OJ990429 


_01. 9924 


C14 


Gene No . 


63332 




Strand 








Start 


19834 




End 


24579 






Name 


OJ990429 01.9924.C14. 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


. 19828 




End 


20933 






GI 


none 




Score 


181 






Exons 


19828. .20124, 19841.. 


20125, 


20120. .20488, 20125 


. .20499, 






20495. .20527, 20530.. 


20604, 


20626. .20760, 20657 


. .20686, 






20675. .20743, 20849.. 


20917, 


20850. .20933 






Seq. No. 


30641 




Seq. ID 


OJ990429_ 


JD1.9924. 


CI 4 


Gene No. 


63332 




Strand 








Start 


19834 




End 


24579 






Name 


OJ990429 01.9924.C14. 


o5 . gs 


Method 


GENSCAN 






Start 


19834 




End 


23178 






GI 


none 




Score 


.91 






Exons 


"1 n O d r\ —i i~ r\ r\ n r- i 


21040, 


2ib«3. .22026, 22352 


. .23178 




Seq. No. 


30641 




Seq. ID 


OJ990429_ 


JD1.9924. 


C14 



30543 



Gene No . 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14 


. o4 .np 


Method 


AAT/NAP 




Start 


19837 




End 


24579 




GI 


3643603 




Score 


2639 




Exons 


19837. .20759, 20851. 


.21040, 


21583. .22040, 2234 8 23218 , 






24524. .24579 










GI Descrip. 


(AC005395) unknown protein 


[Arabidops. 


is thaliana] 




Seq. No. 


30641 




Seq. ID 


OJ990429JD1. 9924 


. C14 


Gene No. 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14 


.o7.gp 


Method 


AAT/GAP 




Start 


20219 




End 


20983 




GI 


33017 1.R1084 




Score 


1274 




Exons 


20219. .20762, 20854. 


.20983 








GI Descrip. 


'3643603 7.0e-58 (AC005395) 


unknown protein [Arabidopsis 




thaliana] ' 










Seq. No. 


30641 




Seq. ID 


OJ990429JD1. 9924 




Gene No . 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


20422 




End 


21840 




GI 


none 




Score 


46 




Exons 


20422. .20499, 20423., 


.20488, 


20495. .20635, 204 97 .. 20691 , 






20662. .20760, 20849. , 


.21001, 


2084 9. .2104 3, . 20850. .21008, 






21580. .21840, 21581. , 


.21757, 


21583. .21? 


340 




Seq. No. 


30641 




Seq. ID 


OJ990429_01. 9924 . 




Gene No. 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14, 


. 08 . gp 


Method 


AAT/GAP 




Start 


21678 




End 


21943 




GI 


702269 




Score 


475 




Exons 


21678. .21943 










GI Descrip. 


3643603 9.0e-20 (AC005395) 


unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


30641 




Seq. ID 


OJ990429_01. 9924 . 


.C14 


Gene No . 


63332 




Strand 






Start 


19834 " 




. 'End 


24579 




Name* 


.OJ990429 01.9924.CI4. 


,o2. tw 


Method 


TBLASTX: Wheat .'. 




Start 


21769 




End 


22510 




GI 


none 




Score 


235 




Exons 


21769. .21810, 21801.. 


,21848, 


21802. .22029, 21803 .. 22030 , 






21804. .22025, 21821.. 


,22027, 


21897. .22034, 22351 .. 22509, 






22352. .22510, 22352.. 


22510 








Seq. No. 


30641 




Seq. ID 


OJ990429_01.9924. 


C14 


Gene No. 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


21928 




End 


22636 




GI 


none 




Score 


69 




Exons 


21928. .22008, 21999.. 


22040, 


22349.-22468, 2234 9 .. 22636, 





22356. .22628 



30544 



Seq. No. 


30641 




Seq. ID 


OJ990429_01.9924 


.C14 


Gene No. 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14.o5.tm 


Method 


TBLASTX: Maize 




Start 


22691 




End 


22921 




GI 


none 




Score 


85 




Exons 


22691 


.22831, 22835. .22921 








Seq. No. 


30641 




Seq. ID 


OJ990429_01. 9924 


.C14 


Gene No. 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14.o3.ts 


Method 


TBLASTX: Soybean 




Start 


22808 




End 


23201 




GI 


none 




Score 


56 




Exons 


22808. 


.22912, 22872. .22910, 


22913. .23200, 22917, .23201 




Seq. No. 


30641 




Seq. ID 


OJ990429_01. 9924 


.C14 


Gene No. 


63332 




Strand 






Start 


19834 




End 


24579 




Name 


OJ990429 01.9924.C14.o4.tm 


Method 


TBLASTX : Maize 




Start 


22937 




End 


23218 




GI 


none 




Score 


96 




Exons 


22937. 


.23218, 22938.. 23216 








Seq. No. 


30642 




Seq. ID 


OJ990429_01. 9924 


.C15 


Gene No. 


63333 




Strand 


+ 




Start 


5433 




End 


5890 




Name 


OJ990429 01.9924.C15.ol.gp 


Method 


AAT/GAP 




Start 


5433 




End 


5890 




GI 


LIB34 32-05 9-P1-K1-D8 


Score 


727 




Exons 


5433. . 


5890 








GI Descrip. 


'5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


30642 




Seq. ID 


OJ990429_01. 9924 


.C15 


Gene No-. 


63334 




. Strand 


+ 




Start 


7896 




End 


, c 9587 




Name 


OJ990429 01.9924.C15.o2.gs 


Method 


GENSCAN 




Start 


7896 




End 


9587 




GI 


none 




Score 


. 4 




Exons 


7896. . 


8127, 9364.. 9587 








Seq. No. 


30642 




Seq. ID 


OJ990429_01.9924 


.C15 


Gene No. 


63335 




Strand 






Start 


5824 




End 


5903 




Name 


OJ990429 01.9924.C15.o2.gp 


Method 


AAT/GAP 




Start 


5824 




End 


; 5 903 





GI 

Exons 

GI Descrip. 



Score 



129. 



LIB3477-003-P1-K1-E9 
5824. .5903 

? 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 



seq. no. 
Gene No. 
Start 



63336 
9455 



Seq. ID OJ990429_01.9924.C15 
Strand 

End 14770 
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Name 


OJ990429 01. 9924. CIS 


.o3.gp 


Method 


AAT/GAP 




Start 


9455 




End 


10388 




GI 


3552 1 


.R1084 




Score 


1129 




Exons 


9455. . 


9829, 9988. .10107, 10283. .10388 






GI Descrip. 


'5103848/gb|AAD39678 


.1IAC007591 43 6.0e-20 (AC007591) F9L1.16 




[Arabidopsis thaliana] 1 








.Seq. No. 


30642 






Seq. ID 


OJ990429_01. 9924 


. CIS 


Gene No. 


63336 






Strand 






Start 


9455 






End 


14770 




Name 


OJ990429 01.9924.C15 


. ol .np 


Method 


AAT/NAP 




Start 


9788 






End 


13370 




GI 


510384 


8 




Score 


265 




Exons 


9788. . 


9829, 9988. .10107, 10283 .. 10426, 


10872. .10923, 






11395. 


.11455, 11586. 


.11798, 


13228. . 13370 




GI Descrip. 


(AC007591) F9L1.16 [Arabidopsis thaliana] 




Seq. No. 


30642 






Seq. ID 


OJ990429_01. 9924 


. CIS 


Gene No. 


63336 






Strand 






Start 


9455 






End 


14770 




Name 


OJ990429 01. 9924. CIS 


. o3 . gs 


Method • 


GENSCAN 




Start 


9880 






End 


14770 




GI 


none 






Score 


.63 




Exons 


9880. . 


10107, 10283.. 


10426, 


10872. .10923, 11150 1 1255, 






11547. 


.11751, 11822. 


.11867, 


12 905. .12985, 13231. .13316, 






14314. 


.14443, 14673. 


.14770 








Seq. No. 


30642 






Seq. ID 


OJ990429J31. 9924 


. CIS 


Gene No. 


63336 






Strand 






Start 


9455 






End 


14770 




Name 


OJ990429 01 . 9924 . CIS 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11372 






End 


13319 




GI 


none 






Score 


70 




Exons 


11372. 


.11479, 11394. 


.11456, 


11548. .11601, 11552. . 11623, 






11631. 


.11756, 11659. 


.11754, 


11819. . 118 63, 11820. . 1187 9, 






13227. 


.13319, 13231. 


.13317, 


13233. .13319 




Seq. No. 


30642 






Seq. ID 


OJ990429_01. 9924 


.CIS 


Gene No. 


63336 






Strand 






Start 


9455 






End 


14770 




Name 


OJ990429 01. 9924. CIS 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11537 






End 


14731 




GI 


none 






Score 


177 . 




Exons 


11537. 


.11755, 11549. 


11743, 


11553. .117 56, 11819. . 118 63, 






11820. 


.11879, 13221., 


13286, 


13222. . 1321 


37, 13289. .13318, 






13293. 


.13319, 14670., 


14711, 


14672. . 14731 




Seq. No. 


30643 






Seq. ID 


OJ990429_01. 9924 


.C16 


Gene No. ■ 


63337 






Strand 


+ 




Start 


1 






End 


4644 




Name 


OJ990429 01.9924.C16. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


4644 




GI 


6063554 




Score 


182 




Exons 


1. .23, 


3082. .3304/ 4445. .4644 






GI Descrip. 


(APOOOblb) ESTs AU075609 (C63344) ,C71850 (E0464) ,C98611 (E0464) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 
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Seq... ID OJ990429_01.9924.C16 
Strand + 

4644 
GENSCAN 
1046 
.57 



End 

Method 

End 

Score 



Seq. No. 30643 

Gene No. 63337 

Start 1 

Name OJ990429_01 . 9924 .C16.ol.gs 

Start 445 

GI none 

Exons 445. .619, 625. .956, 992. .1046 

Seq. No. 30643 

Gene No. 63338 

Start 2153 

Name OJ990429_01 . 9924 . C16 . o2 . gs 

Start 2153 

GI none 

Exons 2153.. 2308, 2848.. 3016, 3094.. 3296, 3337.. 3593 



Seq. ID OJ990429_01.9924.C16 
Strand 

End 3593 

Method GENSCAN 

End 3593 

Score . 62 



Seq. No. 30644 

Gene No. 63339 

Start 328 

Name OJ990429_01 . 9924 . C18 . ol . np 

Start 328 

GI 6466937 

Exons 328.. 3959 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990429_01.9924.C18 
Strand 

End 4152 

Method AAT/NAP 

End 3959 

Score 2006 



Seq. No. 30644 

Gene No. 63339 

Start' 328 

Name OJ990429_01 . 9924 . C18 . o4 . tm 

Start 439 

GI none 

Exons 439. .582, 444. .518, 678. .1058, 



Seq. ID OJ990429_01. 9924 .C18 
Strand 

End 4152 

Method TBLASTX : Maize 

End 1058 

Score 57 
681. .941, 754. .1053 



Seq. No. 30644 

Gene No. 63339 

Start 328 

Name OJ990429_01 . 9924 . C18 . o4 . tw 

Start 816 

GI none 

Exons 816.. 962, 1026. . 1208, ' 1056. 



Seq. ID OJ990429_01. 9924 .C18 
Strand 

End 4152 

Method TBLASTX: Wheat 

End 1208 

Score 56 
,1208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30644 
63339 
328 

OJ99042 9_01. 9924 .C18.ol. tm 

1062 

none 



30644 
63339 
328 

OJ99042 3_01. 9924 .C18.o2 . ts 

1287 

none 



Seq. ID OJ990429_01. 9924 .C18 
Strand 

End 4152 

Method TBLASTX : Mai ze 

End 164 0 

Score 205 



1062. .1640, 1068. .1553, 1432. .1623 



Seq. ID OJ990429_01. 9924 .C18 
Strand 

End 4152 

Method TBLASTX : Soybean 

End 1673 

Score 121 



30547 



c 



Exons 



1287. .1673, 1378. .1623 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
3 cart 
GI 

Exons 



30644 
63339 
328 

OJ990429_01. 

1527 

none 

1527. . 1673, 

30644 
63339 
328 

OJ990429_01. 

1823 

none 

1823... 1942, 



9924.C18.o2.tw 



1682. .1927, 1683. 



Seq. ID OJ990429_01.9924.C18 
Strand 

4152 

TBLASTX: Wheat 
1927 
135 



End 

Method 
End 
Score 
,1910 



Seq. ID OJ990429_01. 9924 .C18 
Strand 

End 4152 

Method TBLASTX : Mai ze 

End 2433 

Score 52 

1875.. 1937, 1929.. 2300, 1937.. 2395, 2296.. 2433 



9924.C18.o3. tm 



30644 
63339 
328 

OJ990429_01. 9924 .C18.o3.tw 

2300 

none 

2300.. 2656, 2302.. 2664 



30644 
63339 
328 

OJ990429JU. 
2384 



none 

2384. .2728, 

30644 
63339 
328 

OJ990429_01. 

2437 

none 

2437. .2664, 

30644 
63339 
328 

OJ990429_01. 

2665 

none 

2665. .3212, 

30644 
63339 
328 

OJ990429_01. 

2671 

none 

2671. .3135, 



.9924.C18.ol.ts 
2389. .2739 

9924.C18.o5.tm 
2441. .2656 

9924.C18.o2.gs 
3738. .4152 

9924 .C18.o2.tm 
2747. .3148 



Seq. ID OJ990429_01.9924.C18 
Strand 

End 4152 

Method TBLASTX : Wheat 

End 2.664 ' 

Score 111 



Seq. ID OJ990429_01 . 9924 .C18 
Strand 

End 4152 

Method TBLASTX : Soybean 

End 2739 

Score 125 



Seq. ID OJ990429_01.9924.C18 
Strand 

End 4152 

Method TBLASTX : Mai ze 

End 2664 

Score 137 



Seq. ID OJ99042-9_01.9924.C18 

Strand. 

End 4152 

Method GENSCAN 

End 4152 

Score .54 



Seq. ID OJ990429_01.9924.C18 
Strand 

End 4152 

Method TBLASTX : Maize 

End 3148 

Score 227 
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Seq. No. 


30644 






Seq. ID 


OJ990429_01.9924 


.C18 


Gene No. 


63339 






Strand 






Start 


328 






End 


4152 




Name 


: OJ990429 01 


. 9924 .C18 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2716 






End 


3129 




GI 


none 






Score 


177 




Exons 


2716. .3129, 


2720. . 3121 










Seq. No. 


30644 






Seq. ID 


OJ990429_01. 9924 


.C18 


Gene No. 


63339 






Strand 






Start 


328 






End 


4152 




Name 


OJ990429 01 


. 9924 .C18 ,ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2746 ~ 






End 


3069 




GI 


none 






Score 


57 




Exons 


2746. .3069, 


2749. . 2826, 


2897 . 


. 3046 






Seq. No. 


• 30644 






Seq. ID 


OJ990429_01. 9924 


.C18 


Gene No. 


63339 






Strand 






Start 


328 






End 


4152 




Name 


OJ990429 01 


. 9924 .C18.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


2848 ~ 






End 


3136 




GI 


none 






Score 


68 




Exons 


2848 . . 3135, 


2972. .3136 • 










Seq. No. 


30644 






Seq. ID 


OJ990429_01. 9924 


.C18 


Gene No. 


63339 






Strand 






Start 


328 






End 


4152 




Name 


OJ990429 01 


. 9924 .C18 .06 


. tm 


Method 


TBLASTX * Maize 




Start 


3667 ~ 






End 


3993 




GI 


none 






Score 


70 




Exons 


3667 . . 3993, 


3908 . . 3964 










Seq. No. 


30645 






Seq. ID 


OJ990429_01. 9924 


.C19 


Gene No. 


63340 






Strand 


+ 




Start 


1839 






End 


6271 




Name 


OJ990429 01 


9924 .C19.ol 


np" ; 


Method 


AAT/NAP 




Start 


1839 






End 


6271 




GI 


6598810 






Score 


68 




Exons 


1839. .1870, 


5593. .5733, 


5763. 


.5828, 6120.. 6271 




GI Descrip. 


(AF024504) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


30646 






Seq. ID 


OJ99'0429_01.S924 


C20 


Gene No. 


63341 






Strand 






Start 


2408 






End 


2866 




Name 


OJ990429 01. 


9924.C20.o2. 


gs 


Method 


GENSCAN 




Start 


2408 






End 


2866 




GI 


none 






Score 


1 




Exons 


2408. .2866 










,■ 


Seq. No, 


30647 






Seq. ID 


OJ990429_01. 9924 . 


C21 


Gene No. 


63342 






Strand 


+ 




Start 


1 






End 


4925 




Name 


OJ990429_01. 


9924 .C21.ol. 


np 


Method 


AAT/NAP 




Start 


I 






End 


3736 




GI 


6069646 






Score 


788 




Exons 


1..43, 1820. 


.2507, 2789. 


.3736 









30549 




GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


30647 






Seq. ID 


OJ9904 2 9_01. 9924 .C21 


Gene No. 


63342 






Strand 


+ 


Start 


1 






End 


4925 


Name 


OJ990429 01.9924 


.C21.ol 


. gs 


Method 


GENSCAN 


Start 


68 






End 


4925 


GI 


none 






Score 


.56 


Exons 


68 . . 1155, 1228 . . 


1247, 1864.. 


2289, 2305.. 2353, 2515.. 2669, 




2907 . . 3064 , 3242 


. . 3389, 


4848 


. .4925 




Seq. No. 


30647 






Seq. ID 


OJ990429_01.9924.C21 


Gene No . 


63343 






Strand 


+ 


Start 


6965 






End 


7522 


Name 


OJ990429 01.9924 


. C21 . ol 


rrn 


Method 


AAT/GAP 


Start 


6965 






End 


7522 


GI 


none 






Score 


1045 


Exons 

J— J A _J 1 1 w 


6965 7522 










Sea. No. 


30647 






Seq. ID 


OJ990429_01.9924.C21 


Gene No . 


63344 






Strand 




Start 


5353 






End 


8883 


Name 


OJ990429. 01.9924 


C21 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2038 






End 


2720 


GI 


none 






Score 


125 


Exons 


2038 2190 2164 


. .2250, 


2166 


..2255, 2251. .2529, 2262. .2405, 




2463 . . 2720, 2475 


. .2498, 


2511 


..2534, 2531. .2692 


Seq. No. 


30647 






Seq. ID 


OJ990429_01.9924.C21 


Gene No . 


63344 






Strand 




Start 


5353 






End 


8883 


Name 


OJ990429 01.9924 


. C21 . o3 


tm 


Method 


TBLASTX: Maize 


Start 


2733 






End 


3005 


GI 


none 






Score 


209 


Exons 


2733 . . 3005. 2910 


. .3002 








Seq. No. 


30647 






Seq. ID 


OJ990429_01.9924.C21 


Gene No . 


63344 






Strand 




Start 


5353 






End 


8883 


Name 


OJ990429 01 9924 


.C21.o2. 


gs 


Method 


GENSCAN 


Start 


5353 






End 


8643 


GI 


none 






Score 


.53 


Exons 


5353.. 5473, 5601 


. .5839, 


5988 


..6065, 8136. .8271, 8388. .8512, 




8590. .8643 










Seq. No. 


30647 






Seq. ID 


OJ990429_01.9924.C21 


Gene No. 


63344 






Strand 




Start 


5353 






End 


8883 


Name 


OJ990429 01.9924 


C21.o2. 


gp 


Method 


AAT/GAP 


Start 


7442 






End 


8807 


GI 


17774 I.RI084 






Score 


1204 


Exons 


7442. .7703, 8136 


.8271, 


8388 


..8512, 8590. .8807 


GI Descrip. 


'3337356 1.0e-159 (AC004481) 


putative 


protein transport prot 



30550 



SEC61 alpha subunit [Arabidopsis thaliana] f 



Seq. No. 30647 
Gene No. 63344 
Start 5353 

Name OJ990429JD1 . 9924 . C21 . ol . tm 

Start 7462 
.G.I none 
Exons 7462. 

8134 . 

8390. 



,7704, 7464. .7532, 7464. 
.8274, 8136. .8273, 8376. 



Seq. ID OJ990429_01.9924.C21 
Strand 

End 8883 

Method TBLASTX : Mai ze 

End 8807 

Score 68 

.7706, 7465.. 7704, 8130, 
.8513, 8388. .8525, 8390, 



.8533, 8585. .8806, 8587. .8805, 8594. .8806, 8595, 



,8273, 
,8515, 
,8807 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30647 
63344 
5353 

OJ990429_01 . 9924 .C21.ol.ts 

7464 

none 

7464. .7706, 7467. .7532, 7468. 
8136. .8273, 8388. .8441, 8390. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990429 01.9924.C21 



8587. .8805, 8594. .8806, 8598. .8807 



8883 

TBLASTX : Soybean 
8807 
70 

7704, 8121. .8267, 8134. .8274, 
8440, 8438. .8533, 8439. .8501, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30647 
63344 
5353 

OJ99042 9_01.9924.C21.o2.np 



OJ990429 01.9924.C21 



7467 
6581004 
7467. .7703, 
(AF190652) 
vulgaris] 



Seq. ID 
Strand 

End' 8883 
Method AAT/NAP 
End 8883 
Score 1044 
8136. .8271, 8388. .8512, 8590. .8883 
putative integral membrane protein [Phaseolus 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



30647 
63344 
5353 

OJ99042 9_01. 9924 .C21.ol.tc 

7471 

none 

7471. .'7566, 7558. .7590, 7569. 
8130. .8273, 8134. ;8274,, 8134. 



Seq. ID OJ990429_01.9924.C21 
Strand 

End 8883 
Method TBLASTX : Cress 
End 8806 
Score 43 

.7706, 7573.. 7704, 7598.. 7708, 
8247, 8136.. 8273, 8388. .8513, 



8390. .8533, 8393. .8518, 8585. .8806, 8587. .8805 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-.30647 
63344' 
5353 

OJ990429JU. 9924 .C21.o3.gp 
7558 

17774_1.R1084 

7558. .7703, 8136. .8271, 8388. 
•3337356 1.0e-159 (AC004481) 



Seq. ID. 
Strand 
End 

Method 
End 
Score 



OJ990429 01-.9924.C21 



SEC61 alpha subunit [Arabidopsis thaliana] 1 



8883 
AAT/GAP 
8807 
1064 

8512, 8590.. 8807., 
putative protein transport protein 



Seq. No. 
Gene No. 

O J — -I— 

O L. a-L L. 

Name 
Start 



30647 Seq. ID 

63344 Strand 

5353 End 

OJ99042 9_01. 9924 ,C21.ol. tw Method 

7572 End 



OJ990429_01 . 9924 .C21 

TBLASTX: Wheat 
8445 



30551 



GI none Score 232 

Exons 7572. .7706, 7573.. 7704, 7574. .7705, 8130. .8273, 8134.. 8274, 

8136. .8273, 8366. .8440, 8388. .8444, 8388. .8438, 8389. .8445, 
8390. .8443 



Seq. No. 


30648 


Seq. ID 


OJ990429 01 9924 


. C23 


Gene' No . 


63345 


Strand 


+ ~~ 




Start 


3662 


End 


6283 




Name 


OJ990429 01.9924.C23.o2.np 


Method 


AAT/NAP 




Start 


3662 


End 


6283 




GI 


4234854 


Score 


1327 




Exons 


3662. .3682, 4889. .6283 








GI Descrip. 


(AF082134) pol polyprotein 


[Zea mays] 






Seq. No. 


30648 


Seq. ID 


OJ990429 01.9924 


. C23 


Gene No. 


63345 


Strand 


+ — 




Start 


3662 


End 


6283 




Name 


OJ990429 01.9924.C23.o3.gs 


Method 


GENSCAN 




Start 


5445 


End 


6047 




GI 


none 


Score 


.9 




Exons 


5445. .6047 








Seq. No. 


30648 


Seq. * ID 


OJ990429_01. 9924 


.C23 


Gene No. 


63346 


Strand 






Start 


1974 


End 


210,4 




Name 


OJ990429 01.9924.C23.ol.gp 


Method 


AAT/GAP ' 




Start 


1974 


End 


2104 




GI 


33402 1.R1084 


Score 


149 




Exons 


1974. .2104 








GI Descrip. 


f 3337356 9.0e-68 (AC00448i) 


putative protein transport ; 


protein 




SEC61 alpha subunit [Arabidopsis thaliana] ' 





Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



30648 Seq. ID 

63347 Strand 

2960 End 
OJ990429_01. 9924 .C23.o2 . gs Method 

2960 End 

none Score 

2960. .3096, 4053. .4221 



OJ990429_01. 9924 .C23 

5318 
GENSCAN 
4221 
.46 



Seq. No. 


30648 






Seq. ID 


OJ990429_01. 9924 .C23 


Gene No. 


63347 






Strand 




Start 


2960 






End 


5318 1 


Name 


OJ990429 01 


.9924 


.C23.ol.np 


Method 


AAT/NAP 


Start 


3055 






End 


5318 


GI 


5103848 






Score 


86 


Exons 


3055. .3102, 


3587 


..3847, 5276. 


.5318 




GI Descrip. 


(AC007591) 


F9L1. 


16 [Arabidopsis thaliana] 


Seq. No. 


30648 






Seq. ID 


OJ990429_01. 9924 .C23 


Gene No. 


63347 






Strand 




Start 


2960 






End ■ 


5318 


Name 


OJ990429 01 


.9924 


.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


4061 






End 


4687 


(il 


none 






Score 


153 


Exons 


4061. .4249, 


4073 


..4249, 4135. 


.4251, 4135. .4251, 4247. .4309, 



4248. .4310, 4323. .4415, 4325. .4414, 4417. .4539, 4425. .4544, 



30552 




4549. .4644, 4554. .4679, 4556. .4687, 4557. .4679 



Seq. No. 


30648 




Seq. ID 


OJ990429_01. 9924 ,C23 


Gene No. 


63348 




Strand 




Start 


5688 




End 


6202 


Name 


OJ990429 01.9924.C23.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5688 




End 


6073 


GI 


none 




Score 


162 


Exons 


5688. .5891, 5726. .5890, 


5898. 


.6029, 5915.. 5992, 6032.. 6073 


Seq. No. 


30648 




Seq. ID 


OJ990429_01.9924.C23 


Gene No\ 


63348 




Strand 




Start ' ■ 


5688 




End 


6202 


Name 


OJ990429 01.9924.C23.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5772 




End 


6202 


GI 


5509260 




Score 


202 


Exons 


5772. .5945, 5775. .6041, 


5783. 


.5992, 6041.. 6202, 6055.. 6126 


GI Descrip. 


- 








Seq. No. 


30648 




Seq. ID 


OJ990429_01.9924.C23 


Gene No. 


63348 




Strand 




Start 


5688 




End 


6202 


Name 


OJ990429 01. 9924 .C23.'o2 


. tm 


Method 


TBLASTX : Maize 


Start >' 


5775 




End 


6082 


GI 


none 




Score 


228 


Exons 


.5775. . 60.29, 5783^.5992, 


6047. 


.6082 




Seq. No. 


30648 




Seq. ID 


OJ990429_01.9924.C23 


Gene No. 


63348 




Strand 




Start 


5688 




End 


6202 


Name 


OJ990429 01.9924.C23.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5862 




End 


6121 


GI 


none 




Score 


163 


Exons 


5862. .5996, 5864. .5989, 


6050. 


6121 




Seq. No. 


30649 




Seq. ID 


OJ990429_01.9924.C24 


Gene No . 


63349 




Strand 


+ 


Start 


279 




.End 


743 


Name 


OJ990429 01.9924.C24.ol 


.np 


Method 


AAT/NAP 


Start 


279 


End 


743 


GI 


6721519 




Score 


190 


Exons 


279. .375, 582. .743 








GI Descrip. 


(AP001072) EST AU082116 


(E4026) 


-corresponds to. a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


30649 




Seq. ID 


OJ99042 9_01. 9924 .C24 


Gene No. 


63349 




Strand 


+ 


Start 


279 




End 


743 


Name 


OJ990429 01.9924.C24.ol 


gs- 


Method 


GENSCAN 


Start 


597 r 




End 


731 


GI 


none 




Score 


. 9 


Exons 


597. .731 








Seq. No. 


30650* 




Seq. ID 


OJ99042 9_01. 9924.C25 


Gene No . 


63350 




Strand 


+ 


Start 


489 




End 


791 


Name 


OJ990429_01. 9924 .C25.ol. 


gs 


Method 


GENSCAN 



30553 




Start 


489 End 


729 






GI 


none Score 


. 76 






Exons 


489. . 729 








Seq. No. 


30650 Seq. ID 


OJ990429 01 


. 9924 , 


. C25 


Gene No. 


63350 Strand 


+ ~ 






Start 


489 End 


791 




- * 


Name 


OJ990429 01.9924.C25.ol.np Method 


AAT/NAP 






Start 


570 End 


791 






GI 


4580471 Score 


137 






Exons 


570. .791 








GI Descrip. 


(AC006081) unknown protein [Arabidopsis thaliana] 






Seq. No. 


30651 Seq. ID 


OJ990429_01 


.9924. 


.C27 


Gene No. 


63351 Strand 


+ 






Start 


252 End 


341 






Name 


OJ990429 01.9924.C27.ol.gs Method 


GENSCAN 






Start 


252 End 


341 






GI 


none Score 


.85 






Exons 


252. .341 








Seq. No. 


30652 Seq. ID 


OJ990729JD5, 


. 9924 . 


CI 


Gene No. 


63352 Strand 


+ 






Start 


4 068 End 


4272 






Name 


OJ990729 05.9924.Cl.o2.np Method 


AAT/NAP 






Start 


4068 End 


4272 






GI 


4680186 Score 


208 






Exons 


4068.. 4272 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


30652 Seq. ID 


OJ990729_05. 


, 9924 . 


CI 


Gene No. 


63353 Strand 








Start 


1 End 


2596 






Name 


OJ990729 05. 9924 .Cl.ol.np Method 


AAT/NAP 






Start 


1 End 


2596 






GI 


4680179 Score 


570 






Exons 


1..88, 1338. .1541, 1712. .2596 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


30652 Seq. ID 


OJ99072'9_05. 


9924 . 


CI 


Gene No. 


63354 Strand 








Start 


3828 • End 


4200 






Name . 


OJ990729 05.9924.Cl..ol.gp ' Method 


AAT/GAP 






Start 


3828 * End 


4200 






GI 


uC-osflcyp033a04bl Score 


516 






Exons 


3828. .4200 








GI Descrip. 


' 6016845/dbj IAP000570. 1 | AP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


30652 *■ ' Seq. ID 


OJ990729_05. 


9924. 


CI 


Gene No. 


63355 Strand 








Start 


4 661 End 


10335 






Name 


OJ990729 05. 9924 .Cl.o3.tm Method 


TBLASTX: Maize 




Start 


1814 End 


2113 






GI 


none Score 


71 






Exons 


1814. .2113, 2010. .2099 









30554 




Seq. No. 


30652 




Seq. ID 


OJ990729JD5.9924 


.CI 


Gene No. 


63355 




Strand 






Start 


4 661 




FnH 


10335 




Name 


OJ990729 OS 9924 PI r>4 


L. W 


1 JC LI1UU 






Start 


1994 ~~ 






2353 




GI 


none 




Score 


136 




Exons 


1994 2353 1998 2351 










Seq. No. 


30652 




Seq. ID 


OJ990729_05. 9924 


.CI . 


Gene No. 


63355 




Strand ■ 






Start 


4 661 




End 


10335 




Name 


OJQ9072Q OS 9924 CI n? 




Method 


GENSCAN 




Start 


4 661 ~~ 




End 


10257 




GI 


none 




Score 


.62 




JTvAn c 


4661 476S ^17 S9^7 


69^1 


.6410, 8107.. 10167, 10192. 


1 00 R7 


Seq . No . 


30652 




Seq. ID 


OJ990729_05.9924 


.ox 


Gene No . 


63355 




Strand 






Start 


4661 




End 


10335 




Name 


OJ990729 05. 9924 .CI. o3. 


np 


Method 


AAT/NAP 




Start 


4664 




End 


6565 




GI 


6907087 




Score 


1099 






4664 476S S^17 SQflS 


6195. 


.6565 








f APflfll 1 F9Tq T79771 / 


E2215) ,AU082313 (E2215) correspond to a 




r*farri on o"F fhp tit^Hi pt*pri 
x y x ^ 1 1 w x Liic ky x cij.x i_ cvj 


i gene. 


; hypothetical protein [Oryza 




caf "i Tra 1 
o d i — l va j 












30652 

J U U J 




Seq. ID 


OJ990729_05.9924, 


.CI 


Gene No . 


63355 




Strand 






Start 


4661 




End 


10335 ' 




Name 


OJ990729 05. 9924 .Cl.o3. 


gp 


Method 


AAT/GAP 




Start 


7077 




End 


10335 




GI 


"34 2 1 R1 Oft 4 




Score 


4958 




UAUllO 


101~1 71?? 7^1? 7646 


7756. 


.7853, 7972. . 10335 




V_J -1_ 1_> O J_ k> « 


1 4 574406/ab 1 AAD2404? 11 


0.0e+00 (AF121139) RIM2 protein 


[Oryz, 




<3 A "1" 1 T7"^ 1 1 
O a L X V u J 










Sea No 


30652 




Seq. ID 


OJ990729__05. 9924 . 


.CI 


Gene No . 


63355 




Strand 






Start 


4661 




End 


10335 




Name 


OJ990729 05.9924 .CI.06. 


gp 


Method 


AAT/GAP 




Start ' 


7293 




End 


10335 




GI 


342 1 R1084 




Score 


4972 




P. y o n 


72 9^ 7646 77 S 6 7ftS^ 


7972. 


.10335 






GtT Dp qrri n 

L-r O J_ _1_ kj* a 


1 4 574 4 06/ab 1 AAD2404 2 11 


0.0e+00 (AF121139) RIM2 protein 


[Oryz< 




c? 3 "I" "i \TZi 1 ' 

o a i — l v a j 










Sea No 


30652 

*J \J \J +J 




Seq. ID 


OJ990729_05. 9924 . 


CI 


Gene No. 


63355 




Strand 






Start 


4661 




End 


10335 




Name 


OJ990729 05. 9924 .CI. o7. 


gp 


Method 


AAT/GAP 




Start 


7295 




End 


10335 




GI 


342 1.R1084 




Score 


4972 




Exons 


7295. .7646, 7756. .7853, 


7972. 


.10335 






GI Uescrip. 


' 4 574 4 06/gb| AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 protein 


[Oryz; 



sativa] ' 



30555 




Seq. No. 30652 

Gene No. 63355 

Start 4661 

Name OJ990729_05 . 9924 . CI . o5 . 

Start 7302 

GI 342_1.R1084 

Exons 7302.. 7646, 7756.. 7853, 

GI Descrip. , 4574406/gb| AAD24042. 11 
sativa] ■ 

Seq. No. 30652 

Gene No. 63355 

Start 4661 

Name OJ990729_05 . 9924 . CI . o4 . 

Start 7312 

GI 342_1.R1084 

Exons 7312.. 7646, 7756.. 7853, 

GI Descrip. 1 4 574 406/gb | AAD24042 . 1 | 
sativa] 1 




Seq. ID OJ990729_05. 9924 .CI 
Strand 

End 10335 

gp Method AAT/GAP 

End 10335 

Score 4966 
7972. .10335 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990729_05. 9924 .CI 
Strand 

End 10335 

gp Method AAT/GAP 

End 10335 

Score 4962 
7972. .10335 

0.0e+00 (AF121139) RIM2 protein [Oryza 



Seq. No. 


30652 










Seq. ID 


OJ990729_05. 9924 ,C1 


Gene No. 


63355 










Strand 




Start 


4661 










End . 


10335 


Name 


OJ990729 05 


9924 . 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8131 










End 


9448 


GI 


none 










Score 


131 


Exons 


8131. . 


8223, 


8212. 


.8292, 


8305. 


.8445, 8306. .8446, 8393. .8488, 




8425. . 


8484, 


8491. 


.8535, 


8496. 


.8531, 8530. .9447, 8546. .9448, 




8723. . 


9448 













Seq. No. 


30652 


Seq. ID 


OJ990729_05. 9924 .CI 


Gene No. 


63355 


Strand 




Start 


4661 


End 


10335 


Name 


OJ990729 05. 9924 ,Cl.o4 . np 


Method 


AAT/NAP 


Start 


8615 


End 


10335 


GI 


6742729 


Score 


2720 


Exons 


8615.. 10335 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


30652 


Seq. ID 


OJ990729_05. 9924 .CI 


Gene No. 


63355 


Strand 




Start 


4661 


End 


10335 


Name 


OJ990729 05.9924.Cl.ol.tc 


Method 


T3LASTX: Cress 


Start 


8713 


End 


9164 


GI 


none 


Score 


185 


Exons 


8713. .9150, 8713. .9156, 8717.. 


9160, 8723. .9160, 8982. .9164 



Seq. No. 30652 Seq. ID 

Gene No. 63355 Strand 

Start 4661 End 

Name OJ9907 2 9_05 . 9924 . CI . ol . tm Method 

Start 9091 End 

GI none Score 

Exons 9091.. 9411, 9092.. 9427 



OJ990729_05. 9924 .CI 
10335 

TBLASTX: Maize 

9427 

157 



Seq. No. 
Gene No. 



30652 
63355 



Seq. ID 
Strand 



OJ990729 05. 9924. CI 



30556 



Start 


4661 


End 


10335 






Name 


OJ990729 05. 9924 .Cl.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


9449 


End 


9859 






GI 


none 


Score 


81 






Exons 


9449. .9535, 9451.. 9540, 9451. 


.9534, 9568.. 9810, 


9608. .9790 




9796. .9858, 9809. .9859 










Seq. No. 


30652 


Seq. ID 


OJ990729 


05. 9924 


.CI 


Gene No. 


63355 


Strand 








Start 


4661 


End 


10335 






Name 


OJ990729 05. 9924 .Cl.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


9892 


End 


10134 




GI 


none 


Score 


218 






Exons 


9892. . 10134 










Seq. No. 


30652 


Seq. ID 


OJ990729 


05. 9924 , 


. CI 


Gene No. 


63355 


Strand 








Start 


4661 


End 


10335 






Name 


OJ990729 05.9924.Cl.o2.tm 


Method 


TBLASTX: 


Mai ze 




Start 


9964 


End 


10333 






GI 


none 


Score 


76 






Exons 


9964. .10158, 10169. .10333, 10177. .10332 






Seq. No. 


30652 


Seq. ID- 


OJ990729 


05 . 9924 . 


. CI 


Gene No. 


63355 


Strand 








Start 


4661 


End 


10335 






Name 


OJ990729 05.9924.Cl.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


9998 


End 


10333 






GI 


none 


Score 


161 






Exons 


9998. .10204, 10003 .. 10206, 10003 .. 10206, 10207. 


. 10305, 






10208. . 10300, 10309. . 10332, 10313.. 10333 






Seq. No. 


30653 


Seq. ID 


OJ990729 


_05. 9924 . 


C2 


Gene No. 


63356 


Strand 


+ 






Start 


2661 


End 


7203 






Name 


OJ990729 05.9924.C2.ol.np 


Method 


AAT/NAP 






Start 


2661 ^ - 


End 


7200 






GI 


4680179 


Score 


'6699 ' 






Exons 


2661. .7200 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. ' 


30653 


Seq. ID 


OJ990729_ 


_05.9924. 


C2 


Gene No. 


63.356 


Strand 


+ 






Start 


2661 


End 


7203 






Name 


OJ990729 05.9924.C2.o2.gs 


Method 


GENSCAN 






Start 


2661 


End 


7203 






GI 


none 


Score 


.52 






Exons 


2661.. 3070, 3163.. 3287, 3398.. 


.5314, 5414.. 7203 






Seq. No. 


30653 


Seq. ID 


OJ990729_ 


_05. 9924 . 


C2 


Gene No. 


63357 


Strand 








Start 


201 


End 


1825 






Name 


OJ990729 05.9924.C2.ol.gs 


Method 


GENSCAN 






Start 


201 


End 


1825 






r* T 
VJ1 


nOne 


Score 


. 67 






Exons 


201. .249, 995. .1113, 1520. .1656, 1792. 


. 1825 







30557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq! No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30653 
63358 
7480 

OJ990729_05, 

2874 

none 

2874 . .3188, 

30653 
63358 
7480 

OJ990729_05. 

3173 

none 

3173. .3433, 

30653 
63358 
7480 

OJ990729_05. 

3787 

none 

3787. .4011, 

30653 
63358 
7480 

OJ990729_05. 

3825 

none 

3825. .3926, 

30653 
63358 
7480 

OJ990?29_05. 

4363 

none 

4363. .4845, 

30653 
63358 
7480 

OJ990729__05. 

4399 

none 

4399. .4713 

30653 
63358 
7480 

OJ990729_05. 

4432 

none 

4432 . . 4699, 



Seq. ID OJ990729_05.9924.C2 
Strand 

End 8156 

Method TBLASTX : Wheat 

End 3256 

Score 244 
.3256, 3187. .3255 

Seq. ID OJ990729_05.9924.C2 
Strand 

End 8156 

Method TBLASTX : Maize 

End 3433 

Score 181 



Seq. ID OJ990729_05.9924.C2 
Strand 

End 8156 

Method TBLASTX : Wheat 

End 4188 

Score 143 
3819/, 3953, 3994. .4107, 4015. .4188, 4089. .4157 

Seq. ID OJ990729_05. 9924 .C2 
■ Strand 

End 8156 

9924.C2.o7.tm Method TBLASTX : Maize 

End- 4101 

Score' 194 

3826. .4101 

Seq. ID OJ990729_05. 9924 .C2 
Strand 

- End 8156 

9924 .C2.o4 . tw ' Method TBLASTX : Wheat 

End 4845 

Score 54 6 



9924.C2.o7.tw 
2894.. 3169, 3179. 

9924 .C2.o8.tm 
3187. .3324 

9924 .C2.o8. tw 



4467, .4802 



9924.C2.o4.ts 



9924 .C2.o3.tm 



4^03 . . 4802 



Seq. ID OJ990729J)5.9924 . C2 
Strand 

End . 81£6 

Method TBLASTX : Soybean 

End 4713 

Score 183 



Seq. ID OJ990729_05.9'924 .C2 
Strand 

End 8156 

Method TBLASTX: Maize 

End 4899 

Score 389 



Seq. No. 



30653 



Seq. ID OJ990729_05.9924.C2 



30558 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



63358 
7480 

OJ990729JD5, 

4786 

none 

4786. .4818, 
4938. .5180 

30653 
63358 
7480 

OJ990729_05. 

4894 

none 

4894 . .5196, 

30653 
63358 
7480 

OJ990729_05. 

4915 

none 

4915. .5268, 

30653 
63358 
7480 

OJ990729_05. 

5197 

none 

5197. .5622, 

30653 
63358 
7480 

OJ990729_05. 

5203 

none 

5203. .5448 

30653 
63358 
7480 

OJ990729_05. 
5269 
none 

5269. .5622, 

30653 
63358 
7480 

OJ990729_05. 
5686 
none 



30653 



9924.C2.ol.ts 
4788. .4814, 4822. 



Strand 
End 

Method 

End 

Score 



8156 

TBLASTX: Soybean 

5181 

57 



,5181, 4829. .4969, 4843. .5151, 



9924.C2.o5.tw 
4894. .5187, 4932, 

9924.C2.o5.tm 
4983. .5261 

9924.C2.o3.tw 
5205. .5615 

9924.C2.o3.ts 



9924.C2.o2.tm 



Seq. ID OJ990729JD5. 9924 . C2 
Strand 

8156 

TBLASTX: Wheat 
5196 
408 



End 

Method 
End 
Score 
.5195 



Seq. ID OJ990729_05. 9924 . C2 
Strand 

End 8156 

Method TBLASTX: Maize 

End 5268 

Score 329 



Seq. ID OJ990729_05. 9924 ,C2 
Strand 

End 8156 

Method TBLASTX : Wheat 

End 5622 

Score 596 



Seq. ID OJ990729_05. 9924 .C2 
Strand 

End 8156 

Method TBLASTX : Soybean 

End 5448 

Score 201 



Seq. ID OJ990729_05. 9924 . C2 
Strand. 

End, 8156 

Method TBLASTX : Mai ze 

End 5629 

Score 4 67 



5271. .5615, 5430. .5627, 5477. .5629 



9924 .C2.o2.tw 



Seq. ID OJ990729_05. 9924 . C2 
Strand 

End 8156 

Method TBLASTX : Wheat 

End 6189 

Score 607 
. 6184 , 5934 . .6165 

Seq. ID OJ990729_05. 9924 . C2 



30559 




Gene No. 


63358 








Strand 






Start 


7480 








End 


8156 




Name 


OJ990729 05 


. 9924 


. C2 . ol . 


. tc 


Method 


TRTA^TX • Pr^c-c; 

-L LJ LliiiJ X /\ ■ ^1 COO 




Start 


5896 ~ 








End 


6213 




GI 


none 








Score 


86 




Exons 


5896. . 6069, 


6070 


. . 6213, 


6072. 


. . 6212 






Seq. No. 


30653 








Seq. ID 


OJ990729_05.9924 


.C2 


Gene No. 


63358 








Strand 






Start 


7480 








End 


8156 




Name 


OJ990729 05 


. 9924 


. C2 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


5977 ~ 








End 


6237 




GI 


none 








Score 


299 




Exons 


5977 . . 6237, 


5980 


. . 6138, 


5982 . 


. . 6236, 6178. . 6237 




Seq. No. 


30653 








Seq. ID 


OJ990729_05. 9924 


.C2 


Gene No. 


63358 








Strand 






Start 


7480 








End 


8156 




Name 


OJ990729 05, 


. 9924 


.C2 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


6036 ~ 








End 


6327 




GI 


none 








Score 


386 




Exons 


6036. . 6323, 


6037 


. . 6327 










Seq. No. 


30653 








Seq. ID 


OJ990729_05.9924 


.C2 


Gene No. 


63358 








Strand 






Start 


7480 








End 


8156 




Name 


OJ990729 05, 


, 9924 


.C2 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


6196 ~ 








End 


6822 




GI 


none 








Score 


727 




Exons 


6196. . 6822, 


6201 


. . 6821 










Seq. No. 


30653 








Seq. ID 


OJ990729_05. 9924 


.C2 


Gene No. 


63358 








Strand 






Start 


7480 








End 


8156 




Name 


OJ990729 05. 


, 9924 


. C2 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


6376 ~ 








End 


6963 




GI 


none 








Score 


226 




Exons 


,6376. . 6537, 


6384 


. . 6530, 


6535. 


.6963, 6540.. 6962 




Seq. No. 


30653 








Seq. ID 


OJ990729_05. 992.4 


.C2 


.Gene No. 


63358 








Strand 






Start * 


7480 








End 


8156 




Name 


OJ990729 05. 


9924 , 


. CZ . 06 . 


tw 


Method 


TBLASTX: Wheat ■ 




Start 


6822 ~~ 








End 


7155 




GI 


none 








Score 


371 




Exons 


6822 . . 7022, 


6823. 


. . 7155, 


7064 . 


.7120 






Seq. No. 


30653 








Seq. ID 


OJ990729_05. 9924 , 


.C2 


Gene No. 


63358 








Strand 






Start 


7480 








End 


8156 




Name 


OJ990729 05 


9924 , 


. C2 . 06 . 


tm 


Method 


TBLASTX: Maize 




Start 


6964 








End 


7176 




GI 


none 








Score 


209 




Exons 


6964 . .7176 














Seq. No. 


30653 








Seq. ID 


OJ990729JD5.9924, 


,C2 


Gene No. 


63358 








Strand 







30560 



Start 7480 End 8156 

Name OJ990729_05 . 9924 . C2 . o2 . np Method AAT/NAP 

Start 7480 End 8156 

GI 5295955 Score 194 

Exons 7480 . .8156 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV 
[Oryza sativa] ' 



genome . ( V01555 ) 



Seq. No. 30654 Seq. ID 

Gene No. 63359 Strand 

Start 1 End. 

Name OJ990729_05 . 9924 .C5.ol.np Method 

Start 1 End 

GI 6006374 Score 

Exons 1..880, 1511.. 1560 

GI Descrip. (AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



OJ990729_05.9924.C5 
+ 

1560 
AAT/NAP 
1560 
1137 



Qprr Wn 

C >-1 . Iiv • 


30654 


Seq. ID 


OJ990729_05.9924.C5 


Gene No . 


63359 


Strand 


+ 


Start 


1 


End 


1560 


Name 


OJ990729 05.9924.C5.ol.gp 


Method 


AAT/GAP 


Start 


909 


End 


1374 


GI 


LIB34 32-059-P1-K1-D8 


Score 


735 


Exons • 


909.. 1374 






GI Descrip. 


'5734616/dbj I AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genoi 




DNA, chromosome 6, clone: 


P0538C01 ' 




Seq. No. 


30655 


Seq. ID 


OJ990729_05.9924.C7 


Gene No. 


63360 


Strand 


+ 


Start 


1349 


End 


1469 


Name 


OJ990729 05.9924.C7.ol.gs 


Method 


GENSCAN 


Start 


1349 


End 


1469 


GI 


none 


Score 


. 77 


Exons 


1349. . 1469 






Seq. No. 


30656 


Seq. ID 


OJ990729_05. 9924 .C8_ 


Gene No. 


63361 


Strand 


+ • 


Start 


548 


End 


5566 


Name 


OJ990729 05.9924.C8.ol.gs 


Method 


GENSCAN 


Start 


548 


End 


5524 


GI 


none 


Score 


. 44 


Exons 


548. .881, 911. .1124, 1759 


..2050, 2534. 


.2600, 2665. .4478,. 




4600. . 5003, 5380. .5524 







Seq. No. 30656 

Gene No. 63361 

Start 548 

Name OJ990729_05 . 9924 . C8 . o2 . np 

Start 2806 

GI 5441880 

Exons 2806.. 3820, 4265.. 4296, 4556. 
GI Descrip. (AP000367) EST C28 952 (C6294 5 ) 



Seq. ID OJ990729__05.9924 .C8 

Strand + 

End 5566 

Method AAT/NAP 

End 5566 ' 

Score 1758 

4879, 5382.. 5566 



corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC00398I) [Oryza sativa] 



Seq. No. 



30656 



Seq. ID OJ990729 05. 9924. C8 



30561 



Gene No. 


63362 








Strand 






Start 


544 








End 


3349 




Name 


OJ990729 05 


.9924 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


544 








End 


3349 




GI 


2760834 








Score 


144 




Exons 


544. .948, 3303.. 


334 9 










GI Descrip. 


(AC003105) 


putative nitrate 


transporter [Arabidopsis thaliana 


Seq. No. 


30656 








Seq. ID 


OJ990729_05. 9924 


.C8 


Gene No. 


63363 








Strand 






Start 


3376 








End 


4047 




Name 


OJ990729 05 


.9924 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3376 








End 


3972 




GI 


none 








Score 


367 




Exons 


3376 3843 


3381 


. .3494, 


3534 


. .3854, 3901. .3972 




Seq. No. 


30656 








Seq. ID 


OJ990729_05. 9924 


.C8 


Gene No. 


63363 








Strand 






Start 


3376 








End 


4047 




Name 


OJ990729 05 


.9924 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3672 








End 


4047 




GI 


none 








Score 


192 




Exons 


3672. .3824, 


3673 


. .3876, 


3874 


..4047, 3883. .4038 




Seq. No. 


30657 








Seq. ID 


OJ990729_05.9924 


.C9 


Gene No. 


63364 








Strand 


+ 




Start 


1 








End 


2176 




Name 


OJ990729 05 


.9924 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2164 




GI 


5441880 








Score 


692 




Exons 


1.-94, 667. 


.965, 


1069. . 


1549, 


1917. .2164 





GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28 952 (C62 94 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



30657 
63364 
1 

OJ990729_05. 9924 -C9.ol.gs 
47 

none 

47. .94, 174. .587, 667. .965, 
2006.. 2176 



Seq. ID OJ990729_05.9924.C9 

Strand + 

End 2176 

Method GENSCAN 

End 2176 

Score . 68 
1069. .1330, 1417. .1672, 1808. .1938, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



30657 
63365 
2936 

OJ990729_05. 9924 .C9.o2.np 

2915 

3980405 

2915. .3103, 3510. .4059, 4139. 



Seq. ID OJ990729_05. 9924 .C9 
Strand 

End 4227 

Method AAT/NAP 

End. -4203 " 

Score 581 
.4203 



(AC004561) putative tropinone reductase [Arabidopsis thaliana] 



30657 
63365 
2936 

OJ990729_05.9924 .C9.o2.gs 



Seq. ID OJ990729_05. 9924 .C9 
Strand 

End 4227 

Method GENSCAN 



30562 




o Lai L, 


2936 

Z. Zf J u 








CjIKJ. 


4 2 27 






P,T 

w X 










Score 


95 








2936 3103 


3510 


4 059 


4 1 3Q 

4 X O _? • 


4227 








Seq. No. 


30657 








Seq. ID 


OJ990729 


_05.9924, 


.C9 


Gene No. 


63366 








Strand 








Start 


4 664 








End 


4789 






Name • * 


OJ990729 05 


. 9924 


P9 r>2 


1-m 

Ulll 


Method 


TBLASTX: 


rid X £ c 




Start 


2912 ~ 








End 


3686 






GI 


none 








Score 


93 






P von s 


2912 3085 


2943 


3029, 


3507 . 


.3686, 3508.. 3684 






ij C • LN ■ 


30657 








Seq. ID 


OJ990729 


_05. 9924 . 


.C9 


Gene No. 


63366 








Strand 








Start 


4664 








End 


4789 






Name 


OJ990729 05 


.9924 


. C9 . ol . 


ts 


Method 


TBLASTX: 


Soybean 




Cf art 


2927 ~ 








End 


4194 






(IT 


none 








Score 


77 








2927 3049 


294 3 


3023, 


351 3 


.3686, 3526. .3684, 


3732. .4058, 




3733 3801 


4 009 


4059 

. . rt \J *J Z* , 


4135 


.4194, 4139. .4192 






9 <=>rr Kin 


30 6 57 

J U U / 








Seq. ID 


OJ990729 


_05-. 9924 . 


,C9 


Gene No. 


63366 








Strand 








Start 


4664 








End' 


4789 






Name 


OJ990729 05 

\-J \J Z? Z? \J 1 Z? \J +J 


9924 


P9 r>1 




Method 


TBLASTX: 


Cress 




91- a rt 

u Lai L 


9939 ~~ 

z. -7 J _7 








End 


4194 






CIT 
\J X 










Score 


73 








2939 3112 

Zs *J Z? • • Jll^ / 


294 6 


301 7 


3507 


.3686, 3541. .3678, 


3732. .4058, 




3733 3858 


4012 


4059 

■ • 1U J Z* f 


4 1 35 


.4194, 4139. .4192 






Seq. No. 


30657 








Seq. ID 


OJ990729 


_05.9924. 


C9 


Gene No. 


63366 








Strand 








Start 


4 664 








End 


4789 






Name 


O.T990729 05 

WtJ Zf Z* U / Z. Z? V J 


9924 

. Z* Z> Z. *i 


P9 nl 


L. W 


Method 


TBLASTX: 


Wheat 




O Lul L 


2 939 _ 








End 


3686 






pt 










Score 


85 






Lin vllO , 


2939 3097 


294 3 
z. ^ i j 


3026 


3507 


.3611, 3507. .3686, 


3511. .3678 


Seq. No. 


30657 








Seq. ID 


OJ990729 


_05.9924. 


C9 


Gene No. 


63366 








Strand 








Start 


4 664 








End 


4789 






Name 


O.T990729 05 


9924 


P9 nl 


■hm ' ' 

L.1U 


Method 


TBLASTX:! 


Maize 




Start 


3732 ~~ 








End 


4195 






GI 


none 








Score 


179 






F.vnn ^ 


3732 4058 


37 33 


4 05 9 

. . rt \J U Z? , 


4135 


.4194, 4139. .4195 






Seq. No. 


30657 








Seq. ID 


OJ990729 


_05.9924. 


C9 


Gene No. 


63366 








Strand 








Start 


4 664 








End 


4789 






Name 


\JO Zt ZtKJ I £ Z> V D > 




PQ n^ 


gs 


Method 


GENSCAN 






C-|- a y-4- 


4 £4 
fl O D ft 








End 


4789 






GI 


none 








Score 


. 77 






Exons 


4664. .4789 
















Seq. No. 


30656 








Seq. ID 


OJ990729 


_05.9924. 


CIO 


Gene No. 


63367 








Strand 


+ 






Start 


4240 








End 


4859 







30563 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990729JD5. 9924 .CIO. ol . gp Method AAT/GAP 

4240 End 4720 

LIB3433-043-P1-K1-F7 Score 376 
4240. .4443, 4665. .4720 

'2459448 1.0e-30 (AC002332) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] 1 



30658 
63367 
4240 

OJ990729_05, 
4276 
2459448 
4276. .4443, 



9924. CIO. ol.np 



4665. .4859 



Seq. ID OJ990729_05. 9924 .C10 

Strand + 

End 4859 

Method AAT/NAP 

End 4859 

Score 165 



(AC002332) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



Seq. No. 30658 

Gene No. 63367 

Start 4240 

Name OJ990729_05 . 9924 . C10 . ol . tm 

Start 4276 

GI none 

Exons ' 4276.. 4404, 4278.-4436, 4278. 
- 4745. .4801 



Seq. ID OJ990729_05. 9924. C10 

Strand + 

End 4859 

Method TBLASTX : Maize 

End 4801 

Score 147 

.4406, 4367. .4438,' 4667. .4735, 



Seq. No. 30659 Seq. ID 

Gene No. 63368 Strand 

Start 1079 End 

Name OJ990729_05 . 9924 . Cll . ol . gs Method 

Start 1079 End 

GI none Score 

Exons 1079.. 3877, 4013.. 7180 



OJ990729-05. 9924. Cll 
+ 

7180 
GENSCAN 
7180 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1944. .2146, 2192. .2763, 2806. .2954, 



30659 Seq. ID OJ990729_05 . 9924 . Cll 

63368 Strand + 

1079 End " 7180 

OJ990729JD5. '9924 .Cll. ol.np Method AAT/NAP 
1079 End 7144 

5922631 Score 6659 

1079. .1203, 1462. .1709, 
3081. .4004, 4617. .7144 
(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 |dbj IBAA85207. 1 1 (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. .(AF049110) [Oryza sativ 



30659 
63369 
7497 

OJ990729_ 

7497 

none 



05. 9924 .Cll.o2.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_05. 9924 .Cll 

10437 
GENSCAN 
10437 
.94 



7497. .7945, 8018. .8122, 8194. .8383, 8459. .8646, 8766. .9097, 



30564 



9180. .9355, 9553. .10437 



Seq. No. 30659 
Gene No. 63369 
Start 7497 

Name OJ990729_05 . 9924 . Cll . o2 , 

Start 7500 
GI 6691716 

Exons 7500.. 7945, 8018.. 8130, 

9180. .9355, 9553. .10437 

GI Descrip. (AP000492) hypothetical 
gi| 6691717 | dbj IBAA8 9397, 
[Oryza sativa] 



Seq. ID OJ990729JD5. 9924 .Cll 
Strand 

End 10437 

np Method AAT/NAP 

End 10437 

Score 2311 
8280. .8383, 8459.-8653, 8830. .9097, 

protein [Oryza sativa] 

11 (AP000570) hypothetical protein 



Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name OJ990729_05 . 9924 . Cll . o7 . 

Start 2368 

GI none 

Exons 2368..2637, 2369.. 2770- 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_05. 9924. Cll 

13371 . 
TBLASTX: Wheat 
2770 
294 



Seq. No. 30659 

Gene No. 6337 0 

Start * 11301 

Name OJ99072 9_05 . 9924 . Cll . ol . 

Start 3344 

GI none 

Exons 3344..3S26, 3407.. 3520, 
3913. .4137 



tw 



Seq. ID OJ990729 05. 9924. Cll 



Strand 
End 

Method 

End 

Score 



13371 

TBLASTX: Wheat 

4141 

150 



3565. .3801, 3569. .3799, 3848. .4141, 



Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name OJ990729_05 . 9924 . Cll . o3 . 

Start 4061 

GI none 

Exons 4061.. 4285, 4292.. 4426 



ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ99072 9_05. 9924 .Cll 
13371 

TBLASTX : Soybean 

4426 

138 



Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name * OJ990729__05 . 9924 . Cll . 06 , 

Start 4142 

GI none 

Exons 4142. .4459, 4162.. 4458 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_0'5. 9924 .Cll 
13371 

TBLASTX: Wheat 

4459 

379 



Seq. No. 30659 

Gene No. 63370 : 

Start 11301* 

Name OJ990729_05 . 9924 . Cll . o3 . 

Start 4151 

GI none 

Exons 4151.. 4453, 4192.. 4452, 



Seq. No. 
Gene No. 



30659 
63370 



tm 



Seq. ID OJ990729_05. 9924. Cll 
Strand 

End 13371 

Method TBLASTX : Mai ze 

End 4513 

Score 322 
4456. .4503, 4469. .4513 

Seq. ID OJ990729_05. 9924. Cll 
Strand 



30565 



Start 11301 

Name OJ99072 9JD5 . 9924 . Cll . olO . tw 

Start 4463 

GI none 

Exons 4463.. 4597, 4468.. 4596 

Seq. No. 30659 

Gene No. 63370 - 

Start 11301 

Name OJ990729_05 . 9924 . Cll . o2 . tw 

Start 4598 

GI none 

Exons 4598.. 5017, 4642.. 5022, 4663. 

Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name OJ990729_05 . 9924 . Cll . ol . ts 

Start 4646 

GI none 

Exons 4646.. 5077, 4693.. 4836, 4873. 

Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name OJ990729_05 . 9924 . Cll . o2 . tm 

Start 4744 

GI none 

Exons 4744.. 4998, 4745.. 4999, 5020., 

Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name OJ990729_05 . 9924 . Cll . 08 . tw 

Start 5026 

GI none 

Exons 5026.. 5310, 5027.. 5308, 5214., 

Seq. No. 30659 

Gene No. 63370 

Start 11301 

Name ' OJ990729_05 . 9924 . Cll . o2 . ts 

Start 5303 

GI none 

Exons 5303. .5407, 5311. .5691, 5447.. 

.Seq. No. 30659 

Gene No.-- 63370 

Start 11301 

Name OJ99072 9_05 . 9924 . Cll . o5 . tw 

Start 5312 

GI none 

Exons 5312.. 5734, 5320. .5724 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
5022 

Seq. ID 

Strand 

End 

Method 
End 
Score 
5043 



13371 • 

TBLASTX: Wheat 

4597 

193 



OJ990729_05. 9924 .Cll 
13371 

TBLASTX: Wheat 

5022 

447 



OJ990729_05. 9924. Cll 
13371 

TBLASTX: Soybean 

5077 

321 



Seq. ID OJ990729J)5. 9924 .Cll 
Strand 

End 13371 

Method TBLASTX : Mai ze 

End 5188 

Score 275 

5151, 5021.. 5164, 5162. .5188 

Seq. ID OJ990729_05. 9924 .Cll 
Strand 

13371 

TBLASTX: Wheat 
5312 
275 



End 

Method 
End 
Score 
5312 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5689 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729_05. 9924 .Cll 
13371 

TBLASTX : Soybean ' 
5691. 



OJ990729_05. 9924 .Cll 
13371 

TBLASTX: Wheat 

5734 

416 



£>teq. LMO. 

Gene No. 
Start 



63370 
11301 



Seq. ID 

Strand 

End 



OJ990729 05. 9924. Cll 



13371 



30566 




Name 


OJ990729 05 


. 9924 


. Cll . o5 


. tm 


Method 


TBLASTX: Maize 




Start 


5365 ~~ 








End 


5638 




GI 


none 








Score 


126 




Exons 


5365 . . 5535, 


5366 


. .5536, 


5540. 


.5638, 5572.. 5637 




Seq. No. 


30659 








Seq. ID 


OJ990729_05. 9924 


.Cll 


Gene No. 


63370 








Strand 


- 




Start 


11301 








End 


13371 




Name 


OJ990729 05 


. 9924 


.Cll. oil. tw 


Method 


TBLASTX: Wheat 




Start 


5750 _ 








End 


6049 




GI 


none 








Score 


130 




Exons 


5750. . 5884, 


5924 


604 9 










Seq. No. 


30659 








Seq. ID 


OJ990729_05.9924 


.Cll 


Gene No. 


63370 








Strand 






Start 


11301 








End 


13371 




Name 


OJ990729 05 


, 9924 


. Cll . ol 


tm 


Method 


TBLASTX: Maize 




Start 


6047 _ 








End 


6409 




GI 


none 








Score 


447 




Exons 


6047 6370, 


6067 


• • \J J Zf \J f 


6067 


.6357, 6362. .6409 




Seq. No. 


30659 








Seq. ID 


OJ990729_05.9924 


.Cll 


Gene No. 


63370 








Strand 






Start 


11301 








End 


13371 




Name 


OJ990729 05 


9924 




• 1_ w 


Method 


TBLASTX: Wheat 




Start 


6052 _ 








End 


6439 




GI 


none 








Score 


421 




Exons 


6052 6363. 


6053 


• • U *a ~J _7 , 


69 S4 


. 6439 






Seq. No. 


30659 








Seq. ID 


OJ990729_05. 9924 


.Cll 


Gene No. 


63370 








Strand 






Start 


11301 








End 


13371 




Name 


OJ990729 05 


9924 


. Cll . 06 


tm 


Method 


TBLASTX: Maize 




Start 


6511 ~ 








End 


6784 




GI 


none 








Score 


95 




Exons 


6511 6618. 


6512 , 


6610 


6601 


.6675, 6605.. 6688, 6698.. 6784 


Seq. No. 


30659 








Seq. ID 


OJ990729-05.9924. 


.Cll 


Gene No. 


63370 








Strand 






Start 


11301 








End 


13371 




Name 


OJ990729 05 


9924 . 


. ^ J. X . Oj . 


+- \at 
, L W 


Method 


TBLASTX: Wheat 




Start 


6554 ~ 








End ' 


7168 




GI. 


none 








Score 


356 




Exons 


6554 7045 


6574 . 


. . 6663, 


6715. 


.6816, 7031.. 7168, 7042.. 7164 


Seq. No. 


30659 








Seq. ID 


OJ990729_05. 9924 . 


.Cll 


Gene No. 


63370 








Strand 






Start 


11301 








End 


13371 




Name 


OJ990729 05 


9924 , 


,Cll.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


6896 ~~ 








End 


7129 




GI 


none 








Score 


152 




Exons 


6896. .7048, 


6997. 


.7047, 


7027. 


.7128, 7028. .7129 




Seq. No. 


30659 








Seq. ID 


OJ990729_05.9924. 


Cll 




UJJ / u 








Strand 






Start 


11301 








End 


13371 




Name 


OJ990729 05. 


9924. 


Cll.o9. 


tw 


Method 


TBLASTX: Wheat 





30567 




Start 


10027 




End 


10317 




GI 


none 




Score 


216 




Exons 


10027. .10317 










Seq. No. 


30659 




Seq. ID 


OJ990729J35. 9924 


.Cll 


Gene No. 


63370 




Strand 






Start 


11301 




End 


13371 




Name 


OJ990729 05. '9924. Gil. 


o3 . gs 


Method 


GENSCAN 




Start 


11301 




End 


13371 




GI 


none 




Score 


.79 




Exons 


11301. .11426, 12403.. 


12440, 


12842. . 12 985, 13309. . 13371 




Seq. No. 


30659 




Seq. ID 


OJ990729_05.9924 


.Cll 


Gene No. 


63370 




Strand 






Start 


11301 




End 


13371 




Name 


OJ990729 05.9924.C11. 


ol.gp 


Method 


AAT/GAP 




Start 


11742 




End 


11889 




GI 


uC-osflcypl77g01al 




Score 


237 




Exons 


11742. .11889 










GI Descrip. 


'4884864/gb|AAD31846. 


1IAF133530 1 4.0e 


-12 (AF133530) water 




channel protein MipH 


[Mesembryanthemum crystallinum] ' 




Seq. No. 


30660 




Seq. ID 


OJ990729_05.9924 


. C12 


Gene No. 


63371 




Strand 


— 




Start 


237 




End 


1678 




Name 


OJ990729 05.9924.C12. 


ol . gs 


Method 


GENSCAN 




Start 


237 




End 


1678 




GI 


none 




Score 


. 68 




Exons 


237. .360, 642. .1678 










Seq. No. 


30661 




Seq. ID 


OJ990729_05.9924 


. C13 


Gene No. 


63372 




Strand 


+ 




Start 


398 




End 


2308 




Name 


OJ990729 05.9924.C13. 


ol . gs 


Method 


GENSCAN 




Start 


398 




End 


2308 




GI 


none 




Score 


.47 




Exons 


398. .484, 1551. .1619, 


1902. . 


.2167, 2221 


. .2308 




Seq. No. 


30661 




Seq. ID 


OJ990729_05.9924 


.C13 


Gene No. 


63373 




Strand 


+ 




Start 


2351 




End 


2504 




Name 


OJ990729 05.9924.C13. 


o 1 . np 


Method 


AAT/NAP 




Start 


2351 




End 


2504... 




GI 


6907084 




Score 


128 




Exons 


2351.. 2504 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


30661 




Seq. ID 


OJ990729_05.9924 


.C13 


Gene No. 


63374 




Strand 


+ 




Start 


2903 




End 


5073 




Name 


OJ990729 05.9924.C13. 


o2 . gs 


Method 


GENSCAN 




Start 


2903 




End 


4981 




GI 


none 




Score 


.76 




Exons 


2903. .4981 










Seq. No. 


30661 




Seq. ID 


OJ990729_05.9924 , 


.C13 


Gene No. 


63374 




Strand 


+ 





30568 




Start 


2903 


End 


5073 


Name 


OJ990729 05.9924.C13.o2.np 


Method 


AAT/NAP 


Start 


2903 


End 


5073 


GI 


6016874 


Score 


1786 


Exons 


2903.. 2981, 3065.. 3202, 3267. 


,.3499, 3890. .4049, 4443. .4622, 




4734. .5073 






GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to 




recrion of thp orpdi rtpd cr^ne 


, ; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


30661 


Seq. ID 


OJ990729_05.9924.C13 


Gene No. 


63374 


Strand 


+ 


Start 


2903 


End 


5073 


Name 


OJ990729 05. 9924 .C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


3251 


End 


3697 


GI 


none 


Score 


69 


Exons 


3251. .3337, 3322. .3531, 3323. 


.3571, 3608. .3664, 3659. .3697 


Seq. No. 


30661 


Seq. ID 


OJ990729_05. 9924 .C13 


Gene No. 


63374 


Strand 


+ 


Start 


2903 


End 


5073 


Name 


OJ990729 05. 9924 .C13.ol.gp 


Method 


AAT/GAP 


Start 


3592 


End 


4100 


GI ■ 


uC-osflcypll0c07bl 


Score 


,970 


Exons 


3592. .4100 






GI Descrip. 


' 4 680178/gb| AF111709. 1 IAF111709 5. 0e-8 


1 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 


30661 








Seq. ID 


OJ990729 


_05. 9924 


.C13 


Gene No. 


63374 








Strand 


+ 






Start 


2903 








End 


5073 






Name 


OJ990729 05. 


. 9924 


.C13.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


3791 








End 


4105 






GI 


none 








Score 


65 






Exons 


3791. .3865, 


3878 


. .4105, 


3886. 


.4104 








Seq. No. 


30661 








Seq. ID 


OJ990729 


_05. 9924 


.C13 


Gene No. 


63374 








Strand 


+ 






Start 


2903 








End 


5073 






Name 


OJ990729 05. 


. 9924 


.C13.o4. 


. tm 


Method 


TBLASTX: 


Maize 




Start ' 


4310 ~ ; 








End 


4692 






GI . 


. none 








Score . 


241 






Exons . 


4310. . 4591, 


4321 


. .4692 












Seq. No. 


30661 








Seq. ID 


OJ990729 


_05.9924 


,C13 


Gene No. 


63374 








Strand 


+ 






Start 


2903 








End 


5073 






Name 


OJ990729 05. 


,9924 


!ci3.o2. 


.tm 


Method 


TBLASTX: 


Maize 




Start 


4768 








End 


5011 






GI 


none 








Score 


267 






Exons 


4768. .4926, 


4778 


. .5011 












Seq. No. 


30662 








Seq. ID 


OJ990729 


_05. 9924 


,C14 


Gene Nu . 


63375 








Strand 


+ 






Start 


112 








End 


2218 






Name 


OJ990729_05. 


9924 


.C14 .ol. 


gs 


Method 


GENSCAN 







30569 



Start 
GI 

Exons 



112 End 2218 

none Score .76 

112. .366, 666. .687, 2150. .2218 



Seq.- No. 30662 

Gene No. 63376 

Start 3482 

Name OJ990729_05 . 9924 . C14 . o2 . gs 

Start 3482 

GI none 
Exons 



Seq. ID OJ990729_05. 9924 ,C14 

Strand + 

End 8685 

Method GENSCAN 

End 8685 

Score .55 



3482. .3522, 3691. .3852, 4534. .4566, 4941. .5019, 7316. .7536, 
7913. .7969, 8115. .8146, 8669. .8685 



Seq. No. 30662 

Gene No. 63377 

Start 9558 

Name OJ990729_05 . 9924 . C14 . o3 . gs 

Start 9558 

GI none 

Exons 9558.. 10971, 11025.. 12298 



Seq. ID OJ990729_05.9924.C14 

Strand + 

End 12298 

Method GENSCAN 

End 12298 ■ 

Score . 65 



Seq. No. 30663 

Gene No. 63378 

Start 310 

Name OJ990729_05 . 9924 . C15 . ol . gs 

Start 310 

GI none 

Exons 310.. 495, 575.. 673, 776.. 84£ 
2367. .2508, 2583. .3323 



Seq. ID OJ990729_05.9924.C15 
Strand 

End 3423 

Method GENSCAN 

End 3323 

Score .78 

936. .1046, 1143. .1316, 1428. .2259, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30663 
63378 
310 

OJ990729_05. 9924.C15.ol.np 
331 

4680204 



Seq. ID OJ990729_05.9924.C15 
Strand 

End 3423 

Method AAT/NAP 

End 3423 

Score 785 



331. .533, 898. .1046, 1143. .1316, 1428. .2508, 2583.. 3423. 
(AF114171) hypothetical protein [Sorghum bicolor] 

30663 Seq. ID OJ990729_05 . 9924 . C15 

63378 Strand 

310 ' End 3423 

OJ990729_05.9924.C15.o2..tw V -Method TBLASTX : Wheat 

977 End 1501 

none Score 70 

977. .1048, 1148. .1330, 1155. .1280, 1421. .1501 



30663 
63378 
310 

OJ990729_05. 9924 .C15.ol.gp 
1528 

uC-osflcypl76fl0bl 
1528. .2009 

* 604 1/57/ gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. ID OJ990729_05. 9924 .C15 
Strand 

End 3423 

Method AAT/GAP 

End 2009 

Score 872 



30570 



• 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30663 
63378 
310 

OJ990729_05.9924 .C15.ol.tw 

2973 

none 



Seq. ID OJ990729_05. 9924 .C15 
Strand 

End 3423 

Method TBLASTX : Wheat 

End 3376 

Score 42 

2973.. 3143, 2974.. 3048, 3106.. 3273, 3138 3374 , 3225 .. 3374 , 
32*36. .3376, 3260.. 3376 



30664 
63379 
1107 

OJ990729_05.9924 .C16.ol.gp 
1107 

LIB3477-003-P1-K1-E9 
1107. .1188 

1 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990729_05.9924.C16 
Strand 

End 1188 

Method AAT/GAP 

End 1188 

Score 151 



30665 
63380 
1 

OJ990709_04 . 9922 .CI . ol . np 
1 

4680179 

1..110, 643. .2894, 6923.-8358 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990709_04.9922.C1. 
Strand + 
End ~ 8361 
Method AAT/NAP 
End 8358 
Score -5778 



30665 
63380 
1 

OJ990709_04. 9922.Cl.ol.gs 

652 

none 



Seq. ID OJ990709_04.9922.C1 

Strand + 

End 8361 

Method GENSCAN 

End /8361 

Score . 55 



652. .729, 780. .966, 1153. .1361, 1386. .1565, 1653. .2138, 
2288. .2410, 2639. .3003, 3362. .3390, 4312. .4430, 4465. .4732, 
4766. .4941, 5883. .5989, 6777. .7148, 7385. .7409, 7567. .8361 



30665 
63381 
8760 

OJ990709_04 . 9922 . CI . o7 . tw 

915 

none 



Seq. ID OJ990709_04 .9922. CI 
' Strand 

End 8965 . 

Method ' TBLASTX : Wheat 

End 1337 

Score 134 

915. .1109, 932. .1063, 1171. .1302, 1178. .1333, 1179. .1262, 
1221.. 1337, 1229.. 1330 



Seq. No. 30665 

Gene No. 63381 

Start 8760 

Name OJ990709_04 . 9922 . CI . o4 . tw 

Start 1490 

GI none 

Exons 1490.. 1933, 1494.. 1967 



Seq. ID OJ990709_04.9922.C1 
Strand 

End 8 965 

Method TBLASTX : Wheat 

End 1967 

Score 502 



30571 




Seq. No. 


30665 








Seq. ID 


OJ990709_04.9922.C1 


Gene No. 


63381 








Strand 




Start 


8760 








End 


8965 


Name 


OJ990709 04 


. 9922 


. CI . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


1505 ~ 








End 


1795 


GI 


none 








Score 


291 


Exons 


1505. . 1573, 


1506 


. . 1784, 


1601. 


.1786, 1604. .1795 


Seq. No. 


30665 








Seq. ID 


OJ990709_04.9922.C1 


Gene No. 


63381 








Strand 




Start 


8760 








End 


8965 


Name 


OJ990709 04 


. 9922 


. CI . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


1863 ~ 








End 


2362 


GI 


none 








Score 


74 


Exons 


1863. . 1967, 


1967 


. .2041, 


2027 . 


.2362, 2071. .2244, 2269. .2319 


Seq. No. 


30665 








Seq. ID 


OJ990709_04.9922.C1 


Gene No. 


63381 








Strand 




Start 


8760 








End 


8965 


Name 


OJ990709 04 


. 9922 


.Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1917 ~ 








End 


2311 


GI 


none 








Score 


57 


Exons 


1917 . . 1949, 


1919 


. . 1948, 


1958 . 


.2182, 1967.. 2311, 2065. .2310 


Seq. No. 


30665 








Seq. ID 


OJ990709_04. 9922. CI 


Gene No. 


63381 








Strand 




Start 


8760 








End 


8965 


Name 


OJ990709 04 


. 9922 


.CI . o5 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2024 ~ 








End 


2322 


GI 


none 








Score 


386 


Exons 


2024 . .2320, 


2024 


. .2317, 


2068 . 


.2322 




Seq. No. 


30665 








Seq. ID 


OJ990709_04 . 9922. CI 


Gene No . 


63381 








Strand 




Start 


8760 








End 


8965 


Name 


OJ990709 04 


. 9922 


. Cl.o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2327 v ~ 








End 


2752 


GI 


none 








Score 


581 


Exons 


2327 . .2752, 


2359 


. .2688, 


2405. 


.2737 




Seq. No. 


30665 








Seq. ID 


OJ990709_04 . 9922. CI 


Gene No. 


63381. 








Strand 




Start 


8760 








End - 


8965 


Name 


OJ990709 04 


. 9922 


.Cl.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2333 ~ 








End 


2578 


GI 


none 








Score 


189 


Exons 


2333. .2578 












Seq. No. 


30665 








Seq. ID 


OJ990 ; 709_04 . 9922. CI 


Gene No. 


63381 








Strand 




Start 


8760 








End 


8965 


Name 


OJ990709 04 


.9922 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2399 








End 


2757 


GI 


none 








Score 


457 


Exona 


2399 . . 2752 , 


2401 


. 27l5, 


2402 . 


.2737, 2452. .2757, 2454. .2744 


Seq. No. 


30665 








Seq. ID 


OJ990709_04.9922.C1 



30572 



Gene No. 63381 

Start 8760 

Name OJ9907 09_04 . 9922 . CI . o3 . tw 

Start 2773 

GI none 

Exons 2773.. 3012, 2774.. 3070, 6769. 

Seq. No. 30665 

Gene No. -■ 63381 

Start 8760 

Name OJ990709_04 . 9922 . CI . ol . tc 

Start 7054 

GI none 

Exons 7054.. 7227, 7228.. 7371, 7230. 

Seq. No. 30665 

Gene No. 63381 

Start 8760 

Name OJ9907 09_04 . 9922 . CI . o2 . ts 

Start 7135 

GI none 

Exons 7135.. 7395, 7140.. 7394 



Strand 
End 

Method 

End 

Score 



8965 

TBLASTX: Wheat 

7347 

208 



.7347, 6901.. 7314, 7092.. 7346 



Seq. ID OJ990709_04.9922.C1 
Strand 

8965 

TBLASTX: Cress 
7371 
83 



End 

Method 
End 
Score 
.7370 



Seq. ID OJ990709_04.9922.C1 
Strand 

End 8965 

Method TBLASTX : Soybean 

End 7395 

Score 258 



Seq. No. 30665 

Gene No. 63381 

Start 8760 

Name . OJ990709_04 . 9922 . CI . o3 . tm 

Start 7195 

GI none 

Exons 7195.. 7479, 7196.. 7414, 7200. 

Seq. No. 30665 

Gene No. 63381 

Start 8760 

Name OJ990709_04 . 9922 . CI . ol . tw 

Start 7359 

GI none 

Exons 7359.. 7979, 7360.. 7980 



Seq. ID OJ990709_04.9922.C1 
Strand 

End • 8965 

Method TBLASTX : Maize 

End 7485 

Score 84 

.7481, 7201. .7485, 7209. .7481 

Seq. ID OJ990709_04.9922.C1 
Strand 

End 8965 

Method TBLASTX : Wheat 

End 7980 

Score 681 



Seq. No. 30665 

Gene No. 63381 

Start 8760 

Name OJ990709_04 . 9922 . CI . ol . tm 

Start 7537 

GI none 

Exons 7537.. 7695, 7542.. 7688, 7692, 

Seq. No. 30665 

Gene No. 63381 

Start 87 60 

Name OJ990709_04 . 9922 . CI . 06 . tw 

Start 7980 

GI none 

Exons 7980.. 8195, 7981.. 8301 



Seq. ID OJ990709_04 . 9922. CI 
Strand 

End 8 965 1 

Method TBLASTX: Maize 

End 8133 

Score 213 
.8120, 7693. .8133 

Seq. ID OJ990709_04. 9922. CI 
Strand 

End 8965 

Method TBLASTX : Wheat 

End 8301 

Score 354 



Seq. No. 
Gene No. 



30665 
63381 



Seq. ID OJ990709_04 . 9922. CI 
Strand 



30573 



Start 8760 End 8965 

Name OJ990709_04 . 9922 . CI . o2 . np Method AAT/NAP 

Start 8630 End 8965 

GI 6721559 Score 143 
Exons 8630.. 8759, 8791.. 8965 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 30665 Seq. ID 

Gene No. 63381 Strand 

Start 8760 End 

Name OJ990709_04 . 9922 . CI . o2 . gs Method 

Start 8760 End 

GI none Score 

Exons 8760.. 8891 



OJ990709_04 .9922. CI 

8965 
GENSCAN 
8891 
.89 



Seq. No. 30666 Seq. ID 

Gene No. 63382 Strand 

Start 1127 End 

Name OJ990709_04 . 9922 . C2 . ol . gs Method 

Start 1127 End 

GI none Score 

Exons 1127.. 1231, 2026.. 2188, 2362.. 2791, 

4146. .4240, 4297. .4485 



OJ990709_04.9922.C2" 
+ 

4485 
GENSCAN 
4485 
.56 

2816. .3057, 3802. .3882, 



Seq. No. 30666 Seq. ID OJ990709_04 . 9922 . C2 

Gene No. 63383 Strand 

Start 1 End 330 ■ 

Name OJ990709_04 . 9922 . C2 . ol . np Method AAT/NAP 

Start 1 End 330 

GI 6721560 Score 164 

Exons 1..163, 217. .330 

GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gi I 6815085 |dbj IBAA90371.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30666 
63384 
2248 

OJ990709_04 . 9922 . C2 . o2 . np 
2248 ..... 

4680179 
2248. .2314, 3510. .4855 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990709_04.9922.C2 
Strand 

End 4855 

Method AAT/NAP 

End 4855 

Score 1737 



Seq. No. 30666 Seq. ID 

Gene No. 63384 Strand 

Start 2248 . ; End 

Name OJ990709_04 . 9922 .C2 . ol . tm Method 

Start 3501 End 

GI none Score 

Exons 3501.. 3683, 3509.. 3766, 3518.. 3739, 3757. 

3842. .3910, 3910. .4068, 3914. .4069 



OJ990709__04.9922.C2 
4855 

TBLASTX: Maize 
4069 
88 

.3906, 3758. .3820, 



Seq. No. 
Gene No. 



30666 
63384 



Seq. ID 
Strand 



OJ990709 04. 9922. C2 



30574 




Start 


2248 


End 


4855 


Name 


OJ990709 04.9922.C2.ol.tw 


Method 


TBLASTX : Wheat 


Start 


3623 


End 


4248 


GI 


none 


Score 


44 


Exons 


3623. .3745, 3624.. 3683, 3754. 


.4248, 3761. .3823, 3769. .4191, 




3851. .4246 






Seq. No. 


30666- 


Seq. ID 


OJ990709_04. 9922.C2 


Gene No. 


63384 


Strand 




Start 


2248 


End 


4855 


Name 


OJ990709 04 . 9922.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


4117 


End 


4395 


GI 


none 


Score 


239 


Exons 


4117. .4341, 4121. .4342, 4324. 


.4395, 4345. .4395 


Seq. No. 


30666 


Seq. ID 


OJ990709_04. 9922.C2 


Gene No. 


63384 


Strand 




Start 


2248 


End 


4855 


Name 


OJ990709 04 . 9922.C2.ol. ts 


Method 


TBLASTX: Soybean 


Start 


4207 


End 


4455 


GI 


none 


Score 


125 


Exons 


4207. .4341, 4208. .4342, 4342. 


.4455, 4346. .4444 


Seq. No. 


30.666 


Seq. ID 


OJ990709_04.9922.C2 


Gene No. 


63384 


Strand 




Start 


2248 


End 


4855 


Name 


OJ990709 04 .9922.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4255 


End 


4779 


GI 


none 


Score 


95 


Exons 


4255. .4341, 4259. .4342, 4260. 


.4349, 4337. .4498, 4339. .4779, 




4348. .4698, 4550. .4777 






Seq. No. 


30667 


Seq. ID 


OJ990709 04. 9922. C3 


Gene No. 


63385 


Strand 


+ 


Start 


69 


End 


154 


Name 


OJ990709 04 .9922.C3.ol.gs 


Method 


GENSCAN 


Start 


69 


End 


154 


GI 


none 


Score 


.81 


Exons 


69. . 154 






Seq. No. 


30667 


Seq. ID 


OJ990709_04 . 9922. C3 


Gene No . 


63386 


Strand 


+ 


Start - ; 


548 


End 


929 


Name 


OJ990709 04 .9922.C3.o2.gp 


Method" 


AAT/GAP 


Start 


548 


End 


929 


GI 


uC-osflcyp033a04bl 


Score 


667 


Exons 


548. .929 






GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 


Seq. No. 


30667 


Seq. ID 


OJ990709_04 . 9922. C3 


Gene No. 


63387 


Strand 




Start 


1 


End 


3566 


Name 


OJ990709JD4 . 9922 . C3 . o2 . np 


Method 


AAT/NAP 


Start 


1 


End 


2506 


GI 


4680179 


Score 


1309 


Exons 


1..36, 1602. .2506 







30575 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30667 
63387 
1 

OJ990709_04 . 9922 . C3 . ol . np 
481 

4680186 
481. .681, 2357. .2425 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990709_04.9922.C3 
Strand 

End 3566 

Method AAT/NAP 

End 2425 

Score 342 



30667 
63387 
1 

OJ990709_04 . 9922 .C3 . o2 . gs 

626 

none 



Seq. ID OJ990709_04.9922.C3 
Strand 

End 3566 

Method GENSCAN 

End 3062 

Score . 5 



626. .681, 778. .831, 1648. .2239, 2345. .2506, 2943. .3062 



Seq. No. 30667 

Gene No. 63387 

Start 1 

Name OJ990709_04 . 9922 . C3 . ol . tw 

Start 164 6 

GI none 
Exons 



Seq. ID OJ990709_04.9922.C3 
Strand 

End 3566 

Method TBLASTX : Wheat 

End 2011 

Score 38 



1646. .1726, 1647. .1694, 1712. .2011, 1800. .2006 



Seq. No. ' 30667 

Gene No. 63387 

Start 1 

Name OJ990709_04 . 9922 . C3 . ol . tm 

Start 1712 

GI none 

Exons 1712.. 2008, 1821.. 1991 



Seq. ID OJ990709_04.9922.C3 
Strand 

End 3566 

Method TBLASTX: Maize 

End 2008 

Score 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



30667 
63387 
1 

OJ990709_04 . 9922 . C3 . o3 . np 
2767 
5042448 
2767. .3566 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ990709_04.9922.C3 
Strand 

End 3566 

Method AAT/NAP 

End 3566 

Score 690 



30668 
63388 
1 

OJ990709_04. 9922.C4.ol.gp 
1 

342_1.R1084 
1. .524 

1 4574406/gb| AAD24042. 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ990709_04 .9922.C4 

Strand + 

End 524 

Method . AAT/GAP 

End '"524 

Score 924 



30669 
63389 



Seq. ID OJ990709_04.9922.C5 
Strand + 



30576 




Start 826 End 4538 

Name OJ990709_04 . 9922 . C5 . ol . np Method AAT/NAP 

Start 826 End 4520 

GI 4680204 Score 1003 

Exons 826.. 2268, 2337.. 3433, 3543.. 3716, 3813.. 4032, 4383.. 4520 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 


30669 




Seq. ID 


OJ990709_04.9922.C5 


Gene No. 


63389 




Strand 


+ 


Start 


826 




End- 


4538 


Name 


OJ990709 04.9922.C5.ol, 


.gs 


Method 


GENSCAN 


Start 


841 




End 


4538 


GI 


none 




Score 


.56 


Exons 


841 . .2262, 2374 . .2478, 


2604 . 


.2954, 2975. .3086, 3157. .3433, 




3543. .3716, 3813. .3923, 


4008 


..4080, 4175. .4273, 4353. .4538 


Seq. No. 


30669 




Seq. ID 


OJ990709_04 . 9922. C5 


Gene No . 


63389 




Strand 


+ 


Start 


826 




End 


4538 


Name 


OJ990709 04.9922.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1469 




End 


1872 


GI 


none 




Score 


62 


Exons 


1469. .1609, 1469. .1579, 


1471 


..1707, 1471. .1620, 1572. .1739 




1702 . . 1872 








Seq. No. 


30669 




Seq. ID 


OJ990709_04.9922.C5 


Gene No. 


63389 




Strand 


+ 


Start 


826 




End 


4538 


Name 


OJ990709 04.9922.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3360 




End 


3882 


GI 


none 




Score 


55 


Exons 


3360. .3440, 3529. .3711, 


3579 


..3704, 3811. .3882 


Seq. No. 


30670 




Seq. ID 


OJ990709_04.9922.C6 


Gene No. 


63390 




Strand 


+ 


Start 


830 




End 


4029 


Name 


OJ990709 04.9922.C6.ol. 


gs 


Method 


GENSCAN 


Start 


830 


End 


4029 


GI 


none 




Score 


.53 


Exons 


830. .918, 1036. .1161, 2947..: 


3090, 3883 


. .4029 


Seq. NoJ 


30670 




Seq.., ID 


OJ990709_04.9922.C6 


Gene No. 


63390 




Strand 


+ . 


Start 


830 




End 


4029 


Name 


OJ990709 04 . 9922.C6.o3. 


np 


Method 


AAT/NAP 


Start 


3013 




End 


3201 


GI 


5042448 




Score 


113 


Exons 


3013. .3201 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza 


sativa] 




Seq. No. 


30670 




Seq. ID 


OJ990709_04 . 9922. C6 


Gene No. 


63391 




Strand 


+ 


Start 


5771 




End 


25627 


Name 


OJ990709 04 . 9922 . C6 . o2 . 


gs 


Method 


GENSCAN 


Start 


5771 


End 


22572 


GI 


none 




Score 


.54 



30577 



Exons 



5771. .5798, 5822. .5892, 5968. .6113, 9062. .9086, 9758. .10390, 
10468. .10579, 14395 .. 14 660, 14703 .. 14840, 1 6310 .. 1 6991 , 
17519. .17626, 17657 .. 17942 , 18058 .. 187 19, 18845 .. 19020, 
19273. .19306, 19763 .. 19961, 20359 .. 20395, 20917 2 1117 , 
21932. .22057, 22432.. 22572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30670 Seq. ID 

63391 Strand 
5771 End 
OJ990709_04 . 9922 . C6 . ol . gp Method 
9898 - End 

18284_1.R1084 Score 
9898. .10390 

'416316/gb|U03445|PRS405 4.0e-20 Yeast 
with LEU2 marker, complete sequence 1 



04. 9922. C6 



OJ990709_ 
+ 

25627 
AAT/GAP 
10390 
684 



integrative vector pRS405 



30670 Seq. ID 

63391 Strand 
5771 End 
OJ990709_04 . 9922 . C6 . o2 . gp Method 
10312 End 
2315_5.R1084 Score 
10312. .10390, 10468. .10579 

'6016845/dbj | AP000570 . 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



OJ990709_04 . 9922. C6 
+ 

25627 
AAT/GAP 
10579 
310 



Seq. No. 30670 

Gene No. 63391 

Start 5771 

Name OJ990709_04 . 9922 . C6 . o4 . np 

Start 16368 

GI 4836930 

Exons 16368 .. 16489, 17554 .. 17959, 
19312. .20745 

GI Descrip. (AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990709_04.9922.C6 

Strand + 

End 25627 

Method AAT/NAP 

End 20745 

Score 881 
18318. .18718, 18 910. . 19116, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GP : ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_04.9922.C6 
+ 



30670 
63391 
5771 

OJ990709_04. 9922.C6.o6.np 
20276 
6063554 

2027 6. .20360,. 20773. .20853.,' 
25455. .25627 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



25627 
AAT/NAP 
25627 
179 ' 



24015. .24357, 24442 24486, 



30670 Seq. ID 

63392 Strand 

27 6 End 

OJ990709_04 . 9922 . C6 . ol . np Method 

276 End 

6721559 Score 

276. .407, 436. .889 



OJ990709_04.9922.C6 
.889 

AAT/NAP 

889 

263 



GI Descrip. (AP001073) hypothetical protein [Oryza sativa] 

gil 6815084|dbj IBAA90370.il (AP001081) hypothetical protein 



30578 



[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30670 Seq. ID 

63393 Strand 

1502 End 

OJ990709_04 . 9922 . C6 . o2 . np Method 

1502 End 

4680183 Score 
1502. .1591, 2177. .2275, 16749. .16777 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990709_04.9922.C6 

16777 
AAT/NAP 
16777 
179 



30670 Seq. ID 

63393 Strand 
1502 End 
OJ990709_04 . 9922 . C6 . o3 . gp Method 
12125 End 
2315_5.R1084 Score 
12125. .12147, 12384. .12449 ' 
' 6016845/dbj | AP000570 . 1 | AP000570 1 
DNA, chromosome 1, clone : P0711E10 1 



OJ990709JD4. 9922.C6 

16777 
AAT/GAP 
12449 
76 



Oe-14 Oryza sativa genomic 



Seq. No. 30670 Seq. ID OJ990709_04 . 9922 . C6 

Gene No. 63393 ' Strand 

Start 1502 End 16777 

Name OJ990709_04 . 9922 . C6 . o4 . gp Method AAT/GAP 

Start 13779 End 14041 

GI 2315_5.R1084 Score 337 

Exons 13779. . 14041 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 1. 0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



OJ990709 04. 9922. C6 



Seq. No. 30670 Seq. ID _ 

Gene No. 63394 Strand 

Start 21889 End 21979 

Name OJ990709_04 . 9922 . C6 . o5 . np Method AAT/NAP 

Start 21889 End 21979 

GI 6721561 Score 135 

Exons 21889.. 21979 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted. gene . ; hypothetical 
protein [Oryza sativa] .... - . ■' 



Seq. No. 


30670 








Seq. ID 


OJ990709_04 . 9922 


.C6 


Gene No. 


63395 








Strand 






Start 


22764 








End 


24566 




Name 


OJ990709 04.9922, 


,C6. 


.o5, 


.ts . 


Method 


TBLASTX: Soybean 




Start 


17560 








End 


17898 




GI 


none 








Score 


185 




Exons 


17560. . 17898 














Seq. No. 


30670 








Seq. ID 


OJ990709_04 . 9922, 


,C6 


Gene No. 


63395 








Strand 






Stax L 


22764 








End 


24566 




Name 


OJ990709 04.9922. 


.C6. 


,o2. 


.ts 


Method 


TBLASTX: Soybean 




Start 


18308 








End 


18673 





30579 




GI 


none 




Score 


138 




Exons 


18308 . . 18532, 18319 


. . 18531, 


18539. .18673 




Seq. No. 


30670 




Seq. ID 


OJ990709_04.9922 




Gene No. 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ990709 04. 9922. C6 


.ol . tw 


Method 


TBLASTX; Wheat 




Start 


18470 




End 


18873 




GI 


none 




Score 


62 




Exons 


18470 . . 18526, 18478 


18522. 


18521. .18 


715, 18521. .18715, 






18529. . 18717, . 18540 


. . 18716, 


18657. .18725, 18714. .18830, 






18724 . . 18873 










Seq. No. 


30670 




Seq. ID 


OJ990709_04. 9922 


.C6 


Gene No. 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ990709 04. 9922. C6 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


18524 — 




End 


187-17 




GI 


none 




Score 


257 




Exons 


18524 . . 18715, 18529 


. .18717 








Seq. No. 


30670 




Seq. ID 


OJ990709_04. 9922 


.C6 


Gene No. 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ990709 04 9922 C6 


o 1 tm 


Method 


TBLASTX: Maize 




Start 


18742 ~ 




End 


19203 




GI 


none 




Score 


535 




Exons 


18742 . . 19203, 18742 , 


19023, 


18891.. 19202 




Seq. No. 


30670 




Seq. ID 


OJ990709_04. 9922 


.C6 


Gene No. 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ990709 04 9922 C6 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


18889 ~~ 




End 


19346 




GI 


none 




Score 


212 




Exons 


18889. . 19170, 18927 , 


, . 19064, 


19215. .19346 




Seq. No. 


30670 




Seq. ID 


OJ990709_04.9922, 


.C6 


Gene No. 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ9907 09 04 . 9922 ,C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18891 - ~ 




End 


19272 




GI 


none » 




Score 


192 




Exons 


18891 . . 19205, 18898 . 


. 19209, 


19171. .19272 




Seq. No. 


30670 




Seq. ID 


OJ990709_04 . 9922. 


.C6 


Gene No. 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ990709 04 9922 P6 




Method 


TBLASTX: Soybean 




Start 


19510 _ 




End 


19920 




GI 


none 




Score 


144 




Exons 


19510. .19647, 19512. 


. 19643, 


19668. .19835, 19669. .19920 




Seq. No. 


30670 




Seq. ID 


OJ990709 04.9922. 


,C6 


Gene No . 


63395 




Strand 






Start 


22764 




End 


24566 




Name 


OJ990709 04. 9922. C6. 


o2. tw 


Method 


TBLASTX: Wheat 





30580 




Start 


19555 


End 


19971 




GI 


none 


Score 


84 




Exons 


19555. .19644, 19684. .19971 








Seq. No. 


30670 


Seq. ID 


OJ990709_04.9922 


.C6 


Gene No. 


63395 


Strand 






Start 


22764 


End 


24566 




Name 


OJ990709 04 . 9922.C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


20370 


End 


20750 




GI 


none 


Score 


88 




Exons 


20370. .20528, 20526. .20750 








Seq. No. 


30670 


Seq. ID 


OJ990709_04.9922 


.C6 


Gene No. 


63395 


Strand 






Start 


22764 


End 


24566 




Name 


OJ990709 04.9922.C6.o4.ts 


Method 


TBLASTX : Soybean 




Start 


20373 


End 


20681 




GI 


none 


Score 


200 




Exons 


20373. .20681, 20478. .20585 








Seq. No. 


30670 


Seq. ID 


OJ990709JD4 .9922 


.C6 


Gene No. 


63395 


Strand 






Start 


22764 


End 


24566 




Name 


OJ990709 04.9922.C6.o3.gs 


Method 


GENSCAN 




Start 


22764 


End 


24566 




GI * 


hone 


Score 


.66 




Exons 


22764. .23211, 23304 234 16, 23920 .. 24265, 24409. .24566 




Seq. No. 


30671 


Seq. ID 


OJ990709_04.9922 


C7 


Gene No. 


63396 


Strand 


+ 




Start 


668 


End 


8329 




Name 


OJ990709 04.9922.C7.ol.np 


Method 


AAT/NAP 




Start 


668 


End 


1465 




GI 


4512231 


Score 


1330 




Exons 


668. .1465 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


'30671 - 


Seq. ID 


OJ990709JD4 . 9922. 


C7 


Gene No. 


63396 


Strand 


+ 




Start 


668 


End 


8329 




Name 


OJ990709 04.9922.C7.o2.np 


Method 


AAT/NAP 




Start " 


1138 " 


End 


6040 


- ■ 


GI 


4 680.1.7 9 


Score 


5^ 7.7 




Exons 


1138. .1183, 1733. .2743, 2771.. 


6040 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


30671 


Seq. ID 


OJ990709_04.9922. 


C7 


Gene No. 


63396 


Strand 


+ 




Start 


668 


End 


8329 




Name 


OJ990709 04 . 9922.C7.o3.np • 


Method 


AAT/NAP 




Start 


2841 


End 


8329 




GI 


6063554 


Score 


187 




Exons 


2841. .2940, 6780. .7018, 8156.. 


8329 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



30581. 




Seq. No. 


30671 




Seq. ID 


OJ990709JD4.9922 


.C7 


Gene No. 


63397 




Strand 


+ 




Start 


9508 




End 


10289 




Name 


OJ990709 04.9922.C7.o3, 


, gs 


Method 


GENSCAN 




Start 


9508 


End 


10287 




GI 


none 




Score 


.87 




Exons 


9508. . 10287 










Seq. No. 


30671 




Seq. ID 


OJ990709 04.9922 


.C7 


Gene No. 


63397 




Strand 






Start 


9508 




End 


10289 




Name 


OJ990709 04 . 9922.C7.o4 . 


,np 


Method 


AAT/NAP 




Start 


9508 


End 


10289 




GI 


4512231 




Score 


1225 




Exons 


9508. . 10289 










GI Descrip. 


(AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


30671 




Seq. ID 


OJ990709 04.9922 


-C7 


Gene No. 


63398 




Strand 


+ 




Start 


10560 




End ■ 


11476 




Name 


OJ990709 04 . 9922 .C7 . o5 . 


np 


Method 


AAT/NAP 




Start 


10515 




End 


11476 




GI 


4680179 




Score 


750 




Exons 


10515 . .11476 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


30671 




Seq. ID 


OJ990709_04 . 9922 


.C7 


Gene No. 


63398 




Strand 


+ 




Start 


10560 




End 


11476 




Name 


OJ990709 04.9922.C7.o4. 


gs 


Method 


GENSCAN 




Start 


10560 




End 


11430 




GI 


none 




Score 


. 93 




Exons 


10560 . .11430 










Seq. No.. 


30671 




Seq. ID 


OJ990709_04.9922 


.C7 


Gene No. 


63399 




Strand 






Start 


6308 




End 


11324 • 




Name 


OJ990709 04.9922.C7.o9. 


tw 


Method 


'TBLASTX: Wheat 




Start 


1894 




End 


10922 




GI 


none 




Score 


204 




Exons 


1894.. 2091, 1895.. 2092, 


10724 , 


. . 10921, 


10740. .10922 




Seq. '.No. 


30671 . 




Seq. ID 


OJ990709_04.9922, 


.C7 


Gene No. 


63399 




Strand 




Start 


6308 




End 


11324 




Name 


OJ990709 04.9922.C7.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


2144 




End 


11312 




GI 


none 




Score 


255 




Exons 


2144. .2482, 2144. .2380, 


10974 . 


. . 11312 






Seq. No. 


30671 




Seq. ID 


OJ990709_04.9922. 


.C7 


Gene No. 


63399 




Strand 






Start 


6308 




End 


11324 




Name 


OJ990709_04 .9922.C7.o6. 


tw 


Method 


TBLASTX: Wheat 




Star L 


2144 




End 


11324 




GI 


none 




Score 


311 





Exons 2144. .2494, 1097 1 .. 1 1168 , 10974. .11324 



30582 



Seq. No. 


30671 








Seq. ID 


OJ990709_04 . 9922 


■ C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


.9922 


.C7.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2828 








End 


3181 




GI 


none 








Score 


250 




Exons 


2828. .3181 














Seq. No. 


' 30671 








Seq. ID 


OJ990709_04.9922 


.C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


• 11324 




Name 


OJ990709 04 


.9922 


.C7.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3314 








End 


3773 




GI 


none 








Score 


193 




Exons 


3314. .3511, 


3373 


. .3507, 


3499. 


.3690, 3503. .3730, 3504. .3773, 




3504. .3770 














Seq. No. 


30671 








Seq. ID 


OJ990709J34 . 9922 


.C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


.9922 


.C7 .o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3332 








End 


3590 




GI 


none 








Score 


194 




Exons 


3332. .3511, 


3373 


. .3507, 


-3504 . 


.3590 






Seq. No. 


30671 








Seq. ID 


OJ990709_04. 9922 


.C7 


Gene No 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


9922 


.C7 ,o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3660 








End 


4160 




GI 


none 








Score 


116 




Exons 


3660. .3797, 


3870 


. .4160, 


3911. 


.4039 






Seq. No. 


30671 








Seq. ID 


OJ990709_04 . 9922 


C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04. 


9922 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3714 








End 


4109 




GI 


none 








Score 


57 




Exons 


3714. .3746, 


3714 


. .3746, 


3727. 


.3747, 3750. .3803, 3752. .3793, 




3767. .3913, 


3858 


. .4109, 


-3866. 


.4099, 3957.: 4106 




Seq. No. 


30671 








Seq. ID 


OJ990709_04. 9922 ! 


C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04. 


9922 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3861 








End 


4124 




GI 


none 








Score - } 


361 




Exons 


' 3861. .4124, 


3866 


. .4123 










Seq. No. 


30671 








Seq. ID 


OJ990709_04 . 9922. 


C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


CJ 990709 04 . 


9922 


C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


4125 








End 


4550 




GI 


none 








Score 


595 





30583 



R von q 


4125 4550- 


4 127 


. .4543, 


4200 . 


. 4550 






Seq. No. 


30671 








Seq. ID 


OJ990709_04.9922 


.C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


. 9922 , 


. C7 . o3 . 


ts 


Met* hod 






Start 


4131 ~ 








End 


4379 




GI 


none 








Score 


207 






4131 4379 














Seq. No. 


30671 








Seq. ID 


OJ990709_04.9922 


.C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


. 9922 . 


. C7 . o2 . 


tm 


Mp1" h nH 






Start 


4197 ~ 








End 


4550 




GI 


none 








Score 


460 




Exons 


4197 4550. 


4202 , 


, ,4543 










Seq. No. 


30671 








Seq. ID 


OJ990709_04.9922 


.C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


0,7990709 04 

\J\J Z? Z?\J 1 \J Z? ^ " , 1 


• ZJ Z? • 




tw 


UC L11UU 


X DLnj x f\ . Wilt: a L- 




Start 


4578 ' ~~ 








End 


5117 




GI 


none 








Score 


605 






4578 5117 


4 7 60 . 


. 5113 , 


4851 . 


. 5117 






Seq. No. 


30671 








Seq. ID 


OJ990709_04.9922, 


.C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


. 9922 . 


C7 . ol . 


tc 


L iC L.11U \J. 






Start 


4815 ~~ 








End 


5141 




GI 


none 








Score 


90 




Exons 


4815 4997 


4 998 . 


.5141, 


5000 . 


. 5140 






Seq. No. 


30671 








Seq. ID 


OJ990709_04.9922, 


,C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


, 9922 . 


C7 . o2 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4905 ~~ 








End 


5166 




GI 


none 








Score 


294 




Exons 


4905 5165, 


4916. 


. 5164 , 


4917 . 


.5165, 4969.. 5166 




Seq. No. . 


■ 30671 








Seq. ID 


OJ990709_04.9922, 


>Q7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709 04 


9922 . 


Cl o3 


tm 


Method 


TBLASTX: Maize 




Start 


4 964 _ 








End 


5255 




GI 


none 








Score 


404 




Exons 


4964 5251 


4 965 . 


.5255, 


5097 . 


.5252 






Seq. . No. 


30671 








Seq. ID 


OJ990709_04. 9922. 


. C7 


Gene No. 


63399 








Strand 






Start 


6308 








End 


11324 




Name 


OJ990709_04 . 


9922. 


C7 .o3. 


tw 


Method 


TBLASTX: Wheat 




Star l 


5124 








End 


5662 




GI 


none 








Score 


454 




Exons 


5124. .5510, 


5127. 


.5474, 


5180. 


.5503, 5510.. 5662 





30584 



Seq. No. 


30671 




Seq. ID 


OJ990709_04 . 9922 


.C7 


Gene No. 


63399 




Strand 






Start 


6308 




End 


11324 




Name 


OJ990709 04 . 9922 .C7 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5303 ~ 




End 


5800 




GI 


none 




Score 


229 




Exons 


5303 . .54 58, 5304 . . 54 65 


, 5462. 


.5506, 5463. .5510, 5510. .5800 




5531 . .577 6, 5602 . . 57 99 










Seq. No. 


30671 




Seq. ID 


OJ990709_04.9922 


.C7 


Gene No. 


63399 




Strand 






Start 


6308 




End 


11324 




Name 


OJ990709 04 . 9922 . C7 ,o7 


. tw 


Method 


TBLASTX • Wheat 




Start 


5662 ~ 




End 


5995 




GI 


none 




Score 


304 




Exons 


5662.. 5943, 5663.. 5995 










Seq. No. 


30671 




Seq. ID 


OJ990709 04 9922 


. C7 


Gene No . 


63399 




Strand 






Start 


.6308 




End 


11324 




Name 


OJ990709 04. 9922. C7 o2 




Method 


GENSCAN 




Start 


6308 ,~ 




End 


8708 




GI 


none 




Score 


. 91 




Exons . 


6308.. 6414. 6452 7278 


, 8698. 


.8708 






Seq. No. 


30672 




Seq. ID 


OJ990709 04 9922 


• \^ o 


Gene No. 


63400 




Strand 


+ ~~ 




Start 


332 




End 


1002 




Name 


OJ990709 04.9922.C8.ol 


.np 


Method 


AAT /NAP 




Start 


332 




End 


1002 




GI 


6815109 




Score 


142 




Exons 


332. .564, 715. .1002 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sat i va 1 




Seq. No. 


30672 




Seq. ID 


OJ990709 04 9922 




Gene No . 


63401 




Strand 






Start 


308 




End 


590 




Name 


OJ990709 04.9922.C8.ol. 


• gs 


Method 


GENSCAN 




Start 


308 




End 


590 




GI 


none 




Score 


.89 




Exons 


308. .399, 493. .590 










Seq. No. 


30673 ' 




Seq. ID 


OJ990709JD4 . 9922, 


,C9 


Gene No. 


63402 




Strand 


+ 




Start 


1 




End 


815 




Name 


OJ990709 04.9922.C9.ol. 


.np 


Method 


AAT /NAP 




Start 


1 




End 


815 




GI 


4680179 




Score 


1242 




Exons 


1..815 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


30673 " 




Seq. ID 


OJ990709 04.9922. 


C9 


Gene No. 


63402 




Strand 


+ 




O J J- 


1 




End 


815 




Name 


OJ990709 04.9922.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


158 





30585 



GI 


none 








Score 


184 




Exons 


3. .158, 4. .156 












Seq. No. 


30673 








Seq. ID 


OJ990709_04 .9922 


.C9 


Gene No. 


63402 








Strand 


+ 




Start 


1 








End 


815 




Name 


OJ990709 


_04.9922.C9. 


, ol . 


y ° 


Met hod 


GENSCAN 




Start 


64 








End 


771* 




GI 


none 








Score 


. 43 




Exons 


64 . . 771 














Seq. No. 


30673 








Seq. ID 


OJ990709_04 . 9922 


.C9 


Gene No. 


63402 








Strand 


+ 




Start 


1 








End 


815 




Name 


OJ990709 


04. 9922. C9. 


ol. 


t w 


Mp1~ h r>d 


TBLASTX • Wheat 




Start 


93 








End 


576 




GI 


none 








Score 


539 




Exons 


93. . 533, 


94. .576, 238.. 


573 








Seq. No. 


30673 








Seq. ID 


OJ990709_04.9922 


,C9 


Gene No. 


63402 








Strand 


+ 




Start 


1 








End 


815 




Name 


OJ990709 


04 . 9922. C9. 


o2. 


ts 


1 <— 1 iv 


TRT.A^TX • ^nuhpsn 




Start' 


130 








End 


4 4 4 




GI 


none 








Score 


200 .;■ 




Exons 


130 . . 444 














Seq. No. 


30673 








Seq. ID 


OJ990709_04.9922 


.C9 


Gene No. 


63402 








Strand 


+ 




Start 


1 








End 


815 




Name 


OJ990709 


04. 9922. C9. 


ol. 


tm 




TRT.A^TX • i 7^ 




Start 


159 








End 


606 




GI 


none 








Score 


377 




Exons 


159. .401, 


163. .606 












Seq. No. 


30673 








Seq. ID 


OJ990709 04 9922 


. C9 


Gene No. 


63402 








Strand 


+ _ 




Start 


1 








End 


815 




Name 


OJ990709 


04 . 9922. C9. 


ol. 


ts 


Met hod 


TBLASTX • Snvbean 




Start 


516 








End 


815 




GI 


none 








Score 


39 




Exons 


51.6. .548/ 


517. .549, 


517 


. :549, 


553 606 


5SS S96 S70 


716, 




661 . .813, 


669. .815 












Seq. No. 


30673 








Seq. ID 


OJ990709_04.9922 


.C9 


Gene No. 


63402 








Strand 


+ 




Start 


1 








End 


8 1 5 




Name 


OJ990709 


04. 9922. C9. 


o2. 


tw 




TRT.A^TX * Whpflt 




Start 


625 








FnH 


Ol J 




GI 


none 














Pynn <=; 


625. .810, 


644 . .718, 


664 


. • Ol J/ 


UDU. . Ol J 






Seq. No. 


30674 








Seq. ID 


OJ990709_04.9922, 


.C10 


Gene No. 


63403 








Strand 


+ 




o j j- 


1 








End 


283 




Name 


OJ990709 


04. 9922. C10 


.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


283 





30586 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



LIB3431-028-P1-N1-A10 Score 566 

1. .283 

'4680203/gb|AAD27566.1 |AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. ID OJ990709_04. 9922. CIO 

Strand + 

End 15850 

Method AAT/NAP 

End 15850 

Score - 4365 



30674 
63404 
12759 

OJ990709_04. 9922 .CIO. o2.np 
12759 
6630685 
12759. .12830, 13120. .15850 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



30674 
63405 
1 

OJ990709_04 . 9922 .C10 . ol . np 
1 

4680203 



Seq. ID OJ990709_04. 9922. C10 
Strand 

End 4558 

Method AAT/NAP 

End 4558 

Score 3153 



1..900, 1177. .1407, 1561. .3235, 4534. .4558 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ99070.9_04. 9922. C10 
Strand 

End 4558 

Method AAT/GAP 

End 3229 

Score 5498 



30674 
63405 
1 

OJ990709_04. 9922. C10. o3.gp 
1 

342_1.R1084 
1..3229 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30674 
63405 
1 , 

OJ9907 09_04 . 9922 . C10 . ol . gs 
31 

none 



Seq. ID OJ990709_04. 9922. C10 
Strand 

End 4558 

Method GENSCAN 

End 3233 

Score .76 



31. .1125, 1318. .1496, 1737. .1913, 2003. .3233 



30674 
63405 
1 

OJ990709_04 . 9922 . C10 . o4 . gp 
3094 
2310235 
3094.. 3233, 3645.-3682 

5852182/emb | CABS 5 4 20 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990709_04. 9922. C10 
Strand 

End 4558 

Method AAT/GAP 

End 3682 

Score 297 



Seq. No. 306.74 

Gene No. 63406 

C 4- — — J- /~ t- /~\ f~\ 

Name OJ990709_04 . 9922 . C10 . o2 . gs 

Start 6529 



Seq. ID OJ990709_04. 9922. C10 
Strand 

End 6888 

Method GENSCAN 

End 6888 



30587 



GI 


none 


Score 


. 63 


Exons 


6529. . 6888 






Seq. No. 


30674 


Seq. ID 


OJ990709 04 9922 C10 


Gene No. 


63407 


Strand 




Start 


11273 


End 


11339 


Name 


OJ990709 04 . 9922 ,jC10.o5.gp 


Method 


AAT/GAP 


Start 


1127 3 


End 


11339 


GI 


uC-osroM202024h08al 


Score 


90 


Exons 


11273. . 11339 






GI Descrip. 


• 5852170/emb|AL117265. 1 IOST17804 5.0e- 


84 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : t 17804 1 


Seq. No. 


30674 


Seq. ID 


OJ990709_04. 9922. C10 


Gene No. 


63408 


Strand 




Start 


11480 


End 


11998 


Name 


OJ990709 04 .9922.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1 


End 


1294 


GI 


none 


Score 


131 


Exons 


1..69, 58. .138, 151. .291, 152, 


..292, 239. .334, 271. .330, 




337. .381, 337. .381, 376. .1293, 


, 392.. 1294 


Seq. No. 


30674 


Seq. ID 


OJ990709_04 . 9922 . C10 


'Gene No.. 


63408 


Strand 




Start 


11480 


End 


11998 


Name 


OJ990709 04 .9922.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


559 


End- 


1010 


GI 


none 


Score 


188 


Exons 


559. .996, 559. .1002, 563. .1006, 569. .1006, 828. .1010 


Seq. No. 


30674 


Seq. ID 


OJ990709_04 . 9922. C10 


Gene No. 


63408 


Strand 




Start 


11480 


End 


11998 


Name 


OJ990709 04. 9922. C10. 06. tin 


Method 


TBLASTX : Maize 


Start 


937 


End 


1251 


GI 


none 


Score 


68 


Exons 


937.. 1167, 937.. 1251, 965.. 1240 




Seq. No. 


30674 


Seq. ID 


OJ9907 09_04 . 9922 .C10 


Gene No. 


63408 


Strand 




Start 


11480 


End 


11998 


Name 


' OJ990709 04.9922. C10. o5.tw 


"Method 


TBLASTX: Wheat 


Start 


1295. 


End 


1707 .' . . . . ■;■ 


GI 


none 


Score 


81 


Exons 


1295. .1381, 1297. .1386, 1297.. 


1380, 1413. .1616, 1414. .1632, 




1454. .1624, 1642. .1707, 1655.. 


1705 




Seq. No. 


30674 


Seq. ID 


OJ990709_04 . 9922. C10 


Gene No . 


63408 


Strand 




Start 


11480 


End 


11998 


Name 


OJ990709 04 . 9922.C10.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1844 


End 


2312 


GI 


none 


Score 


35 


Exons 


1844. .1891, 1844. .1879, 1849.. 


1896, 1904. .1975, 1905. .1946, 




1949. .^050, 1950. .2072, 1951.. 


2049, 2052. .2150, 2125. .2145, 




2154. .2258, 2158. .2247, 2259.. 


2312, 2260.. 2304 



30588 




Seq. No. 30674 

Gene No. 63408 

Start 11480 

Name OJ990709_04 . 9922. CIO. o7 

Start 2055 

-GI none 

Exons 2055.. 2312, 2055.. 2336, 

Seq. No. 30674 

Gene No. 63408 

Start 11480 

Name OJ990709_04 . 9922 .C10. o2 

Start 2100 

GI none 

Exons 2100.. 2441, 2125.. 2256, 

Seq. No. 30674 

Gene No. 63408 

Start 11480 

Name OJ990709_04 . 9922 . C10 . o3 

Start 2181 

GI none 

Exons 2181.. 2477, 2199.. 2423, 

Seq. No. 30674 

Gene No. 63408 

Start 11480 

Name OJ990709_04 . 9922. C10. 06 

Start 2526 

GI none 

Exons 2526.. 2783, 2531.. 2782, 

Seq. No. 30674 

Gene No. 63408 

Start 11480 

Name O.J990709_04 . 9922 . C10 . o7 

Start 7844 

GI none 

Exons 7844.. 8272, 7886.. 7972 

Seq. No. 30674 

Gene No. " 63408 

Start 11480 

Name OJ990709JD4 . 9922 . C10 . o5 

Start 7889 

GI none 

Exons 7889.. 7981, 7985.. 8320, 

Seq. No. 30674 

Gene No. 63408 

Start 11480 

Name OJ990709_04 . 9922 . C10 . 08 

Start 8030 

GI none 

Exons 8030.. 8431, 8084.. 8281 

Seq. No. 30674 



Seq. ID OJ990709_04. 9922. C10 
Strand 





End 


11998 


. tm 


Method 


TBLASTX: Maize 




End 


2441 




Score 


117 


2125. 


.2313, 2352.. 2441 




Seq. ID 


OJ9907 09_04 . 9922. C10 




Strand 






End 


11998 


tc 


Method 


TBLASTX: Cress 




End 


2448 




Score 


81 


2296. 


.2448 






Seq. ID 


OJ990709_04. 9922. C10 




Strand 






End 


11998 


ts 


Method 


TBLASTX: Soybean 




End 


2610 




Score 


121 


2472. 


.2534, 2527.. 2610, 2535.. 2609 




Seq. ID 


OJ990709_04. 9922. C10 




Strand 






End 


11998 


tw 


Method 


TBLASTX: Wheat 




End 


2882 




Score 


158 


2541 . 


.2792, 25 


42. .2784, 2775. .2882 




Seq. ID 


OJ990709_04 .9922. C10 




Strand 






End 


11998 


tw 


Method 


TBLASTX: Wheat 




End 


8272 




Score 


253 




Seq. ID 


OJ990709_04 . 9922. C10 




Strand * 






End 


11998 


ts 


Method 


TBLASTX: Soybean 




End 


10025 




Score 


65 


9893. 


.9934, 99 


45. .10025 




Seq. ID 


OJ990709_04. 9922. C10 




Strand 






End 


11998 


tm 


Method 


TBLASTX: Maize 




End 


8431 




Score 


210 



Seq. ID OJ990709_04. 9922. C10 



30589 



Gene No. 63408 Strand 

Start 11480 End 

Name OJ990709_04 . 9922 . CIO . 06 . gp Method 

Start 11480 End 

GI uC-osflM202048cl2bl Score 

Exons 11480.. 11998 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2 
DNA, chromosome 8, clone : P0026F07 1 



11998 
AAT/GAP 
11998 
801 



0e-16 Oryza sativa genomic 



Seq. No. 


30674 






Seq. ID 


OJ990709JD4 . 9922 


.C10 


Gene No. 


63409 






Strand 






Start 


12932 






End 


14119 




Name 


OJ990709 04. 9922. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12932 






End 


13327 




GI 


none 






Score 


140 




Exons 


12932. 


,.13060, 12940. 


. 13047, 


13051. . 13326, 13055.. 13327 




Seq. No. 


30674 






Seq. ID 


OJ990709_04 . 9922 


.C10 


Gene No. 


63409 






Strand 






Start 


12932 






End 


14119 




Name 


OJ990709 04. 9922. C10 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13091 






End 


13663 




GI 


none 






Score 


260 




Exons 


13091. 


.13339, 13099. 


. 13323, 


13263. .13367, 13350 13394 , 






13352. 


.i3375, 13375. 


. 13662, 


13379. .13663 




Seq. No. 


30674 






Seq. ID 


OJ990709_04.9922, 


,C10 


Gene No . 


63409 






Strand 






Start 


12932 






End 


14119 




Name 


OJ990709 04. 9922. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13328 






End 


14119 




GI 


none 






Score 


111 




Exons 


13328. 


.13399, 13333. 


. 14073, 


13400. .14119, 14077 .. 14118 




Seq. No. 


30674 






Seq. ID 


OJ990709_04 .9922. 


,C10 


Gene No. 


63409 






Strand 






Start 


12932 






End 


14119 




Name 


OJ990709 04. 9922. C10 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


13508 






End 


13969 




GI 


none 






Score 


292 




Exons 


13508. 


.13969, 13528. 


.13698, 


13532. .13717 




Seq. No. 


3067.4 






Seq. ID 


OJ990709_04 .9922. 


C10 


Gene No. 


63409 






Strand 






Start 


12932 






End 


14119 




Name 


OJ990709 04. 9922. C10, 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


13544 






End 


13966 




GI 


none 






Score 


203 




Exons 


13544. 


.13966 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30674 
63409 
12932 

OJ990709_04 , 

1 O 1 C 1 

±J / Jl 

none 



9922. C10. 08. tw 



Seq. ID OJ990709_04. 9922. C10 



Strand 
End 

Method 

End 

Score 



14119 
TBLASTX: 
14095 
123 



Wheat 



13751. .1384 0, 13763. .13837, 13829. .13993, 13840. .1398 9, 



30590 




14015. .14095 



Seq. No. 30674 

Gene No. 63410 

Start 14186 

Name OJ990709_04 . 9922 . CIO . o5 

Start 14186 

GI none - . 

Exons 14186. .14512, 14187.. 14 

Seq. No. 30674 

Gene No. 63410 

Start 14186 

Name OJ990709_04 . 9922 . C10 . ol 

Start 14220 

GI 5509260 

Exons 14220. .14435, 14445.. 14 



GI Descrip. 




Seq. ID OJ990709_04. 9922. C10 
Strand 

End 15061 

.tm Method TBLASTX : Maize 

End 14512 

Score 431 
510, 14374. .14511 

Seq. ID OJ990709_04 . 9922. C10 
Strand 

End 15061 

.ts Method TBLASTX : Soybean 

End 14815 

Score 196 
798, 14447. .14815 



Seq. No. 30674 Seq. ID 

Gene No. 63410 Strand 

Start 14186 End 

Name OJ990709_04 . 9922 . C10 . o4 . tw Method 

Start 14346 ' End 

GI none Score 
Exons 



OJ990709_04. 9922. C10 
15061 

TBLASTX: Wheat 

14801 

67 



14346. .14435, 14 408 .. 14 4 67 , 144 2 9 .. 14 4 64 , 14 456 .. 14 611, 
14 4 64 .. 14 670, 14 4 66. .14 801, 14 4 68 .. 14 800 , 14 4 69. .14 801 



Seq. No. 30674 Seq. ID 

Gene No. 63410 Strand 

Start 14186 End 

Name OJ990709_04 . 9922 . C10 . o4 . tc Method 

Start 14430 End 

GI none Score 

Exons 14430. . 14708 



OJ990709_04. 9922. C10 
15061 

TBLASTX: Cress 

14708 

188 



OJ990709 04. 9922. C10 



Seq. No. 30674 .Seq. ID _ 

Gene No; -63410 Strand 

Start 14186 End 15061 

Name OJ990709_04 . 9922 . C10 .o3 . tm Method TBLASTX : Maize 

Start 14630 End 15061 

GI " none ' Score 236. 

Exons - 14630. . 14815, 14631. .14798, 14 632 .. 14 805 , 14794 . .15060, 
14798. .15061 



Seq. No. 30674 Seq. ID 

Gene No. 63411 Strand 

Start 14993 End 

Name OJ990709_04 . 9922 . C10 . o9 . tw Method 

Start 14993 End 

GI none Score 

Exons 14993. .15145, 15173.. 15409 



OJ990709_04. 9922. C10 
15879 

TBLASTX: Wheat 

15409 

83 



Seq. No. 30674 Seq. ID 

Gene No. 63411 Strand 

Start 14993 End 

Name OJ990709 04 . 9922 . C10 . ol . tm Method 



OJ990709_04. 9922. C10 
15879 

TBLASTX: Maize 



30591 



Start 


15176 


End 


15879 






GI 


none 


Score 


934 






Exons 


15176.. 15871, 15184.. 158 67, 


15667. .15879, 15768 


15869 




Seq. No. 


30674 


Seq. ID 


OJ990709 


_04.9922. 


.C10 


Gene No. 


63411 


Strand 








Start 


14993 


End 


15879 






Name 


OJ990709 04 . 9922 . CIO . o2 . ts 


■Method 


TBLASTX: 


uuy lj coil 




Start 


15194 ~ 


End 


15835 ' 




GI 


none 


Score 


292 






Exons 


15194.. 15583, 15418.. 15582, 


15611. .15835, 15640 


15687 




Seq. No. 


30675 


Seq. ID 


OJ990709 


_04 . 9922. 


.Cll 


Gene No. 


63412 


Strand 


- 






Start 


969 


End 


1567 






Name 


OJ990709 04 9922 Cll ol as 


Method 


GENSCAN 






Start 


969 ~ 


End 


1567 






GI 


none 


Score 


.68 






Exons 


969. .998, 1246. .1381, 1506.. 


1567 








Seq. No. 


30676 


Seq. ID 


OJ990709 


_04.9922. 


C12 


Gene No. 


63413 


Strand 


+ 






Start 


1018 


End 


1829 






Name 


OJ990709 04 9922 C12 ol as 


Method 


GENSCAN 






Start 


1018 ~ 


End 


1829 






GI 


none 


Score 


.47 






Exons 


1018. .1084, 1437. .1592, 1656 


. . 1829 








Seq. No. 


30677 


Seq. ID 


OJ990709_ 


04 . 9922 . 


n 3 


Gene No. 


63414 


Strand 


+ 






Start 


378 


End 


7786 






Name 


OJ990709 04.9922.C13 ol as 


Method 


GENSCAN 






Start 


378 ~ 


End 


7786 






GI 


none 


Score 


.53 






Exons 


378..54S, 639.. 947, 1065 12 


89, 1409.. 


1466, 242! 


3 2559 






3010.. 3233, 4583.. 4696, 5090 


. .5230, 7092. .7398, 


74 58. . 11 


r 8 6 


Seq. No. 


30677 


Seq. ID 


OJ990709_ 


04 . 9922 . 


C13 


Gene No. 


63414 


Strand 


+ 






Start 


378 


End 


7786 






Name 


OJ990709 04 . 9922.C13.ol.np 


Method 


AAT/NAP 






Start 


4607. 


End 


5011 






GI 


,. 2462640 .. ■ 


Score- 


531- 






Exons 


4607. .5011 










GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 






Seq. No. 


30677 


Seq. ID 


OJ990709_ 


_04.9922. 


C13 


Gene No. 


63415 


Strand 








Start 


8078 


End 


8410 






Name 


OJ990709 04.9922.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3533 


End 


3856 






GI 


none 


Score 


319 






Exons 


3533.. 3856, 3.549.. 3710, 3568 


. .3852 








Seq. No. 


30677 


Seq. ID 


OJ990709_ 


_04 .9922. 


C13 


Gene No. 


63415 


Strand 








Start 


8078 


End 


8410 







30592 




lvalue 


\JKJ Zf Zf\J 1 \J Z? VJ*i 


99?? 

* Z* Zt £- 




1-TTl 
• L.1LL 


Method 


TBLASTX: Maize 


Start 


4 64 3 ~~ 








End 


5554 


GI 


none 








Score 


440 




4643 5416 


4817 


. 4 921, 


4 981. 


.5070, 5110. .5145, 5447. .5554 


Seq. No. 


30677 








Seq. ID 


OJ990709_04 . 9922 . C13 


Gene No. 


63415 








Strand , 




Start 


8078 








End 


8410 


Name 


OJ990709 04 


. 9922 


C13 . ol 


. t s 


Method 


TBLASTX: Soybean 


Start 


5192 ~~ 








End 


5756 


GI 


none 








Score 


57 


i_l ^1. \J iio 


5192 5248 


5294 


.5422, 


5447 . 


.5542, 5619. .5756 


O ™ *J . \J • 


30677 








Seq. ID 


OJ990709_04.9922.C13 


Gene No. 


63415 








Strand 




Start 


8078 








End 


8410 


Name 


OJ990709 04 


. 9922 


C13 . o2 


tm 


Method 


TBLASTX: Maize 


Start 


5591 ~ 








End 


5939" 


GI 


none 








Score 


150 


Pvnn *5 


5591 5674. 


5595 , 


. 5759, 


5754 . 


.5813, 5789. .5812, 5823. .5939, 




5825 5932 












Seq. No. 


30677 








Seq. ID 


OJ990709 04 9922 C13 


Gene No. 


63415 








Strand 




Start 


8078 








End 


8410 


Vi CL1LLC 


O.T9Q0709 04 
z* z?\j i \j z* vj*± 


99?? 


n ? n? 


tw 


Method 


TBLASTX: Wheat 


Start 


5600 ~~ 








End 


5882 


GI 


none 








Score 


268 


i_l \w> 1 1 


5600 5881 


5601 . 


. 5882 








Seq. No. 


30677 








Seq. ID 


OJ990709_04 . 9922 . C13 


Gene No. 


63415 








Strand 




Start 


8078 








End 


8410 


Name 


OJ990709 04 


9922 . 


C13 . o3 


tm 


Method 


TBLASTX: Maize 


Start 


6114 ~~ 








End 


6483 


GI 


none 








Score 


67 


Exons 


6114 . . 6176, 


6174 . 


. 6344 , 


6340 . 


. 6483 




Seq. No. 


30677 








Seq. ID 


OJ990709_04.9922.C13 


Gene No. 


63415 








Strand 




Start 


8078 








End 


8410 


Name 


OJ990709 04 


9922 . 


C13 . o2 . 




Method 


GENSCAN 


Start 


8078 _ 








•End 


8410 


GI 


none 








Score 


.68 


i — i no 


8078 8152 


8384 . 


.8410 








Seq. No. 


30678 








Seq. ID 


OJ990709_04 .9922.C14 


Gene No. 


63416 








Strand 


+ 


Start 


4116 








End 


4232 


Name 


OJ990709 04. 


9922. 


C14 ,ol. 


gp • 


Method 


AAT/GAP 


Start 


4116 








End 


4232 


GI 


uC-osf IcypOE 


58bl2bl 




Score 


141 



Exons 4116.. 4232 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : F0026i: , 07 * 

Seq. No. 30678 Seq. ID OJ990709_04 . 9922 . C14 



30593 



Gene No. 63417 Strand 

Start 7131 End 9150 

Name OJ990709_04 . 9922 . C14 . o2 . gs Method GEN SCAN 

Start 7131 End 9150 

GI none Score .52 

Exons 7131. .7169, 7806.. 7821, 8948.. 9150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30679 
63418 
1 

OJ990709_06. 
1 

4325354 
1..21, 316.. 



9927.Cl.ol.np 



655 



Seq" • ID OJ990709_06. 9927. CI 

Strand + 

End 655 

Method AAT/NAP 

End 655 

Score 160 



(AF128395) contains similarity to retrovirus-related 
polyproteins and to CCHC zinc finger protein (Pfam: PF00098, 
Score=16.3, E=0.051, E= 1) [Arabidopsis thaliana] 



Seq. No. 


30679 


Seq. ID 


OJ990709 


_06.9927.C1 


Gene No . 


63418 


Strand 


+ 




Start 


1 


End 


655 




Name 


OJ990709 06 9927 CI ol tm 


Method 


TBLASTX: 


^la i z e 


Start 


297 ~ 


End 


537 




GI 


none 


Score 


99 




Exons 


297. .518, 297. .497, 298. .537 








Seq. No. 


30680 


Seq. ID 


OJ990709 


_06. 9927.C3 


Gene No. 


63419 


Strand 


+ 




Start 


42 


End 


147 




Name 


OJ990709 06. 9927.C3.ol.gp 


Method 


AAT/GAP 




Start 


42 


End 


147 




GI 


none 


Score 


149 




Exons 


42. .147 








Seq. No. 


30680 


Seq. ID 


OJ990709 


_06.9927.C3 


Gene No. 


63420 


Strand 


+ 




Start 


2273 


End 


4014 




Name 


OJ990709 06. 9927.C3.ol.gs 


Method 


GENSCAN 




Start 


2273 


End 


4014 




GI 


none 


Score 


.56 




Exons 


2273.. 2474, 2630.. 2710, 2800 


. .2963, 3147. .3317, 


3693. .3757, 




3791. .4014 








Seq. No. 


30680 


Seq. ID 


OJ990709_ 


_06.9927.C3 


Gene No. 


63421 


Strand 






Start 


3174 


End 


3549 




Name 


OJ990709 06. 9927.C3.o2.gp 


Method 


AAT/GAP 




Start 


3174 


End 


3549 




GI 


36372 1.R1084 


. Score 


719 




Exons 


3174. .3549 








GI Descrip. 


■2252840 3.0e-09 (AF013293) 


contains regions of 


similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF1 95115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 1 



Seq. No. 



30681 



Seq. ID OJ990709_06.9927.C4 



30594 



Gene No. 


63422 




Strand 


+ 




Start 


291 




End 


659 




Name 


OJ990709 06. 9927 ,C4 .ol 


crs 


Mp f* hod 


GENSCAN 




Start 


291 ~~ 




End 


659 




GI 


none 




Score 


. 65 




Exons 


291 . .476, 522 . . 659 










Seq. No. 


30681 




Seq. ID 


OJ990709 06. 


9927 . C4 


Gene No. 


63423 




Strand 






Start 


1 




End 


4496 




Name 


OJ990709 06.9927.C4.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4496 




GI 


5295955 




Score 


385 




Exons 


1 209, 347 . . 615, 656. 


.831, 1516. .1629, 


, 2164. .2232, 


4439. .4496 


GI Descrip. 


(AB026295) Similar to 


Epstein- 


-Barr virus (EBV) genome. (V01555) 




rOrvza satival 










Seq. No. 


30681 




Seq. ID 


OJ990709_06. 


QQ97 P4 


Gene No . 


63423 




Strand 






Start 


1 




End 


4496 




Name 


OJ990709 06.9927.C4.o2 


no 


Method 


AAT/NAP 




Start 


2336 




End 


2737 




GI 


1946279 




Score 


213 




Exons 


2336 2737 










GI Descrio . 


(Y12433) oolvorotein; 


J- c v c; _L o ~ 


transcriptase, RNase 


n Lpmeappxi 




bacilliform virus] 










Seq. No. 


30681 




Seq. ID 


OJ990709J)6. 


QQ97 CA 


Gene No. 


63423 




Strand 






Start 


1 




End 


4496 




Name 


OJ990709 06 9927 C4 o2 


.gs 


Method 


GENSCAN 




Start 


2570 ~ 




End 


2928 




GI 


none 




Score 


.52 




Exons 


2570.. 2730, 2848.. 2 92 8 










Seq. No. 


30682 




Seq. ID 


OJ990709_06. 




Gene No. 


63424 




Strand 


+ 




Start 


1713 




End 


2835 




Name 


OJ990709 06.9927 C5 ol 


.gs 


Method 


GENSCAN 




Start 


1713 ~~ 




End ■ . 


2835 




GI 


none 




Score 


.74 




Exons" 


1713.. 1764, 2735 2835 










Seq. No. 


30682 




Seq. ID 


OJ990709_06*. 


9927. C5 


Gene No. 


63425 




Strand 


+ 




Start 


3209 




End 


3510 




Name 


OJ990709 06 9927 C5 ol 


.gp 


Method 


AAT/GAP 




Start 


3209 ~~ 




End 


3510 




GI 


2798467 




Score 


361 




Exons 


3209 3510 " 










Seq. No. 


30682 




Seq. ID 


OJ990709_06. 


9927. C5 


Gene No. 


63426 




Strand 






Start 


3565 




End 


3777 




Name 


OJ990709 06. 9927.C5.o2 


.gs 


Method 


GENSCAN 




Start 


3565 




End 


3777 




GI 


none 




Score 


.99 





30595 



Exons 


3565. .3777 








Seq. No. 


30683 


Seq. ID 


OJ990709JD6.9927 


.C6 


Gene No. 


63427 


Strand 






Start 


380 


End 


2145 




Name 


OJ990709 06 


.9927.C6.ol.gs Method 


GENSCAN 




Start 


380 


End 


2130 




GI 


none 


Score 


.77 




Exons 


380. .475, 552. .1032, 1994. .2130 






Seq. No. 


30683 


Seq. ID 


OJ990709 06.9927 


C6 


Gene No. 


63427 


Strand 






Start 


380 


End 


2145 




Name 


OJ990709 06 


. 9927 .C6.ol.np Method 


AAT/NAP 




Start 


691 


End 


2145 




GI 


3319345 


Score 


680 




Exons 


691. .2145 








GI Descrip. 


(AF077407) 


contains similarity to maize transposon MuDR 






(GB:M76978) 


[Arabidopsis thaliana] 






Seq. No. 


30683 


Seq. ID 


OJ990709_06.9927. 


C6 


Gene No. 


63427 


Strand 






Start 


380 


End 


2145 




Name' 


OJ990709 06 


. 9927 . C6 . ol . tm Method 


TBLASTX : Maize" 




Start 


870 


End 


1565 




GI 


none 


Score 


47 




Exons 


870.. 977, 9 


69. .1073, 1152. .1490, 1506. 


.1565 




Seq. No. 


30683 


Seq. ID 


OJ990709_06. 9927. 


C6 


Gene No. 


63427 


Strand 






Start 


380 


End 


2145 




Name 


OJ990709 06 


. 9927 .C6.ol . ts Method 


TBLASTX : Soybean 




Start 


1173 


End 


1559 




GI 


none 


Score 


211 




Exons 


1173. . 1559 








Seq. No. 


30684 


Seq. ID 


OJ990709_06.9927. 


C7 


Gene No. 


63428 


Strand 


.+ 




Start 


4814 


End 


8023 




Name 


OJ990709 06 


. 9927 . C7 . o2 . gs Method 


GENSCAN 




Start 


4814 


End 


8023 




GI ' 


none 


Score 


.61 




Exons • *• 


4814. .5054, 


5806. .6033, 6557. '.69$2, 7082. .7291, 7872... 8023 


Seq. No. 


30684 


Seq. ID 


OJ990709_06.9927. 


C7 


Gene No . 


63428 


Strand 


+ 




Start 


4814 


End 


8023 




Name 


OJ990709 06 


. 9927.C7.ol.np ■ Method 


AAT/NAP 




Start 


6662 


End 


7741 




GI 


6539555 


Score 


1032 




Exons 


6662. .7340, 


7430. .7741 






GI Descrip. 


(AP000836) 


Similar to mariner transposase (AF078934) [Oryza 




sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to 


mariner 




transposase 


(AF078934) [Oryza sativa] 






Seq. No. 


30684 


Seq. ID 


OJ990709_06.9927. 


C7 


Gene No. 


63429 


Strand 







30596 



Start 
Name 
Start 
GI 

Exons 

GI De.scrip. 



23797 End 
OJ990709_06.9927.C7.o5.gp Method 
23797 End 
5816562 Score 
23797. .24213 

6016845/dbj | AP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



24213 
AAT/GAP 
24213 
662 



Seq. No. 30684 Seq. ID OJ990709_06 . 9927 . C7 

Gene No. 63430 Strand + 

Start 24263 End 30304 

Name OJ990709JD6 . 9927 . C7 . o3 . np Method AAT/NAP 

Start 24263 End 30304 

GI 5922631 Score 6556 

Exons 24263. .24387, 2464 6.-24863, 2512 1 .. 25305 , 25351 .. 25922 , 

25965. .26116, 26243 .. 27169, 27776. .30304 
GI Descrip. (AP000492) ESTs C26347 (C1214 5 ) , AU07807 4 (C12145 ) correspond to 

region of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 30684 

Gene No. 63430 

Start 24263 

Name OJ990709_06 . 9927 . C7 . o5 . gs 

Start 24263 

GI none 
Exons 



Seq. ID OJ990709_06.9927.C7 



Strand 
End 

Method 

End 

Score 



+ 

30304 
GENSCAN 
26991 
.75 



24263. .24883, 25090 .. 25659, 25762. .26991 



Seq. No. 


30684 


Seq. ID 


OJ990709_06.9927.C7 


Gene No. 


63431 


Strand 




Start 


25 


End 


3398 


Name 


OJ990709 06/9927. C7.ol.gs 


Method 


GENSCAN 


Start 


25 


End 


3398 


GI " 


none 


Score 


.73 


Exons 


25. .890, 2672. .2854, 3385. 


.3398 




Seq. No. 


3068.4 


Seq. ID 


OJ990709_06.9927.C7 


Gene No. 


63431 


Strand 




Start 


25 ,. ' 


End - 


3398 .. 


Name 


OJ990709 06i9927.C7.oi.gp 


Method 


AAT/GAP 


Start 


1291 


End 


1510 


GI 


2798467 


Score 


388 


Exons 


1291. .1510 






Seq. No.. ; 


3b684 


Seq. ID 


OJ990709_06.9927.C7 


Gene No. 


63431 


Strand 




Start 


25 


End 


3398 


Name 


OJ990709 06.9927.C7.o2.gp 


Method 


AAT/GAP 


Start 


3034 


End 


3093 


GI 


4715947 


Score 


65 


Exons 


3034 . .3093 






GI , Descrip . 


2252840 3.0e-09 (AF013293) 


contains regions of similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 



30597 




thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 


30684 


Seq. ID 


OJ990709 06 99P7 


P7 


Gene No. 


63432 


Strand ' 






Start 


8671 


End 


12238 




Name 


OJ990709 06.9927.C7.o3.gs 


Method 


GENSCAN 




Start 


8671 


End 


12238 




GI 


none 


Score 


. 65 




Exons 


8671. .8971, 10517. .11341, 12081. .12238 






Seq. No. 


30684 


Seq. ID 


OJ990709J36. 9927 


.CI 


Gene No. 


63432 


Strand 






Start 


8671 


End 


12238 




Name 


OJ990709 06.9927.C7.o2.np 


Method 


AAT/NAP 




Start 


10565 


End 


10953 




GI 


' 284279 


Score 


126 




Exons 


10565. .10953 








GI Descrip. 


keratin 10 V2 subdomain 128 


amino acid 


variant - human 






(fragment) gi | 244508 | bbs | 79431 keratin 


10 V2 subdomain 






acid variant [human, Peptide 


i Partial, 


128 aa] 




Seq. No. 


30684 


Seq. ID 


OJ990709_06. 9927 


. C7 


Gene No . 


63433 


'Strand 






Start 


13033 


End 


22236 




Name 


OJ990709 06 9927 C7 o4 as 


Method 


GENSCAN 




Start 


13033 _ 


End 


22236 




GI 


none 


Score 


.57 




Exons 


13033. .13945, 15516. .15885, 


16015. . 1614 8, 1628-4. .164 89, 






16600. .16718, 16827. .17092, 


20975. .21233, 21419 .. 21441 , 






21471. .21554, 22060 .. 2214 1 , 


22197. .22236 




Seq. No. 


30684 


Seq. ID 


OJ990709_06. 9927 




Gene No . 


63433 


Strand 






Start 


13033 


End 


22236 




Name 


OJ990709 06.9927.C7.o3.gp 


Method 


AAT/GAP 




Start 


13832 


End 


15894 




GI 


none 


Score 


942 




Exons 


13832. .13945, 15516.. 15894 








Seq." No. 


30684 ' ' 


\ Seq. ID 


OJ990709 06.9927 


. C7 


Gen'e No. 


63434 


Strand 


— * 




Start 


30670 


End 


33615 




Name 


OJ990709 06.9927.C7.o8.tw 


Method 


TBLASTX: Wheat 




Start 


7517 


End 


7798 




GI 


none 


Score 


239 




Exons 


7517. .7798, 7531. .7737 








Seq. No. 


30684 


Seq. ID 


OJ990709_06. 9927, 


.C7 


Gene No. 


63434 


Strand 






Start 


30670 


End 


33615 




Name 


OJ990709 06.9927.C7.o7.tw 


Method 


TBLASTX: Wheat 




Start 


25527 


End 


25929 




GI 


none 


Score 


282 




Exons 


25527. .257 96, 25528. .25929 









30598 



Seq. No. 


30684 






Seq. ID 


OJ990709_06.9927 


.C7 


Gene No. 


63434 






Strand 






Start 


30670 






End 


33615 






OJ990709 06. 9927. C7 




Method 


TBLASTX: Wheat 




Start .■ 


26509 






End 


26966 




GI 


none 






Score 


144 




J—J iU 


' 26509. 


.26.6.85,. 26730 


26966 


26734.. 26964 




Seq. No. 


30684 






Seq. ID 


OJ990709JD6.9927 


.C7 


Gene No. 


63434 






Strand 






Start 


30670 






End 


33615 






OJ990709 06. 9927. C7 




Method 


TBLASTX: Maize 




O Lai L 


26817 






End 


26964 




(IT 


none 






Score 


185 




I_j .A. W 1 1 CD 


26817. 


.26963, 26818 




26818. .26964 




Seq. No. 


30684 






Seq. ID 


OJ990709_06.9927 


.C7 


Gene No. 


63434 












Start 


30670 






End 


33615 






OJ990709 06. 9927. C7 


UI • LW 


Method 


TBLASTX: Wheat 




o Lai l 


27186 






End 


27642 




(IT 


none 






Score 


494 






27186. 


.27641, 27187 


# C 1 U *i 








Seq. No. 


30684 






Seq. ID 


OJ990709_06.9927 


.C7 


Gene No. 


63434 












Start 


30670 






End 


33615 




Name 


OJ990709 06. 9927. C7 




Method 


TBLASTX: Soybean 




Start 


27226 






End 


27591 




rzj 


none 






Score 


133 




Fynn c; 

1_J Lfl lO 


27226. 


.27450, 27457. 


. Z. 1 *J Zt JL 








Seq. No. 


30684 






Seq. ID 


OJ990709_06. 9927 


.C7 


Gene No. 


63434 






Q 4- ranH 






Start 


30670 






End 


33615 




Name 


OJ990709 06. 9927. C7. 


oz . cm 


Method 


TBLASTX: Maize 




Start 


27315 






End 


27672 




GI 


none 






Score 


373 






27315. 


.27662, 27316. 


. 27 672 








Seq. No. 


30684 






Seq. ID 


OJ990709JD6.9927 


.C7 


Gene No. * 


63434 






" 'Strand 






Start 


30670 






• End ... " 


. 33615. 




NT ;=! TY1 0 


OJ990709 06. 9927. C7. 


— 

Oj . tm 


Method 


TBLASTX: Maize 




Start 


27700 






End 


28083 




GI 


none 






Score 


305 




TT von ^ 

ill J\ Ui io 


27700. 


.28083, 27804. 










Seq. No. 


30684 






Seq. ID 


OJ990709J)6. 9927 


.C7 


Gene No. 


63434 






Strand 






Start 


30670 






End 


33615 




Name 


OJ990709 06. 9927. C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


27757 






End 


28181 




GI 


none 






Score 


402 




Lxons 


27757 . 


28176, 27801. 


.28181 








Seq. No. 


30684 






Seq. ID 


OJ990709_06.9927 


.C7 



30599 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



634 34 Strand 
30670 End 
OJ990709_06. 9927.C7.ol. ts Method 
27844 End 
none Score 

27844 . .28203, 27852 .. 27995, 28032. .28211 



33615 

TBLASTX: Soybean 
28211 
299 



30684 
63434 
30670 

OJ990709_06. 9927.C7.olO. tw 

28276 

none 

28276. .28470 



Seq. ID OJ990709J36. 9927 .C7 
Strand 

End 33615 

Method TBLASTX : Wheat 

End 28470 

Score 201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30684 
63434 
30670 

OJ990709_06. 9927.C7.o2.ts 
28462 
none 

28462. .28566, - 28470. .28556, 28602 .. 28850, 28606.. 28848 



Seq. ID OJ990709_06. 9927.C7 
Strand 

33615 

TBLASTX: Soybean 
28850 
84 



End 

Method 

End 

Score 



30684 
63434 
30670 

OJ990709_06. 9927.C7.o3. tw 

28471 

none 

28471. .28893, 28476. .28817 



Seq. ID OJ990709_06.9927.C7 
Strand 

End 33615 

Method TBLASTX: Wheat 

End 28893 

Score 4 02 



Seq. No. 30684 

Gene No. 63434 

Start 30670 

Name OJ990709_06 . 9927 . C7 . o5 . tm 

Start 28525 

GI none 

Exons 28525.-28695, 28699.. 28797 



Seq. ID OJ990709_06. 9927.C7 
Strand 

End 33615 

Method TBLASTX : Mai ze 

End 28797 

Score 128 



Seq. No. 30684 
Gene No. ■ 63434 

Start 30670' 

Name " OJ990709_06 . 9927 . C7 .oil . tw 

Start 28909 

GI none 

Exons 28909. . 29043, 29110.. 29208 



Seq. ID OJ990709_06. 9927.C7 
Strand 

End 33615 

Method ■ TBLASTX: Wheat . 

End 29208 

Score 131 



Seq. No. 30684 

Gene No. 63434 

Start 30670 

Name OJ9907 09_06 . 9927 . C7 . ol . tm 

Start 29205 

GI none 

Exons 29205. .29528, 29206.. 29529 



Seq. ID OJ990709_06. 9927.C7 
Strand 

End 33615 

Method TBLASTX : Mai ze 

End 29529 

Score 427 



Seq. No. 
Gene No. 



30684 
63434 



Seq. ID OJ990709_06.9927.C7 
Strand 



30600 




Of- arf 


30670 






End 


33615 




Name 


OJ990709 06. 9927. C7 




Method 


TBLASTX: Wheat 




O U Ct X. L. 


29211 






End 


29598 




CT 
O X 


none 






Score 


410 




F 1 von q 


29211. . 


29522, 29212 


29598 , 


29407. .29598 




Seq. No. 


30684 






Seq. ID 


OJ990709_06.9927 


.C7 


Gene No. 


63434 






Strand 








30670 






End 


33615 




LNdlLlC 


OJ990709 06. 9927. C7 




Method 


TBLASTX: Wheat 




^ta rt 


29726 






End 


30328 




ox 


none 






Score 


327 






29726. . 


30205, 29749 


29823 


29875. .30003, 30197. .30328 




Seq. No. 


30684 






Seq. ID 


OJ990709_06.9927 


.C7 


Gene No. 


63434 






Strand 






u Lai L. 


30670 






End 


33615 






OJ990709 06. 9927. C7 


• o4 . tm- 


Method 


TBLASTX: Maize 




u Lai U 


30026 






End 


30289 




O x 


none 






Score 


167 




P von c: 


30026. . 


30208, 30148 


30207 


30187. .302 


88, 30188.. 30289 




O tr . in vj . 


• 30684 






Seq. ID 


OJ990709_06.9927 




Gene No. 


63434 






Strand 






Start 


30670 






End 


33615 




Name 


OJ990709 06. 9927. C7 


• o7 . gs 


Method 


GENSCAN 




O Lai L 


30670 






End 


33615 




ox 


none 






Score 


.85 




F von q 


30670. . 


31121, 31195 


. . J X _> -L X , 


31371. .31560, 31635. .31834, 






31901. . 


32211, 32335 




32714. .33040, 33409. .33615 




O tr • tN (J • 


30684 






Seq. ID 


OJ990709_06. 9927 






63434 






Strand 






Start 


30670 






End 


33615 




Name 


OJ990709 06. 9927. C7 


. o4 . np 


Method 


AAT/NAP 




Start 


30673 






End 


33576 




GI 


6691716 




Score 


2369 




P, v rj n o 


30673. . 


31121, 31195 


. .31309, 


31459. .31560, 31 635 .. 31822 , 






31901. . 


32080, 32159 


. .32258, 


32334. .32512, 32704.. 33576 




CI T cir'r'i n 

OX UCjLJ — L £J • 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi I 6691717 |dbj | BAA89397.il 


(AP000570) 


hypothetical protein 




[Oryza 


sativa] 










Seq. No. 


30684 






Seq. ID 


OJ990709_06. 9927 


.C7 


Gene No. 


63434 






Strand 






^tfl rt 


30670 






End 


33615 




iNcliUt; 


OJ990709 06. 9927. C7 


.o9. tw 


Method 


TBLASTX: Wheat 




Qf arf 
OLOI L 


33166 






End 


33456 




O X 


none 






Score 


219 




W von q 


33166. . 


33456 










Seq. No. 


30685 






Seq. ID 


OJ990709_06. 9927 


.C8 


Gene No. 


63435 






Strand 


+ 




Start 


1 






End 


1171 




\i 


uJ 330703 06. 9927. C8 


. oi . np 


Method 


AAT/NAP 




Start 


1 






End 


1171 




GI 


6907087 






Score 


557 





30601 



Exons 1..518, 1070.. 1171 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 30685 Seq. ID 

Gene No. 63436 Strand 

Start 65 End 

Name OJ990709_06. 9927 . C8 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65.. 787 



OJ990709_06.9927.C8 
787 

GENSCAN 

787 

.98 



Seq. No. 30685 Seq. ID 

Gene No. 63437 Strand 

Start 1064 End 

Name OJ990709_06 . 9927 . C8 . o2 . gs Method 

Start 1064 End 

GI none Score 

Exons 1064 . . 1170 



OJ990709_06.9927.C8 

1170 
GENSCAN 
1170 
.85 



Seq. No. 30686 Seq. ID 

Gene No. 63438 Strand 

Start 528 End 

Name OJ990709_06 . 9927 . C9 . ol . gs Method 

Start 528 End 

GI none Score 

Exons' 528.. 1839, 1936.. 3077, 3197.. 5016 



OJ990709JD6.9927.C9 
+ 

5016 
GENSCAN 
5016 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30686 
63438 
528 

OJ990709_0 
554 

5922631 
554. .604, 
(AP000492) 
region of 
retrotrans 
gi I 6016864 
C26347 {C12 
predicted 
Cinful-1. 



6.9927.C9.ol.np 



Seq. ID OJ990709_06.9927.C9 

Strand + 

End 5016 

Method AAT/NAP 

End 4980 

Score 5295 



647. .797, 924. .1847, 2454. .4980 

ESTs C26347 (C12145) ,AU078074 (C12145) correspond to a 
the predicted gene.; similar to prpol; Zea mays 
poson Cinful-1. (AF049110) [Oryza sativa] 
I dbj | BAA85207 . 1 | (AP000570) ESTs 

145) , AU078074 (C12145) correspond to a region of the 
gene.; Similar to prpol; Zea mays retrotransposon 
(AF049110) [Oryza sativ . ' 



Seq. No. 


30686 




Seq. ID 


OJ990709_ 


Gene No. 


63439 




Strand 


+ 


Start 


13438 




End 


13830 


Name 


OJ990709 06. 9927. C9 


. o3 . gs 


Method 


GENSCAN 


Start 


13438 




End 


13830 


GI 


none 




Score 


.94 


Exons 


13438. .13465, 13718 


. .13830 






Seq. No. 


30686 




Seq. ID 


OJ990709_ 


Gene No. 


63440 




Strand 




SLdi-L 


5332 




End 


10964 


Name 


OJ990709 06. 9927. C9 


. o2 . gs 


Method 


GENSCAN 


Start 


5332 




End 


10964 



30602 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .52 

5332. .5780, 5853. .5957, 6029. .6218, 6539. .7153, 7372. .8295, 
9632.. 9722, 10627.. 10964 



30686 
63440 
5332 

OJ990709_06. 9927.C9.o2.np 

5335 

6691716 



Seq. ID OJ990709_06. 9927.C9 
Strand 

End 10964 

Method AAT/NAP 

End 8256 

Score 2342 



5335. .5780, 5853. .5957, 6107. .6218, 6294. .6468, 6609. .6914, 
6996. .7170, 7368. .8256 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


30686 








Seq. ID 


OJ990709_06. 9927 


.C9 


Gene No. 


63441 








Strand 






Start 


14486 








End 


14916 




Name 


OJ990709 06 


. 9927 


. C9 . 06 , 


, tw 


Method 


TBLASTX: Wheat 




Start 


1187 ~ 








End 


3694 




GI 


none 








Score 


149 




Exons 


1187 . . 1363, 


1408 


. . 1644 , 


1412 . 


.1642, 3536. .3586, 3566. .3694 


Seq. No. 


30686 








Seq. ID 


OJ990709_06. 9927, 


.*C9 


Gene No. 


63441 








Of- r -a nr i 






Start 


14486 








End 


14916 




Name 


OJ990709 06 


. 9927 


. C9 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1864 ~~ 








End 


2320 




GI 


none 








Score 


480 




Exons 


1864 . . 2319, 


1865 


. .2320 










Seq. No. 


30686 








Seq. ID 


OJ990709_06. 9927. 


.09 


Gene No. 


63441 








Strand 






Start 


14486 








End 


14916 




Name 


OJ990709 06. 


. 9927 


.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1904 








End 


2269 




GI 


none 








Score 


140 




Exons 


1904 . .2128, 


2135 


. .2269 










Seq. No. 


30686 








Seq. ID 


OJ990709_06.9927. 


,09 


Gene No . 


63441 








Strand ' 






Start 


•14486 . 








End - 


r4916 




Name 


OJ990709 06. 


9927 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1994 








End 


2350 




GI 


none 








Score 


375 




Exons 


1994. .2350, 


2035, 


. .2340 










Seq. No. 


30686 








Seq. ID 


OJ9907.09_06.9927. 


09 


Gene No. 


63441 








Strand 






Start 


14486 








End 


14916 




Name 


OJ990709 06. 


9927. 


.09. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2435 








End 


2859 




GI 


none 








Score 


448 




EXOi'lb 


2435 . . 2854 , 


2479, 




2500. 


.2859 






Seq. No. 


30686 








Seq. ID 


OJ990709_06. 9927. 


09 



30603 




Gene No. 


63441 








Strand 




Oldi 1- 


14 48 6 








FnH 


J. *i Z? -L \> 




OJ990709 06 

Zf Zs \J 1 \J Z> V\J 


9927 

Z? Z7 1 


. C9 . ol . 


ts 


nc liiuu. 


TRT.A9TX • ^nuhp^n 


o Lai u 


2513 ~ 








End 


Z? X *i 


GI 


none 








Score 


?1 4 


i_J £\. 1 i *J 


2513 2914. 


2530 


. .2673, 


2710 . 


. 2880 




kj • ll • 


30686 








Seq. ID 


OJ990709_06.9927.C9 


Gene No. 


63441 








Strand 




Start 


14486 








End 


14916 


Name 


OJ990709 06 


9927 


. C9 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


2581 _ 








End 


3025 


GI 


none 








Score 


275 




2581 2835 


2582 


28 36 


2606 . 


.2836, 2857. .2988, 2858. .3001 




2999 3025 












O C . LN \J . 


3068 6 

J w u o u 








Seq. ID 


OJ990709_06.9927.C9 


Gene No. 


63441 








Strand 




Start 


14486 








End 


14916 


Name 


OJ990709 06 


9927 


. C9 . o5 . 


t w 


Method 


TBLASTX: Wheat 


J LQ1 L 


3022 _ 








End 


3429 


(IT 


none 








Score 


192 


P. v n n q 


3022 3192 


3023 


3196, 


3193 . 


.3252, 3195.. 3266, 3282.. 3428 




3283 3429 












Seq. No. 


30686 








Seq. ID 


OJ990709_06.9927.C9 


Gene No. 


63441 








Strand 




Start 


144 86 








End 


14916 


Name 


O.T990709 Ofi 


Zs Zs 1 


P9 




Method 


TBLASTX : Soybean 


Start 


314 0 ~~ 








End 


3527 


GI 


none 








Score 


53 




J i W « . J 1 J J ; 


3198 


. 3527 , 


^?8 ^ 


.3525 




Seq. No. 


30686 








Seq. ID 


OJ990709_06.9927.C9 


Gene No. 


63441 








Strand 




Start 


14486 








End' 


14916 


Name 


OJ990709 06 


9927 


. C9 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


' 3400 ~~ 








End 


3654 


GI 


none 








Score 


193 


Ex on <=; 


3400 3654 












Se'q.'.No; 


30686 - 








Seq. ID 


. OJ990709_06.9927.C9 


Gene No. 


634 41 








Strand 




Start 


14486 








End 


14916 


Name 


OJ990709 06 

W \J Zs Zs \J 1 \J Zs \J \J • 


9927 


P9 nl 


j-rn 


Method 


TBLASTX: Maize 


Start 


3882 ~~ 








End 


4245 


O J. 


nunc 








Score 


442 


Exon ^ 


3882 4193 


3883 


4206, 


3903 . 


.4217,. 41 97.. 4244, 4198. . 424 5 


Seq. No. 


30686 








Seq. ID 


OJ990709_06. 9927.C9 


Gene No. 


63441 








Strand 




Start 


14486 








End 


14916 


Name 


OJ990709 06. 


9927 


,C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3888 








End 


4275 


GI 


none 








Score 


420 


Exons 


3888. .4199, 


3889 


.4275, 


4084 . 


.4275 





30604 




Seq. No. 


30686 




Seq. ID 


OJ990709_06.9927 


.C9 


Gene No. 


63441 




Strand 






Start 


14486 




End 


14916 




Name 


OJ990709 06. 


.9927.C9.o6.tm 


Method 


TBLASTX: Maize 




Start 


4347 




End 


4620 




GI 


none 




Score 


89 




Exons 


4347 . .4454, 


4348..4446, 4437. 


.4511, 4441. .4524, 4534. .4620 


Seq. No. 


30686 




Seq. ID 


OJ990709_06.9927 


.C9 


Gene No. 


634 41 




Strand 






Start 


14486 




End 


14916 




Name 


OJ990709 06. 


9927 .C9.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


4390 




End 


5004 




GI 


none 




Score 


276 




Exons 


4390. .4668, 


4410. .4499, 4545. 


.4652, 4723. .4881, 4867. .5004 


Seq. No. 


30686 




Seq. ID 


OJ990709_06.9927 


.C9 


Gene No. 


63441 




Strand 






Start 


14486 




End 


14916 




Name 


OJ990709 06. 


9927.C9.o4.tm 


Method 


TBLASTX: Maize 




Start 


4732 




End 


4967 




GI 


none 




Score 


152 




Exons 


4732. .4884, 


4863. .4967, 4864. 


.4965 






Seq. "No. ■ 


3068 6 




Seq. ID 


OJ990709_06.9927, 


.C9 


Gene No. 


63441 




St rand 






-Start 


14486 




End 


14916 




Name 


OJ990709 06. 


9927.C9.o7.tw 


Method 


TBLASTX: Wheat 




Start 


7846 




End 


8136 




GI 


none 




Score 


224 




Exons 


7846. .8136 










Seq. No. 


30686 




Seq. ID 


OJ990709_06.9927. 


.C9 


Gene No. 


63441 




Strand 






Start 


14486 




End 


14916 




Name 


OJ990709 06. 


9927 ,C9.o4 . gs 


Method 


GENSCAN 




Start 


14486 




End 


14916 




GI; 


none 




Score 


.76 




Exons 


14486. . 14590 


, 14839. .14916 








Seq. No. 


30687 




Seq. ID 


OJ990709_06. 9927. 


C10 


Gene No. 


63442 • - 




Strand 






Start 


4 44 




End . '. 


'547. 




Name 


OJ990709 06. 


9927.C10.ol.gs 


Method 


GENSCAN 




Start 


444 


End 


547 




GI 


none 




Score 


.94 




Exons 


444 . . 547 










Seq. No. 


30687 




Seq. ID 


OJ990709 06.9927. 


C10 


Gene No. 


63443 




Strand 


+ 




Start 


12800 




End 


17884 




Name 


OJ990709 06. 


9927. C10. o4.gs 


Method 


GENSCAN 




Start 


12800 




End 


17884 




GI 


none 




Score 


.59 




Exons 


12800. . 12920 


, 12994 13111, 13925. . 13952, 14 989 .. 15212 , 





16184 16235, 17195 .. 17340, 174 16 .. 17551, 17723.. 17884 



30605 




Seq. No. 


30687 


Seq. ID 


OJ990709 


06 9927 CIO 


Gene No. 


63443 


Strand 


+ 




Start 


12800 


End 


17884 




Name 


OJ990709 06 9927 CIO o3 nD 


Method 


AAT/NAP 




Start 


12990 _ 


End 


15213 




GI 


2623301 


Score 


565 




Exons 


12990 13111. 13626 13792. 


14834. .14 


911, 15032, 


.15213 


GI Descrip. 


(AC002409) putative protein 


kinase [Arabidopsis 


t" ha 1 i anfl 1 

1 1 CA _l_ _1_ Ci 1 1GL J 


Seq. No. 


30687 


Seq. ID 


OJ990709 


_06. 9927. C10 


Gene No. 


63443 


Strand 


+ 




Start 


12800 


End 


17884 




Name 


OJ990709 06 9927 C10 ol an 


Method 


AAT/GAP 




Start 


16258 ~~ 


End 


16719 




GI 


none 


Score 


896 




Exon ^ 


16258 16719 








Sea No 


30687 


Seq. ID 


OJ990709_ 


06 9927 C10 


Gene No. 


63443 


Strand 


+ 




Start 


12800 


End 


17884 




Name 


OJ990709 06.9927.C10.o4.np 


Method 


AAT/NAP 




Start 


16693 


End 


17827 




GI 


2623300 


Score 


661 






16693 17196 17271 17322 


17401. .17635, 17723. 


.17827 


GT Dp^rrio 

^ J-*s O X. ^ V-/ • 


(AC0024091 nutativp nrotpin 


phosphatase 2C [Arabidopsis 




t-hfl 1 "i ana 1 








Qprr Kfo 

kJ C ■ 1^ \J . 


30687 


Seq. ID 


OJ990709_ 


06. 9927. C10 


Gen.e No . 


63444 


Strand 






Start 


1445 


End 


10722 




Name 


OJ990709 06.9927.C10.o2.np 


Method 


AAT/NAP 




Start 


1445 


End 


10722 




GI 


5734709 


Score 


267 




Exon s 


1445 1688. 10130 10722 








GI Dpsrrin 

\J -L J—/ O V*^ J- h-s « 


(AC008075) Contains PFI00069 


Eukaryotic protein 


kinase doma 




[ Arabidopsis thaliana] 








Seq. No. 


30687 


Seq. ID 


OJ990709_ 


06. 9927. C10 


Gene No. 


63444 


Strand 






Start 


1445 


End 


10722 




Name 


OJ990709 06 9927 C10 o3 


Method 


GENSCAN 




Start 


9719 ■ ~ " ' ' - 


End 1 


10666 ' 




GI 


none 


Score 


.9 




Exon ^ 


9719 10666 








Sea • No 


30687 


Seq. ID 


OJ990709_ 


06. 9927. C10 


Gene No. 


63444 


Strand 






Start 


1445 


End 


10722 




Name 


OJ990709 0.6. 9927. C10. ol.np 


Method 


AAT/NAP 




Start 


9740 


End 


10408 • 




GI 


1169199 


Score 


775 




Exons 


9740. .10408 








GI Descrip. 


DNA- DAMAGE - REPAIR/TOLE RAT I ON 


PROTEIN DRT102 





gi|479739|pir| IS35271 hypothetical protein - Arabidopsis 
thaliana gi i 166926 (LI1368) [Arabidopsis thaliana unidentified 
mRNA sequence, complete cds . ] , gene product [Arabidopsis 
thaliana] gi | 593254 6 | gb | AAD57001 . 1 | AC009465_15 (AC009465) 



30606 



DNA-damage-repair/toleration protein DRT102 [Arabidopsis 
thaliana] 



Seq. No. 30687 

Gene No. 634 4 5 

Start 17718 

Name OJ990709_06 . 9927 . CIO . o2 . tm 

Start 9728 

GI none 

Exons 9728.. 9955, 9789.. 9953 



Seq. ID OJ990709_06. 9927. CIO 
Strand 

End 17830 

Method TBLASTX : Maize 

End 9955 

Score 267 



Seq. No. 30687 

Gene No. 63445 

Start 17718 

Name OJ990709__06 . 9927 . CIO . ol . tc 

Start 9737 

GI none 

Exons 9737.. 10099, 9743.. 10120, 9792.. 10115, 10151 .. 10408, 
10302. .10409, 10568. .10648 



Seq. ID OJ990709_06. 9927. C10 
Strand 

End 17830 

Method TBLASTX : Cress 

End 10648 

Score 213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30687 
63445 
17718 

OJ990709J36. 9927. C10. ol.ts 

9882 

none 



Seq. ID OJ990709_06. 9927. C10 
Strand 

End 17830 

Method TBLASTX : Soybean 

End 10645 

Score 231 



9882. .10124, 9884. .10114, 10151 .. 10408 , 10161 .. 10409, 
104 72. . 1054 9, 10571. .10645 



Seq. No. 30687 

Gene No. 63445 

Start 17718 

Name OJ990709_06 . 9927 . C10 . o4 . tm 

Start 10011 

GI none 

Exons .10011. .10136, 10013.. 10126 



Seq. ID OJ990709_06. 9927. C10 
Strand 

End 17830 

Method TBLASTX: Maize 

End 10136 

Score 18 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30687 Seq. ID 

63445 Strand 

17718 End 

OJ990709_06. 9927. C10. o3.tm Method 

12796 End. 

none Score 



OJ990709_06. 9927. C10 
17830 

TBLASTX: Maize 

13753 ■ . 

73 



12796. . 12921, 12800 .. 12925 , 12992 .. 13120, 12993 .. 13109, 
13612. .13749, 13622 .. 13753, 13629 .. 13748 , 13630. .13749 



30687 
63445 
17718 

OJ990709_06. 9927 .C10. o3.ts 

12824 

none 



Seq. ID OJ990709_06. 9927. C10 
Strand 

End 17830 

Method TBLASTX : Soybean 

End 15039 

Score 45 



12824. .12925, 12992. .13120, 12993. .13109, 13612. .13803, 
1362 9. .13784, 14 832. .14 900, 14 833. .14 904, 15006. .15038, 



Seq. No. 



30687 



Seq. ID OJ990709_06. 9927. C10 



30607 



Gene No. 634 4 5 

Start 17718 

Name OJ990709_06 . 9927 . CIO . o2 . tc 

Start 12830 

GI none 

Exons 12830. .12925, 12992. 
13635. .13754 



Strand 
End 

Method 

End 

Score 



17830 

TBLASTX: Cress 

13758 

46 



13105, 12993. .13106, 13612 13758 , 



Seq. No. 30687 Seq. ID 

Gene No. 63445 Strand 

Start 17718 End 

Name OJ990709_06 . 9927 . C10 . o2 . ts Method 

Start 15042 End 

GI none Score 
Exons 



OJ990709_06. 9927. C10 
17830 

TBLASTX: Soybean 

17830 

262 



15042. .15212, 15043. .15213, 1504 6 .. 152 10 , 15060 152 12 , 

16181. .16234, 16182. .16235, 16675 16881, 16680 16892, 

16954. .17010, 17036. .17197, 1704 6 17198 , 17062 171 99, 

17266. .17340, 17380 .. 17 619, 174 05 17635, 17507 .. 17620, 

17722. .17799, 17723. .17830 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30687 
63445 
17718 

OJ990709_06. 9927. C10. ol.tm 
16875 



none 

16875. 

16978, 



Seq. ID OJ990709_06. 9927 .C10 
Strand 

17830 

TBLASTX: Maize 
17326 
133 



17285. .17326 



End 

Method 
End 
Score 

16994, 16875. .16994, 16876- . 17001, 16977 17 198 , 
17199, 16979. .17206, 17030 17209, 17266 .. 17325 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30687 
63445 
17718 

OJ9907 09_06. 9927. C10. o2.gp 
17718 

LIB34 33-04 1-P1-K1-G3 
17718. .17830 

•2623300 2.0e-53 (AC002409) putative protein phosphatase 2C 
[Arabidopsis thaliana] ' 



Seq. ID OJ990709_06. 9927. C10 
Strand 

End 17830 

Method AAT/GAP 

End 17830 

Score 167 



30688 
63446 ' 
1 

OJ990709_06. 9927. Cll. ol.np 
1 

2623300 
1..252, 1018. .1208 

(AC002409) putative protein phosphatase 2C [Arabidopsis 
thaliana] 



Seq. ID OJ990709_06. 9927. Cll 

Strand + 

End 2172 

Method AAT/NAP 

End 1208 

Score 326 



Seq. No. 30688 Seq. ID 

Gene No. 63446 Strand 

Start 1 End 

Name OJ990709_06 . 9927 .Cll . ol . gp Method 

Start 155 End 

GI LIB3433-041-P1-K1-G3 Score 

Exons 155.. 252, 1018.. 1297 



OJ990709_06. 9927. Cll 
+ 

2172 
AAT/GAP 

673 



30608 




GI Descrip. '2623300 2.0e-53 (AC002409) putative protein phosphatase 2C 
[Arabidopsis thaliana] 1 



Seq. No. 


30688 




Seq. ID 


OJ990709 06.9927 


. Cll 


Gene No. 


63446 




Strand 


+ ~~ 




Start 


1 




End 


2172 




Name 


OJ990709 06 


. 9927.Cll.ol.gs 


Method 


GENSCAN 




Start 


157 




End 


2172 




GI 


none 




Score 


.5 




Exons 


157. .252, 1018. .1086, 2078.. 


2172 






Seq. No. 


30688 




Seq. ID 


• OJ990709_06.9927, 


.Cll 


Gene No. 


63446 




Strand 


+ 




Start 


1 




End 


2172 




Name 


OJ990709 06 


.9927.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


1014 




End 


1253 




GI 


none 




Score 


117 




Exons 


1014 . . 1097, 


1015.. 1098, 1089 


..1253, 1097. .1204 




Seq. No. 


30688 




Seq. ID 


OJ990709_06.9927. 


.Cll 


Gene No . 


63446 




Strand 


+ 




Start 


1 




End 


2172 




Name 


OJ990709 06, 


.9927.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1016 




End 


1220 




GI 


none 




Score 


73 




Exons 


1016. . 1099, 


1017. .1100, 1017 


..1100, 1018. .1101, 1087. .1209, 




1088. .1204, 


1089.. 1220, 1089 


. .1208, 1102. . 1212 




Seq. No. 


30689 




Seq. ID 


OJ990709_06.9927. 


,C12 


Gene No . 


63447 




Strand 






Start 


1 




End 


1729 




Name 


OJ990709 06, 


■9927.C12.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1117 




GI 


4539359 




Score 


205 




Exons 


1..78, 245.. 


,407, 884. .1117 








GI Descrip. 


(AL049525) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30689 




Seq. ID 


OJ990709_06. 9927. 


C12 


Gene No. 


63447 




Strand 






Start 


1 




End 


1729 




Name 


OJ990709 06. 


9927.C12.ol.gs 


Method 


GENSCAN 




Start 


249 




End, 


1729 




GI' 


none 




Score 


.91 




Exons 


249. .407, 8E 


14. .1100, 1225. .1261, 1456. 


.1729 




Seq. No. 


30689 




Seq. ID 


OJ990709_06.9927. 


C12 


Gene No. 


63447 




Strand 






Start 


1 




End 


1729 




Name 


OJ990709 06. 


9927.C12.ol.gp 


Method 


AAT/GAP 




Start 


•282 




End 


1026 




GI 


6024898 




Score 


424 




Exons 


282. .407, 88 


14. .1026 








Seq. No. 


30689 




Seq. ID 


OJ990709_06. 9927 . 


C12 


Gene No . 


63448 




Strand 






Start 


1895 




End 


3740 




Name 


OJ990709 06. 


9927.C12.ol.ts 


Method 


TBLASTX : Soybean 





30609 




Start 


0 


CjIIU. 


1 

l^DJ 




GI 


1 lUllC 


Score 


ID f 




Pynn s 

i_J s\ w 110 


9 70 949 S74 R7Q 1 1 fH 




199 4 196^ 




Seq. No. 


30689 


Seq. ID 


OJ990709_06.9927 


.C12 


Gene No. 


63448 


Strand 






Start 


1895 


End 


?7 4 n 




Name 


OJ990709 06.9927.C12.ol.tc 


Method 


TAT Zi QTY • Pr-oc c 
1 Dbnu I A . LIcSS 




Start 


252 


End 


1 0Q7 
J. U J / 




GI 


none 


Score 


11^ 




LJAUIID 


252. .371, 881. .1096, 942. .1097 






Seq. No. 


30689 


Seq. ID 


OJ990709_06.9927 


.C12 


Gene No. 


63448 


Strand 






Start 


1895 


End 


3740 




Name 


OJ990709 06.9927.C12.o3.tm 


Method 


TBLASTX: Maize 




c+- 3 rt 


890 


End 


1298 




GI 


none 


Score 


86 




Pvnnq 

LlAU HO 


890. .979, 891. .980, 977. .1099, 978. .1100, 1224 .. 1298 




Seq. No. 


30689 


Seq. ID 


OJ990709_06. 9927 


.C12 


Gene No. 


63448 


Strand 






Start 


1895 


End 


3740 




Name 


OJ990709 06.9927.C12.o2.gs 


Method 


GENSCAN 




o Lai u 


1895 


End 


3622 




GI 


none 


Score 


.73 




1—1 4\. \J 11 J 


1 ft Q S "369 9 








Seq. No. 


30689 


Seq. ID 


OJ990709_06. 9927 


.C12 


Gene No. 


63448 


Strand 






Start 


1895 


End 


3740 




Name 


OJ990709 06.9927.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1985 


End 


2410 




GI 


none 


Score 


191 




l—i -n*. \_> UtJ 


1985. .2407, 1986. .2246, 1988 


..2254, 2303.. 2410 




Can Mn 

Ik-/ ^ . Liu ■ 


30689 


Seq. ID 


OJ990709_06. 9927 




Gene No. 


63448 


Strand 






Start 


1895 


End 


3740 




Name 


OJ990709 06.9927.C12.o2.np 


Method 


AAT/NAP 




o u d J- i_ 


2081 


End 


3740 




GI 


4538896' 


Score 


1147 




Exon <^ 


2081.. 3125, 3186.. '3740 








GT Dp qpri n 


(AL049482) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30689 


Seq. ID 


OJ990709_06.9927. 


C12 


Gene No. 


63448 


Strand 






Start 


1895 


End 


3740 




Name 


OJ990709 06.9927.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


2888 


End 


3269 




GI 


none 


Score 


52 




Exons 


2888.. 2959, 2888.. 2980, 2984 


..3094, 2984. .3265, 3117. .3269 


Seq. No. 


30689 


Seq. ID 


OJ990709_06.9927. 


C12 


Gene No. 


63448 


Strand 






Start 


1895 


End 


3740 




Name 


OJ990709 06.9927.C12.o4.tm 


Method 


TBLASTX: Maize 





30610 



Start 3285 End 3512 

GI none Score 104 

Exons 3285. .3512, 3302. .3511 • 



Seq. No. 


30690 


Seq. ID 


OJ990709_06 


QQ?7 

Z) _7 1 




Gene No . 


63449 


Strand 








Start 


1 ' 


End 


1172'"' 






Name 


OJ990709 06.9927.C13.ol.np 


Method 


AAT/NAP 






Start 


1 ~ 


End 


385 






GI 


4538896 


Score 


188 






Exons 


1. .385 










GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


30690 


Seq. ID 


OJ990709_06. 


9927 


.C13 


Gene No. 


63449 


Strand 








Start 


1 


End 


1172 






Name 


OJ990709 06. 9927.C13.ol.gs 


Method 


GENSCAN 






Start 


185 


End 


1172 






GI 


none 


Score 


.89 






Exons 


185. .590, 983. .1172 











Seq. No. 30691 Seq. ID OJ990709 06.9927.C14 

Gene No. 63450 Strand 

Start 6256 End 

Name OJ990709_06 . 9927 . C14 . ol . gp Method 

Start 6256 End 

GI 5816562 Score 

Exons 6256. . 6672 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990709_06.9927, 
+ 

6672- 
AAT/GAP 
6672 
683 



Seq. No. 30691 Seq. ID 

Gene No. 63451 Strand 

Start 10175 End 

Name OJ990709_06 . 9927 . C14 . o4 . gp Method 

Start 10070 End 

GI uC-osflcyp033a04bl Score 

Exons 10070. . 10455 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990709_06. 9927.C14 
-f 

16927 
AAT/GAP 
10455 
649 



Seq. No. ' 30691 t Seq. ID OJ990709_06 . 9927 . C14 

Gene No. 63451 * Strand ' + 

Start 10175 End 16927 

Name OJ990709_06 . 9927 . C14 . o4 . gs Method GENSCAN 

Start 10175 End 16927 

GI none - Score .7 

Exons 10175. . 10240, 11350 12115, 12154 .. 12236, 124 08 16634 , 
16691. .16927 



Seq. No. 30691 Seq. ID 

Gene No. 63451 Strand 

Start 10175 End 

Name OJ990709_06 . 9927 . C14 . ol . np Method 

Start 1240b End 

GI 4680179 Score 

Exons 12405. . 13490, 13524.. 16924 



OJ9907 09_06. 9927.C14 
+ 

16927 
AAT/NAP 
16924 
5400 



30611 



GI Descrip. 


(AF111709) oolvorotein FOrvza 


sat i 


^ubsD . indi ra 1 




Seq. No. 


30691 


Seq. ID 


OJ990709_06. 9927 


.C14 


Gene No. 


63452 


Strand 






Start 


834. 


End 


2119 




Name 


OJ990709 06. 9927 .C14 .ol . gs 


Met hod 


GEN SCAN 




Start 


834 ~ 


End 


2119 




GI 


none 


Score 


.7 




Exons 


834. .1187, 1366. .1625, 2116.. 


2119 ' 






Seq. No. 


30691 


Seq. ID 


OJ990709 06 99?7 




Gene No. 


63453 


Strand 






Start 


7398 


End 


7782 




Name 


OJ990709 06.9927.C14.o2.gp 


Method 


AAT/GAP 




Start 


7398 


End 


7782 




GI 


uC-osf Icyp033a04bl 


Score 


678 




Exons 


7398. .7782 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 1 1E10 ' 






Seq. No. 


30691 


Seq. ID 


O.TQQmnQ fl^ QQ97 


pi /i 


Gene No. 


63454 


Strand 






Start 


8678 


End 


1 6R7 Q 




Name 


OJ990709 06. 9927 .C14 .olO.tw 


Method 


TRT A CITY * Whaa t- 




Start 


1027 


End 


IZIO 




GI 


none 


OLUIC 


i 




Exons 


1027. .1218, 1032. .1217 








Seq. No. 


30691. 


Seq. ID 


n.TQQn7DQ Ofi QQ97 




Gene No. 


63454 


Strand 






Start 


8678 


End 


X D o / y 




Name 


OJ990709 06.9927.C14.o7.tm 


Method 


I DJ-triO 1 A • LYia 1ZS 




Start 


1060 


End 


1917 




GI 


none 


Score 


144 




Exons 


1060.. 1209, 1068.. 1217 








Seq. No. 


30691 


Seq. ID 


OJ990709_06.9927 


C14 ' 


Gene No. 


63454 


Strand 






Start 


8678 


End 


16879 




Name 


OJ990709 06.9927.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


1068 


End 


1217 




GI, 


none' 


Score 


119 




Exons 


1068. .1217, . 1069. . 1215 








Seq. No. 


30691 


Seq. ID 


OJ990709_06.9927. 


C14 


Gene No. 


63454 


Strand 






Start 


8678 


End 


16879 




Name 


OJ990709 06.9927.C14.o4.ts 


Method 


TBLASTX: Soybean 




Start 


1068 


End 


1217 




GI 


none 


Score 


101 




Exons 


1068. .1217, 1069. .1206 








Seq. No. 


30691 


Seq. ID 


OJ990709_06.9927. 


C14 


Gene No. 


63454 


Strand 






Start 


8678 


End 


16879 




Name 


OJ990709 06. 9927.C14.o6.tw 


Method 


TBLASTX: Wheat 




Start 


2240 


End 


14906 





30612 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 55 

2240. .2359, 14 619 14 906, 14621. .14905 



30691 
63454 
8678 

OJ990709_06. 9927.C14 .o5.tw 

5001 

none 



Seq. ID OJ990709_06. 9927.C14 
Strand 

End 16879 
Method TBLASTX : Wheat 
End -'16879 
Score 153 



5001. .5333, 5022. .5294, 5053. .5334, 1654 7 .. 16684 , 16548 .. 16685, 
16551. .16724, 16685. .16879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30691 
63454 
8678 

OJ990709_06. 9927.C14.o8.tm 

5016 

none 



Seq. ID OJ990709_06. 9927.C14 

Strand . - 

End 16879 

Method TBLASTX : Mai ze 

End 16828 

Score 97 



5016. .5174, 5019. .5177, 16724. .16828 



30691 
63454 - 
8678 

OJ990709_06.9927.C14 .ol.tm 

5184 

none 



Seq. ID OJ990709_06. 9927.C14 
Strand 

End 16879 

Method TBLASTX: Maize 

End 16691 

Score 63 



5184. .5621, 5193. .5279, 5194. .5403, 5352. .5621, 5479. .5622, 
5619. .5777, 5626. .5772, 5628. .5780, 5629. .5781, 16101 .. 16262, 
16109. .16255, 162 60. .16691, 162 65. .16690 



Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709__06 . 9927 . CI 4 . ol . tw 

Start 5334 

GI none 
Exons 



Seq. ID OJ990709JD6. 9927. C14 
Strand 

End 16879 

Method TBLASTX : Wheat 

' End 16547 

Score 224 

5334 . .5960, 5458 .* ^_7'93 ,• '5619 .. 5801 , 5812. .5904, 15921 .. 1 6547 , 
15977 . . 16435 : , *1^3^:-1'654 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30691 
63454 
8678 

OJ990709__06. 9927. CI 4 .o4 . tm 

5829 
none 



Seq. ID OJ990709_06.9927.C14 
Strand 

End . 16879 

Me t hd d T B'LAS TX^: Maize 

End 16052 

Score 124 



5829. .5996, 5833. .6000, 157 61 .. 1604 8 , 15762. .16052 



•30691 
63454 
8678 

OJ990709_06. 9927.C14 .o2. ts 

5919 

none 



Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 

Method TBLASTX : Soybean 

End 15963 

Score 74 



5919. .5990, 5920. .5991, 15702 .. 15962 , 15707 .. 15961 , 15781. .15963 



30691 
63454 



Seq. ID OJ990709_06.9927.C14 
Strand 



30613 



Start 
Name 
Start 
GI 

Exons 



8 67 8 End 

OJ990709JD6.9927 .C14 .o3.gs Method 

8678 End 

none Score 
8678.. 9312, 9551.. 9638 



16879 
GENSCAN 
9638 
.84 



Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709_06 . 9927 . C14 . o9 . tw 

Start 12648 

GI none 

Exons 12648. .12845, 12650.. 12847 



Seq. ID OJ990709_06. 9927.C14 
Strand 

End 16879 

Method TBLASTX : Wheat 

End 12847 

Score 211 



Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709_06 . 9927 . C14 . o7 . tw 

Start 12881 

GI none 

Exons 12881. .13075, 12882.. 13232 



Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 

Method TBLASTX : Wheat 

End 13232 

Score 293 



Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709_06 . 9927 . C14 . 06 . tm 

Start 12882 

GI none 

Exons 12882. .13187, 12896. .13012 



Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 

Method TBLASTX : Mai ze 

End 13187 

Score 232 



Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709_06 . 9927 . C14 . o9 . tm 

Start 13515 

GI none 

Exons 13515. . 13868 



Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 

Method TBLASTX : Mai ze 

End 13868 

Score 188 



Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709_0.6 . 9927 . C14 . 08 . tw 

Start' 13551 

GI none 

Exons 13551. .13760, 13607 .. 1375 9, 

Seq. No. 30691 

Gene No. 63454 

Start 8678 

Name OJ990709_06 . 9927 . C14 . o4 . tw 

Start 14088 

GI none 

Exons 14088. .14138, 14192 .. 14527 , 



Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 

Method TBLASTX: Wheat 

End ' 13973 

Score 166 
13805. .13918, 13806. .13973 

Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 

Method TBLASTX : Wheat 

End 14570 

Score 51 
14193. .14570 



Seq. No. 
Gene No. 
Start 



30691 
63454 
8678 



Seq. ID OJ990709_06.9927.C14 
Strand 

End 16879 



30614 




Name 


OJ9907 


09 06 9927 C14 


o5 tm 


Method 


TBLASTX: Maize 




Start 


14100 






End 


14389 




GI 


none 






Score 


277 




Exons 


14100. 


.14387, 14196. 


. 14387, 


14198. . 14389 




Seq. No. 


30691 






Seq. ID 


OJ990709JD6. 9927 


ri a 

. U -L H 


Gene No. 


63454 






Strand 






Start 


8678 






End 


16879 




Name 


OJ990709 06.9927.C14 


. o3 . tm 


Method 


'TBLASTX: Maize 




Start 


14457 






End 


14957 




GI 


none 






Score 


167 




Exons 


14457. 


.14636, 14465. 


. 14611, 


14 64 3. .14 957, 14783 .. 14 836, 






14864. 


. 14908 










Sea No 


30691 






Seq. ID 


OJ990709_06. 9927 


PI A 


Gene No. 


63454 






Strand 






Start 


8678 






End 


16879 




Name 


• OJ9907 


09_06. 9927. C14 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


14511 






End 


14906 




GI 


none 






Score 


57 




Exons 


14511. 


.14543, 14513. 


. 14542 , 


1454 7. .14 906, 1454 9 .. 14 587, 






14615. 


.14905 










Seq. No. 


30691 






Seq. ID 


OJ990709_06. 9927 


.C14 


Gene No. 


63454 






Strand 






Start 


8678 






End 


16879 




Name 


OJ990709 06.9927.C14, 


O ^ t" TaT 


Method 


TBLASTX: Wheat 




Start 


14922 - 






End 


15347 




GI 


none 






Score 


603 




Exons 


14922. 


.15347, 14954.. 


. 15343 








Seq. No. 


30691 






Seq. ID 


OJ990709_06. 9927, 


.C14 


Gene No. 


63454 






Strand 






Start 


8678 






End 


16879 




Name 


OJ990709 06.9927.C14, 




Method 


TBLASTX: Soybean 




Start 


14928 






End 


15173 




GI 


none 






Score 


207 




Exons 


14928. 


.15173, 14945.. 


, 15172 








Seq. No. 


30691 






Seq. ID 


OJ990709_06. 9927, 


■ C14 


Gene No. 


63454 






Strand 






Start 


8678 • 






End 


16879 ' 




Name 


OJ990709 06.9927/CI4. 


\J ■ -L.1U 


Method 


TBLASTX: Maize 




Start 


14993 






End 


15356 




GI 


none 






Score 


482 




Exons 


14993. 


.15343, 14994.. 


15347 , 


14994. .15356 




Seq. No. 


30691 






Seq. ID 


OJ990709_06. 9927. 


C14 


Gene No. 


63454 






Strand 






Start 


8678 






End 


16879 




Name 


OJ990709 06.9927.C14. 


UZ. . L W 


Method 


TBLASTX: Wheat 




Start 


15350 






End 


15914 




GI 


none 






Score 


659 




Exons 


15350. . 


.15913, 15351.. 


15914 








Seq. No. 


30691 






Seq. ID 


OJ990709_06.9927. 


C14 


Gene No. 


63454 






Strand 







30615 



Start 


8678 


End 


16879 


Name 


OJ990709 06.9927.C14.o2.tc 


Method 


TBLASTX: Cress 


Start 


15621 


End 


15938 


GI 


none 


Score 


90 


Exons 


15621. .15794, 157 95 .. 15938 , 15797. .15937 


. Seq . No . - 


30692 


Seq. ID 


OJ990709_06.9927.C15 


Gene No. 


63455 


Strand 




Start 


1 


End 


428 


Name 


OJ990709 06.9927.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


386 


GI 


6907087 


Score 


384 


Exons 


1. .386 






GI Descrin 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Sea No. 


30692 


Seq. ID 


OJ990709_06.9927.C15 


Gene No. 


63455 


Strand 




Start 


1 


End 


428 


Name 


OJ990709 06.9927.C15.ol.gp 


Method 


AAT/GAP 


Start 


19 


End 


428 


GI 


uC-osflm202100h04bl 


Score 


758 


Exons 


19. . 428 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP00057 0 3.0e- 


•59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


30693 


Seq. ID 


OJ990709_06.9927.C17 


Gene No. 


63456 


Strand 




Start 


1 


End 


395 


Name 


OJ990709 06.9927.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


395 


GI 


4680179 


Score 


418 


Exons 


1. .395 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


306.93 


Seq. ID 


OJ990709_06. 9927 .C17 


Gene No. 


63456 


Strand 




Start 


1 


End 


395 


Name 


OJ990709 06.9927.C17.ol.gs 


Method 


GENSCAN 


Start 


134 


End 


315 


GI 


none 


Score 


.91 ' \ " ■ 


Exons 


134.. 315 






Seq. No. 


30693 


Seq. ID 


OJ990709_06.9927.C17 


Gene No. 


63456 


Strand 




Start 


1 


End 


395 


Name 


OJ990709 06.9927.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


136 


End 


393 


GI 


none 


Score 


98 


Exons 


136. .393, 149. .391 






Seq. No. 


30693 


Seq. ID 


OJ990709_06. 9927.C17 


Gene No. 


63456 


Strand 




Start 


1 


End 




Name 


OJ990709 06.9927.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


143 


End 


393 



30616 




GI 


none 






Score 


169 


Exons 


143. .337, 144. .338, 148. .345, 


349. . 393 


, 353 391 


Seq. No. 


30694 






Seq. ID 


OJ990129__01. 9917. CI 


Gene No. 


63457 






Strand 


+ 


Start 


309 






End 


392 


Name 


OJ990129 01 


. 9917 


.Cl.ol.gs 


Method 


GEN SCAN 


Start 


309 






End 


.392 


GI 


none 






Score 


.73 


Exons 


309. .392 










Seq. No. 


30695 






Seq. ID 


OJ990129 01 9917 C2 


Gene No. 


63458 






Strand 




Start 


757 






End 


4955 


Name 


OJ990129 01 


.9917 


.C2.ol.gs 


Method 


GENSCAN 


Start 


757 






End 


4955 


GI 


none 






Score 


. 83 


Exons 


757. .885, 1512.. 


1715, 2067.. 2165, 2309 


. .244 6, 2695 . . 2733, 




4194. .4339, 


4667 


..4760, 4926. 


.4955 




Seq. No. 


30695 






Seq. ID 


OJ990129_01.9917.C2 


Gene No . 


63458 






Strand 




Start 


757 






End 


4955 


Name 


OJ990129 01 


.9917 


.C2 .ol .np 


Method 


AAT/NAP 


Start 


1443 






■End 


4799 


GI 


3355471 ■ 






Score 


769 


Exons 


1443. .1715, 


2067 


..2165, 2309. 


.2446, 2603. .2733, 4194. .4339, 




4512. .4544, 


4667 


. .4799 






GI Descrip. 


(AC004218) putative phospholipase [Arabidopsis thaliana] 


Seq. No. 


30695 






Seq. ID 


OJ990129_01.9917.C2 


Gene No. 


63458 






Strand 




Start 


757 






End 


4955 


Name 


OJ990129 01 


.9917 


.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


1500 






End 


2156 


GI 


none 






Score 


115 


Exons 


1500. . 1718, 


1501 


..1713, 1518. 


.1718, 20 


54 . .2156 


Seq. No. 


30695 






Seq. ID 


OJ990129_01. 9917.C2 


Gene No. 


63458 






Strand 




Start 


757 






End 


4955 


Name 


OJ990129 01 


9917 


.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start . 


1506 






End 


1719 


GI 


none 






Score 


166 


Exons 


1506. .1718, 


1519 


. .1719 






Seq. No. 


30695 






Seq. ID 


OJ990129_01. 9917.C2 


Gene No. 


63458 






Strand 




Start 


757 






End 


4955 


Name 


OJ990129 01. 


9917 


,C2.ol. tm 


Method 


TBLASTX: Maize 


Start 


1512 






End 


4560 


GI 


none 






Score 


177 


Exons 


1512. . 1718, 


1513 


.1716, 2073. 


2168, 2306. .2470, 2322. .2447, 




2600. .2707, 


2604 


.2705, 4198. 


4260, 4257. .4346, 4261. .4341, 




4510 . .4560 










Seq. No. 


30695 






Seq. ID 


OJ990129_01. 9917.C2 



30617 




Gene No . 


63458 


Strand 




Start 


757 


End 


4955 


Name 


OJ990129 01.9917.C2.o2.tc 


Method 


TBLASTX: Cress 


Start 


2590 


End 


4757 


GI 


none 


Score 


77 


Exons 


2590. .2691, 2600.. 2704, 2600. 


.2740, 2604. .2741, 4195. .4254, 




4254. .4352, 4255. .4320, 4489. 


.4560, 4493.-4546, 4657. .4752, 




4665. .4757 






Seq. No. 


30696 


Seq. ID 


OJ990129_01.9917.C5 


Gene No. 


63459 


Strand 




Start 


1 


End 


483 


Name 


OJ990129 01. 9917.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


483 


GI 


4680204 


Score 


243 


Exons 


1. .483 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


30696 


Seq. ID 


OJ990129_01.9917.C5 


Gene No. 


63459 


Strand 




Start 


1 


End 


483 


Name 


OJ990129 01.9917.C5.ol.gs 


Method 


GEN SCAN 


Start 


10 


End 


375 


GI 


none 


Score 


.85 


Exons 


10. .323, 335. .375 






Seq. No. 


30697 


Seq. ID 


OJ990129_01.9917.C7 


Gene No. 


63460 


Strand 




Start 


1 


End 


689 


Name 


OJ990129 01.9917.C7.ol.np 


Method 


AAT/NAP - 


Start 


1 


End 


689 


GI 


6742729 


Score 


1100 


Exons 


1. .689 






GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 


30697 


Seq. ID 


OJ990129_01.9917.C7 


Gene No. 


63460 


Strand 




Start 


1 


End 


689 


Name 


OJ990129 01.9917.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


107 


End 


556 


GI 


none 


Score 


104 


Exons 


: 107.. 232, '108.. 236, 109;. 237, 


109.-.231, 


, 264.. 476, 265.. 507, 




305.. 487, 493.. -555, 506.. 556 






Seq. No. 


30697 


Seq. ID 


OJ990129_01.9917.C7 


Gene No. 


63460 


Strand 




Start 


1 


End 


689 


Name 


OJ990129 01.9917.C7.ol.gs 


Method 


GENSCAN 


Start.. 


169 


End 


666 


GI 


none 


Score 


.71 


Exons 


169. .666 






Seq. No. 


30698 


Seq. ID 


OJ990129_01.9917.C8 


Gene No. 


63461 


Strand 




Start 


1 


End 


1528 


Name 


OJ990129 01.9917.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1528 



30618 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

XT 

Start 
GI 



4680203 Score 577 

1. .623, 1461. .1528 

(AF114171) TNP2-like protein [Sorghum bicolor] 



30698 
63461 
1 

OJ990l29_01. 9917 .C8.ol. tw 
1 

none 



Seq. ID OJ990129_01.9917.C8 
Strand 

End 1528 

Method TBLASTX : Wheat 

End 317 

Score 128 



1..174, 3. .182, 165. .317, 179. .298 



30698 
63461 
1 

OJ990129JD1. 9917.C8.ol.gs 
16 

none 

16. .623, 1140. .1177 



Seq. ID OJ990129_01.9917.C8 
Strand 

End 1528 

Method GENSCAN 

End 1177 

Score .46 



30698 
63461 
1 

OJ990129_01. 9917 .C8.ol.gp 
486 

2310235 
486. .624, 1073. .1109 

58521 82/emb | CABS 54 20 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990129_01.9917.C8 
Strand 

1528 
AAT/GAP 
.1109 
291 



End 

Method 

End 

Score 



Seq. ID OJ990129_01. 9917.C13 

Strand + 

End 3873 

Method AAT/NAP 

End 3761 

Score 380 



30699 
63462 
1 

OJ990129_01. 9917 .C13.ol.np 
1 

6069646 
1..47, 3327. .3761 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa]- *' ' ' ' ' 



30699 
63462 
.1 

OJ990129J31 .9917.C13.ol.gs 

1314 

none 



Seq. ID OJ990129_01. 9917 .C13 

Strand + 

End 3873 

Method GENSCAN 

End 3873 

Score .49 



1314. .1359, 1542. .1629, 2087. .2341, 3426. .3873 



30700 
63463 
165 

OJ930 12 9_G1 .99I7.C14.ol.gs 

165 

none 



Seq. ID OJ990129JD1. 9917 .C14 
Strand 

End 201 

Method GENSCAN 

End 201 

Score .75 



30619 



Exons 



165. .201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30701 Seq. ID 

63464 Strand 

1 End 
OJ990129_01. 9917.C15.ol.np Method 

1 End 

4680204 Score 
1. .410 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ990129_01. 9917. CIS 
410 

AAT/NAP 
410 
216 



30701 Seq.. ID 

63464 Strand 

1 End 
OJ990129_01. 9917 .C15.ol.gs Method 

9 End 

none Score 
9. .288 



OJ990129_01.9917.C15 
410 

GENSCAN 

288 

.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30702 Seq. ID 

63465 Strand 

292 End 
OJ99012 9JD1. 9917.C16.ol.gs Method 

292 End 

none Score 

292. .357, 527. .611, 748. .851 



OJ99012 9_01. 9917. CI 6 
+ 

851 

GENSCAN 

851 

.49 



30703 
63466 
1 

OJ990129_01.9917.C18.ol.np 
1 

418604 
1..560 

HYPOTHETICAL 35.6 KD PROTEIN IN RPME-TDK INTERGENIC REGION 
(ORFP) 



Seq. ID OJ990129_01. 9917.C18 

Strand + 

End 560 

Method AAT/NAP 

End 5 60 

Score 964 



Seq. No. 30704 ■ Seq. ID 

Gene No. 63467 Strand 

Start 415 End 

Name OJ990129_01 . 9917 . C19 . ol . gs Method 

Start , '415 %> .. End 

GI none " • " Score 

Exons 415.. 512 



OJ990129_01.9917.C19 
+ 

512 

GENSCAN 
.512 
.67 ■ *' : 



Seq. No. 30705 Seq. ID 

Gene No. 63468 Strand 

Start 32 End 

Name OJ99012 9_01 . 9917 . C21 . ol . gs Method 

Start 32 End 

GI none Score 

Exons 32.. 457 



OJ990129__01.9917.C21 

+ 

457 

GENSCAN 

457 

1 



Seq. No. 30706 Seq. ID 

(Jene No. 63469 Strand 

Start 13 End 

Name OJ990129_01 . 9917 . C23 . ol . gs Method 



OJ990129_01. 9917.C23 
382 

GENSCAN 



30620 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13 

none 

13. .186, 294 



382 



30707 
63470 
17 

OJ990129_01. 9917.C24 .ol.gs 
17 

none ^ ' 

17. .61 



End 382 
Score .72 



Seq. ID OJ990129_01.9917.C24 
Strand 

End 61 . 

Method GENSCAN 

End 61 

Score . 68 



Seq. No. 30708 Seq. ID OJ99012 9_01 . 9917 . C2 6 

Gene No. 63471 Strand + 

Start 42 End 262 

Name OJ990129_01 . 9917 . C26 . ol . np Method AAT/NAP 

Start 42 End 262 

GI 131332 Score 237 

Exons 42. .262 

GI Descrip. PHOTOSYSTEM II 10 KD PHOSPHOPROTEIN gi | 72716 | pir | | F2RZ0P 
photosystem II phosphoprotein psbH - rice chloroplast 
gi|.11953|emb|CAA31204| (X12695) 10 kD phosphoprotein (AA 1 - 
[Oryza sativa] gi | 12016 | emb | CAA33976 | (X15901) PSII lOkDa 
phosphoprotein [Oryza sativa] gi | 226635 | prf | | 1603356BJ 
photosystem II lOkD phosphoprotein [Oryza sativa] 



73) 



Seq. No. 


30708 












Seq. ID 


OJ990129_01. 9917 


C26 


Gene No. 


63472 












Strand 


+ 




Start 


308 












End 


582 




Name 


OJ990129 


01. 


9917. 


C26. 


ol . tm 




Method 


TBLASTX: Maize 




Start 


17 












End 


255 ' 




GI 


none 












Score 


170 




Exons 


17. .175, 


17. 


.172, 


24 . 


.191, 


40 


..174, 172. .255, 174. .254, 






178. .255, 


222. .248 












Seq. No. 


30708 












Seq. ID 


OJ990129_01.9917. 


C26 


Gene No. 


63472 












Strand 


+ 




Start 


308 












End 


582 




Name 


OJ990129 


01. 


9917. 


C26. 


ol.tc 




Method 


TBLASTX: Cress 




Start 


33 












End 


259 




GI 


none 












Score 


156 




Exons ' 


33.". 191, 


41- 


.172, 


172 


. .258, 


176. .259, 


180.. 254 




Seq. No. 


30708 












Seq. ID 


OJ990129 01.9917. 


C26 


Gene No. 


63472 












Strand 


+ 




Start 


308 












End 


582 




Name 


OJ990129 


01. 


9917. 


C26. 


ol. ts 




Method 


TBLASTX: Soybean 




Start 


33 












End 


259 




GI 


none 












Score 


156 




Exons 


33. .191, 


33. 


.98, 


41. . 


172, 172 


..243, 176. .259, 180. .25.4, 


181 


Seq. No. 


30708 












Seq. ID 


OJ990129_01.9917. 


C26 


Gene No. 


63472 












Strand 


+ 




Start 


308 












End 


582 




Name 


UJ990i29 


01. 


9917 . 


C2b. 


ol . gs 




Method 


GENSCAN 




Start 


308 












End 


582 




GI 


none 












Score 


. 6 





,255 



30621 



Exons 



308. .467, 580. .582 



Seq. No. 30709 Seq. ID 

Gene No. 63473 Strand 

Start 1438 End 

Name OJ990129_01 . 9917 . C27 . ol . gs Method 

Start 1438 End 

GI none Score 

Exons 1438.. 1488, 1728.. 1819, 1878.. 2130 



OJ990129_01.9917.C27 
+ 

2130 
GENS CAN 
2130 
.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30709 
63474 
3364 

OJ990129 
3364 
none 
3364. 
8144 . 
9637. 
12887 
17078 



_01.9917.C27.o2.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6193, 



OJ990129 01.9917.C27 



17181 
GENSCAN 
17181 
.57 

6679..6798, 7368, 



,8705, 8831. .8952, 9041, 



3495, 5362.. 5538, 6081. 
8217, 8295.-8487, 8566. 

9762, 10364 . .10494, 1061 9 .. 10694 , 10928 .. 11097 , 
.12944, 13828. .13970, 14 005 .. 14 155, 147 90 14 903, 
.17181 



7448, 
9110, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



30709 Seq. ID 

63474 . Strand 

3364 End 

OJ990129_01. 9917.C27.ol.np Method 

6068 End 

6539588 Score 
6068. .6383 

(AP000837) hypothetical protein [Or.yza sativa] 



OJ990129_01.9917.C27 

'17181 
AAT/NAP 
6383 
170 



30709 
63474 
3364 

OJ990129_01. 9917.C27.o2.np 
8097 
2243118 
8097. .8217, 
9195. . 9277, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990129 01.9917.C27 



8295'. 
9490. 



,8487, 
,9568, 



17181 
AAT/NAP 
14501 
1177 

.8705, 8831. .8952, 9041. .9110, 
.9762, 10364. .10494, 10619 .. 10694 , 



8566 
9640 

10928. .11097, 13833. .13912, 142 99. . 14 501 

(Y10984) glutathione synthetase [Brassica juncea] 



Seq. No. 30709 

Gene No. 63474 

Start 3364 

Name OJ990129_01 . 9917 . C27 . ol . gp 

Start 8171 

GI LIB34 33-058-P1-K1-C12 

Exons 8171.. 8217, 8295.. 8487, 
GI Descrip. 



OJ990129 01.9917.C27 



Seq. ■ ID 
Strand 

End 17181 
Method AAT/GAP 
End 8625 
Score 473 
8566.. 8625 

■4808537/gb|AAD29848.1|AF075699_l 8.0e-31 (AF075699) putative 
glutathione synthetase; GSHS1 [Medicago truncatula] 1 



Seq. No. 
Gene No. 

O J 4- 

i_ a. _l l» 

Name 
Start 



30709 
63474 
3364 

OJ990129_01, 
8914 



9917.C27.o2.gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ990129_01.9917.C27 

17181 

AAT/GAP 

11068 



30622 



GI 

Exons 

GI Descrip. 



31514_1.R1084 Score 1254 . 

8914. .8952, 9041. .9110, 9195. .9275, 9488. .9568, 9640-.. 9762, 

10364. .104 94, 10619. .10694, 10928. .11068 

'2407617 1.0e-62 (AF017984) glutathione synthetase [Lycopersicon 
esculentum] 1 



Seq. No. 30709 

Gene No. 63475 

Start 18395 

Name OJ990129_01 . 9917 . C27 . ol . tc 

Start 8085 

GI none 

Exons 8085. .8225, 8088. .8219, 8294, 
8563. .8706, 8564. .8707, 8565. 



Seq. ID OJ990129_01.9917.C27 
Strand 

End 20015 
Method TBLASTX: Cress 
End 8875 
Score 83 

,8488, 8298. .8489, 8473. .8505, 
,8708, 8830. .8874, 8831. .8875 



Seq. No. 30709 
Gene No. 63475 
Start 18395 

Name OJ99012 9_01 . 9917 . C27 . ol . ts 

Start 8094 
GI none 

Exons 8094.. 8219, 8098.. 8223, 8292, 

856*5.. 8708, 8828.. 8950, 8829.. 8951, 8830.'. 8952, 8831.. 8953, 
9036. .9110, 9041. .9109, 9137. .9286, 9490. .9546, 9639. .9764 



Seq. ID OJ990129_01. 9917.C27 

Strand 

20015 

TBLASTX: Soybean 
9764 
63 



End 

Method 

End 

Score 



,8489, 8294. .8488, 8564. .8707, 



Seq. No. 30709 ■ 

Gene No. 63475 
Start- 18395 

Name OJ990129_01 . 9917 . C27 . ol . tm 

Start 8116 
GI none 
Exons 8116., 

8564. . 

9036. . 

9511. , 

10363, 



8214, 8118. .8219, 8136 
8719, 8565. .8708, 8829 
9098, 9041.. 9106, 9044 
9570, 9624. .9719, 9648 
.10497, 10363. . 10497, 
10927. .11013, 10928. .11011, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8225, 8294. 
.8951, 8830. 
.9100, 9137. 
.9764, 10362 



OJ990129 01.9917.C27 



20015 

TBLASTX: Maize 
11013 
88 

8488, 8295. 
8952, 8831. 
9286, 9490. 



,8489, 
,8953, 
,9546, 



,10469, 10362. .10496, 



10619. . 10687, 10619. . 10696, 
10933. . 11013 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI . 

Exons 



30709 Seq. ID 

63475 Strand 

18395 . End 

OJ99012 9JU. 9917.C27.o2. tc Method 

"10387 End 

none Score 



OJ990129_01. 9917.C27 
20015 

TBLASTX: Cress 

13901 . 

52 



10387. .10497, 104 11 .. 104 97 , 10614 .. 10721 , 1061 9 .. 10696, 
10927. .11139, 10928. .11095, 10933. .11100, 13836. .13901 



Seq. No. 30709 Seq. ID 

Gene No. : 63475 Strand 

Start 18395 End 

Name OJ990129_01 . 9917 . C27 . o2 . ts Method 

Start 10420 End 

GI none Score 
Exons 



OJ990129_01.9917.C27 
20015 

TBLASTX: Soybean 

13913 

126 



10420. .10497, 10619. . 10696, 10927 .. 11139, 10928 .. 110 98 , 
10933. . iiiOO, i383y. . 13913 



Seq. No. 



30709 



Seq. ID OJ990129 01.9917.C27 



30623 



Gene No. ... . 63475 

Start 18395 

Name OJ99012 9_01 . 9917 . C27 . o3 . gs 

Start 18395 

GI none 

Exons 18395. . 18877, 18 968 .. 19132 , 
19828. .19932 



Strand 
End 

Method 

End 

Score 



20015 
GENSCAN 
19932 
.91 



19417. .19545, 19660 .. 19731 , 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30709 Seq. ID OJ990129_01 . 9917 . C27 

63475 Strand 
18395 End 20015 

OJ990129_01. 9917 .C27.o3.np Method AAT/NAP 
18401 End 20015 

3859602 Score 675 

18401. .18871, 18968. .19132, 
19660. .19731, 19828. .20015 
(AF104 919) contains similarity to human DHHC-domain-containing 
cysteine-rich protein (GB:U90653) and several S. cerevisiae 
probable membrane proteins (GB:U20865, Z48758, U43491) 
[Arabidopsis thaliana] 



19225. .19343, 19413 .. 19545, 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30710 Seq. ID OJ99012 9_01 . 9917 . C28 

63476 Strand 

1 , End 599 

OJ990129_6l.9917.C28.ol.np Method AAT/NAP 

1 ' ' End 599 * 

3859602 ' * Score 281 

1..255, 295. .385, 461. .599 

(AF104 919) contains similarity to human DHHC-domain-containing 
cysteine-rich protein (GB:U90653) and several S. cerevisiae 
probable membrane proteins (GB:U20865, Z48758, U43491) 
[Arabidopsis thaliana] 



30710 
63477 
2291 

OJ99012 9_01. 9917.C28 .ol.gp. 

2086 

2190_1.R1084 
2086. .2454, 2752. .2955, 



OJ990129 01.9917.C28 



Seq. ID 
Strand 

End 5 68 9 

Method AAT/GAP 

End 5689 

Score 1266 
5586. .5689 

1 1708424/sp| P52581 | IFRI_LUPAL 1.0e-117 ISOFLAVONE REDUCTASE 
HOMOLOG >gi_12306T4 * (U48590) isoflavone reductase-like protein 
[Lupinus albus] V 



Seq. No. 


30710 








Seq. ID 


OJ990129_01.9917 


.C2 


Gene No. 


63477 








Strand 






Start 


2291 








End 


5689 




Name 


OJ990129 01 


. 9917 


.C28 .o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


2282 








End 


2468 




GI 


none 








Score 


126 




Exons 


2282. .2452, 


2292 


. .2438, 


2292. 


.2468 






Seq. No. 


30710 








Seq. ID 


OJ990129JD1. 9917 


,C2 


Gene No. 


63477 








Strand 






Start 


2291 








End 


5689 




Name 


OJ990129 01 


. 9917 


.C28 .o2 


gs 


Method 


GENSCAN 




Start 


2291 








End 


5621 





30624 




GI 


none 






Score 


.59 




Exons 


2291. .2454, 


2752. .2955, 


3902 


..3995, 4020. .4217, 5586. .5621 


Seq. No. 


30710 






Seq. ID 


OJ990129_01.9917 


.C28 


Gene No. 


63477 






Strand 


— 




Start 


2291 






End 


5689 




Name 


OJ990129 01 


.9917.C28.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2291 






End 


2453 




GI 


none 






Score 


137 




Exons 


2291. .2443, 


2292. .2453 










Seq. No. 


30710 






Seq. ID 


OJ990129_01.9917 


.C28 


Gene No. 


63477 






Strand 






Start 


2291 






End 


5689 




Name 


OJ990129 01 


.9917.C28.o2 


.np 


Method 


AAT/NAP 




Start 


2294 






End 


5689 




GI 


1708424 






Score 


499 




Exons 


2294. .2454, 


2752. .2955, 


5586. 


.5689 






GI Descrip. 


ISOFLAVONE 


REDUCTASE HOMOLOG 


gi| 1230614 (U48590) isoflavone 




reductase-like protein 


[Lupinus albus] 






Seq. No. 


30710 






Seq. ID 


OJ990129JD1.9917 


.C28 


Gene No. 


63477 






Strand 






Start 


2291 ■ 






End 


5689 




Name 


OJ990129 01 


.9917.C28.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2313 






End 


5682 




GI 


none 






Score 


41 




Exons 


2313. .2363, 


2366. .2452, 


2370. 


.2432, 2762. .2965, 2763. .2945, 




2769. .2987, 


2932. .2994, 


2995. 


.3063, 55 


81. .5682 




Seq. No. 


30710 






Seq. ID 


OJ990129_01. 9917 


.C28 


Gene No. 


63477 






Strand 






Start 


2291 






End 


5689 




Name 


OJ990129 01 


.9917.C28.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2735 






End 


5688 




GI 


none 






Score 


103 




Exons 


2735. .2950, 


2753. .2956, 


2754 . 


.2957, 5587. .5688 




Seq. No. 


30710 






Seq. ID 


OJ990129_01. 9917 


.C28 


Gene No. 


63477 






Strand 






Start 


2291 






End 


5689 




"Name" 


OJ990129 01 


/9917.C28.ol 


tm 


Method 


TBLASTX: Maize 




Start 


2748 






End 


2956 




GI 


none 






Score 


222 




Exons 


2748. .2945, 


2750. .2956 










Seq. No. 


30711 






Seq. ID 


OJ990129_01. 9917 


C29 


Gene No. 


63478 






Strand 


+ 




Start 


1189 






End 


4268 




Name 


OJ990129 01 


9917.C29.o2. 


np 


Method 


AAT/NAP 




Start 


1189 






End 


4268 




GI 


6735291 






Score 


88 




Exons 


1189. .1227, 


2767. .2993, 


4235. 


.4268 






GI Descrip. 


(AL137079) putative protein [Arabidopsis thaliana] 




Seq. No. 


30711 






Seq. ID 


OJ990129_01.9917. 


C29 


Gene No. 


63479 






Strand 







30625 



Start 


1 -End 


1174 


Name 


OJ990129 01.9917.C29.ol.np Method 


AAT/NAP 


Start 


1 End 


1174 


GI 


1708424 Score 


373 


Exons 


1..24, 845. .1174 




GI Descrip. 


ISOFLAVONE REDUCTASE HOMOLOG gi|.1230614 


(U48590) isoflavone 




reductase-like protein [Lupinus albus] 





Seq. No. 30711 

Gene No. 63479 

Start 1 

Name OJ990129_01 . 9917 . C29 . ol . gp 

Start 187 

GI LIB34 32-059-P1-K1-D8 

Exons 187. . 650 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID OJ990129_01.9917.C29 
Strand 

End 1174 

Method AAT/GAP 

End 650 

Score 735 



Seq. No. 30711 

Gene No. 63480 

Start 4603 

Name OJ99012 9_01 . 9917 . C2 9 . o2 . gs 

Start 4603 

GI none 

Exons 4603.. 4766, 5023.. 5239 



Seq. ID OJ990129_01.9917.C29 
Strand 

End 6833 

Method GENSCAN 

End 5239 

Score . 7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30711 
63480 
4603 

OJ99012 9_01.9917.C2 9.o3.np 

4606 

1708424 



Seq. ID OJ990129_01.9917.C29 
Strand 

End 6833 

Method AAT/NAP 

End 6833 

Score 516 



4606. .4766, 5023. .5226, 6667. .6833 

ISOFLAVONE REDUCTASE HOMOLOG gi 11230614 (U48590) isoflavone 
reductase-like protein [Lupinus albus] 



Seq.. No. 30711 

Gene No. 63481 

Start 7050 

Name OJ99012 9_01 . 9917 . C2 9 . ol . ts 

Start 842 

GI none 

Exons 842.. 1177, 843'. .935, 1011.. 1121, 5114 
5115. .5216, 5116. .5256 



Seq. ID OJ990129_01.9917.C29 
Strand 

15906 

TBLASTX: Soybean 
5256 

86- ' ' * 

5197, 5114 . .5221, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30711 
63481 
7050 

OJ99012 9_01.9917.C2$.ol.tc 

845 

none 



Seq. ID OJ990129_01.9917.C29 
Strand 

End 15906 

Method TBLASTX : Cress 

End 1171 

Score 114 



145. .1171, 849. .935, 1011. .1121 



Seq. No. 30711 

Gene No. 634 81 

Start 7050 

Name OJ990129 01 . 9917 . C29 . ol . tm 



Seq. ID OJ990129_01.9917.C29 
Strand 

End 15906 

Method TBLASTX: Maize 



30626 




Start 


845 








End 


68 64 


GI 


none 










z. o u 


Fxons 

X_J A \J 1 I v 


845 1216, 


846 


1118, 3589.. 


3654 3679 


^fiQfi 6717 




6718 6864, 


6760 


. .6834 








Seq. No. 


30711 








Seq. ID 


OJ990129_01. 9917.C29 


Gene No.' 


63481 








Strand 




Start 


7050 








End 


15906 


Name 


OJ990129 01 


. 9917 


.C29.o2 


. ts 






Start 


4594 _ 








End 


4 7 61 


GI 


none 








Score 


70 


Exons 


4594 4761. 


4603 


. . 4749, 


4604 


. .4750 




Seq. No. 


30711 








Seq. ID 


OJ990129_01. 9917.C2? 


Gene No. 


63481 








Strand 




Start 


7050 








End 


15906 


Name 


OJ990129 01 


. 9917 


.C29.o4 


. tm 


Mo 1"hnH 


X LJ J_ixt.O i. z\ . L id 1 Z.C 


Start 


4603 ~ 








End 


47 


GI 


none 








Score 


142 


Exons 


4603. . 4764, 


4604 


. .4765 








Seer No 


30711 








Seq. ID 


OJ990129_01. 9917.C29 


Gene No. 


63481 








Strand 




Start 


7050 








End 


15906 


Name 


OJ990129 01 


. 9917 


. C29 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4 660 _ 

i v u u 








End 


6864 


GI 


none 








Score 


107 


l-J \_s 11 J 


4660 4761 


5024 


. .5236, 


5034 


..5228, 5073.. 5258, 5203.. 5265, 




6662 6703 


6681 


. .6833, 


6700 


. .6864 




Seq. No. 


30711 








Seq. ID 


OJ990129_01. 9917.C29 


Gene No. 


63481 








Strand 




Start 


7050 








End 


15906 


Name 


OJ990129 01 


. 9917 


. C29 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5015 — 








End 


5221 


GI 


none 








Score 


140 


Exon <5 

1—1 *V v-/ 1 1 O 


5015 5194 


5019 


. .5216, 


5020 


..5214, 5021. .5221 


Sea No 


30711 








Seq. ID 


OJ990129_01.9917.C29 


Gene No. 


63481 








Strand 




Start 


7050 








End 


15906 


Name 


OJ99012 9 01 


. 9917, 


.C29.o2 


.gp 


Method 


AAT/GAP \ ■ 


Start- 


6667 








End . 


6746 


GI 


2800892 








Score 


107 


Fx on ^ 


6667. . 6746 












C-iT Opsrri n 

V_J -1. L> ^ iJ \ * J_ _1_ K_#/ . 


1708424/sp| P52581 | IFRI LUPAL 


5.0e-13 ISOFLAVONE REDUCTASE 




HOMOLOG >gi 


1230614 (U48590) 


isoflavone reductase-like prote 




[Lupinus albus] 










Seq. No. 


30711 








Seq. ID 


OJ990129_01.9917.C29 


Gene No. 


63481 








Strand 




Start 


7050 








End 


15906 


Name 


OJ990129 01, 


.9917. 


,C29.o4. 


.np 


Method 


AAT/NAP 


Start 


6681 








End 


9563 


O-L 










Score 


117 


Exons 


6681. . 6769, 


9379. 


, . 9563 









GI Descrip. {AP001080) Similar to Arabidopsis thaliana chromosome II BAC 



30627 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



T13P21; hypothetical protein (AC006067) [Oryza sativa] 

30711 Seq. ID OJ990129_01 . 9917 . C29 

63481 Strand 

7050 End 15906 

OJ990129_01 . 9917 . C29 . o3 . gs Method GENSCAN 

7050 End 15906 . 

none Score .61 

7050. .7172, 7424. .7439, 7745. .7882, 8905. .8956, 9519. .9628, 
9721. .9798, 9960. .10015, 107 93 .. 1087 6, 14 4 63 .. 14 483, 
14669. .14763, 15237 15295, 15466 .. 15655, 15894. .15906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30711 Seq. ID 

63481 Strand 

7050 End 
OJ990129_01 .9917 .C29.o3.gp Method 

7224 End 

none Score 

7224.. 7826, 8099.. 8130 

30711 Seq. ID 

63481 Strand 

7050 End 
OJ990129_01. 9917 .C29.o4 . gp Method 

94 8.5 End 

2796629 Score 

9485. .9628, 9721. .9816 

30711 Seq. ID 

63481 Strand 

7050 End 
OJ990129_01 . 9917 . C29 . o3 . tm Method 

14430 End 

none Score 
14430, 
14532. 
14669. 



.14528, 14438. .14530, 
.14567, 14539. . 14568, 
.14764, 15235. .15285, 



OJ990129_01.9917.C29 

15906 
AAT/GAP 
8130 
1224 



OJ990129_01.9917.C29 

15906 
AAT/GAP 
9816 
351 



OJ990129_01.9917.C29 
15906 

TBLASTX: Maize 
15295 
82 

14 452. . 14 532, 14 454 . . 14531, 
14 62 6. . 14 7 63, 14 661 .. 14 7 65, 
15275. . 15295 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30711 
63481 
7050 

OJ9g0129_01. 9917;. C29; 
14452 
2499819 

14452. .14566, 14669.. 



OJ990129 01.9917.C29 



Seq. ID 
Strand 

End 15906 
o5.np " Method AAT/.NAP 
End 15295 
Score 234 
,.14763, 15237.. 15295 
ASPARTIC PROTEINASE ORYZASIN 1 PRECURSOR gi | 2 130068 | pir | | S 665 1 6 
aspartic proteinase 1 precursor - rice 

gi 1 1030715 | dbj | BAA06876.il (D32165) aspartic protease [Oryza 
sativa] gi | 1711289 | dbj | BAA06875 | (D32144) aspartic protease 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30711 Seq. ID 

63481 Strand 

7050 End 

OJyy0129_01. 9917 .C29.o3.tc Method 

14454 End 

none Score 



OJ990129_01.9917.C29 
15906 

TBLASTX: Cress 

14765 

65 



30628 



Exons 


14 4 54 .. 14531, 14 4 55. . 14532, 


14540. .14566, 14661. 


.14765, 






14669. .14764 












Seq. No. 


30712 




Seq. ID 


OJ990129_ 


_01 


.9917 


C30 


Gene No. 


63482 




S 1~ r ;=» n ri 

<J L~ -L- CI i L\jL 


x 








Start 


991 




End 


1 1 4 Q 

X X *i J 








Name 


OJ990129 0.1 


. 9917.C30.ol.gs 


L ICS t- i 1UU 


O Hi LN O ln 








Start 


991 




End 


X X *i _7 








GI 


none 




Score 


.78 








Exons 


991. . 1149 














Seq. No. 


30712 




Seq. ID 


OJ990129_ 


01 


.9917 


C30 


Gene No. 


63483 




J Li. ul 1U 


+ 








Start 


2181 




FnH 


u \j y o 








Name 


OJ990129 01 


. 9917.C30.o2.gs 


L iC L i 1<JVJ 










Start 


2181 




End 


3098 








GI 


none 




Score 


79 

m 1 Z? 








Exons 

i-J *w s_/ iiu 


2181. .2448, 


3016.'. 3098 












Sea No 


30712 




Seq. ID 


OJ99012 9 

\JKJ Z> Z* \J A- £~ Zf 


01 


9917. 


LjU 


Genp No 


63484 




Strand 










Start 


4189 




End 


5878 








Name 


OJ990129 01 


.9917.C30.ol.np 


Method 


AAT /MAP 








Start 


-4189 




End 


JO / o 








GI 


1708424 




Score 


o 








E v o n <5 


4189. .4210, 


5795. .5878 












f^T Df^sr'Ti'O 


ISOFLAVONE 


REDUCTASE H0M0L0G 


gi | 123061<S 


( TI4 ft SQO \ 

\\J l ±OUZ/\J) 


isof lavone 




reductase-like protein [Lupinus albus] 










Seq. No. 


30712 




Seq. ID 


OJ990129_ 


01 


9917. 


C30 


Gene No. 


63484 




Strand 










Start 


4189 




End 


JO / o 








Name 


OJ990129 01 


. 9917.C30.o3.gs 


Method 


U Ht IN O 








Start 


5501 




End 


Sft7ft 
JO / o 








GI 


none 




Score 


. 87 








Exons 


5501. .5530, 


5795. .5878 












Sea No 


30713 




Seq. ID 


OJ990129 


01. 


9917, 


C31 


Gene No. 


63485 




Strand 


+ 








Start 


2409 




End 


\J f .7 «J 








Name 


OJ990129 01 


.9917.C31.o2.gs 


Method 


O Ej IN o v^-ripi 








Start 


' 2409 ' 




' End 


D J X J 








GI 


none 




- Score 


• OX 








Exons 

1_J W 1 1 O 


2409. .2466, 


3850.. 3951, 4186 


..4455, 454 




5164 . .5216, 




5262. .5522, 


6475. .6513 












Spa No 


30713 




Seq. ID 


OJ990129_ 


01. 


9917. 


C31 


Gene No. 


63485 




Strand 


+ 








Start 


2409 




End 


6795 








Name 


OJ990129 01 


991.7. C31.o3.np 


Method 


AAT /NAP \ 








Start 


4524 




End 


6795 








GI 


6523084 




Score 


119 








Exons 


4524. .4732, 


6757. . 6795 












GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 







gij 668b7b6 | emb ICAB64720.il (AJ132317) AKIN gamma [Arabidopsis 
thaliana] 



30629 



Seq. No. 30713 

Gene No. 63485 

Start 2409 

Name OJ99012 9_01 . 9917 . C31 . ol . gp 

Start 4592 

GI 25396_1.R1084 

Exons 4592.. 4732 

GI Descrip. 1 606964 3/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. ID OJ990129_01.9917.C31 

Strand + 

End 6795 

Method AAT/GAP 

End 4732 

Score 218 



Seq. No. 30713 

Gene No. 63486 

Start 1 

Name OJ990129_01 . 9917 .C31 . ol . np 

Start 1 

GI 1708424 

Exons 1 . . 383 

GI Descrip. ISOFLAVONE REDUCTASE HOMOLOG gi 11230614 (U48590) isoflavone 
reductase-like protein [Lupinus albus] 



Seq. ID OJ990129_01.9917.C31 
Strand 

End 38 9 

Method AAT/NAP 

End 383 

Score 364 



Seq. No. 30713 

Gene No. 63486 

Start 1 

Name OJ990129_01 . 9917 . C31 . ol . gs 

Start 54 

GI none 

Exons 54.. 389 



Seq. ID OJ990129_01.9917.C31 
Strand 

End 389 

Method GENSCAN 

End 38 9 

Score . . 93 



Seq. No. 30713 

Gene No. 63487 

Start 3081 

Name OJ990129JD1 . 9917 . C31 . o2 . np 

Start 3081 

GI 1708424 

Exons 3081.. 3180 

GI Descrip. ISOFLAVONE REDUCTASE HOMOLOG gi | 1230614 (U48590) isoflavone 
reductase-like protein [Lupinus albus] ^ 



Seq. ID OJ990129_01.9917.C31 
Strand 

3180 
AAT/NAP 
3180 
36 



End 

Method 

End 

Score 



Seq. No. 30713 

Gene No. 63488 

Start 7488 

Name OJ99012 9_01 ' ."9*9 17. . C3'l .'.ol . tc 

Start 37 

GI none 
Exons 



Seq. ID OJ990129_01.9917.C31 
Strand 

End 10168 
Method " TBLASTX:.Cress 
End- • . ' -3181 - \ 
Score 105 



37. .144, 54. .380, 220. .330, 3088. .3180, 3089. .3181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30713 
63488 
7488 

OJ990129_01.9917.C31.ol.ts 
51 

none 



Seq. ID OJ990129_01.9917.C31 
Strand 

End 10168 

Method TBLASTX: Soybean 

End 3180 

Score 85 



51. .386, 52. .144, 220 .. 330, 3088 .. 3180 



GcL[ . Nu . 

Gene No. 
Start 



OU/1J 

63488 
7488 



Seq. ID OJ990129_01.9917.C31 
Strand 

End 10168 



30630 



Name 


OJ990129 01 


. 9917 


,C31.ol 


. tm 


Method 


Start 


54 ~ 








End 


GI 


none 








Score 


Exons 


54 . .407, 55 


. . 327 


, 3088. 


. 3180 




Seq. No. 


30713' 








Seq. ID 


Gene No. 


63488 








Strand 


Start 


7488 








End 


Name 


OJ990129 01 


. 9917 


.C31 .o2 


. tm 


Method 


Start 


4592 








End 


GI 


none 








Score 


Exons 


4592. . 4711, 


4593 


. .4709, 


4596. 


.4742 


Seq. No. 


30713 








Seq. ID 


Gene No. 


63488 








Strand 


Start 


7488 








End 


Name 


OJ990129 01 


9917 


.C31 .o3 


OS 


Method 


Start 


7488 ~ 








End 


GI 


none 








Score 


Exons 


7488 . . 8402, 


9978 


. . 10160 






Seq. No. 


30713 








Seq. ID 


Gene No. 


63488 








Strand 


Start 


7488 








End 


Name 


OJ990129 01. 


9917 


,C31 .ol . 


tw 


Mpf hod 


Start 


7905 ~ 








End 


GI 


none 








Score 


Exons 


7905 . . 8258 










Seq. No. 


30713 








Seq. ID 


Gene No. 


63488 








Strand 


Start 


7488 








End 


Name 


OJ990129 01. 


9917 


C31.o5. 


np 


Method 


Start 


8145 






End 


GI 


5852181 








Score 


Exons 


8145. .8419, 


8578 


.8713, 


10140 


. .10168 



TBLASTX: Maize 

3180 

232 



10168 

TBLASTX: Maize 

4742 

200 



10168 
GENS CAN 
10160 
. 62 



OJ99012 9_01. 9917 .C31 
10168 

TBLASTX: Wheat 

8258 ' 

194 



OJ990129__01.9917.C31 

10168 
AAT/NAP 
10168 
144 



GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30714 Seq. ID 

63489 Strand 
3186 End 
OJ990129_0.1.9917.C32.ol.np . Method. 
3186 - ,■ End 

2262101 Score 
3186. .3308, 5365. .5451, 6433. .6538 

(AC002343) kinesin heavy chain isolog [Arabidopsis thaliana] 



OJ990i29_01. 9917.C32 
+ 

6538 
AAT/NAP 
6538 
98 



30714 Seq. ID 

634 90 Strand 

9311 End 

OJ990129_01 . 9917 .C32 . o5 . np Method 

9311 End 

6721512 Score 



OJ990129_01.9917.C32 
+ 

13736 
AAT/NAP 
12633 
78 



9311. .9338, 10854. .10937, 11187. .11334, 12 614. .12 633 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 



30714 



Seq. ID OJ990129_01.9917.C32 



30631 




Gene No. 


63490 


Strand 


+ 


Start 


9311 


End 


13736 


Name 


OJ990129 01.9917.C32.o3.gs 


Method 


GENSCAN 


Start 


11525 ~~ 


End 


12085 


GI ' 


none 


Score 


. 45 


Exons 


11525. .11723, 11817. .12085 






Seq. No. 


30714 


Seq. ID 


OJ990129 

v ^ -/ -S \J JL -S 


Gene No. 


63490 


Strand 


+ 


Start 


9311 


End 


13736 


Name 


OJ990129 01.9917.C32.o6.np 


Method 


AAT/NAP 


Start 


11713 


End 


13736 


GI 


6721512 


Score 


45 


Exons 


11713. .11745, 13653. .13736 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 



Seq. No. 30714 Seq. ID 

Gene No. 634 91 Strand 

Start 14468 End 

Name OJ990129_01 . 9917 . C32 . o4 . gs Method 

Start 14468 End 

GI none Score 

Exons 14468. .14624, 14761 .. 14886, 15124 16008 , 16104 .. 16354 , 
16446. .16688 



OJ990129_01.9917.C32 
+ 

19367 
GENSCAN 
16688 
.58 



Seq. No. 30714 Seq. ID OJ99012 9_01 . 9917 . C32 

Gene No. 634 91 Strand + 

Start 14468' End 19367 

Name OJ990129_01 . 9917 . C32 . o7 . np Method AAT/NAP 

Start 15797 End 19367 

GI 6466937 Score 645 

Exons 15797. .15817, 17657.. 19367 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30714 
63491 
14468 

OJ990129_01. 9917.C32.o6.gs 

18027 

none 



Seq. ID OJ990129 01.9917.C32 



Strand 
End 

Method 

End 

Score 



+ 

19367 
GENSCAN 
19197 
.7 



18027. .18152, 18188 . .182 92,'. 18698. .18870, 18 911. .19197 



Seq. No. 30714 Seq. ID 

Gene No. 634 92 Strand 

Start 4014 End 

Name OJ990129_01 . 9917 . C32 . ol . gs Method 

Start 4014 End 

GI none Score 
Exons 



OJ990129_01. 9917.C32 

6226 
GENSCAN 
6226 
.41 



4014. .4319, 4469. .4867, 5497. .5576, 5851. .6226 



Seq. No. 30714 Seq. ID OJ990129_01 . 9917 . C32 

Gene No. 634 93 Strand 

Start 8540 End 11135 

Name OJ990I29_0i . 99 17 . C32 . o4 . np Method AAT/NAP 

Start 8540 End 11135 

GI 1708424 Score 354 



30632 



Exons 8540. .8700, 8955. .9157, 11100. .11135 

GI Descrip. ISOFLAVONE REDUCTASE HOMOLOG gi I 1230614 (U48590) isoflavone 
reductase-like protein [Lupinus albus] 



Seq. No. 30714 Seq. ID 

Gene No. 63494 Strand 

Start 17104 End 

Name OJ99012 9_01 . 9917 . C32 . o2 . tm Method 

Start 4290 End 

GI none Score 

Exons 4290. .4394, 4472. .4786, 4488. .4697 



OJ990129_01. 9917.C32 
17899 

TBLASTX: Maize 

4786 

87 



Seq. No. 30714 Seq. ID 

Gene No. 63494 Strand 

Start 17104 End 

Name OJ990129_01 . 9917 . C32 . o3 . ts Method 

Start 8534 End 

GI none Score 

Exons 8534.. 8698, 8559.. 8684 



OJ990129_01.9917.C32 
17899 

TBLASTX : Soybean 

8698 . 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30714 
63494 
17104 

OJ99012 9_01.9917.C32.ol.tc 

8537 
none 



Seq. ID OJ990129_01. 9917.C32 
Strand 
End 

Method 
End 
Score 



17899 

TBLASTX: Cress 

9168 

111 . 



8537. .8605, 8594. .8683, 8965. .9168, 8966. .9157 



30714 Seq. ID 

63494 Strand 

17104 End 
OJ990129_01. 9917.C32.o4. tm Method 

8537 End 

none Score 

8537. .8665, 8537. .8695, 8559. .8693 



0 J990 129 J)l. 9917. C32 
17899 

TBLASTX: Maize 

8695 

108 



Seq. No. 


30714 








Seq. ID 


OJ990129_01.9917. 


C32 


Gene No. 


63494 








Strand 






Start 


17104 








End 


17899 




Name 


OJ990129 01 


.9917 


.C32.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


8951 








End 


9159 




GI 


none 








Score 7 


196 




Exons. 


' 8951'.. 9151, 


-8952 


r .9146,. 


8953. 


.9159" . 






Seq. No. 


30714 








Seq. ID 


OJ990129_01.9917. 


C32 


Gene No. 


63494 








Strand 






Start 


17104 








End 


17899 




Name 


OJ990129 01 


.9917 


.C32.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


8956 








End 


9159 




GI 


none 








Score 


125 




Exons 


8956. . 9159, 


8957 


. .9154, 


9060. 


.9155, 9076. .9159 




Seq. No. 


30714 








Seq. ID 


OJ990129_01.9917. 


C32 


Gene No. 


63494 








Strand 






n j j_ 

O L.CH. L 


17104 








End 


17899 




Name 


OJ990129 01 


. 9917 


.C32.o5. 


gs 


Method 


GENS CAN 




Start 


17104 








End 


17899 





30633 




GI 


none 




fift 




Rxons 


17104. 17122, 17241 17899 








Seq. No. 


30714 


Seq. ID 


OJ990129_01.9917 


.C32 


Gene No. 


63495 


Strand 






Start 


18377 


End 


18 673 




Name 


OJ990129 01 9917 C32 oS tm 


Mot" h r\c^ 






Start 


18377 .~ 


End 


1 ft 67 ^ 




GI 


none 


Score 


1 ft 7 

X O / 




Exons 


18377. .18673, 18526. .18654 








Seq. No. 


30714 


Seq. ID 


OJ990129_01. 9917 


.C32 


Gene No. 


63496 


Strand 






Start 


18866 


End 


19367 




Name 


OJ990129 01 9917 C32 ol tm 


LiC L. 1 


1 D Lnu 1 /\ . rial £,c 




Start 


18866 ~~ 


End 


19304 

X ^ »j *i 




GI 


none 


Score 


426 




Exons 


18866. .19300, 18879. .19304 








Seq. No. 


30714 


Seq. ID 


OJ990129_01. 9917 


.C32 


Gene No. 


63496 


Strand 






Start 


18866 


End 


19367 




Name 


OJ990129 01 9917 P32 nl tw 

VU Zs y \J J. y VyX._/_/X/»^*Jt..(kJX.L.W 


L it: L I JUU 


I DJ_irlO I A . Wiled L 




Start 


18927 ~~ 


End 


J. Zf _) u / 




GI 


none 


Score 


355 




Exons 


18927 19367 19007 193S1 








Seq. No. 


30714 


Seq. ID 


OJ990129_01.9917 


.C32 


Gene No. 


63496 


Strand 






Start 


18866 




x _? _) u / 




Name 


OJ990129 01 9917 C3? o? 




TRT a^TY • Clnvhoan 




Start 


18942 ~~ 




1 Q977 

X J f I 




GI 


none 


^ C O T* ^ 


L£ 1 




Exons 


18942 19277 








Seq. No. 


30715 


Seq. ID 


O.TQQDT 99 fl1 QQ1 7 
\juyz?\j-L£.z> ux . z* z? x i 


• \-f ._> o 


Gene No . 


63497 


Strand 


+ _ 




Start 


1 


End 


4862 




Name 


OJ990129 01.9917.C33.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3014 




GI 


6466937 


Score 


1644 




Exons 


1. .2637, 2932. .3014' - " 








GI Descr ip . 


.'(AC011621) putative retroelement pol polyprotein [Arabidopsi 




thaliana] 








Seq. No. 


30715 


Seq. ID 


OJ990129_01.9917 


,C33 


Gene No. 


63497 


Strand 


+ 




Start 


1 


End 


4862 




Name 


OJ990129 01.9917.C33.ol.gs 


Method 


GENSCAN 




Start 


744 


End 


4770 




GI 


none 


Score 


.59 




Exons 


744. .1065, 1169. .1759, 2049. 


.2102, 2223 


. .2496, .2901. .2995, 




3163. .3338, 3358. .3474, 4666 


. . 4770 






Seq. No. 


30715 


Seq. ID 


OJ990129_01. 9917 . 


C33 


Gene No. 


63497 


Strand 


+ 




Start 


1 


End 


4862 





30634 




Name OJ990129_01 . 9917 . C33 . ol . gp Method AAT/GAP 

Start 2903 End 3480 

GI 29362_1.R1084 Score 602 

Exons 2903. .2995, 3163. .3284, 3358. .3480 

GI Descrip. '2880043 1.0e-30 (AC002340) putative 

3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis thaliana] 



Seq. No. 


30715 






Seq. ID 


OJ990129 01.9917 


. C33 


Gene No. 


63497 






Strand 


+ ~~ 




Start 


1 






End 


4862 




Name 


OJ990129 01.9917.C33 


.o2. 


gp 


Method 


AAT/GAP 




Start 


4360 






End 


4862 




GI 


none 






Score 


779 




Exons 


4360. .4862 












Seq. No. 


30715 






Seq. ID 


OJ990129 01 9917 


. C33 


Gene No. 


63498 






Strand 






Start 


4836 






End 


4963 




Name 


OJ990129 01.9917.C33 


.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


1 






End 


412 




GI 


none 






Score 


414 




Exons 


1. . 114, 2. .412, 163. 


.372 








Seq. No. 


30715 






Seq. ID 


OJ990T29 ni QQ17 




Gene No. 


63498 






Strand 


+ 




Start 


4836 






End 


4963 




Name 


. OJ990129 01.9917.C33 


.ol. 


tw 


Method 


TBLASTX * Wheat 




Start 


2 ~ 






End 


358 




GI • 


none 






Score 


323 




Exons 


2. .358, 4. .354 












Seq. No. 


30715 






Seq. ID 


OJ99012 9 01 9917 


• \~< ~j ~j 


Gene No. 


63498 






Strand 






Start 


4836 






End 


4963 




Name 


OJ990129 01.9917.C33 


.o2. 


ts 


Method 


TBLASTX • Sovbean 




Start 


322 






End 


662 




GI 


none 






Score 


205 




Exons 


322. .534, 335. .595, 


600. 


. 662 








Seq. No. 


30715 






Seq. ID 


OJ9901 ?9 Ol 9Q1 7 




Gene No. 


63498 






Strand 


+ _ 




Start' 


4836 






End 


4 963 v ' - ^ 




Name- 


OJ990129 01.9917.C33 


.o4 . 


tw 


Method 


TBLASTX • Wheat 

X J-J Uli kJ -L z \ * fill GL \_ 




Start 


407 ~~ 






End 


809 




GI 


none 






Score 


123 




Exons 


407. .604, 600. .809, 


502. 


.775 








Seq. No. 


30715 






Seq. ID 


OJ990129_01. 9917 


C33 


Gene No. 


63498 






Strand 


+ 




Start 


4836 






End 


4963 




Name 


OJ990129 01. 9917.C33 


.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


434 






End 


1016 




GI 


none 






Score 


137 




Exons 


434 . .595, 600. . 1016, 


602 


. . 943 








Seq. No. 


30715 






Seq. ID 


OJ990129_01.9917. 


C33 


Gene No. 


63498 






Strand 


+ 





30635 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

TSIame 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4836 

OJ990129_01. 
'717 
none 
717. . 962 

30715 
63498 
4836 

OJ990129_01. 

1207 

none 

1207. .1548, 

30715 
63498 
4836 

OJ990129_01. 

1381 

none 

1381. .1920, 
1919. .2014 

30715 
63498 
4836 

OJ990129_01. 
1402 
none 

1402. .1788, 

30715 
63498 
4836 

OJ990129_01. 
1603 
none 

1603. .1875, 

30715 
63498 

4836 / ■ ' 1 
OJ990129_01, 
2093 
none 

2093. .2203, 

30715 
63498 
4836 

OJ990129_01. 
2237 
none 

2237. .2467 

30715 
63498 



9917.C33.o3. ts 



End 4963 

Method TBLASTX : Soybean 

End 962 

Score 198 



9917.C33.o2.tw 



1216. .1521, 1290, 



Seq. ID OJ990129_01. 9917 .C33 
Strand + 

4963 

TBLASTX: Wheat 
1550 
302 



End 

Method 
End 
Score 
.1550 



9917.C33.ol.tm 



Seq. ID OJ990129_01. 9917 .C33 

Strand + 

End 4963 

Method TBLASTX: Maize 

End 2014 

Score 483 
1468. .1908, 1731. .1919, 1918. .1995, 1919. .2014, 



Seq. ID OJ990129_01. 9917.C33 

Strand + 

End 4963 

, 9917 . C33 . ol . ts Method TBLASTX : Soybean 

End 1788 

Score 34 9 

1455. .1787 

9917.C33.o3.tw 
1605. .1664, 1722. 

9917.C33.o4.tm 
2236.. 2346, 2237. 

9917.C33.o5.tw 



Seq. ID OJ990129_01.9917.C33 
Strand + 

4963 

TBLASTX: Wheat 
1875 
226 



End 

Method 
End 
Score 
.1871 



Seq. ID OJ990129_01.9917.C33 

Strand + 

End • '4963 

Method TBLASTX: Maize ' 

End 2590 

Score 67 
.2398, 2429. .2590 

Seq. ID OJ990129_01.9917.C33 

Strand + 

End 4963 

Method TBLASTX : Wheat 

End 24 67 

Score 185 



Seq. ID OJ990129_01.9917.C33 
Strand + 



30636 



Start 
Name 
Start 
GI 

Exons 



4836 

OJ990129_01.9917.C33.o3.gp 

4836 

none 

4836. .4963 



End 4963 

Method AAT/GAP 

End 4 963 

Score 166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30716 
63499 
716 

OJ990129_01.9917.C34.ol.gs 

716 

none 

716. .796, 1327. .1407, 1534. 
2494. .2577, 2978. .3136 

30716 
63499 
716 

OJ990129_01. 9917.C34.ol.np 

1309 

2880043 



Seq. ID OJ990129_01.9917.C34 

Strand + 

End 3136 

Method GENSCAN 

End 3136 

Score .76 
1602, 2057. .2120, 2318. .2397, 



Seq. ID OJ990129_01.9917.C34 

Strand + 

End 3136 

Method AAT/NAP 

End 2842 

Score 380 



1309. .1407, 1534. .1602, 2057. .2125, 2323. .2397, 2494. .2577, 
2748. .2842 

(AC002340) 3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' " 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



30716 
63499 
716 

OJ99012 9_01. 9917. C34.ol. tin 
1316 
none 

1316. .1399, 1327. .1410, 1327. 
2036. .2116, 2048. .2116, 2056. 
2317. .2415, 2490. .2597, 



Seq. ID OJ990129_01.9917.C34 
Strand + 
End 3136 
Method TBLASTX: Maize 
End 2837 
Score 81 

.1407, 1540. .1602, 1546. .1602, 
.2124, 2316. .2399, 2316. .2414, 
2493. .2612, 2738. .2836, 2748. .2837 



30716 
63499 ' 
716 v 

OJ99012 9_01 . 9917 .C34 .ol . gp 
1317 

29362_1.R1084 
1317. . 1407, 1534 . .1602, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2057. .2120, 2318. .2397 
'2880043 1.0e-30 (AC002340) putative 

3-hydroxyisobutyryl-coenzyme A hydrolase [Arabidopsis thaliana] 1 



OJ990129_01.9917.C34 
+ 

3136 

AAT/GAP 

2397 

526 * '• " 



30716 Seq. ID 

63499 Strand 

716 , End 

OJ990129_01 . 9917 .C34 .ol . ts Method 

1324 End 

none Score 



OJ990129_01.9917.C34 
+ 

3136 

TBLASTX: Soybean 

2837 

75 



1324. .1410, 2054. .2122, 2056. .2121, 2316. .2399, 2322. .2414, 
2323. .2415, 2493. .2597, 2494. .2598, 2747. .2836, 2748. .2837 



30716 
63499 



Seq. ID OJ990129_01.9917.C34 
Strand + 



30637 




Start 


716 


End 


3136 






Name 


OJ990129 01.9917.C34.o2 


.gp Method 


AAT/GAP 






Start 


2477 


End 


2836 






GI 


12453 1.R1084 


Score 


272 






Vp> I 1 lJ 


2477. .2577, 2748. .2836 










GI Descrip. 


' 6014701/gb|AAF014 67. 1 |AF1904 50_1 1 . Oe 


-91 (AF190450) 






enoyl-CoA-hydratase [Avicennia marina] 


i 






Seq. No. 


30717 


Seq. ID 


OJ9901-29 


01 . 9917 


. \~t j j 


Gene No. 


63500 


Strand 


+ 






Start 


1 


End 


5450 






Name 


OJ990129 01. 9917.C35.ol 


. np Method 


AAT /NAP 






Start 


1 


End 


1667 






GI 


4680502 


Score 


139 






R vnn 

J_J ^/ 1 1 o 


1..280, 1527. .1667 










GI Descrip . 


(AF119222) hypothetical 


protein [Oryza 


sativa] 






Sea No 


30717 


Seq. ID 


OJ990129_ 


01. 9917 




Gene No . 


63500 


Strand 


+ 






Start 


1 


End 


5450 






Name 


OJ990129 01.9917.C35.ol 


gs Method 


GENSCAN 






Start 


151 


End 


5021 






GI 


none 


Score 


.78 






Exons 


151. .214, 593. .792, 859 


.980, 1698. .18 


36, 1916.. 


2101, 






2570. .2647, 4557. .4658, 


4738. .4779, 4884. .5021 







Seq. ID OJ990129 01.9917.C35 



Seq. No. 30717 

Gene No. 63500 

Start 1 

Name OJ 99012 9_0 1 . 9917. C35.o2.np 

Start 549 

GI 6014701 

Exons 549.-678, 859. .980, 1776.. 1836, 1916. 

4738. .4779, 4884. .5018 

GI Descrip. (AF190450) enoyl-CoA-hydratase [Avicennia marina] 



Strand 
End 

Method 

End 

Score 



+ 

5450 
AAT /NAP 
5018 
518 

,2014, 4557. 



,4658, 



Seq. No. 30717 Seq. ID 

Gene No. 63500 Strand 

Start 1 End 

Name OJ99012 9_01 . 9917 . C35 . ol . gp . Method 

Start 586 End 

GI . . 12453_1.R10'84 " ' Score 

Exons 586... 6-78, 859.. 980, 1776.. 1836, 1916.. 

4738. .4779, 4884. .5450 
GI Descrip. 1 6014 701/gb | AAF014 67 . 1 | AF1904 50_1 1.0e-91 (AF190450) 

enoyl-CoA-hydratase [Avicennia marina] 1 



OJ990129_01.9917.C35 
+ 

5450 
AAT/GAP 
5450 

1988. . • 
2014, 4557. .4658, 



Seq. No. 30717 

Gene No. 63501 

Start 5658 

Name OJ990129_01 . 9917 . C35 . ol . tm 

Start 586 

GI none 

Exons 586, 



4574 
4732 



,678, 586. .666, 
. .1857, 1774 
,.4657, 4575 



587. .724, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
588 



OJ990129 01.9917.C35 



1836, 1761.. 1837, 1904 
4658, 4575. .4658, 4722 



7048 

TBLASTX : Maize 
4917 
115 

695, 874. .981, 886. .981, 
2017, 1915. .2013, 
4775, 4729. .4779, 



.4779, 4880. .4915, 4881. .4916, 4881. .4916, 4882. .4917 



30638 



Seq. No. 30717 

Gene No. 63501 

Start 5658 

Name OJ99012 9_01 . 9917 . C35 . ol . tw 

Start 4556 

GI none 

Exons 4556.. 4657, 4557.. 4658, 4557. 

4881. .5039, 4881. .5027, 4883. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990129 01.9917.C35 



7048 

TBLASTX: Wheat 
5039 
173 

4658, 4729. .4779, 4731. .4778, 
5038 



Seq. No. 30717 Seq. ID 

Gene No. 63501 Strand 

Start 5658 End 

Name OJ990129_01 . 9917 . C35 . o2 . gs Method 

Start 5658 End 

GI none Score 

Exons 5658.. 5710, 6531.. 6849 



OJ990129_01.9917.C35 

7048 
GENSCAN 
6849 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30717 Seq. ID 

63501 Strand 
5658 End 
OJ990129_01. 9917 .C35.o3.np Method 
5858 End 
2130159 Score 
5858. .6053, 7015.:7048 
hypothetical protein 85 
gi | 902275 | emb | CAA6034 0 | 
gi| 9022 96|emb|CAA60360| 



OJ990129_01.9917.C35 

7048 
AAT/NAP 
7048 
284 



- maize chloroplast 
(X86563) ORF85 [Zea mays] 
(X86563) ORF85 [Zea mays] 



30718 Seq. ID OJ990129_01, 

63502 Strand + 

559 End 745 

OJ990129_01 . 9917 . C36 . ol . gs Method GENSCAN 

559 End 745 

none Score .59 
559. .745 



9917. C36 



Seq. No. 30718 Seq.- ID 

Gene No. 63503 Strand 

Start 1898 End 

Name OJ990129J31 . 9917 . C36 . o2 . gs Method 

Start*' '• ;1898 '.. • "\ ' • ' "End 

GI none ' Score 

Exons 1898.. 2062, 2796.. 2849 



OJ990129_01.9917.C36 

2849 
GENSCAN 
28'49. ' 

.79 • * ■ •' 



Seq. No. 30718 Seq. ID OJ990129_01 . 9917 . C36 

Gene No. 63504 Strand 

Start 3685 End 3765 

Name OJ990129_01 . 9917 . C36 . ol . gp Method AAT/GAP 

Start ■ 3685 End 3765 

GI LIB3477-003-P1-K1-E9 Score 111 

Exons 3685.. 3765 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] : 



Seq. No. 



30719 



Seq. ID OJ990129 01.9917.C37 



30639 



Gene No . 


63505 


Start 


735 


Name 


OJ990129 01. 9917.C37.ol.gp 


Start 


554 


GI 


86248 1.R1084 


Exons 


554 . .889, 988 . . 1077 


GI Descrip. 


'2983814 1.0e-18 (AE000739) 




[Aquifex aeolicus] 1 


Seq. No. 


30719 


Gene No. 


63505 


Start 


735 


Name 


OJ990129 01 9917 C37 ol as 


Start 


735 ~~ 


GI 


none 


Exons 


735 . . 889 


Seq. No. 


30720 


Gene No. 


63506 


Start 


125 


Name 


OJ990129 01.9917 C38 ol ao 


Start 


125 ~ 


GI 


none 


Exons 


125 . . 227 


Seq. No. 


30720 


Gene No. 


63507 


Start 


195 


Name 


OJ990129 01 9917 C38 ol as 


Start 


195 ~~ 


GI 


none 


Exons 


195 . .366 


Seq. No. 


30720 


Gene No . 


63508 


Start 


715 


Name 


OJ990129 01.9917.C38.ol.tm 


Start 


715 ~ 


GI 


none 


Exons 


715. .873, 718. .867, 721. .870 




730.. 879. 817 909 870 96? 




872 . . 970,' 8 98 1050' 8 98 1 10 




91-3.. 1065, 915 105*5 -937 1 




946.. 1065, 950 1054 1075 




1105 . . 1170 


Seq. No. 


30721 


Gene No. 


63509 


Start 


265 


Name 


OJ9901?9 01 9917 P^Q n i n c 


Start 


265 ~ 


GI 


none 


Exons 


265. .325, 606. .790 


Seq. No. 


30721 


Gene No. 


63510 


Start 


2147 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



1077 
AAT/GAP 
1077 
732 



OJ990129_01.9917.C37 

1077 
GENSCAN 
889 
.54 



OJ990129_01.9917.C38 
+ 

227 

AAT/GAP 

227 

164 



OJ990129_01.9917.C3c 
+ 

366 

GENSCAN 
366 
. 6 



OJ990129 01.9917.C38 



1215 

TBLASTX: Maize 
1215 
72 

868, 725.. 880, 730. 
962, 871. .963, 871. 



,882, 
,963, 



1083 r . . 
? 8. . 1137, 



Seq. ID OJ990129 01.9917.C39 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



+ 

790 

GENSCAN 

790 

.58 



OJ990129_01.9917.C39 
+ 

4164 



30640 



Name 


OJ990129 01 


.9917.C39 o2 as 


Mp1" hnH 


O i_j *J V_/iil.N 






Start 


2147 ~~ 




End 


4164 






GI 


none 




Score 


. 67 






Exons 


2147 . .2220, 


4014 4164 










Seq. No. 


30721 




Seq. ID 


0,79901 99 


01 QQT 7 

Ul • Z> z> ± / 




Gene No. 


63511 




Strand 


+ 






Start 


4397 




End 


4491 






Name 


OJ990129 01 


.9917.C39.o2.np 


. Method 


AAT /NAP 






Start 


4397 


End 


44 91 






GI 


5852084 




Score 


70 






Exons 


4397 . .4491 












GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sat i va 1 








Seq. No. 


30721 




Seq. ID 


OJ990129_ 


01. 9917 


.C39 


Gene No. 


63512 




Strand 


+ 






Start 


7819 




End 


10839 






Name 


OJ990129 01 


. 9917 .C39.o4 . gs 


Me t" h or] 








Start 


7819 




End 


8779 






GI 


none 




Score 


. 85 






Exons 


7819. .8154, 


8513 . . 8779 










Seq. No. 


30721 




Seq. ID 


OJ990129_ 


01. 9917 


. \-> ~J zt 


Gene No. 


63512 




Strand 


+ 






Start 


7819 




End 


10839 






Name 


OJ990129 01 


.9917.C39.o3.np' 


Method 


AAT /NAP 






Start 


7825 




End 


10839 






GI 


1708424 




Score 


624 






Exons 


7825. .8154, 


9971. .10036, 10222. . 10396, 


10790. . 10839 




GI Descrip. 


ISOFLAVONE REDUCTASE HOMOLOG 


gi | 1230614 


(U48590) 


isof lavone 




reductase-like protein [Lupinus albus] 








Seq. No. 


30721 




Seq. ID 


OJ990129_ 


01. 9917 


.C39 


Gene No. 


63513 




Strand 








Start 


2134 




End 


3994 






Name 


OJ990129 01 


.9917.C39.ol.np 


Method 


AAT /NAP 






Start 


■ 2134 


End 


3994 






GI 


5852093 




Score 


61 






Exons 


2134 . .2152, 


3860. .3994 











GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



Seq. No.' ■ 30721 ' . ' 7 *' 'Seq. ID 

Gene No.. 63514 Strand 

Start 4 7 94 End 

Name OJ990129_01 . 9917 . C39 . o3 . gs Method 

Start 4794 End 

GI none Score 

Exons 4794.. 4904, 5857.. 5859 



OJ990129JD1. 9917 .C39 

5859 
GENSCAN 
5859 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30721 Seq. ID 

Strand 
End 

Method 
End 
Score 

7812. .7979, 7815. .8153, 7816. .8154, 9968. .10048, 9968. .10042, 
997 0. . 1004 7, 10216. . 1034 7, 10219. . 10338 



63515 
9928 

OJ990129_01. 9917.C39.ol. tm 

7812 

none 



OJ990129_01. 9917.C39 
10401 

TBLASTX: Maize 

10347 

123 



30.641 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30721 
63515 
9928 

OJ990129_01. 9917 .C39.ol.ts 

7821 

none 



Seq. ID OJ990129_01.9917.C39 
Strand 

End 10401 

Method TBLASTX : Soybean 

End 8169 

Score 389 



7821. .7988, 7822. .8169, 8049. .8156 



30721 
63515 
9928 

OJ99012 9_01. 9917.C39.ol. tc 

7827 

none 



Seq. ID OJ990129_01.9917.C39 
Strand 

End 10401 

Method TBLASTX: Cress 

End 10021 

Score 373 



7827. .7988, 7828. .8154, 8049. .8144, 9968. .10021 



30721 
63515 
9928 

OJ99012 9_01. 9917.C39.o5.gs 

9928 

none 

9928.. 10028 



Seq. ID OJ990129_01.9917.C39 
Strand 

End 10401 

Method GENSCAN 

End 10028 

Score .53 



Seq. No. 30721 

Gene No. 63515 

Start 9928 

Name OJ990129_01 . 9917 . C39 . o2 . ts 

Start 9968 

GI none 

Exons 9968.. 10048, 9968.. 10048, 9970.. 10056, 10216 .. 10395 , 
10219. .10338 



Seq. ID OJ990129_01.9917.C39 
Strand 

End 10401 

Method TBLASTX : Soybean 

End 10395 

Score 122 



Seq. No. 30721 

Gene No. 63515 

Start 9928 

Name OJ990129_01 . 9917 . C39 . o2 . tc 

Start 10216 

GI none 

Exons 10216. . 10401, 10228. .10401 

Seq. No. 30722 .. ' . 

Gene. No. 63516 

Start 96 

Name OJ990129_01 . 9917 . C4 0 . ol . gs 

Start 96 

GI none 

Exons 96.. 227, 229.. 581 

Seq. No. 30722 

Gene No. 63517 

Start 1 

Name OJ990129_01 . 9917 . C40 . ol . gp 

Start 1 

GI none 

Exons 1. .91 



Seq. ID OJ990129_01.9917.C39 
Strand 

End 10401 

Method TBLASTX : Cress 

End 10401 

Score 241 



Seq. ID , OJ990129_01.'9917'.C40 

Strand + 

End 581 

Method GENSCAN 

End 581 

Score .53 



Seq. ID OJ990129_01.9917.C40 

Strand 

End 91 

Method AAT/GAP 

End 91 

Score 143 



30642 



Seq. No. 30723 Seq. ID 

Gene No. 63518 Strand 

Start 262 End 

Name . OJ990129_01 . 9917 . C42 . ol . gp Method 

Start 262 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 262 . . 380 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990129_01.9917.C42 
+ 

380 

AAT/GAP 

380 

176 



OJ990709 07. 9919. CI 



Seq. No. 30724 Seq. ID 

Gene No. 63519 Strand - ~ 

Start 1 End 593 

Name OJ990709_07 . 9919 . CI . ol . np Method AAT/NAP 

Start 1 End 593 

GI 6815062 Score 1055 

Exons 1. .593 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 30725 Seq. ID OJ990709__07 . 9919 . C2 

Gene No. 63520 Strand + 

Start ■ 148 End 5170 

Name OJ990709_07 . 9919 . C2 . ol . gs Method GENSCAN 

Start ^ 148 " - End 3236 

GI none Score .54 

Exons 148. .413, 1469. .1593, 1657. .1783, 2095. .2167, 2202. .2317, 
2539.. 2677, 3162.. 3236 



Seq. No. 30725 Seq. ID 

Gene No. 63520 Strand 

Start 148 End 

Name OJ990709_07 . 9919 . C2 . ol . np Method 

Start 2087 '■* End 

GI 5922623 Score 

Exons 2087. .2194, 2573. .2692, 2860. .2936, 4512. .4550 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856|dbj | BAA85199. 1 | (AP000570) hypothetical protein 
[Oryza sativa] , ....... 



OJ990709_07 . 9919. C2 
+ 

5170 
AAT/NAP 
4550 
215 



Seq. No. 


30725 








Seq. ID 


OJ990709 


_07 


9919 


,C2 


Gene No. 


63520 








Strand 


+ 








Start 


148 








End 


5170 








Name 


OJ990709 07 


.9919 


.C2.o2 


gs 


Method 


GENSCAN 








Start 


3649 






End 


5146 








GI 


none 








Score ■ 


. 9 








Exons 


3649. .4910, 


5005 


.5146 














Seq. No. 


30725 








Seq. ID 


OJ990709_ 


_07. 


9919 


.C2 


Gene No. 


63520 








Strand 


+ 








Start 


148 








End 


5170 








Name 






. oz . 


np 


Method 


AAT/NAP 








Start 


3649 








End 


5170 








GI 


6907089 








Score 


2380 









30643 




Exons 3649.. 4910, 5005.. 5170 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


30726 


Seq. ID 


OJ990709 07.9919 


. C3 


Gene No. 


63521 


Strand 


+ ~~ 




Start 


167 


End 


1404 




Name 


OJ990709 07.9919.C3.ol.gs 


Method 


GENSCAN 




Start 


167 


End 


1404 




GI 


none 


Score 


.89 




Exons 


167.. 627, 676.. 1000, 1060.. 


1404 






Seq. No. 


30726 


Seq. ID 


OJ990709_07.9919 


.C3 


Gene No. 


63522 


Strand 


+ 




Start 


8762 


End 


9611 




Name 


OJ990709 07.9919.C3.o2.np 


Method 


AAT/NAP 




Start 


8762 


End 


9611 




GI 


5922623 


Score 


213 




Exons 


8762. .8869, 9248. .9367, 9535. .9611 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


l sativa] 






gil 6016856 |dbj IBAA85199.1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


30726 


Seq. ID 


OJ990709_07.9919 


.C3 


Gene No . 


63523 


Strand 


+ 




Start 


11729 


End 


11954 




Name 


OJ990709 07.9919.C3.o3.gs 


Method 


GENSCAN 




Start 


11729 


End 


11954 




GI 


none 


Score 


.46 




Exons 


11729. .11820, 11822. .11954 








Seq. No. 


30726 


Seq. ID 


OJ990709JD7.9919 


.C3 


Gene No. 


63524 


Strand 


+ 




Start 


12228 


End 


15897 




Name 


OJ990709 07.9919.C3.o3.np 


Method 


AAT/NAP 




Start 


12228 


End 


15897 




GI 


5922620 


Score 


724 




Exons 


12228. .12365, 12 698 12722 , 


13359. .13396, 1368 9. .1384 7, 






13895. .14071, 14108. .14152, 


14369. . 14 4 08, 15767. .158 97 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi | 6016853 |dbj IBAA85196. 1 | 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region, of 


the predicted gene^; hypothetica 




protein [Oryza sativa] 








Seq. No. 


30726 


Seq. ID 


OJ990709_07.9919 


.C3 


Gene No. 


63525 


Strand 


+ 




Start 


16177 


End 


16325 




Name 


OJ990709 07. 9919 . C3 . o5 . gs 


Method 


GENSCAN 




Start 


16177 


End 


16325 




GI 


none 


Score 


.85 




Exons 


16177. .16219, 16237. .16325 








Seq. No. 


30726 


Seq. ID 


OJ990709_07. 9919 


C3 


Gene No. 


63526 


Strand 


+ 




O -1 . 

<J t_ClJ_ l_ 


1 /-m r 


End 


17598 




Name 


OJ990709 07. 9919 . C3 . 06 . gs 


Method 


GENSCAN 




Start 


16915 


End 


17598 





30644 



GI 

Exons 



none 

16915. .17598 



Score 



.83 



Seq. No. 30726 Seq. ID OJ990709_07 . 991 9 . C3 

Gene No. 63527 Strand + 

Start 20168 End 20268 

Name OJ990709_07 . 991 9 . C3 . o2 . gp Method AAT/GAP 

Start 20168 End 20268 

GI LIB3477-003-P1-K1-E9 Score 121 

Exons 20168. .20268 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 30726 Seq. ID 

Gene No. 63528 Strand 

Start ' 21532 End 

Name OJ990709_07 . 991 9 . C3 . o7 . gs Method 

Start 21532 ' End 

GI none Score 

Exons 21532. .22032 



OJ990709_07.9919.C3 
+ 

22032 
GENSCAN 
22032 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30726 
63529 
2528 - 

OJ990709_07. 991 9 . C3 . o2 ..gs 

2528 ' 

none 



Seq. ID OJ990709 07. 9919. C3 



Strand 
End 

Method 

End 

Score 



9249 
GENSCAN 
9249 
.52 



2528. .5044, 5211. .6257, 6321. .8729, 8759. .8863, 9193. .9249 



30726 
63529 
2528 

OJ990709_07. 9919 . C3 . ol . np 
2531 
6498441 
2531. .2812, 
5884 . . 6257, 



2906.. 4303, 4475 
6321.. 6784, 7115 



GI Descrip. (AP000815) EST C7278 6 {E2258 ) 



Seq. ID OJ990709_07.9919.C3 
Strand 

End 9249 
Method AAT/NAP 
End 8179 
Score 6982 

.4864, 5058. .5391, 5566. .5700, 

,8179 

corresponds to a region of the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



■30726 ' . • -Seq. -ID. 

63530 Strand 
16036 End 
OJ990709_07 . 9919 . C3 . o4 . np Method 
16036 End 
6630699 Score 
16036. .16115, 17359. .17380 - 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990709_07.9919.C3 

17380 
AAT/NAP 
17380 
72 



Start 
Name 



30726 

i r -i 

27684 

OJ990709 07.9919.C3.o5.tm 



Seq. ID 

Strand 

End 

Method 



OJ990709_07.9919.C3 
32089 

TBLASTX: Maize 



30645 




Start 


2525 






End 


2671 




GI 


none 






Score 


126 




Exons 


2525 . .2671, 


2532 


. .2666 








Seq. No. 


30726 






Seq. ID 


OJ990709_07.9919 


.C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 




Name 


OJ990709 07, 


9919 


. C3 . 06 . tw 


Method 


TBLASTX: Wheat 




Start 


2540 ~~ 






End 


3142 




GI 


none 






Score 


77 




Exons 


2540 . . 2665, 


2544 


. .2666, 2693. 


.2734, 2\ 


358. .3142, 2859. .3137 


Seq. No. 


30726 






Seq. ID 


OJ990709JD7.9919 


.C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 




Name 


OJ990709 07. 


9919 


. C3 . o4 . tw 


Method 


TBLASTX: Wheat 




Start 


3143 ~ 






End 


3524 




GI 


none 






Score 


168 




Exons 


3143. . 3523, 


3174 


. . 3422, 3182 . 


.3520, 3468.-3524 




Seq. No. 


30726 






Seq. ID 


OJ990709_07. 9919 


.C3 


Gene No. 


63531 






Strand 


- 




Start 


27684 






End 


32089 




Name 


OJ990709 07. 


9919 


C3 o3 tm 


Method 


TBLASTX: Maize 




Start 


3329 ~ 






End 


3661 




GI 


none 






Score 


93 




Exons 


3329. . 3535, 


3338 


. . 3661, 3351 . 


.3632 






Seq. No. 


30726 






Seq. ID 


OJ990709_07.9919 


.C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 




Name 


OJ990709 07. 


9919 


. C3 . 08 . tw 


Method 


TBLASTX: Wheat 




Start 


3854 ~~ 






End 


4166 




GI 


none 






Score 


67 




Exons 


3854 . .4114, 


3990 


. .4166 








Seq. No. 


30726 






Seq. ID 


OJ990709_07.9919 


C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 




Name 


OJ990709 07. 


9919 


.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3914 ~~ 






End 


4480 




GI. 


5666795 






Score 


68 * 




Exons 


3914 . . 4114, 


4169 


. .4306, 4382. 


.4480 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


30726 






Seq. ID 


OJ990709_07. 9919. 


C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 




Name 


OJ990709 07. 


9919 


. C3.o5.tw .. 


Method 


TBLASTX: Wheat 




Start 


4169 ~ 






End 


7630 




GI 


none 






Score 


88 




Exons 


4169. .4318, 


4170 


.4307, 4352. 


.4603, 4353. .4538, 4373. .4627, 




7577. .7630 












Seq. No. 


30726 






Seq. ID 


OJ990709_07.9919. 


C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 





30646 



Name 

Start 

GI 

Exons 



OJ990709_07.9919.C3.ol.ts Method 

5229 End 

none Score 
5229. .5630, 5440. .5583 



Seq. No. 30726 Seq.. ID 

Gene No. 63531 Strand 

Start 27 68 4 End 

Name OJ990709_07 . 9919 . C3 . o2 . tw Method 

Start 5259 End 

GI none Score 

Exons 5259.. 5678, 5266.. 5580 



TBLASTX : Soybean 

5630 

90 



OJ990709_07. 9919.C3 
32089 

TBLASTX: Wheat 

5678 

265 



Seq. No. 30726 Seq. ID 

Gene No. 63531 Strand 

Start 27684 End 

Name OJ990709J57 . 9919 . C3 . o2 . tm Method 

Start 5352 End 

GI none Score 

Exons 5352.. 5735, 5371.. 5592, 5650.. 5736 



OJ990709_07.9919.C3 
32089 

TBLASTX: Maize 

5736 

172 



Seq. No. 


30726 








Seq. ID 


OJ990709_07 . 9919 


.C3 


Gene No. 


63531 








Strand 






Start 


27684 








End 


32089 




Name 


OJ990709 07 


.9919. 


C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5763 








End 


6119 




GI 


none 








Score 


116 




Exons 


• 5763. .6068, 


5763. 


.6119, 


5773. 


.6084 






Seq. No. 


30726 








Seq. ID 


OJ990709_07. 9919 


C3 


Gene No. 


63531 








Strand 






Start 


27684 








End 


32089 




Name 


OJ990709 07 


9919. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5787 








End 


6249 




GI 


none 








Score 


222 




Exons 


5787. .6248, 


5793. 


.6248, 


5794. 


.6249 






Seq. No. 


30726 








Seq. ID 


OJ990709_07 . 9919. 


C3 


Gene No. 


63531 








Strand 






Start 


27684 








End 


32089 




Name 


OJ990709 07. 


9919. 


C3.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5844 








" End 


6209 




GI 


none 








Score 


118 




Exons 


5844. .5978, 


5985. 


.6209 











Seq. No. 


30726 






Seq. ID 


OJ990709_07.9919 


C3 


Gene No. 


63531 






Strand 






Start 


27684 






End 


32089 




Name 


OJ990709 07 


.9919 v C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6414 






End 


6900 




GI 


none 






Score 


162 




Exons 


6414 . . 6899, 


6445. . 6705, 


6450. 


.6848, 6727. .6900 




Seq. No. 


30726 






Seq. ID 


OJ990709_07.9919. 


C3 


CcnG No 


/T O C O 1 
J J± 






S crand 






Start 


27684 






End 


32089 




Name 


OJ990709_07. 


9919.C3.o7". 


tw 


Method 


TBLASTX: Wheat 





30647 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7638 
none 

7638. .7895, 7672. .7911, 787£ 

30726 
63531 
27684 

OJ990709__07. 9919.C3.o4 ,tm 

7740 

none 

7740. .7988, 7741. .8025 



End 8030 

Score 95 
.7976, 7879. .7971, 7983.. 8030 

Seq. ID OJ990709_07. 9919.C3 
Strand 

End 32089 

Method TBLASTX : Maize 

End 8025 

Score 92 



30726 
63531 
27684 

OJ990709_07 . 991 9 . C3 . o5 . np 
27684 
6751696 

27684. .27833, 28018 28257 , 
31289. .31488, 31934. .32089 
(AC018908) hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_07.9919.C3 

32089 
AAT/NAP 
32089 
126 



28329. .28465, 31074 31201, 



OJ990709_07.9919.C4 

193 

AAT/NAP 

193 

68 



30727 ' Seq. ID 

63532 • Strand 

1 End 
OJ990709_07 . 991 9 . C4 . ol . np Method 
1 End < 

3929365 Score 
1. .193 

RING-INFECTED ERYTHROCYTE SURFACE ANTIGEN gi | 102368 | pir | | S2134 2 
ring-infected erythrocyte surface antigen - Plasmodium 
falciparum (fragment) gi | 9959 | emb | CAA38 918 | (X55124) 
ring-infected erythrocyte surface antigen [Plasmodium 
falciparum] 



Seq. No. 


30727 






Seq. ID 


OJ990709_ 


_07 


.9919 


.C4 


Gene No. 


63533 






Strand 










Start 


110 






End 


538 








Name 


OJ990709 07. 9919. C4 


.ol 


.gs 


Method 


GENSCAN 








Start 


110 . 






End 


538 








GI 


none 






Score 


.53 








Exons 


110. .538 
















Seq. No. 


30728 






Seq. ID 


OJ990709 


_07 


. 9919 


.C7 


Gene No. 


63534 






Strand 


+ 








Start 


148 






End 


365 








Name 


OJ990709 07. 9919. C7 


.ol 


.gs 


Method 


GENSCAN 








Start 


148 




End 


365 








GI 


none .. 






Score 


.96 








Exons 


148. .365 
















Seq. No. 


30729 






Seq. ID 


OJ990709 


07 


.9919 


.C8 


Gene No. 


63535 






Strand 


+ 








Start 


844 






End 


936 








Name 


uuyyu /uy u / . yyiy .u« 


.ol 


.gp 


Method 


AAT/GAP 








Start 


844 






End 


936 








GI 


uC-osf Icyp022c06b2 






Score 


142 









30648 




Exons 844.-936 

GI Descrip. 1 5042437/gb | AC00778 9 . 1 | AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 


30729 






Sea ID 


OJ990709 


07 


9919 




Gene No . 


63536 






Strand 


+ 








Start 


1863 






End 


4567 








Name 


OJ990709 07 


. 9919 


. C8 . ol . gs 


Method 


GEN SCAN 








Start 


1863 ~ 






End 


2456 








GI 


none 






Score 


.76 








Exons 


1863. .1980, 


2323 


. .2456 












Seq. No. 


30729 






Seq. ID 


OJ990709_ 


_07, 


9919 


,C8 


Gene No. 


63536 






Strand 


+ 








Start 


1863 






End 


4567 








Name 


OJ990709 07 


.9919 


.C8.o2.np 


Method 


AAT/NAP 








Start 


1954 ~~ 






End 


4567 








GI 


4539658 






Score 


80 








Exons 


1954. .2003, 


3307 


..3426, 4420 


.4567 










GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein 


[Sorghum 




bicolor ] 
















Seq. No. 


30729 






Qorr T H 
Ocl|. ± L) 




u / . 


QQ1 Q 
y y X y 




qqxiq No.* 


63537 






Of r^nH 










Start 


4421 






PnH 


A A Q1 

4 4 5 X 








Name 


OJ990709 07 


QQ1 Q 














Start 


4421 






End 


'4491 








GI 


none 






Score 


.48 








Exons 


4421 . .4491 
















Seq. No. 


30730 






C on T pi 




u / . 


QQ1 Q 

y y ± y 


u y 


Gene No . 


63538 






Strand 


+ 








Start 


869 






End 


2474 








Name 


OJ990709 07 


.9919 


.C9. ol.gs 


Method 


GENSCAN 








Start 


869 






End 


2474 








GI 


none 






Score 


.48 








Exons 


869 . . 1050, 


1258 . 


.1465, 2424.. 


2474 _ 










Seq. No. 


30730 






Seq. ID 


OJ990709_ 


_07. 


9919. 


C9 


Gene No . 


63539 






Strand 










Start 


3483 






End 


6801 








Name 


OJ990709 07' 


.9919 


C9.o2.gs 


Method' 


GENSCAN 








Start 


3483 ' 






' End. 


6801 








GI 


none 






Score 


.85 . - 








Exons 


3483. . 4063, 


6789 


.6801 












Seq. No. 


30730 






Seq. ID 


OJ990709_ 


07. 


9919. 


C9 


Gene No. 


63540 






Strand 










Start ... 


9435 






End 


11855 








Name 


OJ990709 07 


.9919. 


C9.o3.gs 


Method 


GENSCAN 








Start 


9435 




End 


9899 








GI 


none 






Score 


.98 








Exons 


9435. . 9899 
















Seq : No. 


30730 






Seq. ID 


OJ990/U9 


07. 


9919. 


C9 


Gene No. 


63540 






Strand 










Start 


9435 






End 


11855 









30649 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990709_07. 9919 . C9 . ol . np Method AAT/NAP 

9494 End 11855 

5922634 ' Score 72 

9494..9739, 11591 .. 11689, 11763. .11855 

(AP000492) hypothetical protein [Oryza sativa] 
gi|6016867|dbjjBAA85210.1| (AP000570) hypothetical protein 
' [Oryza sativa] 



30730 Seq. ID 

63541 Strand 

12817 End 

OJ990709_07 . 9919 . C9 . o4 . gs Method 

12817 End 

none Score 



OJ990709_07. 9919.C9 

15406 
GENSCAN 
15406 
.55 



12817. .12895, 13221 13362, 14 121 .. 14255, 15226. .15406 



30731 Seq. ID 

63542 Strand 

1474 End 
OJ990709_07. 9919. C10. o2.gs Method 

1474 End 

none Score 

1474. .1484, 1803. .2154 



OJ990709_07. 9919. C10 
+ 

2154 
GENSCAN 
2154 
.58 



OJ990709JD7. 9919. C10 
+ 

10337 
AAT/GAP 
10337 
2773 



30731 - Seq. ID 

63543 Strand 
8913 . End 

OJ990709JD7 . 9919 . C10 . ol . gp Method 
"8913 End 
1275_1.R1084 Score 
8913. .10337 

f 231610/sp| P29790 | ATPG_TOBAC 1.0e-135 ATP SYNTHASE GAMMA CHAIN, 

CHLOROPLAST PRECURSOR >gi_678 8 0_pir PWNTG H+-transport ing ATP 

synthase (EC 3.6.1.34) gamma chain precursor, chloroplast - 
common tobacco >gi_197 85_emb_CAA4 5152_ (X63606) ATP synthase 
(gamma subunit) [Nicotiana tabacum] ' 



Seq. No. 


30731 


Seq. ID 


OJ990709_ 


_07. 9919. 


C10 


Gene No. 


63544 


Strand 


+ 






Start 


19009 


End 


27070 






Name 


OJ990709 07. 9919 . C10 . o3 . np 


Method 


AAT/NAP 






Start " 


19009 


t End * " 


23541 






GI 


4836917 


'Score 


1273 






Exons 


19009. .1914 7, 21736. .23541 










GI Descrip. 


(AC007153) 80099 [Arabidopsis 


thaliana] 








Seq. No. 


30731 


Seq. ID 


OJ990709_ 


_07. 9919. 


C10 


Gene No. 


63544 


Strand 


+ 






Start 


19009 


End 


27070 






Name 


OJ990709 07 . 9919 . C10 . 06 . gs 


Method 


GENSCAN 






Start 


21308 


End 


27070 






GI 


none 


Score 


.84 






Exons 


21308. .21574, 21754 .. 235 63, 26694 .. 26940, 26972. 


.27070 




O ,-v ~ M - 


-i r\ -t 
JU / Jl 


Seq. ID 


OJ990709_ 


_07.9919. 


C10 


Gene No. 


63545 


Strand 








Start 


9 


End 


1279 







30650 



Name 


OJ990709 07. 


9919. C10. ol.gs 


Method 


GENSCAN 






Start 


9 ~ 




End 


1279 






GI 


none 




Score 


. 74 






Exons 


9. .178, 276. 


.401, 894 . . 940, 


1140 . . 1279 








Seq. No. 


30731 




Seq. ID 


OJ990709_ 


07. 9919. 


C10 


Gene No. 


63546 




Strand 




- 




Start 


3321 




End 


3809 " 






Name 


OJ990709 07. 


9919. C10. o3.gs 


Method 


GENSCAN 






Start 


3321 




End 


3809 






GI 


none 




Score 


. 95 






Exons 


3321. .3809 












Seq. No. 


30731 




Seq. ID 


OJ990709__ 


07. 9919. 


C10 


Gene No. 


63547 




Strand 








Start 


4670 




End 


6282 






Name 


OJ990709 07. 


9919. C10. o4 . gs 


Method 


GENSCAN 






Start 


4670 




End 


6282 






GI 


none 




Score 


.46 






Exons 


4670. .4687, 


5050. .5122, 5998 


. .6111, 6137. .6282 






Seq. No. 


30731 




Seq. ID 


OJ990709_ 


07 . 9919. 


C10 


Gene No. 


63548 




Strand 








Start 


7673 




End 


20914 






Name 


OJ990709 07. 


9919. C10. o5.gs 


Method 


GENSCAN 






Start 


7673 




End 


20914 






GI 


none 




Score 


.42 






Exons 


7673. .8397, 


8509.. 8704, 9191 


. .10351, 11415. .1203 


8, 12195 


12693, 




12779. .13287 


, 13756. . 13820, 


15490. . 15610, 17505. 


. 17588 , 






18334. .18584, 19278 .. 1 937 1 , 


19452. . 19693, 20596. 


.20914 




Seq. No. 


30731 




Seq. ID 


OJ990709_ 


07.9919. 


C10 


Gene No. 


63548 




Strand 








Start 


7673 




End 


20914 






Name 


OJ990709 07. 


9919. C10. ol.np 


Method 


AAT/NAP 






Start 


9167 




End 


10285 






GI 


231610 




Score 


1289 







Exons 9167.. 10285 

GI Descrip. ATP SYNTHASE GAMMA CHAIN, CHLOROPLAST PRECURSOR 

gi I 67880 Ipir | | PWNTG H+-transporting ATP synthase (EC 
gamma chain precursor, chloroplast - common tobacco 
■ gi| 19785|emb|CAA45152r (X63606) ATP synthase (gamma 
[Nicotiana tabacum]. • " 



3.6.1.34) 

subunit ) 



Seq. No. 


30731 




Seq. ID 


OJ990709_ 


Gene No. 


63548 




Strand 




Start 


7673 




End 


20914 


Name 


OJ990709 07. 9919. C10 


,o2.gp 


Method 


AAT/GAP 


Start 


12198 




End 


12832 


GI 


none 




Score 


1032 


Exons 


12198. .12693, 12779. 


.12832 






Seq. No. 


30731 




Seq. ID 


OJ990709_ 


Gene No. 


63548 




Strand 




o j .u 

o L.ai L 


7 67 3 




End 


20914 


Name 


OJ990709 07. 9919. C10 


. o2 .np 


Method 


AAT/NAP 


Start 


15462 




End 


19742 



30651 




GI 


3831454 


Score 


646 




Exons 


15462. .15610, 16638. .16724, 17505 .. 17588, 19273 19371, 






19452. .19742 








GI Descrip. 


(AC005700) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30731 


Seq. ID 


OJ990709_07. 9919 


.C10 


Gene No. 


63549 


Strand 


- 




Start 


26807 


End 


27133 




Name 


OJ990709 07. 9919 . C10 . ol . tm 


Method 


TBLASTX: Maize 




Start 


9167 


End 


10247 




GI 


none 


Score 


1091 




Exons 


9167. .10144, 9168. .10142, 10203. .10247 






Seq. No. 


30731 


Seq. ID 


OJ990709_07. 9919 


.C10 


Gene No. 


63549 


Strand 






Start 


26807 


End 


27133 




Name 


OJ990709 07. 9919 . C10 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


9170 


End 


10141 




GI 


none 


Score 


105 




Exons 


9170. .10141, 9171. .9257, 9345 


. . 9917, 9972. . 10136 




Seq. No. 


30731 


Seq. ID 


OJ990709_07. 9919, 


.C10 


Gene No. 


63549 


Strand 






Start 


26807 


End 


27133 




Name 


OJ990709 07. 9919 . C10 . o2 . tc 


Method 


TBLASTX: Cress 




Start 


9173 


End 


9583 




GI 


none 


Score 


79 




Exons 


9173.. 9583, 9174.. 9257, 9345. 


.9572 






Seq. No. 


30731 


Seq. ID 


OJ990709_07. 9919. 


.C10 


Gene No. 


63549 


Strand 






Start 


26807 


End 


27133 




Name 


OJ990709 07. 9919.C10.ol. tc 


Method 


TBLASTX: Cress 




Start 


9584 


End 


10141 




GI 


none 


Score 


193 




Exons 


9584. .9655, 9656. .10141, 9690, 


..9917, 9972. .10133 




Seq. No. 


30731 


Seq. ID 


OJ990709_07. 9919. 


C10 


Gene No. 


63549 


Strand 






Start 


26807 


End 


27133 




Name 


OJ990709 07. 9919 . C10 . o4 . ts 


Method 


TBLASTX : Soybean 




Start ' ' 


11356 


End ; 


11528 




GI • ■ . ' ' ^ 


none •••...*■ 


Score 


105 




Exons 


11356. .11523, 11358. .11528 








Seq. No. 


30731 


Seq. ID 


OJ990709_07. 9919. 


C10 


Gene No. 


63549 


Strand 






Start 


26807 


End 


27133 




Name 


• OJ990709 07.9919.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11406 


End 


11725 




GI 


none 


Score 


228 




Exons 


11406. .11621, 11407. .11607, 11636. .11725 




Seq. No. 


30731 


Seq. ID 


OJ990709_07 . 9919. 


C10 


Gene Nu . 


6354 9 


Strand 






Start 


26807 


End 


27133 




Name 


OJ990709 07.9919.C10.o4.tm 


Method 


TBLASTX: Maize 





30652 



Start 


114 94 








GI 


none 








Exons 


11494 . 


. 11523, 


11511 . 


. 11639, 




11832. 


.12044, 


11835. 


. 12041, 




12180. 


.12290, 


12189. 


. 12290, 


Seq. No. 


30731 








Gene No. 


63549 








Start 


26807 








Name 


OJ990709 07. 9919. CIO 


,o3. ts 


Start 


12411 








GI 


none 








Exons 


12411. 


.12452, 


12412. 


. 12450, 




12525. 


.12590, 


12564. 


. 12671, 


Seq. No. 


30731 








Gene No. 


63549 








Start 


26807 








Name 


OJ990709 07. 9919. C10 


o4 . tc 


Start 


12829 








GI 


none 








Exons 


12829. 


.13167, 


12851. 


13015, 


Seq. No. 


30731 








Gene No. 


63549 








Start 


26807 








Name 


OJ990709 07. 9919. C10. 


o3 . tm 


Start 


12971 








GI 


none 








Exons 


12971. 


.13288, 


12973. . 


13293, 




13507. 


.13557, 


13518. . 


13559 


Seq. No. 


30731 








Gene No . 


63549 








Start 


26807 








Name 


OJ990709 07. 9919. C10. 


o2 . ts 


Start 


22018 








GI 


none 








Exons 


22018. 


.22056, 


■22060. . 


22149, 




22153. 


.22902", 


22305. . 


22880, 




22480. 


.23301, 


22555. . 


23418, 




22794. 


.23036, 


22897. . 


23079, 




23134.' 


.23241, 


23194. *V23292, 


Seq. No. 


30731 








Gene No . 


63549 








Start 


26807 








Name 


OJ990709 07. 9919. C10. 


o3 . tc 


Start 


22060 








GI 


none 








Exons 


22060. 


.22137, 


22140. . 


22295, 




22153. 


.22503, 


22153. . 


22320, 




22266. 


.22514, 


22309. . 


22530, 




22438. 


.22641, 


22453. . 


22818, 




22581 . 


. 22650, 


22615. . 


22/31, 




22654 . 


.23049, 


22674. . 


23033, 




22786. 


.23127, 


22825. . 


23067, 



End 
Score 



12291 
48 



Seq. ID OJ990709_07. 9919. C10 
Strand 
End 

Method 
End 
Score 



27133 

TBLASTX: Soybean 

12672 

40 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709_07. 9919. C10 
27133 

TBLASTX: Cress 

13167 

67 



OJ990709J37. 9919. C10 
27133 

TBLASTX : Maize 

13560 

300 

58, 13507. .13560, 



OJ990709 07. 9919. C10 



27133 

TBLASTX : Soybean 
23433 
38 

22569, 22152. .22397, 
22508, 22378 . .23229, 
22916, 22584. .22889, 
23022, 23116. .23238, 



Seq. ID OJ990709_07. 9919. C10 
Strand 

End 27133 

Method TBLASTX : Cress 

End 23517 

Score 56 
22150. .224 01, 22153. .22227, 
22206. .22508, 22207. .22611, 
22320. .22502, 22366 .. 22713, 
22510. .22722, 22522 .. 22 917 , 
22636. .22842, 2264 4 .. 22829, 
22741. .22947, 22753 .. 22932, 
22873. .23238, 22888 .. 23130, 



30653 



22930. .23172, 22966 .. 23337 , 23014 23265, 2304 4 23442, 
23170. .23382, 23185 23517 , 23185 234 45, 23197. .23265 



Seq. No. 30731 
Gene No. 63549 
Start 26807 

Name OJ990709_07 . 9919-. CIO . o2 . tm 

Start 22153 
GI none 
Exons 22153. 

22402. 

22612. 

22822. 



,22344, 22297. 

.22803, 22507. 

,23016, 22716. 

,23226, 22822. 

23032. .23433, 23203. 



.22695, 
.22926, 
.23036, 
.23226, 
.23478, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22302 

22585 

22717 

22927 

23214 



OJ990709 07. 9919. C10 



27133 

TBLASTX: Maize 
23478 
95 

22508, 22375.-22449, 
22842, 22611. .22841, 
23118, 22821. .23225, 
23328, 22999.-23289, 
23291, 23218.. 23292 



Seq. No. 30731 Seq. ID OJ990709_07 . 9919 . C10 

Gene No. 63549 Strand 

Start 26807 End 27133 

Name OJ990709_07 . 991 9 . C10 . o4 . np Method AAT/NAP 

Start 26807 End 27133 

GI 6815062 Score 276 

Exons 26807. .26922, 27035.. 27133 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 30732 

Gene No. 63550 

Start 231 

Name OJ990709_07 . 9919 . Cll . ol . gs 

Start 231 

GI none 

Exons 231.. 570, 648.. 746, 828 
1783. .2180, 2275. .2545, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1173, 1217 
2817. .2888 



OJ990709_07. 9919. Cll 

2918 
GENSCAN 
2888 
.71 

1422, 1515. .1706, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30732 Seq. ID 

63550 Strand 

231 ■ • End 

OJ990709_07. 9919 . Cll . ol . np Method 

231 End 

6815062 Score 



OJ990709 07. 9919. Cll 



2918 
AAT/NAP 
2918 
3241 
1422, 1515, 



1706, 



231. .570, 648. .746, 828.. 1173, 1217, 
1783. .2180/'2275. .2545, 28i7.. 2.918 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 30732 Seq. ID 

Gene No. 63550 Strand 

Start 231 End 

Name OJ990709_07 . 9919 . Cll . ol . tm Method 

Start 487 End 

GI none Score 

Exons 487.. 585, 828.. 1124, 1216.. 1242, 1249. 



OJ990709_07. 9919. Cll 

s *2'918 
TBLASTX: Maize 
1951 
67 

. 1416, 1268. .1366, 



iz/u-.i-iiD, I49/..Ib/4, IbU4. 
1787. .1951 



1625, 1647. .1718, 1780. .1950, 



30654 



Seq. No. 30732 Seq. ID 

Gene No. 63550 Strand 

Start 231 End 

Name OJ9907 09_07 . 991 9 . Cll . o2 . tm Method 

Start 1954 End 

GI none Score 

Exons 1954.. 2049, 1958.. 2053, 2059.. 2088, 2083.. 2190, 2105.. 2191, 

2252.. 2437, 2259.. 2435 



OJ990709_07. 9919. Cll 
2918 

TBLASTX: Maize 

2437 

57 



Seq. No. 30733 Seq. ID OJ990709_07 . 9919 . C12 

Gene No. 63551 Strand 

Start 1 End 471 

Name OJ990709_07 . 991 9 . C12 . ol . np Method AAT/NAP 

Start 1 End 471 

GI 6815062 Score 776 

Exons 1 . .471 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



o e q . in o . 


jU / J J 






Seq. ID 


OJ990709_07. 9919. 


C12 


bene ino . 








Strand 








1 






End 


471 




Name 


\jo y j u / u y u / 


.9919.C12.ol 


. tm 


Method 


TBLASTX: Maize 




OLdiL 


1 
1 






End 


430 




w J- 


none 






Score 


160 




Exons 


1..252, 8.. 


253, 271. .426, 305 


. .430 






Seq. No. 


30734 






Seq. ID 


OJ990709_07. 9919. 


C14 


Gene No. 


63552 






Strand 


+ 




Start 


2498 






End 


6693 




Name 


OJ990709 07 


. 9919.C14 .o2 


.np 


Method 


AAT/NAP 




Start 


2498 






End 


6693 




GI 


6554480 






Score 


62 




Exons 


2498. .2554, 


3867. .4224, 


4252. 


.4419, 4450. .4514, 6592. .6693 


GI Descrip. 


(AC012394) 


hypothetical 


protein [Arabidopsis thaliana] 




..Seq. No. 


30734 






Seq. ID 


OJ990709_07. 9919. 


C14 


Gene No. 


63552 






Strand 


+ 




Start 


2498 






End 


6693 




Name 


OJ990709 07 


.9919.C14.o2 


.gs 


Method 


GENSCAN 




Start " 


3714 






End 


4461 - " 




GI . 


. none 






Score 


.89 




Exons 


3714. .3996, 


4154. .4461 










Seq. No. 


30734 






Seq. ID 


OJ990709J37. 9919. 


C14 


Gene No. 


63552 






Strand 


+ 




Start 


2498 






End 


6693 




Name 


OJ990709 07 


.9919.C14.o3 


.np 


Method 


AAT/NAP 




Start 


5302 






End 


6693 ' 




GI 


6907088 






Score 


729 




Exons 


5302. .5439, 


5615. .5852, 


6348. 


.6693 







GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



oeq. wo. 

Gene No. 
Start 



63553 
118 



Seq. ID 

Strand 

End 



OJ990709 07.9919.C14 



3013 



30655 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ9907 09_07 . 9919 . C14 . ol . np Method AAT/NAP 
118 End 768 

4586038 Score 256 

118. .534, 677. .768 

(AC007109) putative heat shock protein [Arabidopsis thaliana] 



30734 
63553 
118 

OJ990709_07. 9919.C14 .ol.gs 

244 

none 



Seq. ID OJ990709_07.9919.,C14 
Strand 

End 3013 

Method GENSCAN 

End 3013 

Score .66 



244. .544, 684. .841, 936. .1470, 2594. .2750, 2959. .3013 



OcCj. IN O . 


"307 "34 

JU / -3fi 




Con T H 

oeq . xv 


n TQomnQ ni qqi q 
ujyyu/uy u/.yy±y 


C* 1 A 


C d t*i a NT /-\ 

bene lno . 


0 OOD4 




Strand 






Start 


4484 




End 


6571 




Name 


OJ990709_07.9919.C14 


. ol . tm 


Method 


TBLASTX: Maize 






1 no 




IliUU 


^ 9 s 

3 Z O 




r t 


none 




Score 


9 1 Q 
Z 1 y 




TP \r s-\ r*i 

Lxons 


Iflfi 904 917 R9ff 
1UU . . Z U 4 , Z ± / . . 3Z O 










0 e q . in 0 . 


jU / J4 




Oft/-, t n 

oeq. iu 


nTQQmno m qqi q 

uj y y u / u y u/.yyiy 


. LI 4 


bene ino . 






Strand 






C -1 , v- -f- 

btart 


4 4 0 4 




Lna 


DO / 1 




Name • 


OJ990709 07.9919.C14 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


115 




End 


532 




GI 


none 




Score 


46 




Exons 


115. .204, 217. .528, 


238. .402, 


458. .532 






Seq. No. 


30734 




Seq. ID 


OJ990709_07.9919 


.C14 


Gene No. 


63554 




Strand 






Start 


4484 




End 


6571 




Name 


OJ990709 07.9919.C14 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


121 




End 


507 




GI 


none 




Score 


210 




Exons 


121. .204, 217. .507 










Seq. No. 


30734 




Seq. ID 


OJ990709_07.9919 


.C14 


Gene No. 


63554 




Strand 






Start 


4484 




End 


6571 




Name 


OJ990709 07.9919.C14 


.ol.gp . 


Method 


AAT/GAP 




Start ' 


4484 " 




End - 


4984 • 




GI 


38782 1.R1084 




Score 


748 




Exons 


4484. .4984 











GI Descrip. ' 606964 3/dbj | AP00061 6 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ? 



Seq. No. 30734 Seq. ID OJ99070 9_07 . 991 9 . C14 

Gene No. 63554 Strand 

Start 4484 End 6571 

Name OJ990709_07 . 9919 . C14 . o3 . gs Method GENSCAN 

Start 4778 End 6571 

GI none Score .8 

Exons 4778.. 4851, 5316.. 5457, 6515.. 6571 



Seq. No. 



30735 



Seq. ID OJ990709 07.9919.C15 



30656 




Gene No. 


63555 








Strand 








7 n 








HjilCl 


- 9 R Q 




Name 


n tq QD7 n q m 

Uu y y U f U y V r 


QQ1 Q 

. y y i y . 


lid . 


ol . gs 


Method 








/ u 








tLLlCL 








none 








Score 






IT v An c 
















Con Ma 


JU / JD 








oeq . iu 


u j y y u / u y 


m QQ1 Q 

u / . y y i y 


Gene No # 


63556 








Strand 


+ 




Start 


1 








End 


19"95 




Name 


OJ990709 07 


.9919. 


C16. 


ol . np 


Method 


AAT/NAP 




Start 


1 








End 


781 




GI 


5815436 








Score 


45 




Exons 


1..43, 92.. 


185, 4 


86. . 


570, 736 


. .781 






GI Descrip. 


(AF178772) 


98kDa 


HDM 


allergen 


[ Dermatophagoides 


f arinae 



Seq. No. 


30736 






Seq. ID 


OJ990709_07 


Gene No. 


63556 






Strand 


+ 


Start 


1 






End 


1995 


Name 


OJ990709 


_07. 9919.C16.ol 


• gp 


Method 


AAT/GAP 


Start 


56 






End 


230 


GI 


3107380 






Score 


304 


Exons 


56. .230 










Seq. No. 


30736 






Seq. ID 


OJ990709_07 


Gene No. 


63556 






Strand 


+ 


Start 


1 






End 


1995 


Name 


OJ990709 


_07.9919.C16.ol 


.gs 


Method 


GENSCAN 


Start 


57 






End 


1995 


GI 


none 






Score 


.44 


Exons 


57. .404, 


486. .671, 701. 


.924, 


986. .1171, 


1704. .1995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30737 
63557 
340 

OJ990709_01. 

340 

none 



9919.Cl.ol.gs 



Seq. ID OJ990709_01.9919.C1 

Strand + 

End 6830 

Method GENSCAN 

End 2742 

Score . 41 



340. .559, 1269. .1394, 1917. .2186, 2207. .2742 



30737 



Seq. ID OJ990709 01. 9919. CI 



63557 \ Strand' 

34 0 v • ■ ' End 

OJ9907 09_01. 9919.Cl.o2.np Method 
2192 End 
6069646 Score 
2192. .2303, 6151. .6830 

(AP000616) similar to putative revers.e 
[Oryza sativa] gi | 690,7112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



+ ' 
6830 ' 
AAT/NAP 
6830 
748 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 30737 Seq. ID OJ990709_01 . 9919 . CI 

Gene No. 63558 Strand 

Start 3077 End 6766 

Name OJ990709_01 . 9919 . CI . o2 . gs Method GENSCAN 



30657 




of- art- 


^077 






End 


6766 


<oX 


none 






Score 


.65 


F vAn q 


*3H77 "3907 


^ ^0^ 
jjUj 


. . oDi j/ jyii . 


.4150, 4245. .4301, 4412. .5112 




U 4 . . DOH 3 t 


4 n 

J04U 




.6279, 6320. .6766 




?D7 ^7 






Seq. ID 


OJ990709_01. 9919. CI 




QJJ JO 






Strand 




Start 


3077 






End 


6766 


Name 


OJ990709 01 


. 9919 


.Cl.ol.np 


Method 


AAT/NAP 


O Lai t: • 








End 


5467 


O X 


JDOOOUO 






Score 


1036 


Li AUilO 




jjUj 


..3589, 3685. 


.3803, 3912. .4150, 4245. .4301 




nqc 4 4 ft 9 


4^71 
4 D f X 


..5112, 5204. 


.5467 




f*^ T HpQpr i n 

\JJ X L> t O ^ X X . 


/ Annn7 ri q ^ 

\ f\\~> u u ( j i " / 


PI 

r x o in o 


.20 [Arabidopsis thaliana] 


Seq. No, 


30737 






Seq. ID 


OJ990709_01. 9919. CI 


Gene No. 


63559 






Strand 




J tai L 


1091 s 






End 


12238 




o.tqqo7oq ni 

uu j^u / y j u x 


QQ1 Q 

» .7 _? X _7 


.Cl.o3.tc 


Method 


TBLASTX: Cress 


O U d -L u 


997 R ~~ 






End 


2735 




i hji it: 






Score 


101 




997^ 9"3R9 


9 R4 4 
Z O 4 4 


..2735, 2545. 


.2727 




Seq. No. 


30737 . 






Seq. ID 


OJ990709_01.9919.C1 


Gene No. 


63559' 






Strand 




ouai L 


1 09 1 S 

X ^ X .J 






End 


12238 


Name 




QQ1 Q 


.CI .o3. tm 


Method 


TBLASTX: Maize 


OLdi L 


99ft 4 _ 






End 


2757 


GI 


none 






Score 


109 




99R4 9^R9 


94 fiR 

Z 4 D -J 


..2512, 2470. 


.2526, 2514. .2741, 2515. .2757 


Seq. No. 


30737 






Seq. ID 


OJ990709_01.9919.C1 


Gene No. 


63559 






Strand 




Start 


1 09 1 S 






End 


12238 


Name 


D TQQD70Q 01 


QQ1 Q 
. y X 


Cl.o3.ts 


Method 


TBLASTX: Soybean 


OLdi L 


99ft 4 ~~ 






End 


2750 


O X 


none 






Score 


99 


fr von <=; 


99 ft 4 -9 3S9 


9 S47 

Z. J *i / 


.2750, 2548. 


.2727 




Seq. No. 


30737 






Seq. ID 


OJ990709_0l\ 9919. CI 


Gene No. 


63559 






Strand 




Start 


1 091 S 

x \j c+ x -J 






End 


12238 - ' ■ * ' 


NT 3 m o 


»n.TQQ07nQ ni 


QQ1 Q 


Cl.o2.tw 


-Method 


TBLASTX: Wheat 


OLal L 


9R^Q "~ 
j j j 






End 


2727 


GI 


1 1UIIC 






Score 


216 




9^^Q 9797 


9 R Rn 


.2708 






Seq. No. 


30737 






Seq. ID 


OJ990709__01.9919.C1 


Gene No. 


63559 -j 






Strand 




Start 


1 09 1 S 






End 


12238 


Name 


vju :? y u / u :? UX 


QQ1 Q 

. y y x y . 


Cl.o4.ts . 


Method 


TBLASTX: Soybean 


Start 


3488 






End 


4023 


GI 


none 






Score 


82 


Exons 


3488. .3595, 


3500. 


.3610, 3694. 


.3810, 3710. .3784. 3910. .4023 


Seq. No. 


30737 






Seq. ID 


OJ990709_01.9919.C1 


Gene No. 


63559 






Strand 





30658 



Start 
Name 
Start 
GI 

Exons 



10215 

OJ990709_01.9919.Cl.ol.tc 

3503 
none 

3503.. 3595, 3561.. 3590, 3697, 
3910. .4158, 4058. .4156, 4247. 
4555. .4713, 4556. .4714, 4831. 
5015. .5113, 5201. .5371, 5211. 



End 

Method 

End 

Score 



12238 

TBLASTX: Cress 

5371 

40 



,3810, 3698.. 3784, 3905.. 3955, 

,4300, 4256. .4303, 4398. .4481, 

.4932, 4834. .4944, 5014. .5112, 

,5363 



Seq. No. 30737 
Gene No. 63559 
Start 10215 

Name OJ990709_01 . 9919 . CI . ol . tm 

Start 3688 
GI none 

Exons 3688.. 3852, 3707.. 3784, 3910. 

4398. .4481, 4549. .4656, 4556. 
4834..4932, 5014. .5112, 5018. 



Seq. ID OJ990709_01.9919.C1 
Strand 

End 12238 
Method TBLASTX : Mai ze 
End 5296 
Score 73 

.4158, 4043. .4153, 4250. .4300, 
.4657, 4672. .4713, 4828.-4947, 
.5113, 5201. .5296 



Seq. No. 30737 

Gene No. 63559 

Start 10215 

Name OJ990709_01 . 991 9 . CI . o2 . ts 

Start 4027 

GI none 

Exons 4 027, 
4556. 



.4158, 4028. 
.4645, 4672. 
5014.. 5112, 5024. 



.4153, 4250. 
.4713, 4834. 
.5113, 5201. 



Seq. ID OJ990709_01.9919.C1 
Strand 

End 12238 

Method TBLASTX : Soybean 

End 5359 

Score 74 

.4285, 4398. .4481, 4549. .4650, 
.4932, 4835. .4927, 5010. .5105, 
.5359, 5208. .5312 



Seq. No. 30737 

Gene No. 63559 

Start 10215 

Name OJ990709_01 . 991 9 . CI . o7 . tm 

Start 6239 

GI none 

Exons 6239.. 6349, 6382.. 6555, 6383. 
8286/. 8363 



Seq. ID OJ990709_01.9919.C1 
Strand 

End 12238 

Method TBLASTX; Maize 

End 8363 

Score 65 

.6553, 6383. .6565, 6618.. 6704, 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



30737 
63559 
10215 

OJ990709_0i:9919.Cl.o3".tw 
7495 . . . " 

none 

7495.-7683, 7503. .7691 

30737 
63559 
10215 

OJ990709_01. 9919.Cl.o6.tm 

7498 

none 



Seq. ID OJ990709_01.9919.C1 
Strand 

End 12238 

Method TBLASTX: Wheat * 

End 7691 

Score 195 



Seq. ID OJ990709_01.9919.C1 
Strand 

End 12238 

Method TBLASTX : Mai ze 

End 7734 

Score 99 



7498. .7566, 7498. .7566, 7549. .7629, 7623. .7709, 7630:. 7734 



30737 
63559 
10215 



Seq. ID OJ990709_01.9919.C1 
Strand 

End 12238 



30659 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene "No". 
Start ■ 
Name " - 
Start 
GI 

Exons 

-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
Seq. No. 



OJ990709 01. 9919. CI 


. o5 . tm 


Method 


1 DLinu 1 /\ . L i Cl J. Z.C 




7887 




End 


O O L. 




none 




Score 


6S 




7887. .7973, 7983.-8282, 7986. .8237 






30737 




Seq. ID 


OJ990709JU. 9919 


.Cl 


63559 




Strand 






10215 




' End 


12238 




OJ990709 01. 9919. CI 


. o4 . tm 


Method 


TBLASTX: Maize 




10212 




End 


10511 




none 




Score 


258 




10212. .10511, 10249 


. .10467, 


10404. .10511 




30737 




Seq. ID 


OJ990709J31. 9919 


.Cl 


63559 




Strand 






10215 




End 


12238 




OJ990709 01. 9919. CI 


. o3 . gs 


Method 


GENSCAN 




10215 




End 


12238 




none 




Score 


.75 




10215 10905. 11168 


. .11268, 


12200. .12238 




30737 




Seq. ID 


OJ990709_01. 9919 


n 


63559 




Strand 






10215 




End 


12238 




OJ990709 01. 9919. CI 


. o3 . np 


Method 


AAT/NAP 




10221 




End 


10889 




3152606 




Score 


502 




10221. .10889 










I AC004 4 8? V - nut at i ve 


RING zinc finger protein [Arabidopsis 


thaliana] 










30737 




Seq. ID 


OJ990709_01. 9919 


.Cl 


63559 




Strand 






10215 




End 


12238 




OJ990709 01. 9919. CI 


ol.ts 


Method 


TBLASTX : Soybean 




10309 




End 


10833 




none 




Score 


46 




10309. .10440, 10419. 


.10502, 


10423. .10503, 10557. .10829, 




10558. .10833 










30737 




Seq. ID 


OJ990709_01. 9919 


.Cl 


63559 " • 




' Strand 






10215 




End 


12238 ' 




OJ990709 01. 9919. CI. 


o2 . tc 


Method 


TBLASTX: Cress 




10554 




End 


10824 




none 




Score 


255 




10554 .. 10823, 10558. 


.10824 








30737 




Seq. ID 


OJ990709_01. 9919 


.Cl 


63559 




Strand 






10215 




End 


12238 




OJ990709 01. 9919. CI. 


o2.tm 


Method 


TBLASTX: Maize 




10620 




End 


10848 




none 




Score 


311 




10620. .10647, 10621. 


. IU848 








30737 




Seq. ID 


OJ990709JD1. 9919 


Cl 



30660 




Gene No. 


63559 


Strand 






OLdlL 


1 091 S 


unu. 


1 99^8 
izz jo 






O.7QQ07 0Q 01 QQ1 Q Ci n1 fu 




fpRT 7\ C TV • TaTKq a +- 




Qt art 






1U0 / j 




O -L 


none* 


Score 


1 "3 Q 




F" vnn c; 


i.o ^ 10R7S i nfi^s i nft^? 








Seq. No. 


30737 • 


Seq. ID 


OJ990709_01.9919 


.CI 


Gene No. 


63559 


Strand 








1 021 S 


FnH 


1 99^ft 

JO 






D.TQQ07 0Q 01 QQ1Q PI nl rrr> 


+- V-i ^ 








1 0ft 60 ~ 

1UODU 


jjua 


1 1 A 4 Q 
1 J. ft 4 :? 




r; t 
o J. 


none 


Score 


£0 fl 
DUO 




IT von q 


10R60 1 0Q0^ 1 1 1 fiR 1144Q 








Seq. No. 


30738 


Seq. ID 


OJ990709_01.9919 


C2 


Gene No. 


63560 


Strand 


+ 




q-f- o rt~ 

O l_ Cl X. L 




FnH 
HjIIvJ 


1 07P 




Name 


O.TQQ070Q 01 QQ1 Q P9 n 1 n*Q 




C T? M Q P Z\ Kl 




C +- "3 y~4- 


R R7 ~~ 




1 U / O 






none 


Score 


. J 3 




CjXorib 


RR7 £Q1 7Q"3 107R 










JU / JO 


oeq . ± u 


OTQQ070Q 01 QQ1 Q 


no 


Gene No . 


63561 


Strand 


+ _ 




Start 


1894 


End 


3956 




Name 


OJ990709 01.9919.C2.o2.np 


Method 


AAT/NAP 




Start 


1894 


End 


3956 




GI , 


6721561 


Score 


93 




Exons 


1894.. 2003, 3938.. 3956 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 


Of 



predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


30738 


Seq. ID 


OJ990709_ 


_01.9919 


.C2 


Gene No. 


63562 


Strand 








Start 


1772 


End 


1861 






Name 


OJ990709 01. 9919.C2.ol.np 


Method 


AAT/NAP 






Start 


1772 


End 


1861 






GI ' 


4680183- " : * 


Score " 


138 






Exons - 


1772. .1861 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


30738 


Seq. ID 


OJ990709_ 


_01.9919 


C2 


Gene No. 


63563 


Strand 








Start 


6329 


End 


6796 






Name 


OJ990709 01.9919.C2.o3.np 


Method 


AAT/NAP 






Start 


6329 


End 


6796 






GI 


6539570 


Score 


140 






Exons 


6329. . 6395, 6593. . 6796 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30738 


Seq. ID 


OJ990709_ 


J)1.9919. 


C2 


Gene No. 


63564 


Strand 








Start 


6923 


End 


8267 







30661 



Name OJ990709J)1 . 9919 . C2 . o4 . np Method AAT/NAP 

Start 6923 End 8267 

GI 6630699 Score 84 
Exons 6923.. 7001, 8222.. 8267 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 30738 Seq. ID 

Gene No. 63565 Strand 

Start 94 93 End 

Name OJ990709_01 . 9919 . C2 . o4 .gs Method 

Start 9493 End . 

GI none Score 
Exons 



OJ990709_01.9919.C2 

10927 
GENSCAN 
10927 
.73 



9493.-9593, 9881. .9921, 10034 .. 10068 , 101 99 .. 10288 , 10788. .10927 



Seq. No. 


30739 


Seq. ID 


OJ990709_01.9919.C4 


Gene No. 


63566 


Strand 


+ 


Start 


410 


End 


1297 


Name 


OJ990709 


01 . 9919 . C4 . ol . gs Method 


GENSCAN 


Start 


410 


End 


1297 


GI 


none 


Score 


. 92 


Exons 


410. .553, 


660. .755, 854. .979, 1066. .1105, 1245. .1297 


Seq. No. 


30739 


Seq. ID 


OJ990709J31.9919.C4 


Gene No. 


63567 


Strand 




Start 


446 


End 


2682 


Name 


OJ990709 


01 . 9919 . C4 . ol . np Method 


AAT/NAP 


Start 


446 


End 


2682 


GI 


1491621 


Score 


58 


Exons 


446. .740, 


2397. .2577, 2628. .2682 




GI Descrip. 


(Z78205) 


UL36 [Bovine herpesvirus 1] 


gi| 2 653311 | emb | CAA06097 | 



(AJ004801) very large virion protein (tegument) [Bovine 
herpesvirus type 1.1] 



Seq. No. 30739 Seq. ID 

Gene No. 63567 Strand 

Start 446 End 

Name OJ990709_01 . 9919 . C4 . o2 . gs Method 

Start 2417 End 

GI none Score 
Exons ' 2417. .2536 



OJ990709_01. 9919.C4 

2682 
GENSCAN 
2536 
.5 



Seq. No. 30740 

Gene No. 63568 

Start 1791 

Name OJ990709JU . 9919 . C5 . ol . gs 

Start 1791 

GI none 

Exons 1791.. 2032, 2509.. 3062, 4594, 



Seq. ID OJ990709_01. 9919.C5 

Strand + 

End 6312 

Method GENSCAN 

End 6294 

Score .52 
.4781, 5851. .6294 



Seq. No. 30740 Seq. ID 

Gene No. 63568 Strand 

Start 1791 End 

Name OJ9907 09_01 . 9919 . C5 . ol . np Method 

Start 2579 End 

GI 6723425 Score 



OJ990709JJ1. 9919. C5 
+ 

6312 
AAT/NAP 
6312 
501 



30662 



Exons 


2579. .3139, 4594. .4809, 5846 


. . 6312 




GI Descrip. 


(AL132965) putative protein 


[ Arabidops 


is thali^nal 


Seq. No. 


30740 


Seq. ID 


OJ990709_01. 9919.C5 


Gene No. 


63568 


Strand 


+ 


Start 


1791 


End 


6312 


Name 


OJ990709 01. 991.9. C5.o2.gp 


Method 


AAT/GAP 


Start 


2626 ~ 


End 


2851. 


GI 


none 


Score 


440 


Exons 


2626. .2851 






Seq. No. 


30740 


Seq. ID 


\JkJ ~J J \J 1 \J _/ \J A. • ^ Zf -L ^ . \^ *J 


Gene No . 


63568 


Strand 


+ _ 


Start 


1791 


End 


6312 


Name 


OJ990709 01.9919.C5.o3.gp 


Method 


AAT/GAP 


Start 


2954 


End 


5959 


GI 


uC-osf Icyp091b02bl 


Score 


842 


Exons 


2954. .3139, 4594-. 4781, 5851 


. .5959 




GI Descrip. 


1 2827 699/emb|CAAl 6672 | 3.0e- 


24 (AL021684) predicted protein 




[ Arabidopsis thaliana] 1 






Seq. No. 


30740 


Seq. ID 


OJ990709_01. 9919.C5 


Gene No. 


63569 


Strand 




Start 


6039 


End 


6618 


Name 


OJ990709 01.9919.C5.o4.gp 


Method 


AAT/GAP 


Start 


6039 


End 


6618 


GI 


37761 1.R1084 


Score 


1126 


Exons 


6039.76618 






GI Descrip. 


'3810592 5.0e-36 (AC005398) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


30740 


Seq. ID 


OJ990709_01. 9919.C5 


Gene No. 


63570 


Strand 




Start 


6783 


End 


6874 


Name 


OJ990709 01. 9919.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


2576 — 


End 


2998 


GI 


none 


Score 


91 


Exons 


2576.. 263.8, 2579.. 2689, 2681 


..2785, 27 


38. .2773, 2861. .2998, 




2873.. 2995 ■ 




Seq. No. 


30740 


Seq. ID 


OJ990709_01. 9919.C5 


Gene No. 


63570 


Strand 




Start 


67 83 .. . 


End 


6874 


Name 


OJ990709 01.9919.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2630 ~ 


End 


4672 


GI 


none 


Score 


101 


Exons 


2630.. 2785, 2873 3007. 3052 


..3114, 45 


92. .4672, 4593. .4670 


Seq. No. 


30740 


Seq. ID 


•GJ990709_01. 9919.C5 


f|pnp Mo 


63570 


Strand 




Start 


' 6783 


End 


6874 


Name 


OJ990709 01.9919.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


2888 


End 


6081 


GI 


none 


Score 


81 


Exons 


2888. .^989, 3052. .3114, 4526 


..4783, 4593. .4784, 4593. .4784, 




5974. .6081 







30663 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30740 
63570 
6783 

OJ990709_01. 

4639 

none 

4639. .4779, 
5852. .5908, 



9919.C5.o2. tm 



4640. 
5943. 



,4780, 
.6044, 



4641, 
5956, 



30740 
63570 
6783 

OJ990709_01.9919.C5.o2.gs 

6783 
none 

6783. .6874 



Seq. ID OJ990709_01.9919.C5 
Strand 

End 6874 

Method TBLASTX : Mai ze 

End 6096 

Score 241 
■4784, 5837. .5905, 5848, 



6096, 5957.. 6094, 5965, 



,5904, 
,6096 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709__01.9919.C5 

6874 
GENSCAN 
6874 
. 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descr-.ip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



30741 Seq. ID OJ990709_01 . 9919 . C6 

63571 Strand + 

82 End 14248 

OJ990709_01.9919.C6.ol.np Method AAT/NAP 

82 End 14248 

3879113 Score 220 

82. .215, 2523. .2789, 7681. .7918, 14207. .14248 

(Z35601) Similar to the probable RNA binding protein NRP-1B from 
the African clawed frog; cDNA EST EMBL:D32926 comes from this 
gene; cDNA *EST EMBL:D35639 comes - from this gene; cDNA EST 
yk338g7.5 comes from this gene [Caenorha... 



30741 Seq. ID 

63571 Strand 

82 End 

OJ9907 09_01 . 9919 . C6 . ol . gs Method 

152 End 

none Score 



OJ990709_01.9919.C6 
+ 

14248 
GENSCAN 
9646 
.57 



152. .736, 2452. .3076, 4965. .5075, 5234. .5340, 5402. .5612, 
6331. .6470, 7610. .7711, 7724. .8010, 8120. .8321, 8444. .8574, 
8663. .8690, 8728. .8791, 9096. .9646 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



30741 
63572 
15459' ■ 

,OJ990709_0.1 . 991 9 . C6 . o4 . ts 
215 
none 



Seq. ID OJ990709_01.9919.C6 
Strand 

End 18 638 . 

Method TBLASTX : Soybean 

End 9322 

Score 122 



215. .388, 239. .382, 244. .387, 2520. .2756, 2521. .2766, 
2524. .2700, 2529. .2669, 5333. .5440, 5336. .5422, 7678. .7914, 
7679. .7924, 7682. .7858, 8577. .8744, 8584. .8745, 8587. .8778, 
9076. .9201, 9079. .9201, 9203. .9322 



Seq. No. 30741 

Gene No. 63572 

Start 15459 

Name OJ9907 09_01 . 9919 . C6 . o2 . tc 

Start 239 

GI none 

Exons 239.. 382, 2508.. 2753, 2509. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_01.9919.C6 
18638 

TBLASTX: Cress 

9331 

106 



.2775, 2524. .2634, 2529. .2633, 



30664 



2694. .2741, 2702. .2740, 5336. .5422, 7666. .7911, 7667. .7933, 
7682. .7792, 7852. .7899, 8584. .8730, 9064. .9201, 9079. .9189, 
9203.. 9331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30741 
63572 
15459 • 

OJ990709_01. 9919.C6.o2.tm 

239 

none 



Seq. ID OJ990709_01. 9919.C6 
Strand 

End 18638 

Method TBLASTX: Maize 

End 9322 

Score 97 



239. .382, 2520. .2762, 2521. .2766, 5336. .5422, 7678. .7920, 
7679. .7924, 8583. .8756, 8584. .8745, 9076. .9201, 9203. .9322 



30741 
63572 
15459 

OJ990709_01. 9919.C6.o3.tm 

6395 

none 

6395. .6499, 6602. .6841 



Seq. ID OJ990709_01.9919.C6 
Strand 

End 18638 

Method TBLASTX: Maize 

End 6841 

Score 179 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



30741 
63572 
15459 

OJ990709_01. 9919.C6.o2.ts 

15454 

none 



Seq. ID OJ990709_01. 9919.C6 
Strand 

End 18638 

Method TBLASTX : Soybean 

End 15849 

Score 196 



154 54. .15624, 154 59. .15620, 15478. .15636, 15666. .1584 8, 
15673. .15849, 15682. .15849 



Seq. No. 30741 

Gene No. 63572 

Start 15459 

Name OJ9907 09_01 . 9919 . C6 . o3 . gs 

Start 15459 

GI none 
Exons 



Seq. ID OJ990709JD1. 9919. C6 
Strand 

End 18638 

Method GENSCAN 

End 18565 

Score .87 



15459. .15794, 16724 .. 16837 , 16934 .. 17224 , 17330 .. 17638 , 
18389.. 18565 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30741 
63572 

154 59 . 
OJ990709_01. 9919.C6.o4".'np 
15462 
4309698 



Seq. ID OJ990709_01. 9919.C6 
Strand 

End \ 18638 
..'Method AAT/NAP " ' " 

End 18638 
Score 2077 

154 62. .1607 9, 16724. .16837, 16934. .17224, 17330. .17 638, 
18389. .18638 

(AC006266) putative glucosyltransf erase [Arabidopsis thaliana] 



30741 
63572 
15459 

OJ990709_01. 9919.C6.ol . tm 

15574 

none 



Seq. ID OJ990709_01.9919.C6 
Strand 

End 18638 

Method TBLASTX : Mai ze 

End 18635 

Score 51 



15574. .15624, 15585. .15632, 15621. .15980, 15631. .15978, 
15652. .15981, 15666. .15980, 1594 6. .16080, 15 978. .16085, 



30665 






1 SQR9 

X O .7 O £. • 


. 1DUOU; XD/ZX 


. . X D O 4 D , 


16728. .16847, 16728 .. 16850, 






X D z/ Z D . 


. x / z o x , x d yz b 


1 7 9 A n 
. . 1 / Z 4 U , 


16928. .17251, 17322 .. 17639, 






X / jZ4 . 


1 7 £4 1 1 
. X / O 4 X , 1 / jiO 


1 "7 £ ^ Q 


17330. .17641, 18386. .18460, 






1 R ?R 7 
x 0 0 0 / • 


1 04-31 ift^in^ 

• X O 4 O X , X 0 4 U O 


. . X 0 4 0 O , 


18419. .18460, 18498. . 18530, 






1 r si a 


. XOOJ1 / lO Jl-7 


1 QCTc: 
• • X 0 D O D 








Qorr Kin 


^074 1 

-J VJ / *i X 






Seq. ID 


OJ990709JU.9919 


. Lb 


Cleric* Mn 


V J J / ^ 






Strand 






O LclX L. 








End 


18638 




Name 


OJ9907 


09J)1.9919.C6 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


15696 






End 


18433 




O J. 


I l\Jl lc 






Score 


299 




Exons 




. x du xu , looy / 


. . X ou ts u , 


15760. .160 


80, 16713. .16823, 






1 £7 1 A 
X D / X 4 . 


. X O 0 Z 4 , X D / Z X 


. • X 0 O Z O , 


16721. .16831, 16725. .16829, 






16927. 


.17229, 16931 


1 79CI 
. . X / z O X , 


16932. .17264, 17328 . . 17 47 1 , 






17330. 


.17536, 17330 


1 7 £4 1 
. .X / O 4 X , 


17331. .17645, 18386. .18433 




Seq. No. 


30741 






Seq. ID 


OJ990709_01.9919 


..C6 


Gene No. 


63572 






Strand 






O Ldl L 


15459 






hjna 


X o boo 




Name 


OJ990709 01. 9919. C6 


. ol . tw 


Method 


TBLASTX: Wheat 




uLdl L 


15747 






End 


15998 






none 






Score 


184 




CjAUI lO 


15747. 


.15998 










Seq. No. 


30741 






Seq. ID 


OJ990709JD1. 9919 


.C6 


Gene No. 


63572 






Strand 






O Lai L 


15459 






T~> J 

hnd 


lODOO 






OJ990709 01. 9919. C6 


. 00 . US 


Method 


TBLASTX : Soybean 




C-l- -a >- f- 


15852 






End 


16786 




fIT 
o J. 


none 






Score 


223 




£jAUl 1 0 


15852. 


.16010, 15853 


. . X D U / X , 


16721. .167 


86, 16734.. 16784 




Qpn Ma 


30741 






Seq. ID 


OJ990709_01. 9919 


. Lb 




63572 






Strand 






Start 


15459 






End 


18638 




Name 


OJ9907 


09_01. 9919.C6 


.ol.ts 


Method 


TBLASTX : Soybean • 




O Ldl L 


16788 






End 


18451 




O X 


none 






Score 


88 






16788. 


.16838, 16790 


1 £ Q A ft 
. X DO 4 U , 


16934. .171 


43, 16934. .17251, 






16935. 


.17255, 17322 


1 7i:on 
. X / DjU , 


17328. .175 


28, 17330. . 17641, 






18386. 


.18451, 18387' 


. X 0 4 O X. 








Seq. No. 


» 

30742 






Seq. ID 


OJ990709_01. 9919 


.C7 


Gene No. 


63573 






Strand 


+ 




O Ldl L 


242 






End 


873 




Name 


OJ990709 01. 9919. C7. 


ol . gs 


Method 


GENSCAN 




C4- a y--|- 


242 






End 


873 




ox 


none 






Score - ; 


.71 




Exons 


242. .508, 801. .873 










Seq. No. 


30742 






Seq. ID 


OJ990709JD1.9919 


.C7 


Gene No. 


63574 






Strand 


+ 




Start 


2813 






End 


3235 




Name 


OJ990709 01. 9919. C7. 


o2 . gs 


Method 


GENSCAN 




Start 


2813 






End 


3235 




GI 


none 






Score 


.51 





30666 



Exons 



2813.. 2881, 3125.. 3235 



Seq. No. 30742 

Gene No. 63575 

Start. 5124 

Name OJ990709__01 . 9919 . C7 . ol . gp 

Start 5124 

GI none *■ - 

Exons 5124.. 5577 



Seq. ID OJ990709_01.9919.C7 

Strand + 

End 5577 

Method AAT/GAP 

End 5577 

Score 870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30742 Seq. ID 

63576 Strand 

9650 End 

OJ990709JD1 . 9919 . C7 . o2 .np Method 

9650 End 

5852084 Score 
9650. .9708, 



10988. .11075 



(AL117264) zwh0007.1 [Oryza sativa] 

30742 Seq. ID 

63577 Strand 

15629 End 

OJ990709_01. 9919.C7.o5.gs Method 

15629 End 

none Score 
15629. .16387 



OJ990709_01.9919.C7 
+ 

11075 
AAT/NAP 
11075 
84 



OJ990709_01. 9919.C7 
+ 

16387 
GENSCAN 
16387 
. 98 



Seq. No. 30742 Seq. ID 

Gene No. 63578 Strand 

Start 18238 End 

Name OJ990709_01 . 991 9 . C7 . 06 . gs Method 

Start 18238 End 

GI none Score 

Exons 18238. .18297, 18742.. 19092 



OJ990709_01. 9919.C7 
+ 

22147 
GENSCAN 
19092 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



30742 
63578 
18238 

OJ990709_01.9919.C7.o4 .np 

18780 

6815109 



Seq. ID OJ990709 01. 9919. C7 



Strand 
End 

Method 

End 

Score 



+ 

22147 
AAT/NAP 
22147 
432 



18780.'. 18839, 208 19 .. 21833, 21866. .22147 
(AP001081) hypothetical protein [Oryza sativa] 



30742 Seq. ID 

63579 Strand 

24265 End 

OJ990709_01 . 9919.C7.o6.gp Method' 

24209 End 

uC-osf Im202102c03bl Score 
24209.. 24342 

'3201609 2.0e-09 (AC004669) putative RNA helicase A [Arabidopsis 
thaliana] 1 



OJ990709_01.9919.C7 
+ 

27189 
AAT/GAP 
24342 
233 



30742 
63579 
24265 



Seq. ID OJ990709__01. 9919.C7 
Strand + 
End 27189 



30667 



Name 


OJQ907 0Q 01 991 Q ci 

\J*J ZJ ZJ \J 1 \J Z/ W -L . Z/ ZP A. ZP m \^ 1 , 


• 08 * gs 


L v Jfc; LilOU. 






Start 


24265 ~~ 




Hi I ILi 


9 1 1 ft Q 




GI 


none 




OL.UI 






Rxon s 

J_J *\ w 1 1 J 


24265 24399 24521 


.24 871, 




3 Q 




Seq. No. 


30742 




Seq. ID 


OJ990709_ 


01 QQ1 Q 


Gpnp No 


63580 

v *J V U V 




Strand 


+ 




Start 


27739 




End 


39293 




Name 


OJ990709 01. 9919. C7 , 


.o9.gs 


Method 


GENSCAN 




Start 


27739 




End 


37317 




GI 


none 




Score 


.52 




Exons 


27739. .27986, 29622. 


. .29904, 


30061. .30135, 30508. 


.30552, 




30927. .31017, 33421. 


.33639, 


33721. .33934, 34298. 


.34373, 




34515. .35073, 35911. 


, .35951, 


36069. .36237, 36313. 


.36410, 



37099. .37317 

Seq. No. 30742 Seq. ID OJ990709_01 . 9919 . C7 

Gene No. 63580 Strand + 

Start 27739 End 39293 

Name OJ990709_01 . 9919 . C7 . o7 . gp Method AAT/GAP 

Start 27913 End 28423 

GI 3763026 Score 499 

Exons 27913. .28176, 28402.. 28423 

GI Descrip. 3201609 2.0e-09 (AC004669) putative RNA helicase A [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30742 Seq. ID 

63580 Strand 
27739 End 
OJ990709_01. 9919.C7 .o5.np Method 
28089 End 
1353239 Score 

28089. .28176, 29367 .. 29457 , 29622 .. 29931 , 30061 

30508. .30552, 30927 31017 , 31098 .. 31156, 31659 

31795. .31820, 32623.-32675, 327 62 .. 327 95, 33204 

33372..34373, 34515 .. 35073, 35911 .. 364 10, 36831 



•OJ990709_01.9919.C7 
.+ 

39293 
AAT/NAP 
39293 
2834 

.30135, 
.31758, 
.33293, 
.36938, 



39243. .39293 

(U10245) putative RNA helicase A [Arabidopsis thaliana] 



30742 Seq. ID 

63580 Strand 

27739 End 

0 J9 9 0 70 9_0 1 . 9 9 1 9 . C 7 . o 8 . gp Me t hod 

29367 End 

3763026 Score 
29367. .29459 

3201609 2.0e-09 (AC004669) putative RNA helicase A [Arabidopsis 
thaliana] 



OJ990709_01.9919.C7 
+ 

39293 
AAT/GAP 
29459 
139 



Seq. No. 30742 Seq. ID 

Gene No. 63580 Strand 

Start 27739 End 

Name OJ990709_01 . 991 9 . C7 . o9 . gp Method 

Start 37376 End 

GI none Score 

Exons 37376. .37762 



OJ990709_01.9919.C7 
+ 

39293 
AAT/GAP 
37762 
735 



30668 



Seq. No. 30742 Seq. ID OJ990709_01 . 9919 . C7 

Gene No. 63580 Strand + 

Start 27739 End 39293 

Name OJ990709__01 . 9919 . C7 . olO . gp Method AAT/GAP 

Start 38999 End 39245 

GI " • 8022_1".R1084 Score 309 

Exons 38999.-39245 

GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

Seq. No. 30742 " Seq. ID OJ990709_01 . 9919 . C7 

Gene No. 63581 Strand 

Start 5472 End 10065 

Name OJ990709_01 . 9919 . C7 . o3 . gs Method GENSCAN 

Start 5472 End 10065 

GI none Score .99 

Exons 5472. .5597, 5697. .5913, 6016. .7631, 7711. .7794, 7875. .8145, 
8335.. 8588, 8750.. 8959, 9880.. 10065 

Seq. No. 30742 Seq. ID OJ990709_01 . 9919 . C7 

Gene No. 63581 Strand 

Start 5472 End 10065 

Name OJ990709__01 . 9919 . C7 . o2 . gp Method AAT/GAP 

Start 6270 End 7316 

GI 7695_1.R1084 Score 2078 

Exons 6270.. 7316 

GI Descrip. ' 2827709/emb | CAA1 6682 | 1.0e-63 (AL021684) predicted , protein ' 
[Arabidopsis thaliana] 1 

Seq. No. 30742 Seq. ID OJ990709_01 . 9919 . C7 

Gene No. 63582 Strand 

Start 11238 End 15294 

Name OJ990709_01 . 9919 . C7 . o4 . gs Method GENSCAN 

Start 11238 End 15273 

GI none Score .83 

Exons 11238. .11423, 118 96 .. 1194 8 , 11 982 .. 12008 , 12300 124 10, 

12723. . 12772, 12885 .. 12964 , 13234 .. 13386, 1354 6 13695, 

13918. .14 041, 14127.-. 14239, • 14328. .14461, 14607. . 15273 

Seq. No. 30742 Seq. ID OJ990709_01 . 9919 . C7 

Gene No. 63582 Strand 

Start" . 11238 ' End 15294" 

Name* ■ ..' OJ990709_01 . 9919 . G7 . o'3-. np Method AAT/NAP ' ' ■: 

Start 11286 End 15294 

GI 2827710 Score 1082 

Exons 11286. . 11323, 12721 .. 12772 , 12885 .. 12 964 , 1354 6 .. 13695, 

13918. .14041, 14127. .14239, 14328 .. 14499, 14 603 147 93, 

14890. .15294 

GI Descrip. (AL0.21684) lysosomal Pro-X carboxypeptidase - like protein 
[Arabidopsis thaliana] 

Seq. No. 30742 Seq. ID OJ990709J) 1 . 9919 . C7 

Gene No. 63582 Strand 

Start 11238 End 15294 

Name OJ990709_01 . 9919.C7.o3.gp Method AAT/GAP 

Start 12219 End 12768 

GI 2796246 Score 377 



30669 




Exons 


12219. .12405, 12720.. 12768 






Seq. No. 


30742 




Seq. ID 


OJ990709_01.9919.C7 


Gene No. 


63583 




Strand 




Start 


20896 




End 


23010 


Name 


OJ990709 01 


.9919.C7.o7.gs 


Method 


GEN SCAN 


Start 


20896 




End 


23010 


GI 


none 




Score 


. 88 


Exons 


20896. .21011, 21169. .21308, 


21401. .214 


180, 22915. .23010 


Seq. No. 


30742 




Seq. ID 


OJ990709_01. 9919.C7 


Gene No. 


63584 




Strand 




Start 


39119 




End 


39897 


Name 


OJ990709 01 


.9919.C7.ol0.gs 


Method 


GENSCAN 


Start 


39119 




End 


39897 


GI 


none 




Score 


.45 


Exons 


39119. .39136, 39285 .. 39404 , 


39820. .39897 


Seq. No. 


30742 




Seq. ID 


OJ990709_01.9919.C7 


Gene No. 


63585 




Strand 




Start 


40959 




End 


45364 


Name 


OJ990709 01, 


.9919.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


5300 




End 


7044 


GI 


none 




Score 


73 


Exons 


5300. .5392, 


5467.. 55.17, 5469 


..5516, 5766. .5915, 5846. .5923, 




5851. .5916, 


6016.. 6066, 6016 


..6048, 6047. .6139, 6048. .6140, 




6048. . 6152, 


6225.. 6296, 6226 


..6297, 6360.. 6536, 6362. .6514, 




6510. . 6995, 


6511. .7044, 6550 


..6696, '6566. .6991, 6889. .7011 


Seq. No. 


30742 




Seq. ID 


OJ990709_01. 9919.C7 


Gene No. 


63585 




Strand 




Start 


40959 




End 


45364 


Name 


OJ990709_01. 


.9919.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


64 05 




End 


6754 


GI 


none 




Score 


329 


Exons 


6405. .6749, 


6407. .6754, 6413 


. .6754 




Seq. No. 


30742 




Seq. ID 


OJ990709_01. 9919.C7 ' 


Gene No. 


63585 




Strand 




Start 


40959 




End 


45364 


Name 


OJ990709 01. 


9919.C7.o4 . ts 


Method 


TBLASTX: Soybean 


Start 


6651 




End 


7220 ' 


GI 


none 




. Score 


261 


Exons 


6651. .7220 








Seq. No. 


30742 




Seq. ID 


OJ990709_01.9919.C7 


Gene No. 


63585 




Strand 




Start 


40959 




End 


45364 


Name 


* OJ990709 01. 


9919.C7.olO.tm 


Method 


TBLASTX : Maize 


Start 


7047 




End 


7238 


GI 


none 




Score 


148 


Exons 


7047. .7184, 


7047. .7238, 7147 


. .7221 




Seq. No. 


30742 




Seq. ID 


OJ990709_01.9919.C7 


Gene Mo . 


V -V +J <J +J 




Strand 




Start 


40959 




End 


45364 


Name 


OJ990709_01. 


9919.C7.o7.ts 


Method 


TBLASTX: Soybean 



30670 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8526 End 9987 

none Score 87 

8526.-8588, 8747. .8959, 8826. .8948, 9887. .9979, 9892. .9987 



30742 
63585 
40959 

OJ990709JD1. 9919. C7.o7. tin 

12276 

none 

12276. . 12410, 12280. . 12411, 

12721. .12771, 12722. . 12772, 

12887. . 12967, 13233 .. 1334 0, 

13235. .13345, 13345 .. 1338 9, 

13541. . 13675, 13546 .. 13698, 

13918. . 14049, 14126. . 14245, 

14304. .14453, 14305. .14469 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12301 
12876 

13234 . .13341, 
13348. .13389, 
13915. 
14133. 



OJ990709_01. 9919.C7 
.45364 

TBLASTX: Maize 
14469 
110 

12411, 12721. .12771, 
12962, 12884 . .12964, 
13234. .13344, 
13529. .13693, 
14046, 13916. .14047, 
14240, 14137. .14241, 



Seq. No. 30742 
Gene No. 63585 
Start 40959 

Name OJ990709_01 . 9919 . C7 . o3 . tc 

Start . 12304 

GI none 
Exons 12304. 

13232. 

13342. 



Seq. ID OJ990709_01.9919.C7 
Strand 

End 45364 

Method TBLASTX : Cress 

End 14007 

-Score 67 



13.915. .14007 



12411, 12721. .12774, 12887 .. 12964 , 12888 .. 1294 1, 
13351, 13234. .13356, 13234.. . 13359, 13340 13390, 
13389, 13481. . 13690, 13541 .. 13648, 1354 6 13695, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30742 
63585 
40959 

OJ990709_01. 9919.C7.o6.ts 
13342 
none 



45364 

TBLASTX: Soybean 
13695 
134 

13342. .13389, 13529. .13690,* 13541. .13687, 1354 6. .13695 



Seq. - ID OJ990709__01.9919.C7 
Strand 
End 

Method 
End ■ 
Score 



30742 
63585 
40959 

OJ990709_01. 9919.C7 .o3.ts 
13987 " ' " 



OJ990709 01.9919.C7 



none 

13987. 

14328. 



14596. . 14727 



Seq. ID 
Strand 
End 

_ Method 
" ; End 

- • ■ ' ' 1 Score 

14046, 14126. . 14245, 14130 14237, 14 308 14 4 60 , 
14462, 14328. .14462, 14518 14 538 , 14582 .. 14728 , 



45364 

TBLASTX: Soybean 

14728' 

58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



30742 
63585 
40959 

OJ990709_01. 9919.C7.o8.tm 
14596 
none 

14 596. . 14 796, 14 607 .. 14 795, 14 608. .14 820 



Seq. ID OJ990709 01.9919.C7 



Strand 
End 

Method 

End 

Score 



45364 

TBLASTX: Maize 
14820 
177 



30742 
63585 



Seq. ID 
Strand 



OJ990709 01. 9919. C7 



30671 




Start 


40959 






End 


45364 


Name 


WO Zf ZJ\J 1 


09 01 9Q1 Q P7 






i oj-ii-io iA . tress 


O-j- -a r +- 
O UcLx. L 


1 4 fiQ S 






tjna 


1 o loo 




n /-> r-> o 






Score 


4 1 
fi 1 


TT von q 


1 4 

J. H \J Zs «J • 


14 7^7 1 4 7 4 Q 

* xH 1 u f g x*i ( H J 


1 47Q£ 
. X 4 / .7 D , 


1477D 1 4 fl 

1*1 f f U . . 1 *i O 


j^/ iftoyu. .louuu, 




1 4 Q4 9 


. X *J U U X , IJUOO 


1 SI 
■ 1 Jl JO 




Q p>rr No 
o c; ^ • \j . 


^074 9 






Seq. ID 


OJ990709_01.9919 


Gene No . 


63585 






Strand 




Start 


40959 






End 


45364 


Name 


OJ9907 


09_01.9919.C7. 


o6.tm 


Method 


TBLASTX: Maize 


Start 


24259 






End 


24777 


GI 


none 






Score 


38 


Exons 


24259. 


.24306, 24260. 


.24364, 


24336.-24353, 24365.-24436, 




24366. 


.24401, 24509. 


.24775, 


24521. .24775, 24685.-24777 



Seq. No. 30742 

Gene No. 63585 

Start 40959 

Name OJ9907 09_01 . 9919 . C7 . o2 . tw 

Start 24268 

GI none 

Exons 24268. .24315, 24 335 .. 24 397 , 
24521. .24718 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_01.9919.C7 
45364 

TBLASTX: Wheat 

24757 

49 



24366.-24398, 24509. . 24757, 



Seq. No. 


30742 






Seq. ID 


OJ990709_01.9919 


.C7 


Gene No. 


63585 






Strand 






Start 


40959 






End 


4-5364 




Name 


OJ990709 01. 9919. CI. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


24520 






End 


27189 




GI 


none 






Score 


187 




Exons 


24520. 


.24570, 24563. 


.24733, 


24563. .247 


18, 24791. .24871, 






24806. 


.24868, 26382. 


.26531, 


26398. .265 


32, 26533. .26634, 






26680. 


.26724, 26772. 


.26963, 


26773. .269 


67, 26980. .27189, 






26982. 


.27149 








Seq. No. 


30742 






Seq. ID 


OJ990709_01. 9919 


C7 


Gene No. 


.63585 






Strand 






Start 


40959 






End 


45364 




Name 


OJ990709 01.9919. C7. 


o 1 . t m 


Method 


TBLASTX: Maize 




Start 


24778 






End 


27204 




GI 


none 






Score 


148 




Exons 


24778. 


.24870, 24779. 


.24871, 


26385. .26729, 26389. .26730, 






26728. 


.26760, 26739. 


.27149, 


26742. .27203, 26749.. 27204 





Seq. No. 


30742 








Seq. ID 


OJ990709 


_01. 9919 


Gene No. 


63585 








Strand 






Start 


40959 








End 


45364 




Name 


OJ9907 


09 01. 9919. C7. 


ol.tc 


Method 


TBLASTX: 


Cress 


Start 


29362 








End 


36911 




GI 


none 








Score 


105 




Exons 


29362. 


.29457, 


29366. 


.29458, 


29701. .29934, 30058 


. .30141, 




30505. 


.30567, 


30927. 


.30956, 


30960. .31016, 31094 


. .31159, 




31656. 


.31742, 


32623. 


.32676, 


33204.' .33296, 33209 


. .33301 . 




33371. 


.33445, 


33372. 


.33470, 


33471. .34 


376, 33477 


. .33743, 




33575. 


.33778, 


33807. 


.34373, 


33812. .34375, 34509 


. .35075, 




34511. 


.35086, 


35909. 


.36058, 


35910. .36089, 36084 


. .36197, 



30672 





36095 . 


36196 36279 


36413 

. • Jul 1J/ 


36281. .36415, 36821 .. 36910, 






36828 . 


. 36911 










Seq. No. 


30742 






Seq. ID 


OJ990709_01.9919. 


CI 


Gene No . 


63585 

vy ■w' \j 






Strand 






Start 


40959 






End 


45364 




Name 


OJ9907 


09 01 9919 C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


31727 






End 


33780 - 




GI 


none 






Score 


111 




Exons 


31727. 


.31822, 31728 


. .31820, 


31730. .31822, 32599 .. 3267 6, 






32618 . 


.32674, 32622 


. 32681, 


32622. .32675, 32623 .. 32679, 






32742 . 


32786. 32760 


32798, 


32761. .32796, 33202 .. 33297 , 






33203 


33295, 33203 


33298, 


33204. .33302, 33362 .. 33421 , 






33364. 


.33420, 33372, 


33428. 


33372 . . 334 


28. 33537 33779 






33537. 


.33776, 33559, 


. . 33777, 


33566 337 


78 33568 33780 




Seq. No. 


30742 






Seq. ID 


OJ990709 01 9919 

\J KJ Zf Zf \J 1 \J Zf W-L. Z> ZJ A. Z> » 


CI 


Gene No. 


63585 






Strand 






Start 


40959 






End 


45364 




Name 


OJ990709 01. 9919. C7, 


. o9 . tm 


Mp1" hod 






Start 


33852 






End 


34193 




GI 


none 






Score 


246 




Exons 


33852. 


.341*84, 33908. 


34183, 


34038. .341 


93 




Seq. No. 


30742- 






'Seq. ID 


OJ990709_01.9919. 


CI 


Gene No. 


63585 






Strand 






Start 


40959 






End 


45364 




Name 


OJ990709 01. 9919. C7. 


. o5 . t s 


Method 


TBLASTX: Soybean 




Start 


33867 






End 


34156 




GI 


none 






Score 


249 




Exons 

i-J £\ V-"' 11 u 


33867. 


.34151, 33884. 


34156 








Sea. No. 


30742 






Seq. ID 


OJ990709_01. 9919. 


CI 


Gene No. 


63585 






Strand 






Start 


40959 






End 


45364 




Name 


OJ990709 01. 9919. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


34569 






End 


36335 




GI 


none 






. Score 


799 




Exons 


34569. 


.35075, 34569. 


. 34733, 


34570. .350 


76, 34571. .35077, 






34571. 


.35086, 35888. 


36334 


35909. .36202, 35910.. 36335 




Seq. No.. 


3074.2 






Seq. ID 


OJ990709_0I.991"9. 


CI 


Gene No. 


63585 






- Strand 






Start 


4 0.959 






End 


45364 




Name 


OJ990709 01. 9919. C7. 


o2 . t s 


Method 


TBLASTX : Soybean 




Start 


34584 






End 


34865 




GI 


none 






Score 


379 




Exons 


34584. 


.34865,^ 34590. 


. 34733, 


34598. .34864 




Seq. No. 


30742 






Seq. ID 


OJ990709_01. 9919. 


CI 


Gene No. 


63585 






Strand 






Start 


40959 






End 


■ 45364 




Name 


OJ990709 01. 9919. C7. 


08. ts 


Method 


TBLASTX : Soybean 




Start 


35909 






End 


36134 




GI 


none 






Score 


68 




Exons 


35909. , 


.35962, 35910. 


.36008, 


35976. .36134, 35987. .36130 





30673 




oeq . 1NU . 


-307 4 9 

JU / 4Z 




Seq. ID 


OJ990709_01.9919 


P7 


Gene No. 


63585 




Strand 






Start 


40959 




End 


45364 




Name 


O.TQQ070Q 01 QQ1 Q P7 


o5 * tm 


Method 


TBLASTX: Maize 




O Lai L 


JuJJU 




End 


37240 




ol 


none 




Score 


128 




Jh 1 V A. Tl Q 


JO J JU • • J041U/ JUJjO i 


^6419 


36817. .37179, 36828. .37196, 






^fifi^O "37174 "3717^ 

JUQ Ju • • J f 1 / 4 ^ J / 1 / j . 


^7 94 0 


37176. .37238, 37178. .37240 






^074 9 




Seq. ID 


OJ990709JD1. 9919 


P7 


Gene No. 


63585 




Strand 






Start 


40959 




End 


45364 




Name 


n,TQQ070Q oi qqi q p7 


oil . g s 


Method 


GENSCAN 




C +- -a r~+- 
OLdl L 


a o q r q — 




End 


45364 




P T 
ol 


none 




Score 


.7 






40QSQ 4109^ 41^77 

4U J i • *i 1 U J , ilj J / . 


4 1 ^Q7 

■ 4 1 J j / , 


42012. .42052, 4 4287 .. 44 4 10, 






4 ^ 1 7 S 4^64 

4 Jl / J , . 1 J JO 4 ! 










JCVj a IN VJ . 


^074 ^ 

J U / *i J 




Seq. ID 


OJ990709 01.9919 


PR 


Gene No. 


63586 




Strand 


+ 




Start 


1 




End 


2274 




Name 


n i TQQ070Q 01 QQI Q PR 

VJU J J U / U J Ul t 531 IwO • 


ol . np 


Method 


AAT/NAP 




Q -h -a v+- 

olaiL 


1 — 
1 




End 


2274 




(IT 


jUO / D 




Score 


902 




17* v An o 

lijXons 


1 79 1 4 R op q 
1. . / ^ , 1 fi 3 . . jZ;, jo j 


L.623, 1164. .2274 






kj± uescnp * 


^MJLjUZ fi fl O D ) pULatlVe 


protein 


[Arabidopsis thaliana] 




Can Ma 


"307 4 *3 




Seq. ID 


OJ990709_01. 9919 


PR 


Gene No . 


63586 




Strand 


+ 




Start 


1 




End 


2274 




Name 


O.TQQ070Q 01 QQI Q PR 
ou j ju / u ui. jjIji^Oi 


ol . tc 


Method 


TBLASTX: Cress 






9 4 1 

Z 4 1 




End 


1889 




PT 
ol 


none 




Score 


61 




HjAUIIo 


94 1 9 Q4 fio^ 

Z *i 1 . iZ ^4/ J J J . . DZj, 


1161. .1229, 1251. . 


1361, 1398.. 1889, 






1 ?Qfi 1 64 ^ 17 64 1 R 

1 J J O • • 1 O 4 J , 1 / ul i • lO 


89 










^07 4 "3 

OU / 4 J 




Seq. ID 


OJ990709_01.9919 


PR 


Gene No. 


63586 




Strand . 


+ - 1 ' 




Start 


1 




End 


2274 




in diutr 


O.TQQ070Q 01 QQI Q PR 


ol.ts 


Method 


TBLASTX : Soybean 




O L-Cl J. l. 


94 1 ~~ 
y i 




End 


1889 




P,T 
ol 


none 




Score 


84 




Exons 


941 ^06 ^R^ 69 9 * 

t41 . . OUD/ JO j . • D££ f 


396. . 629 


, 1161. .13 


67, 1175.^1330, 






1 QQO IRAQ 140Q 1 ft 

IJJJ . . lOO J/ 1 fi U J . .10 


88 








Seq. No. 


30743 




Seq. ID 


OJ990709_01.9919. 


,C8 


Gene No. 


63586 




Strand 


+ 




Start 






End 


2274 




Name 


PTQQ070Q 01 QQ1 Q PR 


ol . gs 


Method 


GENSCAN 






4 09 _ 




End 


1729 




PT 
ol 


none 




Score 


.84 




Exons 


402. .623, 1164. .1729 










Seq. No. 


30743 




Seq. ID 


OJ990709_01. 9919. 


,C8 


Gene No. 


bjDbb 




Strand 


+ 




Start 


1 




End 


2274 




Name 


OJ990709 01. 9919. C8. 


ol . tm 


Method 


TBLASTX: Maize 





30674 




q-t- a ri" 

OLdi L 


530 


End 


j. o o zj 


\3 A. 


none 


Score 


117 




530. .628, 530. .622, 1153. .1887, 1161.. 


1 8fl 9 1161 IRAQ 


Cpn No. 


30743 


Seq. ID 


OJ99070 9 01 QQ1Q pp 


Gene No .. 


63586 


Strand 


+ _ 


Start 


1 


End 


2274 


Name 


OJ990709 01.9919.C8.bl.gp 


Method 


AAT/GAP 


Start 


583 


End 


1584 


GI 


8854 1.R1084 


Score 


872 


F.vnns 

i_J V^r 1 1 


583. .622, 1164. .1584 






\J -L \mf C O V-« -L. -L. k-/ ■ 


'1773295 1.0e-19 (U76707) regulatory protein NPR1 [Arabidopsi: 




thaliana] >gi 1916912 (U87794) transcription factor inhibitor 




kappa B homolog [Arabidopsis 


thaliana] 


i 


Sea No 


30744 


Seq. ID 


OJ990709_01.9919.C9 


Gene No. 


63587 


Strand 




Start 


1 


End 


263 


Name 


OJ990709 01.9919.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


263 


GI 


4309698 


Score 


144 


Pvonc 

J — \ x\. UliiJ 


1. .263 






(IT Dpqpr'i n 


(AC006266) putative glucosyltransf erase [Arabidopsis thaliana; 


O C ^ • IN \ J . 


30745 


Seq. ID 


OJ990709_09.9919.C1 


Gene No. 


63588 


Strand 


+ 


Start 


1 


End 


256 


Name 


OJ990709 09.9919.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


256 


GI 


6907086 


Score 


196 


i»j w no 


1. .256 








(AP001129) hypothetical protein [Oryza 


sativa] 


kJ C ■ IN ^ ■ 


30746 


Seq. ID 


OJ990709_09.9919.C2 


Gene No. 


63589 


Strand 


+ 


Start 


1 


- End 


416 


Name 


OJ990709 09.9919.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


416 


GI 


2586087 


Score 


221 


F. x o n s 


1..416 






GI Descrio 

^-J -L L-' - O -1- k/ * 


(U72724) receptor kinase-like 


protein 


[Oryza sativa] 


Seq. No.- 


30746 


Seq. ID 


OJ990709_09.9919.C2 


Gene No. 


63590 


Strand 




Start 


33 


End 


341 


Name 


OJ990709 09.9919.C2.ol.gs 


Method 


GENSCAN 


Cf art 
O Lai L 


33 


End 


341 


GI 


none 


Score 


.55 


Exons 


33.. 341 






Seq. No. 


30747 


Seq. ID 


OJ990709_09.9919.C3 


Gene No . 


63591 


Strand 


+ 


Start 


3076 


End 


13744 


Name 


OJ990709_09. 991 9 . C3 . o2 . gs 


Method 


GENSCAN 


n j — — 

J UCll L 


307 6 


End 


13744 


GI 


none 


Score 


.58 


Exons 


3076.. 3767, 6623.. 6888, 7294. 


.7464, 7703. .8682, 13556. .13744 



30675 



Seq. No. 


30747 




Seq. ID 


OJ990709_ 


_09.9919.C3 


Gene No. 


63591 




Strand 


-f 




C+- -a *-+■ 


3076 




End 


13744 




Name 


OJ990709 09. 9919. C3 


. o.L.np 


Method 


AAT/NAP 




O Lai L. 


5649 




End 


8688 




\3 X 


3355308 




Score 


515 




£jAU1 1 O 


5649.-5735, 6683. .6779, 6819. .6888, 7294. .7433, 


7621. .8688 


(~1 T Ho cpri n 


(AJ009695) wall-associated 


kinase 4 [Arabidopsis thaliana] 


Seq. No. 


30747 




Seq. ID 


OJ990709_ 


09. 9919. C3 


OCilC INU . 


63592 




Strand 


+ 






13952 




End 


16746 




Name 


OJ990709 09. 9919. C3 


. o3 . gs 


Method 


GENSCAN 




Of- -a r f- 


13952 




End 


16746 




oX 


none 




Score 


.79 




Exons 


13952. .14018, 14568 


. .14695, 


14872. .14949, 16480. 


.16746 




30747 




Seq. ID 


OJ990709_ 


09. 9919. C3 


ucnc in u . 


63592 




Strand 


+ 




Start 


13952 




End 


16746 




Name 


OJ990709 09. 9919. C3 


.o2.gp 


Method 


AAT/GAP 




O Lai L 


15874 




End 


15959 




VJX 


LIB3477-003-P1-K1-E9 


Score 


116 




DAUJIo 


15874 . . 15959 










VjX UcoLiip a 


'2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




_S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




*~ r ' sativa] 1 










OcLj. IN U * 


30747 




Seq. ID 


OJ990709_ 


09. 9919. C3 


P2 o n o NT 


63593 




Strand 


+ 




Cf a >-+■ 

O L. a. X U 


21790 




End 


29298 




Name 


OJ990709 09. 9919. C3 


. o5 . gs 


Method 


GENSCAN 




Start 


21790 




End 


29169 






none 




Score 


.82 






21790. .21970, 22629 


. .22801, 


22900. .23070, 23459. 


.23569, 




23660. .23737, 24134 


. .24324, 


24365. .24450, 24839. 


.24870, 




24957. .25019, 25541 


. .25701, 


25869. .25908, 26266. 


.26385, 




26485. .26703, 27419 


. .27592, 


27694.-28375, 28478. 


.28677, 




28761. .28899, 28943 


. .29169 








Seq. No. 


30747 *■ ■ - 




Seq. ID 


OJ990709_ 


09. 9919. C3 


vJtJllC IN <J . 


. 63593 




Strand 


+ 




OLdl U 


21790 




End 


29298 




IN CllHt. 


OJ990709 09. 9919. C3 


o5 . gp 


Method 


AAT/GAP 




Of- a y-f- 

OLal l 


28150 


End 


28376 




O X 


2798137 




Score 


428 




Exons 


28150. .28376 










Seq. No. 


30747 




Seq. ID 


OJ990709_ 


09. 9919. C3 


Gene No. 


63593 




Strand 


+ 




Start 


21790 




End 


29298 




Name 


OJ990709 09. 9919. C3. 


06 . gp 


Method 


AAT/GAP 




Start 


29015 




End 


29298 




GI 


4714304 




Score 


455 





Exons 29015. .29298 



30676 




Seq. No. 


30747 




Seq. ID 


OJ990709 


_09 


.9919 


.C3 


Gene No. 


63594 




Strand 


+ 








Start 


34118 




End 


35262 








Name 


OJ990709 09. 9919. C3 


. o7 . gs 


Method 


GENSCAN 








Start 


34118 




End 


35262 








GI 


none 




Score 


.42 








Exons 


34118. .34250, 34743 


. .34932, 


. 35082. . 35262 








Seq. No. 


30747 




Seq. ID 


OJ990709_ 


_09 


.9919 


.C3 


Gene No. 


63595 




Strand 


+ 








Start 


38919 




End 


40135 








Name 


OJ990709 09. 9919. C3 


. 08 . gs 


Method 


GENSCAN 








Start 


38919 




End 


40135 








GI 


none 




Score 


.98 








Exons 


38919. .39607, 40015 


. .40135 












Seq. No. 


30747 




Seq. ID 


OJ990709 


_0 9 


.9919 


.C3 


Gene No. 


63596 




Strand 


+ 








Start 


40983 




End 


44592 








Name 


OJ990709 09. 9919. C3, 


. o9 . gs 


Method 


GENSCAN 








Start 


40983 




End 


44358 








GI 


none 




Score 


.9- 








Exons 


40983 . . 41047, 41394 , 


41641, 


41885. .42076, 43367, 


. .44358 




Seq. No. 


30747 




Seq. ID 


OJ990709_ 


_09, 


.9919, 




Gene No. 


63596 




Strand 


4- 








Start 


40983 




End 


44592 








Name 


OJ990709 09. 9919. C3. 


. o7 . gp 


Method 


AAT/GAP 








Start 


43470 




End 


43818 








GI 


568479 




Score 


649 








Exons 


43470. .43818 














GI Descrip. 


5803260/dbj IBAA83570.1 | 3.0e-19 (AP000399) similar 


to wakl 




(AJ009696) [Oryza sativa] 












Seq. No. 


30747 




Seq. ID 


OJ990709 


09. 


9919. 


C3 


Gene No . 


63596 




Strand 


+ 








Start 


40983 




End 


44592 








Name 


OJ990709 09. 9919. C3. 


08 . gp 


Method 


AAT/GAP 








Start 


44134 


End 


44592 








GI 


2317557 




Score 


875 








Exons 


44134 . .44592 














Se£. No. 


30747. • - - 




Seq. ID- 


OJ990709_ 


09. 


9919. 


C3 


Gene No. 


63597 




Strand 


+ 








Start 


47477 




End 


52234 








Name 


OJ990709 09. 9919. C3. 


oil . gs 


Method 


GENSCAN 








Start 


47477 


End 


52234 








GI 


none 




Score 


.96 








Exons 


47477. .48177, 49865. 


.50115, 


50.259. .50417, 50678. 


.51111, 






51239. .51767, 52152. 


.52234 












Seq. No. 


30747 




Seq. ID 


OJ990709 


09. 


9919. 


C3 


Gene- No. 


63598 




Strand 


+ 








Start 


53172 




End 


61625 








Name 


ojyyO/uy uy.99i9.C3. 


o3 . np 


Method 


AAT/NAP 








Start 


53172 




End 


61586 








GI 


2586083 




Score 


1514 









30677 



Exons 


53172. .53620, 58529 .. 58811, 


59187. .59390, 59523 


. .61143, 






61240. .61586 










\J J. IJCOUL 1JJ t 


(U72725) receptor kinase-like protein 


[Oryza longistaminata] 


Seq. No. 


30747 


■Seq. ID 


OJ990709_ 


_09.9919 


.C3 


Gene No. 


63598 


Strand 


+ 






O L. a. -L U 


53172 


End 


61625 






IN diut> 


OJ990709 09.9919.C3.ol3.gs 


Method 


GENSCAN 








56087 


End 


56785 






O J. 


none 


Score 


. / J 






LAUJ1D 


56087. .56294, 56394. .56785 










Seq. No. 


30747 


Seq. ID 


OJ990709_ 


_09. 9919 


.C3 


Gene No. 


63598 


Strand 


+ 








53172 


End 


61625 






Name 


OJ990709 09. 9919.C3.ol4 .gs 


Method 


GENSCAN 






Of- a r +- 

O Lai L 


58221 


End 


61625 








none 


Score 


.55 






Hi .A. W 1 1 O 


58221. .61143, 61240. .61625 










Seq. No. 


30747 


Seq. ID 


OJ990709_ 


_09. 9919 


.C3 


Gene No. 


63599 


Strand 








O LO.I L. 


120 


End 


1010 






Name 


OJ990709 09.9919.C3.ol.gs 


Method 


GENSCAN 






oLdl L 


120 


End - 


1010 








none 


Score 


.66 






Exons 


120. .253, 270. .418, 568. .685, 936. .1010 






OCIJ i Vi KJ . 


30747 


Seq. ID 


OJ990709_ 


_09.9919 


.C3 




63600 


Strand 








Start 


17090 


End 


20390 






Name 


OJ990709 09.9919.C3.o3.gp 


Method 


AAT/GAP 






u Lai L 


17082 


End 


17800 






(ZT 


uC-osflcypl59g01bl 


Score 


571 






Exons 


17082. .17161, 17346. .17462, 


17580. . 17696, 17780. 


.17800 






'3482918 6.0e-39 (AC003970) 


Similar to 


ATP-citrate-lyase 




[Arabidopsis thaliana] ? 










O C • IN LJ . 


30747 


Seq. ID 


OJ990709_ 


09.9919 


C3 




63600 


Strand 








Start 


17090 


End 


20390 






Name 


OJ990709 09.9919.C3.o2.np 


Method 


AAT/NAP 






Start 


17090 - • 


End 


20-262 






GI 


3482918 


Score 


1597 






IT ynn o 


17090. .17161, 1734 6. .174 62, 


17580. . 17696, 17780. 


. 17881, 






17 974. .18069, 18262. .1834 3, 


18418. .18531, 18647. 


. 18698, 






18813. . 19055, 1914 6. . 19322, 


20164 . .20262 






f^T DpQPT"i r*i 

vJ X L/GO L-.L X£J • 


(AC003970) Similar to ATP-citrate-lyase [Arabidopsis thaliana 


Seq. No. 


30747 


Seq. ID 


OJ990709_ 


09.9919. 


C3' 


Gene No. 


63600 


Strand 








Start 


17090 


End 


20390 






Name 


OJ990709 09.9919.C3.o4.gs 


Method 


GENSCAN 






Start^ 


17090 


End 


20262 






GI 


none 


Score 


.77 






Exons 


17090. .17161, 1734 6. . 174 62, 


17580. . 17696, 17780. 


.17902, 





17974. .18069, 18262 .. 18395, 184 18 .. 18531 , 18647 .. 18698, 



30678 



18813. .19055, 19146. .19380, 19761 19819, 20164. .20262 



Seq. No. 30747 

Gene No. 63600 

Start 17090 

Name OJ990709_09. 9919.C3.o4 .gp 

Start 18947 

GI 45413_1.R1084 

Exons 18947. . 19055, 19146. . 19322,- 20164. .20390 

GI Descrip. ' 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ990709_09. 9919.C3 
Strand 

End 20390 

Method AAT/GAP 

End 20390 

Score 904 



Seq. No. 30747 
Gene No. 63601 
Start 53680 

Name OJ990709_09 . 9919 . C3 . 08 . tm 

Start 7834 
GI none 

Exons 7834. .7974, 7834. .7905, 7881. .7949, 7980. .8129, 7980. .8132, 

7981. .8133, 8177. .8248, 8178. .8234, 8239. .8259, 434 8 6 .. 4 3584 , 
43536. .43580, 4 3609 .. 4 3785, 43609 .. 4 3782 , 43635 .. 43784 , 
4 3783. .4 3866, 43792 .. 438 66, 43802. .43891, 43882 . . 4 3908 , 
43882. .43905, 51060 .. 51203, 51073 .. 51207 , 51236 .. 51289, 
51290.. 51322 



Seq. ID OJ990709_09. 9919.C3 
Strand 

End 63798 

Method TBLASTX : Mai ze 

End 51322 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30747 
63601 
53680 

OJ990709_09.9919.C3.ol.tc 

7879 

none 



Seq. ID OJ990709_ 
Strand 



09. 9919. C3 



End 

Method 

End 

Score 



63798 
TBLASTX: 
61334 
48 



Cress 



7879. .7986, 7984. .8130, 8149. .8361, 8217. .8315, 8347. .8493, 
8355. .8483, 4 3642 .. 43785 , 43816 .. 44016, 43993 .. 44133, 



44004. 


.44132, 


51073. 


.51216, 


51287. 


.51370, 


51419. 


.51532, 


53358. 


.53384, 


53400. 


.53747, 


53400. 


.53738, 


53403. 


.53774, 


53406. 


.53768, 


53406. 


.53750, 


53415. 


.53768, 


53415. 


.53750, 


53421. 


.53615, 


53436. 


.53762, 


53436. 


.53573, 


53436. 


.53750, 


53478. 


.53678, 


53769'. 


.53852, 


53769. 


.53837, 


53798. 


.53941, 


53810. 


.53938, 


53810. 


.53953, 


53810. 


.53869, 


53816. 


.53956, 


53822. 


.53947, 


53822. 


.53953, 


53822. 


.53941, 


53831. 


.53941, 


53957. 


.54151, 


53957. 


.54151, 


53957 . 


.54106, 


53960. 


.54091, 


54137. 


.54376, 


54145. 


.54315, 


.54152.. 


.54490, 


54152. 


.54409, 


54152. 


.54454, 


54152; 


.54448, 


54152. 


.54448, 


54152. 


.54442*, 


54152. 


.54448, 


54188. 


.54448, 


54257. 


.54448, 


54464 . 


.54583, 


54548. 


.54769, 


54551. 


.54955, 


54551. 


.54985, 


54566. 


.54700, 


54575. 


.55249, 


54581. 


.54889, 


54581. 


.55036, 


54581. 


.55045, 


54581. 


.55045, 


54581. 


.55036, 


54638. 


.55027, 


54638. 


.55048, 


54770. 


.55045, 


54773. 


.55045, 


55028. 


.55249, 


55028 . 


.55177, 


55046. 


..55186, 


55046. 


.55192, 


55049. 


.55174, 


'55052. 


.55297, 


55054. 


.55218, 


55127. 


.55180, 


55238. 


.55315, 


55511. 


.55720, 


55754. 


.55801, 


56099. 


.56230, 


56246. 


.56323, 


56396. 


.56491, 


58404. 


.58868, 


58434. 


.58790, 


58452. 


.58793, 


58455. 


.58820, 


58467. 


.58793, 


58467. 


58667, 


58467. 


.58802, 


58473. 


.58820, 


58488. 


.58814, 


58488. 


58730, 


58488. 


.58808, 


58565. 


.58729, 


58821 . 


. 58940, 


56821 . 


Sayyi, 


58821. 


.58991, 


58821. 


.58991, 


58842. 


.58967, 


59066. 


59155, 


59220. 


.59336, 


59228. 


.59410, 


59232. 


.59531, 


59232. 


59483, 


59232. 


.59525, 


59232. 


.59525, 



30679 




59234. .59482, 
59235. .59543, 
59412. .59531, 
59574. .59633, 
59634. . 60188, 
59652. .59849, 
59793. .60335, 
59937. .60338, 
60324. . 60398, 
61095. . 61187, 



59235. .59525, 
59271. .59525, 
59541. .59648, 
59625. .60191, 
59634. . 60068, 
59655. .60260, 
59856. .603.3.5, 
60069. .60335, 
60600. . 60809, 
61227. . 61334 



59235. .594-47, 
59343. .59537, 
59547. .59630, 
59628. .60272, 
59637. . 60149, 
59712. . 60263, 
59891. . 60109, 
60140. . 60304, 
60843. . 60890, 




59235. .59525, 
59352. .59531, 
59565. .59636, 
59631. .59852, 
59652. . 60338, 
59721. .60278, 
59937. .60272, 
60195. .60266, 
61002-. .61079, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30747 
63601 
53680 

OJ990709_09. 

7879 

none 

7879. .8055, 
43801. .43995 



OJ990709 09. 9919. C3 



9919.C3.o2.ts 



63798 

TBLASTX: Soybean 

63798 

64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8080. .8322, 8250. .8312, 8361. .8456, 8422. .8469, 
, 44059. .44106, 51296 .. 51391 , 514 19 .. 51514 , 

55789, 56090. .56263, 
56568, 56396. .56581, 
60838, 60825. . 60878, 
61079, 61227. . 61424, 
63798 



55511. .55750, 55516 .. 5574 9, 55736. 

56092. .56229, 56093 .. 56230, 56395. 

60600. .608 39, 60 600. .60725, 6074 9. 

60908. . 61078, 60909 .. 61112, 60942. 

61229. . 61372, 61440 .. 61574 , 63700. 



Seq. No. 30747 Seq. ID 

Gene No. 63601 Strand 

Start 53680 End 

Name OJ990709_09 . 9919 . C3 . o2 . tw Method 

Start 8067 End 

GI none Score 

Exons 8067.. 8117, 8077.. 8172, 8212.. 8325, 8239.. 8331, 8355.. 8489, 

8356. .8493, 43732 .. 4 3962 , 44007 .. 44132, 44008 .. 44 133, 
51296. .51382, 514 19 .. 51508 , 51419 .. 51511, 55754 .. 5584 6, 
56090. .56302, 60842 .. 6114 4 , 60843. .61145 



OJ990709_09. 9919.C3 
63798 

TBLASTX: Wheat 

61145 

49 



Seq. No. 30747 Seq. ID 

Gene No. 63601 Strand 

Start 53680 End 

Name OJ9907 09_09 . 9919 . C3 . o3 . tm Method 

Start 8266 End 

GI none . " Score 

Exons 8266. : 

51323. 

56393. 

61017. 

61434 . 



OJ990709_09.99JL9.C3 
63798 

TBLASTX: Maize 

63759 

65 



8343,- 8362. .8472, 4 3909 . .-4 4 007 , 44005 .. 44109, 
.51388, 51419. .51517, 56167 .. 56292, 56168 .. 562 93, 
.56692, 56395. .56697, 56396 .. 56698 , 61014 .. 61187 , 
.61187, 61227. .61472, 6122 9 .. 614 38 , 61391 .. 61537 , 
.61538, 63652. .63759, 63693. .63758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30747 
63601 * 
53680 

OJ990709_09. 9919 . C3 . ol . tm 
17076 



none 
1707 6, 
17345, 
17765. 



Seq. ID OJ990709_09.9919.C3 
Strand 

End 63798 
Method TBLASTX: Maize 
End 20256 
Score 76 

17162, i70yb. .17167, 17343 .. 17 4 65, 17344 .. 17457 , 
17464, 17568. .17702, 17569 .. 17 694 , 17580 .. 17699, 
17842, 17765. .17881, 17772 17882 , 17971 .. 18072 , 



30680 




17972. .18070, 
18263. .18379, 
18430. .18555, 
18813. .19067, 
19146. .19325, 



17974. .18072, 
18388. .18531, 
18651. . 18698, 
18814. .19056, 
20161. .20256 



18249. .18344, 
18420. .18539, 
18652. .18699, 
19141. .19323, 




18250. .18360, 
18428. .18547, 
18811. .19056, 
19143. . 19325, 



Seq. No. 30747 
Gene. No. 63601 
Start 53680 

Name . OJ990709_09 . 9919 . C3 . o3 . tc 

Start 17081 
GI none 

Exons 17081. .17167, 17091 .. 17162 , 

17344. . 17454, 1734 6 .. 17 4 65 , 
17781. . 17819 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17187 

17568 



OJ990709 09. 9919. C3 



63798 

TBLASTX: Cress 
17819 
78 

17207, 17343. .17465, 
17681, 17569. .17661, 



Seq. No. 30747 

Gene No. 63601 

Start 53680 

Name OJ990709_09 . 9919 . C3 . ol . ts 

Start 17090 

GI none 

Exons 17090. 



.17167, 
17343. .17465, 
17568. .17702, 



17771. 
18250. 



,17881, 
18360, 



18431. .18544, 
19141. .19320, 



17094. 
17344. 
17578. 
17772. 
18251. 
18810. 
19143. 



.17162, 
.17454, 
.17703, 
.17882, 
.18379, 
.19058, 
.19325, 



Seq. ID OJ990709_09. 9919.C3 
Strand 

End 63798 

Method TBLASTX : Soybean 

End 20256 

Score 70 
17187. .17207, 17261. .17281, 
17346. .17465, 17 568 .. 17702 , 
17579. .17710, 17767. .17850, 
17971. .18072, 17972. .18070, 
18420. .18533, 18 428 .. 18538 , 
18814 . .19056, 18870. .19064, 
19146. .19325, 20152. .20256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30747 
63601 
53680 

OJ990709_09. 9919.C3.o2. tc 

17820 

none 

17820. .17882, 17822 .. 17881, 
17977. .18072, 18250 .. 18360, 
18428. .18538, 18819. . 19058, 
18838. .19065, 19141 .. 19311, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_09.9919.C3 
63798 

TBLASTX : Cress 

20256 

83 



17971. .18072, 17972. .18070, 

18251. .18379, 18 420 .. 18533, 

18820. .19056, 18 822 .. 190 64 , 

19143. .19325, 20161. .20256 



Seq. No. 30747. 

Gene No. • 63601 

Start 53680 

Name OJ9 907 09_09 . 9919 . C3 . o5 . tw 

Start 18319 

GI none 
Exons 



Seq. ID OJ990709_09. 9919.C3 
Strand 

End 63798 

Method TBLASTX : Wheat 

End 18696 

Score 157 



18319. .18345, 18419. . 18547, 18420 18539, 18427 .. 18558 , 
18439. .18555, 18 642 .. 18 695, 1864 9 18696 



Seq. No. 
Gene No. 
Start 
Name 

O +- _J- 
<J I, CL J_ (_ 

GI 

Exons 



30747 
63601 
53680 

OJ990709_09. 9919 . C3 . ol . tw 

10010 

none 



Seq. ID OJ990709_09. 9919.C3 
Strand 

End 63798 

Method TBLASTX : Wheat 

End 19262 

Score 326 



18816. . 19067, 18817. . 19056, 1914 1 .. 19260, 1914 3. . 19262 



30681 




Seq. No. 


30747 








Seq. ID 


OJ990709 


_09. 9919 


.C3 


Gene No. 


63601 








Strand 








Start 


53680 








End 


63798 






Name 


OJ990709 09. 9919. C3 


. o9 . tm 


Method 


TBLASTX : 


Mai ze 




Start 


22960 








End 


23716 






GI 


none 








Score 


186 






Exons 


22960. 


.23079, 


22962 


. .23069, 


23407. .23574, 23456 


. . 23572, 






23456. 


.23575, 


23646 


. .23714, 


23654 . .23713, 23660 


. . 23716 




Seq. No. 


30747 








Seq. ID 


OJ990709 


09 . 9919 


. C3 


Gene No. 


63601 








Strand 








Start 


53680 








End 


63798 






Name 


OJ9907 


09 09. 9 


919. C3 


. o7 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


24167 








End 


26131 






GI 


none 








Score 


196 






Exons 


24167 . 


.24322, 


24167, 


. .24331, 


24389. .24454, 24390 


. .24446, 






24618 . 


.24698, 


24624 


. .24698, 


24792. .24875, 24793 


. .24870, 






24900 . 


.25019, 


24949, 


. .25020, 


24955. .25020, 25078 


. .25173, 






25079. 


.25207, 


25089. 


. .25181, 


25539. .25700, 25540 


. . 25704, 






25540. 


.25701, 


25852, 


. . 25908, 


25869. .25907, 25870 


. .25908, 






25983. 


.26063, 


25986, 


. .26117, 


25988. .26065, 26043 


. .26126, 






26047 . 


.26127, 


26051, 


. .26131, 


26051. .26131 






Seq. No. 


30747 








Seq. ID 


OJ990709_ 


_09.9919. 


.C3 


Gene No. 


63601 








Strand 








Start 


53680 








End 


63798 






Name 


OJ9907 


09 09. 9919. C3. 


. o4 . tm 


Method 


TBLASTX : Maize 




Start 


26217 








End 


27472 






GI 


none 








Score 


92 






Exons 


26217. 


.26315, 


26217, 


. .26348, 


26218. .26385, 26245 


. .26385, 






26476. 


.26709, 


26476, 


, .26709, 


26483. .267 


13, 27422 


. .27472 




Seq. No. 


30747 








Seq. ID 


OJ990709_ 


_09.9919, 


,C3 


Gene No . 


63601 








Strand 








Start 


53680 








End 


63798 






Name 


OJ990709 09. 9919. C3. 


, o2 . tm 


Method 


TBLASTX: Maize 




Start 


27783 








End 


28393 






GI ■ 


none 








Score 


787 






Exons 


27783. 


.28391, 


27784 . 


, .28374, 


27893. .283 


93, 28139, 


. .28393 




Seq. No.' 


30747 








Seq. ID 


OJ9907.09_ 


_09.9919. 


C3 


Gene No . 


63601 








Strand 








Start 


53680 








End 


63798 






Name 


OJ990709 09. 9919. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


28653 








End 


29145 






GI 


none 








Score 


38 






Exons 


28653. 


.28679, 


28753. 


. 28779, 


28768. .28791, 28774. 


. .28836, . 






28775. 


.28831, 


28806. 


.28832, 


28824. .28901, 28828. 


. .28902',' 






28828. 


.28899, 


28878. 


. 28901, 


28989. .29129, 28993. 


. .29142, 






28994. 


.29137, 


29002. 


.29145 










Seq. No. 


30747 








Seq. ID 


OJ990709_ 


_09.9919. 


C3 


Gene No. 


63601 








Strand 








Start 










End 


63798 






Name 


OJ990709 09. 9919. C3. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


28747 








End 


29160 







30682 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



none Score 62 

28747. .28824, 28781 .. 28825, 28806 28835, 28855 .. 28899, 

28858. .28899, 28881. .28901, 28992. .29129, 28999. .29136, 

29000. .29131, 29002.. 29160 



30747 
63601 
53680 

OJ990709_09..9919.C3. 

43522 

none 

43522. .43572, 43654. 

53406. .53597, 53415. 

53436. .53771, 53442. 

53472. .53741, 53550. 

53810. .53941, 53810. 

53822. .53941, 53822. 

53993. .54448, 53993. 

54152. .54442, 54152. 

54152. .54448, 54196. 

54479. .55045, 54557. 

54587. .55045, 54698. 

55055. .55312, 55067. 

55153. .55212, 55204. 

58488. .58823, 58488. 

58494. .58796, 58494. 

58623.-58826, 58716. 

59034. .59204, 59178. 

59228. .59473, 59232. 

59235. .59531, 59235. 

59313. .59432, 59343. 

59551. .59616, 59562. 

59655. .60218, 59670. 

59754. .59873, 59784. 

59891. .60046, 59922. 
60302. .60397 



o3 . ts 



.43785, 
.53771, 
.53744, 
.53756, 
.53941, 
.54151, 
.54022, 
.54442, 
.54387, 
.55036, 
.55045, 
.55177, 
.55248, 
.58802, 
.58997, 
.58991, 
.59525, 
.59390, 
.59528, 
.59525, 
. 60053, 
.60278, 
.60194, 
. 60398, 



Seq. ID OJ990709 
Strand 

End 63798 
Method TBLASTX: 
End 60398 
Score 59 
51073. .51204, 51239 
53436. .53750, 53436 
53442. .53816, 53442 
53766. .53816, 53769 
53810. .53941, 53816 
53831. .53941, 53831 
.54448, 54037 
,54448, 54152 
,54454, 54464 
54557. .55042, 54581 
55025. .55186, 55046 
55096. .55248, 55130 
,58676, 58467 
,58802, 58488 
,58802, 58572 
,58991, 59031 
59219. .59470, 59220 
59232. .59525, 59235 
59235. .59531, 59292 
59547. .59615, 59547 
,60263, 59640 
,60122, 59726 
,60272, 59820 
, 60338, 60158 



54011. 
54152. 
54224. 



58452. 
58488. 
58494, 
58845. 



59562. 
59712. 
59808. 
60135. 



09. 9919. C3 



Soybean 



. .51286, 
. .53750, 
. .53750, 
. .53837, 
. .53941, 
. .53941, 
. .54444, 
. .54406, 
. .55039, 
. .54826, 
. .55180, 
. .55195, 
. .58793, 
. .58997, 
. .58697, 
. .59159, 
. .59531, 
. .59525, 
. .59537, 
. .59633, 
. .60146, 
. .59974, 
. .60266, 
. .60334, 



30747 
63601 
53680 

OJ990709 _09 . 9919 . C3 . o5 . tm 

53400 

none 

53400. .53588, 53403. .53666, 

53532. .53624, 53810. .53947, 

53962. .54051, 53993 .. 54016, 

54280. .54555, 54289 .. 54555 , 

54 7 91. .5504 5, 58452. .58 64 6, 

58559. .58720, 58560. .58847, 

58821. .58997, 58851 .. 58991, 

59037. .59126, 59196 .. 59633, 

59510. .59638, 59665 .. 59766, 

59832. .59930, 59889 .. 60188 



Seq. ID OJ990709_09.9919.C3 
Strand 

End 63798 
Method TBLASTX : Mai ze 
End 60188 ' ' 

Score . ' ■ 78- 
53436. .53738, 534 99 .. 537 95, 
53941, 53960. .54058, 
54550, 54151. .54246, 
54793, 54731. .55033, 
58718, 58488. .58790, 
58620. . 58820, 58809 .. 58 931 , 
59031. .59087, 59031 .. 59132, 
59479, 59466. .59630, 
59972, 59814. .60116, 



53822 
54050 
54689 
58455 



59234 . 
59670. 



oeq. lno . 
Gene No. 
Start 



JU /4 / 

63601 
53680 



Seq. ID 

Strand 

End 



OJ990709 09. 9919. C3 



63798 



30683 



Name 

Start 

GI 

Exons 



OJ990709_09.9919.C3.o3.tw 

53436 

none 

S3436..53624, 53478 .. 53720, 

54026. .54340, 54095 .. 54433, 

54749. .54994, 54 917 55045, 

58602. .58847, 58668 .. 58802, 

59343. .59525, 59526.-59882, 

59997. .60245, 60153. .60263 



Method TBLASTX : Wheat 
End 60263 
Score 12 6 
53550. .53795, 53882 .. 54151 , 
54442, 54449. .54799, 
58730, 58565. . 58720, 
58994, 58842, 



54260 
58530 
58761 
59853 



,58895, 
60077, 59913. .59969, 



Seq. No. 30747 Seq. ID 

Gene No. 63601 Strand 

Start 53680 End 

Name OJ990709_09 . 9919 . C3 . olO . gp Method 

Start 53680 End 

GI 2797944 Score 

Exons 53680. .53924 



OJ990709_09.9919.C3 

63798 
AAT/GAP 
53924 
464 



Seq. No. 30747 

Gene No. 63601 

Start 53680 

Name OJ990709_09 . 9919 . C3 . 06 . tm 

Start 55496 

GI none 

Exons 55496.-55759, 55503 .. 55757 , 
60585. .60839, 60707. .60841 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_09. 9919.C3 
63798 

TBLASTX: Maize 

60848 

337 



55504. .55758, 60585. .60848, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30748 
63602 
1147 

OJ990709_09 
1147 
6498441 
1147. .2209, 
4480. .4847, 



9919.C4.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3439, 
.6791 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



2539. 
5019. 



.3002, 3066. 
,6416, 6510, 



OJ990709_09. 9919.C4 
+ 

6791 
AAT/NAP 
6791 
6775 

3623. .3757, 3932. .4287, 



30748 Seq. ID 

63603 Strand 

13851 ' End 

OJ990709_09. 9919.C4 .o4 .np ' Method 
13851 End 
484643 Score 



OJ990709_09. 9919.C4 
+ 

16106 
AAT/NAP 
16106 
38 



13851. .13921, 14310. .14400, 14443 .. 14520, 16060. .16106 
proline-rich cell wall protein - carrot gi 1470322 (L01775) 
proline-rich protein [Daucus carota] 



30748 Seq. ID 

63604 Strand 

17794 End 

OJ990709_09 . 9919 . C4 . o4 . gs Method 

17794 End 

none Score 

17794. .17909, 18544 .. 18778, 20343 .. 20643, 2084 7 .. 2 0909, 
21390. .21502 



OJ990709_09.9919.C4 
+ 

21502 
gLENSCAN 
21502 
.7 



30684 



Sea No 


30748 




Seq. ID 


OJ990709 09. 9919. C4 


Gene No. 


63605 




Strand 


+ 


Start 


33184 




End 


37357 


Name 


OJ990709 09. 9919. C4. 


o7 . np 


Method 


AAT/NAP 


Start 


33184 ~~ 


End 


37357 


GI 


6522590 ... 




Score 


1392 


Exons 


33184. .33252. 34054 


.34946, 


35223. .36843, 36951 .. 37169, 




37218 . . 37357 








GI DescriD. 


(AL133292) receotor 


k"i npi ^ p — 


like protein [Arabidopsis thaliana] 


Seq. No. 


-30748 




Seq. ID 


OJ990709 09. 9919. C4 


Gene No. 


. 63605 




Strand 


+ 


Start 


33184 




End 


37357 


Name 


OJ990709 09. 9919. C4. 


o9 . gs 


Method 


GENSCAN 


Start 


34983 


End 


37354 


GI 


none 




Score 


.72 


Exons 


34983. .35817, 36121. 


.36843, 


36951. .37354 



Seq. No. 30748 Seq. ID 

Gene No. 63606 Strand 

Start 39927 End 

Name O J9 9 0 7 0 9_0 9 . 9 9 1 9 . C4 . ol 1 . gs Method 

Start 39927 End 

GI none Score 

Exons 39927. .41093, 41588.. 41725 



OJ990709_09.9919.C4 
+ 

42115 
GENSCAN 
41725 
.69 



OJ990709_09. 9919.C4 
+ 

42115 
AAT/NAP 
42115 
1002 



Seq. No. -30748 Seq. ID 

Gene No. 63606 Strand 

Start 39927 End 

Name OJ990709_09 . 9919 . C4 . 08 . np Method 

Start 40059 End 

GI 6069646 Score 

Exons 40059. .40870, 41153.. 42115 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 69071 12 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana' chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00.6248) 
[Oryza sativa] 



Seq. No. 30748 Seq. ID 

Gene No. 63607 Strand 

Start 7436 End 

Name OJ990709_09 . 9919 . C4 . o2 . gs Method 

Start 7436 End 

GI none Score 

Exons 7436.. 10672 



OJ990709_09.9919.C4 

16793 . 
GENSCAN 
10672 
.66 



Seq. No. 30748 

Gene No. 63607 

Start 7436 

Name OJ990709_09 . 9919 . C4 . o2 . np 

Start 7439 

GI 6907089 

Exons 7439.. 9317, 9411.. 10672 
GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 16793 

Method AAT/NAP 

End 10672 

Score 4188 



30685 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30748 Seq. ID 

63607 Strand 

7436 End 

OJ990709_09.9919.C4 . o3 . np Method 

9895 End 

5922623 Score 



OJ990709_09. 9919.C4 

16793 
AAT/NAP 
12372 
266 



9895.. 9931., 11515 .. 11590, 11757 .. 11869, 12257.. 12372 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



30748 
63607 
7436 

OJ990709_09. 9919. C4 . o3 . gs 

11882 

none 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 16793 

Method GENSCAN 

End 16793 

Score .47 



11882. .11911, 12206. .1224 8, 1575 6. . 158 43, 16727. .167 93 



Seq. No. 30748 Seq. ID 

Gene No. 63608 Strand 

Start 21198 End 

Name OJ990709_09 . 9919 . C4 . ol . gp Method 

Start 21198 End 

GI . 4968598 Score 

Exons 21198. .21653 



OJ990709_09. 9919.C4 

21653 

AAT/GAP 

21653 .;. 

737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30748 
63609 
23197 

OJ990709_09.9919.C4.o5.np 
22929 
6630685 
22929.-24574, 26718.. 26754 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 26754 

Method AAT/NAP 

End 26754 

Score 1638 



30748 
63609 
23197 

OJ9907 09_09. 9919.C4 ,o5.gs 
23197 

none - ••■ 

23197. .23294, 23350 .. 24 84 4 , 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 2 6754 

Method GENSCAN 

End 2 6505 . 

Score .44 
24859. .24996, 26473.. 26505 



Seq. No. 30748 

Gene No. 63610 

Start 28493 

Name OJ990709_09 . 9919 . C4 . o7 . gs 

Start 28493 

GI none 

Exons 28493. .28896, 28951.. 29929 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 33092 

Method GENSCAN 

End 2 9929 

Score .81 



Seq. No. 30748 

Gene No. 63610 

Start 28493 

Name OJ990709_09 . 9919 . C4 . 06 . np 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 33092 

Method AAT/NAP 



30686 



Start 29176 End 33092 

GI - 5091513 Score 3134 

Exons 29176. .29994, 30837 32748 , 33062.. 33092 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 30748 

Gene No. 63611 

Start 33160 

Name OJ990709_09 . 9919 . C4 . o3 . gp 

Start 33160 

GI 3761181 

Exons 33160.. 33406 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. ID OJ990709JD9.9919.C4 
Strand 

End 33406 

Method AAT/GAP 

End 33406 

Score 421 



Sea No 


30748 






Seq. ID 


OJ990709_09. 9919 


.C4 


Gene No. 


63612 






Strand 






Start 


38 641 






End 


39189 




Name 


OJ990709 09 


.9919* 


C4 .ol0 .gs 


Method 


GENSCAN 




Start 


38641 






End 


39189 




GI 


none 






Score 


.99 




Exons 


38641. .38834, 39090. .39189 








Sea No 


30748 






Seq. ID 


OJ990709_09.9919 


,C4 


Gene No. 


63613 






Strand 






Start 


41422 






End 


45682 




Name 


OJ990709 09 


. 9919. 


C4.o7.tw 


Method 


TBLASTX: Wheat 




Start 


.. 1295 






End 


1687 




GI 


none 






Score 


58 ~ 




Exons 


1295. . 1342, 


1349. 


.1447, 1366. 


.1446, 1414. .1653, 1430. .1687 


Sea No 


30748 






Seq. ID 


OJ990709_09. 9919 


.C4 


Gene No. 


63613 






Strand 






Start 


41422 






End 


45682 




Name 


OJ990709 09 


.9919. 


C4 .ol4 . tm 


Method 


TBLASTX: Maize 




Start 


1300 






End 


1585 . 




GI 


none 






Score 


193 




Exons 


1300. .1584, 


1337. 


. 1585 








Seq. No. 


30748 






Seq. ID 


OJ990709_09. 9919. 


C4 


Gene No. 


63613 






Strand 






Start' 


. 41422 






End 


45682 




Name 


OJ990709 09 


9919. 


04^04 .'tw 


. Method 


TBLASTX.: Wheat - 




Start 


2423 






End 


2906 ■ 




GI 


none 






Score 


402 




Exons 


2423. .2596, 


2424 . 


.2906, 2618. 


.2878 






Seq. No. 


30748 






Seq. ID 


OJ990709_09. 9919. 


C4 


Gene No. 


63613 






Strand 






Start 


41422 '" 






End ' 


45682 




Name 


OJ990709 09. 


9919. 


C4 .ol .tw 


Method 


TBLASTX: Wheat 




Start 


3074 






End 


3536 




GI 


none 






Score 


588 




Exons 


3074. .3535, 


3075. 


.3536, 3075. 


.3536 






Seq. No. 


30748 






Seq. ID 


OJ990709_09. 9919. 


C4 


Gene No. 


63613 






Strand 







30687 



Start 
Name 
Start 
GI 

Exons 



41422 End . 

OJ990709_09. 9919 . C4 . o7 . ts Method 

3114 End 

none Score 
3114. .3338, 3345. .3479 



45682 

TBLASTX: Soybean 

3479 

117 



Seq. No. 30748 Seq. ID 

Gene No. 63613 Strand . 

Start 41422 End 

Name OJ990709_09 . 9919 . C4 . o5 . tm Method 

Start 3204 End 

GI none Score 

Exons 3204.. 3560, 3239.. 3550, 3270.. 3560 



OJ990709_09.9919.C4 
45682 

TBLASTX: Maize 

3560 

392 



Seq. No. 30748 Seq. ID 

Gene No. 63613 Strand 

Start 41422 End 

Name OJ990709_09 . 9919 . C4 . o7 . tm Method 

Start 3587 End 

GI none Score 

Exons 3587.. 3952, 3588.. 3971 



OJ990709_09. 9919.C4 
45682 

TBLASTX: Maize 

3971 

347 



Seq. No. 30748 Seq. ID 

Gene No. 63613 Strand 

Start 41422 End 

Name OJ990709_09 . 9919 . C4 . o2 . tw Method 

Start 3644 End 

GI none Score • 

Exons 3644.. 4069, 3645.. 4064 



OJ990709_09.9919.C4 
45682 

TBLASTX: Wheat 

4069 

471 



Seq. No. 30748 Seq. ID 

Gene No. 63613 Strand 

Start 41422 End 

Name OJ990709_09 . 9919 . C4 . o5 . ts Method 

Start 3723 End 

GI none Score 

Exons 3723.. 4094 



OJ990709_09.9919.C4 
45682 

TBLASTX : Soybean 

4094 

264 



Seq. No. 30748 

Gene No. 63613 

Start 41422 

Name . OJ990709_09 . 9919 . C4 . 06 . tw 

Start 4695 ... 

GI none 

Exons 4695.. 4943, 4719. .4943, 4784, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



30748 
63613 
41422 

OJ990709JD9. 991 9. C4 .06. ts 

4842 

5666795 

4842. .4940, 5016. .5153, 5208. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_09.9919.C4 
45682 

TBLASTX : Wheat 
5153 
234 

,4957, 5013. .5153, 5015. .5152 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 45682 

Method TBLASTX : Soybean 

End 5408 

Score 68 
.5408 



4206306 2.0e-10 (AF049110) prpol [Zea mays] 



30748 
63613 



Seq. ID OJ990709_09. 9919.C4 
Strand 



30688 



Start 
Name 
Start 
GI 

Exons 



41422 End 
OJ990709_09.9919.C4 .ol3.tw Method 
5156 End 
none Score 
5156.. 5332, 5169.. 5357, 5208.. 5468 



45682 

TBLASTX: Wheat 

5468 

194 



Seq. No. 30748 

Gene No. 63613 

Start 41422 

Name OJ990709_09 . 9919 . C4 . 06 . tm 

Start 5661 

GI none 

Exons 5661.. 5984, 5678.. 5971 



Seq. ID OJ990709_09.9919.Q4 
Strand 

End 45682 

Method TBLASTX : Mai ze 

End 5984 

Score 362 



Seq. No. 30748 

Gene No. 63613 

Start 41422 

Name OJ990709_09 . 9919 . C4 . o5 . tw 

Start 5798 

GI none 
Exons 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 45682 

Method TBLASTX : Wheat 

End 6179 

Score 375 



5798. .5854, 5799. .6179, 5900. .6148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30748 
63613 
41422 

OJ9907 09_09. 9919.C4 .o9. tw 
6180 
none 



Seq. ID OJ990709_09. 9919.C4 
Strand 

45682 

TBLASTX: Wheat 
6782 
265 



End 

Method 
End 
Score 

6180. .6464, 6181. .6471, 6185. .6463, 6320. .6490, 6656. .6769, 
6657. . 6782 



Seq. No. 30748 

Gene No. 63613 

Start 41422 

Name OJ9907 09_09 . 9919 . C4 . o4 . ts 

Start 22917 

GI none 
Exons 



Seq. No. 
Gene No. 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 45682 

Method TBLASTX : Soybean 

End 23584 

Score 74 



22917. .23177, 23252 .. 23584 , 2328 9:-'.' .'234 80 



Seq. No. 30748 

Gene No. 63613 

Start 41422 

Name 0 J990709_09 . 9919 . C4 ..ol . tm 

Start 22947 

GI none 
Exons 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 45682 " 

Method TBLASTX: Maize 

End 23602 

Score 156 



22947. .23198, 22957 .. 2322 9, 23231 .. 23602, 23232. . 235 94 



Seq. No. 30748 

Gene No. 63613 

Start 41422 

Name OJ990709_09 . 9919 . C4 . 08 . tw 

Start 23348 

GI none 
Exons 



Seq. ID OJ990709_09. 9919.C4 
Strand 

End 45682 

Method TBLASTX : Wheat 

End 23779 

Score 57 



23348. .23605, 234 66 .. 23597 , 23630. .23779 



30748 
63613 



Seq. ID OJ990709_09. 9919.C4 
Strand 



30689 




Start 


41422 








End 


45682 






Name 


OJ990709 09. 9919. C4 


. ol3 . tm 


Method 


TBLASTX: 


Mai *7 a 




Start 


23603 








End 


23786 






GI 


none 








Score 


81 






Exons 


23603. 


.23773, 


23603 


. .23785, 


23649.'. 23786 






Seq. No. • 


307 4 8 








Seq .■•ID 


•OJ990709 


_09.9919 


C4 


Gene No. 


63613 








Strand 


- 






Start 


41422 








End 


45682 






Name 


OJ9907 


09 09. 9919. C4 


. o2 . tm 


Method 


TBLASTX: 


Man "7 o 

rid -L <L c 




Start 


23855 








End 


24293 






GI 


none 








Score 


140 






Exons 


23855. 


.24232, 


23855 


. 24292 , 


23919. .242 


93 






Sea. No. 


30748 








Seq. ID 


OJ990709 


DQ QQ1 Q 


C A 


qqy\b No . 


63613 








Strand 








Start 


41422 








End 


45682 


- 




Name 


OJ990709 09. 9919. C4 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


23955 








End 


24568 




GI 


5509260 






Score 


225 






Exons 


23955. 


.24212, 


23960 


. .24 4 96, 


24258. .24335, 24265 


9 4 4 69 






24275. 


.24505, 


24292 


24501 


24509. .24568, 24518 


9 4 ^ifift 




GI Descrip. 


















Sea No 


30748 








Seq. ID 


OJ990709 


_09.9919. 


HA 


Gene No. 


63613 








Strand 








Start 


41422 








End 


45682 






Name 


OJ990709 09.9 


919. C4 


o3 . tw 


Method 


TBLASTX: 


vvi its d u 




Start 


23963 








End 


24440 






GI 


none 








Score 


166 






Exons 


23963. 


.24310, 


23968 


.24171, 


23969. .24316, 24317 


94^4^ 






24356. 


.24439, 


24360 


. . 24440 








Seq. No. 


30748 








Seq. ID 


OJ990709 


_09.9919. 


C4 


Gene No. 


63613 








Strand 








Start 


41422 








End 


45682 






Name 


OJ990709 09. 9919. C4 


o2 . tc 


Method 


TBLASTX: 


^r e s s 




Start 


24074 








End 


24334 






GI 


none 








Score 


234 






Exons 


24074 . 


.24334 














Seq. No. 


30748 








Seq. ID 


OJ990709 


U .7 . J ± _? . 


C A 


Qene No m ■ 


63613 








Strand 








Start 


41422 








End 


45682 






Name 


OJ9907 


09_09.9 


919. C4. 


ol . tc 


Method 


TBLASTX : 


Oi. C o o 




Start 


34174 








End 


45442 






GI 


none 








Score 


84 






Exons 


34174. 


.34458, 


34180. 


. 3.4 5 2 1 , 


34186. .34275, 34216 


^4 r 






.,34216. 


.34530, 


34216. 


• j i j —> \j , 


34216. .34377, 34222 


^4 ^4 R 






' 34351. 


.34530, 


34393. 


■ w) *± -J ^ 1 , 


34551. .34745, 34560 


^4 7 fin 






34560. 


.34742, 


34560. 


.34670, 


34566. .34754, 34578 


. . 34742, 






34647. 


.34754, 


34755. 


.35036, 


34758. .35105, 34767 


. .35177, 






34779. 


.35042, 


34824. 


.35081, 


34842. .35240, 34851 


. .35153, 






34866. 


.35231, 


35022. 


.35246, 


35022. .35183, 35274 


. .35555, 






35280 . 


. 35342, 


35355. 


.35b43, 


35355. .35543, 35364 


. .35567, 






35376. 


.35705, 


35379. 


.35558, 


35379. .35474, 35379 


. .35558, 






35385. 


.35549, 


35574. 


.35696, 


35577. .35738, 35577 


. .35687, 





30690 






155R 1 

J J JO J ■ 


16050 


155R 9 

J J J o J . 


1 57 1R 
■ J J / J o , 


15701 

j J / U J i 


15 QR 1 
. J J _?o x , 


1570Q 

J J / \)Z* . 


1RR 7 Q 

. J JO I Z7 f 




1570Q 
j j i \j z* • 


16050 


157 1 R 


1591 9 

■ J J Zt X £. f 


1571 fl 
J J / X o • 


15 QR 1 

. J J .70 X , 


15797 
jj / t / . 


1^Q79 
. j j zt l c. t 




35730. 


. 35954 , 


357 33 
j j / j j . 


.3604 4, 


157 61 

J J / UJ t 


15QR4 

■ J J Zt O 4 , 


35781 . 


15Q51 

• J J Zt J x , 




J J U u J ■ 


. 3604 4 , 


358 61 . 


m 3597 l 


15R74 

J J O / 4 • 


1604 4 


35916 . 


1604 4 

• J O U 4 4 , 




16194 

J U J 4 • 


164 99 


164 51 


16R 4 9 

. J U O 4 jL. , 


16554 

J U J J 4 . 


165RQ 

■ J U J o z* , 


166R0 

JUUOU • 


16R 4 1 

. J D 0 4 X t 




16Q4 Q 


17074 

• J / \J 1 4 / 


16950 


17019 

• J / U J _7 , 


4 9 5R 4 

4l J04 ■ 


4 9671 

. 4lU / J , 


4 974 7 

4t I 4 / • 


4 9 Q9 Q 




49779 
It / i z* * 


411 6R 


4 1090 


4 1067 

• 4 J U U / , 


4190 5 


4 llQfi 

■ 4 J J Zf \J , 


41171 

4 J J / J . 


■ ft J " Z> U , 




41577 

4 J J / / • 


4 1994 

* 4 J Zt 4 , 


4 1 5 R 0 

1 J JOU ■ 


4 4110 

. 4 4 1 1U / 


4 1607 

4 J U \J 1 ■ 


4 1R4 

. 4 J O 4 U , 


41655 

4 J \J J J . 


4 4 9 R 4" 

• 44^04 , 




41655 

*i JUJ J • 


44056 


4 1656 
4 j u j u . 


4 17 60 


41797 

4 J / C. f • 


4 4 1 4 9 


4 17 QQ 

4 J / Z* Z* * 


4 4 906 




41R00 


4 1RQ5 

. 1 J O 7 -J / 


4 1R 51 

4 J O J J . 


44961 


4 1R6R 

4 JOvO • 


4 4 961 

• 44tuJ/ 


4 1Q4 1 

4 J Zt 4 J * 


4 4 97R 




44006. 


.44263, 


44045. 


.44323, 


44159. 


.44293, 


44282. 


.44386, 




44511. 


.44690, 


44528. 


.44698, 


44528. 


.44875, 


44528. 


.44683, 




44 59R 

4 4 J Z. O . 


44 6R 1 

. 44DO J; 


4 4 59R 


4 4 6fl 1 

• 44UO J/ 


4 4 59R 

44 JlO . 


.44698, 


44693. 


4 4 R 4 5 

. 4 4 0 4 J , 




4 4 6QQ 

4 4 D Z> Z* • 


4 4 Q9 0 

. 4 4 .7^ U , 


4 4 711 

4 4 / JJ, 


4 4 R 5fi 

• 4 4 O J O , 


44882. 


.45061, 


44888. 


4 ^0 fl R 




44RQ4 

4 4 O -7 4 • 


4 51 10 


4 4 R 94 


4 5101 
• 4 j J. \j j , 


44894 . 


.45097, 


44894. 


4 50 Q1 

. 4 J U Zt X , 




44895. 


.45074, 


44912. 


. 4 507 6, 


45080. 


.45433, 


45098. 


.45199, 




45254. 


.45442, 


45257. 


4 5439 

. 4 J 4 J Zt 










Qprr Mn 


30748 








Seq. 


ID OJ990709 


09.9919 


C1&T\C± No 
UC11C 1N*J • 


63613 








Strand 








41422 








End 


45682 






OJ990709 09. 9919. C4. 


(JZ. . L. O 


Method TBLASTX : Soybean 


O L G.X L 


34195 








End 


45445 




(IT 


none 








Score 167 






34195. 


.34548, 


34216. 


14 5 10 

» J 4 J J U , 


34216. 


.34530, 


34216. 


.34446, 




34216. 


.34521, 


34354. 


^4 54 R 

. J 4 J 4 O , 


34354. 


.34548, 


34371. 


.34529, 




34465. 


.34545, 


34512. 


147 54 

. J4 / J 4 , 


34551. 


.34667, 


34551. 


.34742, 




34557. 


.34739, 


34557. 


34 7 5 4 

. J 4 / J 4 , 


34560. 


.34742, 


34560. 


.34742, 




34574. 


.34756, 


34623. 


1474 9 


34758. 


.34886, 


34758. 


.35240, 




34758. 


.35240, 


34770. 


159 61 


34836. 


.35240, 


34905. 


.35246, 




35021. 


.35239, 


35021. 


1517 6 

. J J X / D , 


35247. 


.35345, 


35366. 


.35500, 




35367. 


.35543, 


35376. 


154 R 0 

• J J 4 O U , 


35376. 


.35555, 


35379. 


.35621, 




35490. 


.35570, 


35543. 


1571 9 
• j j / x y , 


35577. 


.35696, 


35577. 


.35738, 




35583. 


.35759, 


35592. 


157 1R 

• JJ / JO/ 


35619. 


.35693, 


35709. 


.36044, 




35709. 


.36113, 


35718. 


1604 7 

• J U U 4 f , 


35718. 


.36047, 


35916. 


.36044, 




43535. 


.43648, 


43583. 


4 414 1 

• 4 4 X 4 J , 


43583. 


.44074, 


43586. 


.44290, 




43637. 


.43768, 


43800. 


.44027, 


43863. 


.44045, 


44084 . 


.44263, 




44088. 


.44120, 


44157. 


.44282, 


44525. 


.44683, 


44528. 


.44698, 




44528. 


.44647, 


44528. 


4 4 695 

• 4 4 U 7 J , 


44744 . 


.44812, 


44882. 


.45085, 




44882. 


.45106, 


44888. 


4 50R 5 

• 4 JUO J/ 


44894 . 


.45076, 


44894 . 


.45097, 




44894. 


.45085, 


44894 . 


4 5DR 5 

• 4 JUO J/ 


44894 . 


.45022, 


44969. 


.45103, 




45086. 


.45196, ' 


45098. 


4 5419 " 

• 4 J 4 J _7 , 


45104. 


.45439, 


45104. 


.45196, 




45116. 


.45445 














Seq. No. 


30748 








Seq. 


ID OJ990709 


09.9919 


UC11C LV\J , 


63613 








Strand 






rt 


41422 








End 


45682 




Name 


OJ990709 09.9919.C4.I 


EJ Zt * LIU 


Method TBLASTX : Mai ze 




34195 








" End 


45439 




O X 


none 








Score 172 




Exons 


34195. 


.34548, 


34216. 


34530 

* J 1 J J u , 


34216. 


.34548, 


34216. 


.34503, 




34267. 


.34548, 


34371. 


.34448, 


34510. 


.34557, 


34512. 


.34742, 




34512. 


.34754, 


34551. 


.34742, 


34560. 


.34742, 


34560. 


.34742, 




34577. 


.34756, 


34632. 


.34745, 


34758. , 


.35231, 


34758. 


.35246, 




34 77 9. 


. 35270, 


347 /y . 


.35204, 


34833. , 


.35246, 


34911. 


.35267, 




35021. 


.35239, 


35256. 


.35351, 


35355. , 


.35558, 


35367. 


.35555, 




35376. 


.35561, 


35379. 


.35558, 


35379. . 


.35558, 


35379. 


.35561, 



30691 



35385. .35525, 
35577. .35696, 
35718. .35954, 
43583. .44197, 
43817. .44284, 
44525. .44698, 
44528. .44683, 
44894 . .45085, 
45086. .45367, 



35436. .35570, 
35577. .35738, 
35733. .35984, 
43583. .44062, 
43941. .44165, 
44525. .44647, 
44687. .44842, 
44897. .45085, 
45104. .45439, 



35574. .35696, 
35706. .36044, 
35853. .36044, 
43604. . 44281, 
44282. .44377, 
44528. .44686, 
44882. .45106, 
45081. . 45209, 
45134. .45418, 



35577. .35696, 
35715. .36044, 
43580. .43921, 
43676. .44290, 
44452. .44517, 
44528. .44683, 
44894 . .45085, 
45083. .45439, 
45183. .45269 



Sea No 


30748 






Seq. ID 


OJ990709_09.9919 


CA 


UC11C Vi\J • 


63613 






Strand 






O Lai L 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


34360 






End 


45439 




GI 


none 






Score 


96 






34360. 


.34548, 34396 




34578. .34724, 34770. .34973, 






34914. 


.35132, 35022 


1 ft 9 
* • o *j jl. o y , 


35250. .35558, 35261. .35536, 






35577. 


.35696, 35583 


^ft 


35625. .35678, 35727. .35834, 






43583. 


43774, 43844 


A A 01 A 


4 4036. .44 383, 4 4 085 .. 4 4 318 , 






44984 . 


45085, 45104 


. . 4 -j ± y \j , 


4518 6. .45341, 45245. .45439 




JC^ . IN KJ * 


30748 






Seq. ID 


OJ990709_09. 9919 


CA 


Gene No. 


63613 






Strand 






Start*- ' 


41422 






End 


45682 




NI lame* 


OJ990709 09. 9919. C4 




Method 


TBLASTX: Maize 




OLdi L. 


36286 






End 


43309 






none 






Score 


311 




LAUllO 


36286. 


36525, 36291 


^fiS4 ft 


36300. .36545, 36310. .36549, 






43073. « 


43309, 43074 


4 ^?ft n 








Seq. No. 


30748 






Seq. ID 


OJ990709JD9. 9919 


.C4 


Gene No. 


63613 






Strand 






Start 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 




Method 


TBLASTX : Soybean 






36288 






End 


43309 






none 






Score 


207 




Fl3f nn <=? 

i— 1 Avl 1 O 


36288. . 


36596, 36609 




36713. .36841, 3694 9 .. 37 143, 






36950. . 


37174, 42485 


• . 4 ^. O f O , 


42534. .42644, 4277 9 .. 43021 , 






42780. . 


42920, 43022 


. . 43309, 


43032. .43091, 43209. .43280 




Seq. No. 


30748 






Seq. ID 


OJ990709_09. 9919 


.C4 


Gene No. 


63613 






Strand' 






Start 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start 


36345 






End 


43216 




GI 


none 






Score 


65 




Exons 


36345. . 


36398, 36405 


. .36764, 


42857. .43216 




Seq. No. 


30748 






Seq. ID 


OJ990709_09.9919 


.C4 


Gene No. 


63613 






Strand 






Start 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


36716 






End 


42905 




GT 


none 






Score 


164 




Exons 


36716. . 


36841, 36717 


.36842, 


36949. .37146, 36950 .. 37138 , 





37232. .37300, 42368 .. 424 60, 42369.-4 2473, 42447 .. 42674, 



30692 






42469. 


.42678, 42482 


4 9fi7^ 

■ • 1 <c U / J , 


4t / DO . . 4 Z C 


?P7 4977Q AOQHA 






42780. 


.42905 










Seq. No. 


30748 






Seq. ID 


OJ990709_09.9919 


.C4 


Gene No. 


63613 






Strand 








41422 






End 


45682 




IN dill c 


OJ990709 09. 9919. C4 


oft i-m 

. KJ O . LIU 


Method 


TBLASTX: Maize 




Cf-a r1" 

uLai L 


39.951 






End 


40397 




GI 


none 






Score 


83 




J* 1 v on <z 


39951. . 


40025, 40032 


40313, 


40067. .40273, 40296. .40397 




Seq. No. 


30748 






Seq. ID 


OJ990709_09. 9919 


,C4 


Gene No. 


63613 






Strand 


- 




u Lai L 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 


nl S tw 

• Ui J . LW 


Method 


TBLASTX: Wheat 




O L. a. i- L 


39963 






End 


40298 






none 






Score 


95 




T7 1 von C3 


39963. . 


40103, 40092 


40P98 

* • H. \J <C .7 O 








Seq. No. 


30748 






Seq. ID 


OJ990709 09.9919 


.C4 


Gene No. 


63613 






Strand 


- 




C-l- -a v-+- 

O La i. L 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 


i U11 • LW 


Method 


TBLASTX: Wheat 




C+- -a -r-t- 
olaiL 


40305 






End 


40601 




O-L 


none 






Score 


194 




R v on q 


40305. . 


40601, 40325 


* 4UJJO 




*" 




Seq. No. 


30748 






Seq. ID. 


OJ990709_09.9919 


,C4 


Gene No. 


63613 






Strand 


- 




O Lai L 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4 


/I 

o 4 • tin 


Method 


TBLASTX: Maize 




OLal L 


40398 






End 


41090 






none 






Score 


461 






40398. . 


41090, 40713 


. f± U -? D 








Seq. No. 


30748 






Seq. ID 


OJ990709J39.9919 


.C4 


Gene No. 


63613 






Strand 


- 




O Lai L 


41422 






End 


45682 




Name 


OJ990709 09. 9919. C4. 


o1 9 -HtaT 
OIZ . LW 


Method 


TBLASTX: Wheat 




j Lai L 


40725 






. End 


41165 






none 






Score 


160 




l-J A. 1 1 o 


40725. . 


41027, "41040. 


* y 1 1 u J 








Seq. No. 


30748 






Seq. ID 


OJ990709JD9. 9919 


C4 


Gene No. 


63613 






Strand 






Qf arf 
tj L d -L L 


41422 






End 


45682 




IN CtiLlC 


OJ990709 09. 9919. C4. 


ol 9 fm 
OXZ . LIU 


Method 


TBLASTX: Maize 




O L dl L 


41091 






End 


41369 




O -L 


none 






Score 


204 




T v on c 


41091. . 


41369 










Seq. No. 


30748 






Seq. ID 


OJ990709_09. 9919. 


C4. 


Gene No. 


63613 






Strand 






Start 


41422 






End 


45682 




Name 


O Td c\r\n r> r\ r\r\ GO*! G C A 
w-/z>\ji\jz> u z> . J 3 .L y . t^fi . 


o9 . np 


Method 


AAT/NAP 




Start 


41422 






End 


45682 




GI 


2130082 






Score 


1406 





30693 



Exons 41422. .41467, 42342 .. 42672 , 42778 .. 4 4 408 , 44688. .45682 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi | 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 | prf | I2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30748 Seq. ID 

63613 Strand 

41422 End 

OJ990709_09. 9919. C4 . oil. tm Method 

41511 End 

none Score 



OJ990709_09.9919.C4 
45682 

TBLASTX: Maize 

42092 

278 



41511. .42092, 41663. .41848, 41697. .42020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30749 
63614 
3140 

OJ990709_09. 

1126 

none 

1126. .1197, 
1286. .1405, 
1296. .1448, 



9919.C5.o3.tm 



1384. 
1471. 
1511. 
1679. 
1828. 
1835. 



.1476, 
.1617, 
.1633, 
,1765, 
,1935, 
,1927, 



Seq. ID OJ990709_09. 9919.C5 
Strand + 
End 6354 
Method TBLASTX : Mai ze 
End 1935 
Score 99 

1281. .1403, 1281. .1400, 1282. .1434, 1282. .1410, 
1288. .1437, 1289. .1393, 1293. .1403, 1294. .1455, 
1297. .1449, 1297. .1446, 1303. .1422, 1317. .1355, 
1384. .1476, 1438. .1530, 1438. .1632, 1438. .1530, 
1477. .1632, 1479. .1622, 1510. .1611, 1511. .1621, 
1514. .1633, 1559. .1597, 1679. .1771, 1679. .1816, 
1681. .1770, 1681. .1779, 1681. .1776, 1685. .1777, 
1828. .1926, 1829. .1918, 1834. .1929, 1835. .1915, 
1841. .1924 



Seq. No. 30749 

Gene No. 63614 

Start 3140 

Name OJ990709_09 . 9919 . C5 . o.l . np 

Start 3140 

GI 6522540 

Exons 3140.. 3883, 4187.. 6354 

GI Descrip. (AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



Seq. No. 
Gene No . 



Seq. ID OJ990709_09.9919.C5 

Strand + 

End 6354 

Method AAT/NAP 

End 6354 

Score 1322 



30749 
63614 



Seq. ID OJ990709_09.-9919.C5 
Strand' + ' " 



Start 


3140 










End 


6354 






Name 


OJ990709 09 


.9919, 


.CS.ol. 


tc 


Method TBLASTX: 


Cress 




Start 


3341 










End 


5974 






GI 


none 










Score 


106 






Exons 


3341. 


.3556, 


3344 . 


, .3691, 


3347. 


, .3487, 


3356. . 


3526, 


3356. 


.3619, 




3377. 


.3694, 


3383. 


, .3697, 


3383. 


.3631, 


3389. . 


3691, 


3407. 


.3598, 




3482. 


.3928, 


3551. 


, .3709, 


3560. 


.3610, 


3710. . 


3925, 


3725. 


.3901, 




3740. 


.3826, 


3782. 


-.3844, 


3923. 


.4204, 


3929. . 


4111, 


3932. 


.4369, 




3941. 


.3991, 


3941. 


.4417, 


3956. 


.4417, 


4013. . 


4417, 


4055. 


.4366, 




4079. 


.4135, 


4127. 


.4465, 


4220. 


.4417, 


4382. . 


4417, 


4451. 


.4495, 




4451. 


.4495, 


4532. 


.4699, 


4550. 


.5155, 


4550. . 


5155, 


4553. 


.4882, 




4553. 


.4729, 


4571. 


.4873, 


4589. 


.5155, 


4664. . 


4852, 


4670. 


.4780, 






A r\ i r 


a •-» r\ -t 
4 / O -L . 


. 506 6, 


4789. 


. 4866, 


4832 . . 


4y42, 


4853. 


.5152, 




4877. , 


.5008, 


4931. 


.5155, 


4970. 


.5008, 


5528. . 


5632, 


5648. 


.5797, 




5860. , 


.5967, 


5900. 


.5974 















30694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30749 
63614 
3140 

OJ990709_09, 

3341 

none 

3341. .3691, 
3482. .3736, 



9919.C5.ol. ts 



3719. 
3920. 
4013. 
4541. 
4555. 



,3901, 
,4267, 
,4417, 
,5008, 
,4650, 



4831. .4953, 
5101. .5286 



3341. 
3548. 
3719. 
3923. 
4076. 
4547. 
4601. 
4984. 



.3691, 
.3679, 
.3898, 
,4411, 
,4417, 
,4780, 
,5008, 
,5022, 



3341. 
3710. 
3730. 
3923. 
4160. 
4550. 
4621. 
4990. 



Seq. ID OJ990709_09.9919.C5 

Strand + 

End 6354 

Method TBLASTX : Soybean 

End 5286 

Score 218 

.3673, 3356. .3607, 3458. .3685, 

.3901, 3719. .3901, 3719. .3901, 

.3900, 3773. .3931, 3775.. 3915, 

.4411, 3965. .4411, 3965. .4345, 

.4294, 4433. .4495, 4433. .4495, 

.5005, 4553. .4939, 4553. .5011, 

.4719, 4661. .5152, 4799. .4870, 

.5226, 5072. .5152, 5075. .5152, 



Seq. No. 30749 
Gene No. 63614 
Start 3140 

Name OJ990709_09. 9919 . C5 . ol . tm 

Start 3344 
GI none 

Exons 3344.. 3607, 3377.. 3673, 3449. 

3719. .3970, 3740. .3961, 3929. 
4120. .4488, 4189. .4365, 4550. 
4847. .5149, 4865. .4963 



Seq. ID OJ990709_09.9919.C5 

Strand + 

End 6354 

Method TBLASTX : Mai ze 

End 5149 

Score 150 

.3736, 3509.. 3709, 3686.. 3775, 
.4036, 3929. .4030, 4103. .4495', 
.4717, 4556. .4852, 4700. .5005, 



Seq. No. 30749 
Gene No. 63614 
Start 3140 

Name OJ990709_09 . 9919 . C5 . o2 . tw 

Start 3401 
GI none 

Exons 3401.. 3607, 3708.. 3761, 3764. 

4067. .4267, 4139. .4351, 4283. 
4565. .4723, 4583. .4771, 4637. 
4880. .5011, 5072. .5152 



Seq. ID OJ990709_09.9919.C5 

Strand + 

End 6354 

Method TBLASTX : Wheat 

End 5152 

Score 132 

.3928, 3818. .3901, 3992. .4195, 
.4417, 4433. .4495, 4553. .4717,. 
.4789, 4649. .4819, 4793. .5005, 



Seq. No. 30749 Seq. ID 
Gene No. 63614 Strand 
Start' "3140 End- 
Name OJ990709_09..9919.C5.o2*. tm Method 
Start 5480 End 
GI none Score 
Exons 5480.. 5740, 5480.. 5740 



OJ990709_09.9919.C5 
+ 

6354' 

TBLASTX: Maize 

5740 

343 



Seq. No. 30749 

Gene No. 63614 
Start ' 3140 

Name OJ990709_09 . 9919 . C5 . o2 . ts 

Start 5495 

GI none 

Exons 5495.. 5734, 5495. .5701, 5810. 



Seq. ID OJ990709_09.9919.C5 

Strand + 

End 6354 

Method TBLASTX : Soybean 

End 6336 

Score 224 

.6010, 5838. .5960, 5861. .5962, 



Seq. No. 



30749 



Seq. ID OJ990709 09. 9919. C5 



30695 



Gene No. 63614 Strand 

Start 3140 End 

Name OJ990709_09 . 9919 . C5 . ol . tw Method 

Start 5654 End 

GI none Score 

Exons 5654 . . 6040 



+ 

6354 

TBLASTX: Wheat 

6040 

180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30749 
63614 
3140 

OJ990709_09. 9919 .C5 . o2 . np 
6112 
4680216 
6112. .6176 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990709_09. 9919.C5 

Strand + 

End 6354 

Method AAT/NAP 

End 6176 

Score 7 9 



30750 
63615 
1 

OJ990709_09.9919.C6.ol.np 

1 

5091513 
1. .967 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990709_09. 9919.C6 

Strand + 

End 967 

Method AAT/NAP 

End 967 

Score 1383 



30751 
63616 
183 

OJ990709_09. 9919 . C7 . ol . gs 

183 

none 

183. .368 



Seq. ID OJ990709_09. 9919.C7 

Strand + 

End 368 

Method GENSCAN 

End 368 

Score . 7 



Seq. No. 30752 

Gene No. 63617 

Start 135 

Name 0 J9 9 0 4 1 9_0 3 . 9 9 1 9 . C3 . o 1 . gs 

Start 135 

GI none 

Exons 135. .266 



Seq. ID OJ990419_03. 9919.C3 
Strand 

End 266 

Method GENSCAN 

End 266 

Score .85 



Seq. No. 30753 . 
Gene No. ■ 63618 • 

Start 96 

Name OJ9904 19_03 . 991 9 . C4 . ol . gs 

Start 96 

GI none 

Exons 96. .161 



Seq. ID OJ990419_03. 9919.C4 
Strand 

End 702 

Method GENSCAN 

End 161 

Score . 65 



Seq. No. 
Gene No. 
Start 
Name 
Start 

r* t 

Exons 



30753 
63618 
96 

OJ990419_03. 9919.C4 .ol .tm 
96 

none 



Seq. ID OJ990419JD3. 9919. C4 
Strand 

702 

TBLASTX: Maize 
400 
89 



End 

Method 
End 
Score 

96. .170, 96. .173, 97. .174, 98. .175, 98. .175, 253. .396, 256. .399, 
257. .400, 257. .400 



30696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exoris 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30753 
63618 
96 

OJ990419_03.9919.C4.ol.np 
96 

6403497 

96. .174, 257. .401, 499. .702 

(AC010871) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990419_03. 9919.C4 
Strand 

End 702 

Method AAT/NAP 

End 702 

Score 502 



30753 
63618 
96 

OJ990419_03.9919.C4.ol.ts 

246 

none 



Seq. ID OJ990419_03.9919.C4 

Strand 

End 702 

Method TBLASTX : Soybean 

End 653 

Score 84 



246. .377, 253. .396, 256. .402, 257. .403, 499. .522, 500. .652, 
501. .653 



Seq. No. 30754 Seq. ID 

Gene No. 63619 Strand 

Start 397 End 

Name OJ9904 19_03 . 9919 . C8 . ol . gp Method 

Start 397 End 

GI 2309687 Score 

Exons 397.. 508, 608.. 697 



OJ990419_03.9919.C8 

-f 

697 

AAT/GAP 

697 

332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30754 Seq. ID 

63619 Strand 

397 End 

OJ990419_03. 9919.C8.ol.gs Method 

412 End 

none Score 

412. .508, 608. .697 



OJ990419_03. 9919.C8 
+ 

697 

GENS CAN 

697 

.9 



30755 
63620 
1 

OJ990419_03 
1 

2501231 
1..25, 429. 



9919.C9.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

468, 564. .723, 823/. 891, 1035. .1130' 
HYPOTHETICAL 38.1 KD ' PROTEIN gi | 99505 | pir | | S24 930 hypothetical - 
protein - pink corydalis gi | 18258 | emb | CAA45139 | (X63595) protein 
of unknown function [Corydalis sempervirens ] 

gi I 444333 | prf | 1 1906382A pCSC71 protein [Corydalis sempervirens] 



OJ990419_03.9919.C9 
+ 

1130 
AAT/NAP 
1130 
320 



30755 Seq. ID 

63620 Strand 

1 End 

OJ990419_03.9919.C9.ol. ts Method 

428 End 

none Score 
428. .469, 430. .459, 561. .707, 562. .723, 793. .882, 822. .890, 
1041. . 1127 



OJ990419_03. 9919.C9 
+ 

1130 

TBLASTX: Soybean 

1127 

54 



Seq. No. 



30755 



Seq. ID OJ990419_03. 9919.C9 



30697 



Gene No. 63620 Strand + 

Start 1 End 1130 

Name OJ9904 1 9_03 . 9919 . C9 . ol . tm Method TBLASTX : Maize 

Start 430 End ' 1124 

GI none * Score 54 

Exons 430. .468, 431. .469, 561,. 704, 562 . . 723, . 562 . . 723, 751. .891, 
822. .890, 1035. .1124, 1068. .1124 

Seq. No. 30755 Seq. ID OJ9904 19_03 . 9919 . C9 ~ 

Gene No. 63620 Strand + 

Start 1 End 1130 

Name OJ990419JD3. 9919.C9.ol .gs Method GENSCAN 

Start 4 64 End 723 

GI none Score .96 

Exons 464.. 468, 564.. 723 

Seq. No. 30755 Seq. ID OJ990419_03. 9919.C9 

Gene No. 63620 Strand + 

Start 1 End 1130 

Name OJ9904 19_03 . 9919 . C9 . ol . tc Method TBLASTX : Cress 

Start 561 End 1121 

GI none Score 180 

Exons 561. .707, 562. .723, 793. .891, 822. .887, 1031. .1108, 1035. .1121 

Seq. No. 30755 Seq. ID OJ99.04 19 J) 3 . 991 9 . C9 

Gene No. 63620 Strand 

Start 1 End 1130 

Name OJ9904 1 9_03 . 9919 . C9 . ol . tw Method TBLASTX : Wheat 

Start 561 End 891 

GI none Score 196 

Exons 561. .704, 562. .723, 568. .723, 793. .891, 822. .887 

Seq. No. 30756 Seq. ID OJ9904 1 9_03 . 991 9 . C10 

Gene No. 63621 Strand 

Start 253 End 598 

Name OJ9904 1 9_03 . 9919 . C10 . ol . gs Method GENSCAN 

Start 253 End 401 

GI none Score .85 

Exons 253. .401 

Seq. No. 30756 Seq. ID OJ9904 1 9_03 . 9919 . C10 

Gene No. ' 63621 '* ■ Strand 

Start ' 253 End 598 

Name . OJ9904 1 9_03 . 9919 . C10 . ol . np Method AAT/NAP ■ 

Start 253 End 598 

GI 5922623 Score 82 

Exons 253.. 328, 496.. 598 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

■gi|6016856|dbj IBAA85.199.il.. (AP000570) hypothetical protein 
[Oryza sativa] 

Seq. No. 30757 Seq. ID OJ9904 19__03 . 9919 . C12 

Gene No. 63622 Strand + 

Start 13 End 208 

Name OJ 9904 i 9_U3 . 9919 . C12 . ol . gs Method GENSCAN 

Start 13 End 208 

GI none Score . 93 



30698 



Exons 


13 . .208 






Seq. No. 


30758 


Seq. ID 


OJ990419_03. 9919.C 


Gene No. 


63623 


Strand 




Start 


442 


End 


702 


Name 


OJ990419 03 9919 C14 


o1 Mpthod 

V_/ X • -3 L Li IVU 




Start 


442 ~~ 


End 


702 


GI 


none 


Score 


.76 


Exons 


442 . . 702 






Sea No 


30759 


Seq. ID 


O.TQQ041Q 0^ QQ1 Q C 


Gene No. 


63624 


Strand 


-}- — 


Start 


1 


End 


249 


Name 


OJ990419 03.9919.C16. 


ol.gp Method 


AAT/GAP 


Start 


1 


End 


249 


GI 


101153 1.R1084 


Score 


410 


Exons 


1. .249 






GI Descrip. 


, 5852170/emb|AL117265 


.1IOST17804 l.Oe- 


115 Oryza sativa 




indica ( GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone: tl7804 ' 



Seq. No. 30760 

Gene No. 63625 

Start 1 

Name OJ9904 19_03 . 9919 . C17 . ol . np 

Start 1 

GI 4680341 
Exons . 1. . 83, 264 . .488 

GI Descrip.' (AF128457) hypothetical protein [Oryza sativa subsp. indica 



Seq. ID OJ990419_03. 9919.C17 

Strand 

End 488 

Method AAT/NAP 

End 488 

Score 204 



Seq. No. 30760 

Gene No. 63625 

Start 1 

Name OJ990419_03 . 9919 . C17 . ol . tw 

Start 133 

GI none 
Exons 



Seq. ID OJ990419_03. 9919.C17 

Strand 

End 488 

Method TBLASTX : Wheat 

End 375 

Score 74 



133. .261, 139. .204, 140. .316, 275. .328, 276. .374, 276. .374, 
277. .375, 325. .375, 325. .360 



Seq. No. 30761 

Gene No. 63626 

Start 1 

Name 0 J 9 9 0 4 1 9_0 3.9919.C18.ol.np 

Start 1 

GI 4416302 

Exons 1. .822 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ990419_03. 9919.C18 
Strand + 
End 822 
Method AAT/NAP ' 
End : 822 
Score 887 



Seq. No. 30761 

Gene No. 63626 

Start 1 

Name OJ9904 1 9_03 . 9919 . C18 . ol . gs 

Start 64 

GI none 

Exons 64 . . 822 



Seq. ID OJ990419_03.9919.C18 

Strand + 

End 822 

Method GENSCAN 

End 822 

Score . 67 



Seq. No. 
Gene No. 



30761 
63627 



Seq. ID OJ990419_03. 9919.C18 
Strand 



30699 



Start 


1 


End 


3237 




Name 


OJ990419 03.9919.C18.o3.np ' 


Method 


AAT/NAP 




Start 


1 


End 


3237 




GI 


1279693 


Score 


158 




Rynn s 


1..32, 2541. .2858, 3164. .3237 








GI Descrip. 


(X92971) translocation elongation factor [Saccharomyces 






cerevisiae] 








Seq. No. 


30761 


Seq. ID 


ujyyu4±y uo.yyiy 


.C18 


Gene No. 


63627 


Strand 






Start 


1 


End 


3237 




Name 


OJ990419 03. 9919.C18.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10 


End 


0 QA 




GI 


none 


Score 


/ 0 




Rxon ^ 

1 — 1 *\ \y 1 1 o 


10. .117, 30. .107, 142. .294, 153. .206 






Seq. No. 


30761 


Seq. ID 


ujyyu4iy uo.yyiy 


C18 


Gene No. 


63627 








Start 


1 


End 


3237 




Name 


OJ990419 03,9919. C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


145 


End 


o U 1 




GI 


none 


Score 


"7 A 1 




Fly An e 


145. .801, 153. .791 








Seq. No. 


30761 


Seq. ID 


/*\ t n n r\ a i o no n n i n 

ojyyu4iy Oo.yyiy. 


C18 


Gene No. 


63627 


Oil CLL l^JL 






Start 


1 


End 


3237 




Name 


OJ990419 03.9919.C18.ol.ts 


Method 


TBLASTX : Soybean 




Start 


163 


End 


O O 1 




GI 


none 


Score 


287 v 






163. .552, 267. .509, 571. .831, 


585. .755 






Seq. No. 


30761 


Seq. ID 


ujyyu4iy uo.yyiy. 


C18 


Gene No. 


63627 


Strand 






Start 


1 


End 


3237 




Name 


OJ990419 03.9919.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


301 


End 


ice 
/ JD 




GI 


none 


Score 


I 1 O. 

I I y 




Exons 


301. .561, 565. .756, 580. .756 








Seq. No. 


30761 


Seq. ID 


OJ990419 03.9919. 


C18 


Gene No. 


63627 ' •■ 


Strand 






Start 


1 - ' . 


End 


O O O ^ 




Name 


OJ990419 03.9919.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


436 


End 


801 




GI 


none 


Score 


89 






436. .567, 556. .801 








Sea No 


30v761 


Seq. ID 


OJ990419_03. 9919. 


P1 R 


Gene No 


63627 


Strand 






Start 


1 


End 


3237 




Name 


OJ990419 03.9919.C18.o2.np 


Method 


AAT/NAP 




Start 


636 


End 


2282 




GI 


3913181 


Score 


1-73 




Exons 


636. .681, 2U50. .2282 








GI Descrip. 


C I NNAMYL -ALCOHOL DEHYDROGENASE 


(CAD) gi 12388662 (AF010290) 




cinnamyl alcohol dehydrogenase 


[Lolium 


perenne] 





30700 



Seq. No. 30761 

Gene No. 63627 

Start 1 

Name OJ990419_03 . 9919 . C18 . o2 . gs 

Start 2008 

GI none 

Exons 2008.. 2354, 2471.. 2816 



Seq. ID OJ990419_03. 9919.C18 
Strand 

End 3237 

Method GENSCAN 

End 2816 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30762 
63628 
1 ' 

OJ990419_03.9919. 
1 

3913181 

1..21, 282. .437, 
CINNAMYL-ALCOHOL 
cinnamyl alcohol 

30762 
63628 
1 

OJ990419_03.9919. 

195 

none 

195. .479 



Seq. ID OJ990419_03.9919.C19 
Strand 

End 530 
C19.ol.np Method AAT/NAP 
End 530 
Score 184 

489. .530 

DEHYDROGENASE (CAD) gi 12388662 (AF010290) 
dehydrogenase [Lolium perenne] 



Seq. ID OJ990419_03. 9919.C19 
Strand 

End 530 

Method GENSCAN 

End 479 

Score .65 



C19.ol.gs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30763 
63629 
1048 

OJ990419_03.9919, 

1048 

none 

1048. .1090, 1556. 
3497. .3720, 4076. 

30763 
63629 ' 
1048 

OJ990419_03.9919. 

1758 

3060997 

1758. .1988' ■ •■ 



C20.ol.gs 



Seq. ID OJ990419_03. 9919.C20 

Strand + 

End 637 9 

Method GENSCAN 

End 4 4 92 



Score 



,87 



.1682, 1799. .1985, 2850. .3062, 3299. .3416, 
.4492 

Seq. ID OJ990419_03.9919.C20 
Strand + 

6379 



C20.o2.gp 



End 

Method AAT/GAP 
End 1988 



Score 



444 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip. 



Gene No. 
Start 



30763 
63629 
1048 

OJ990419JD3.9919, 

1801 

2809246 

1801. .1981, 2720. 
6328. . 6379 
(AC002560) F2401. 

-> r\ -» r 
~>\J t UJ 

63629 
1048 



Seq. ID OJ990419_03. 9919.C20 

Strand + 

End 6379 

C20.ol.np Method AAT/NAP 

End 6379 

Score 657 
.3062, 3299. .3416, 3497. .3720, 4076. .4321, 

15 [Arabidopsis thaliana] 

Seq. ID OJ990419_03.9919.C20 
Strand + 
End 637 9 



30701 




Name 


OJ990419 03 9919 C?0 o? no 


Mpt h nH 

L i C I— 1 1 W V^l 


AAT /MAP 


Start 


3952 ~~ 


FnH 


SI 5Q 


GI 


5777 617 


OUUl c 


77 


F.xons 


3952 4114 5016 5159 








( A J2 4 5 900) CAA3037 5 1 nrotein 


[ Or y za 


LX V CI J 


c^rr Mo 




Con T H 


Uu _/ U ft J. .7 


Gene No. 


63629 


Strand 


+ 


Start 


1048 


End 


6379 


Name 


OJ990419 03. 9919.C20.o3.gp 


Method 


AAT /GAP 


Start 


4343 


End 


4824 


GI 


none 


Score 


895 


Exons 


4343. .4824 







Seq. No. 


30763 Seq. ID 


OJ990419_03.9919.C20 


Gene No. 


63630 Strand 


+ 


Start 


8032 End . 


9928 


Name 


OJ990419 03. 9919.C20.o3.gs Method 


GENSCAN 


Start 


8032 End 


9928 


GI 


none Score 


.8 


Exons 


8032. .8059, 8142. .8188, 8329. .8430, 9383. .9457, 9744. .9928 


Seq. No. 


30763 Seq. ID 


OJ990419JD3. 9919. C20 


Gene No. 


63631 Strand 




Start 


14 6 End : 


' 582 


Name 


OJ990419 03. 9919.C20.ol.gp Method 


AAT /GAP 


Start 


146 End 


582 


GI 


3162 1.R1084 Score 


771 


Exons 


146. .582 




GI Descrip. 


•5919219/gb|AAD56248.1|AF186273 1 4 . 0e- 


-24 (AF186273) 



leucine-rich repeats containing F-box protein FBL3 [Homo 
sapiens] 1 



Seq. No. 30763 

Gene No. 63632 

Start 4837 

Name OJ990419_03 . 9919 . C20 . ol . 

Start 2721 

GI none 

Exons 2721.. 2882, 3296.. 3421, 
3498. .3722, 4076. .4267, 



tm 



3296. 
4081. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 03.9919.C20 



10018 

TBLASTX: Maize 
4267 
126 

.3415, 3490. .3723, 3496. .3720, 
.4239 



Seq. No. 30763, 

Gene No. 63632 

Start 4837 

Name OJ990419JD3 . 9919 . C20 . ol . ts 

Start 2946 

GI none 
Exons 



Seq.- ID OJ990419_.03.9919..C20 
Strand 

End 10018 

Method TBLASTX : Soybean 

End 4237 

Score 86 



2946.. 3035, 3292.. 3417, 3299... 3415, 3490.. 3723, 3498.. 3722, 
4076f.'4237, 4081. . 4236 



Seq. No. 30763 

Gene No. 63632 

Start 4837 

Name OJ9904 1 9_03 . 9919 . C20 . ol . tc 

Start 3295 

GI none 



Seq. ID OJ990419_03. 9919.C20 
Strand 

End 10018 

Method TBLASTX : Cress 

End 3684 

Score 124 



30702 



Exons 


3295 . . 3417, 


3296. 


. 3421, 


3486. 


.3662, 3490. .3684 




Seq. No. 


30763 








Seq. ID 


OJ990419 


_03.9919.C20 


Gene No. 


63632 








Strand 






Start 


4837 








End 


10018 




Name 


OJ990419 03. 


9919. 


C20 .ol 


. tw 


Method 


TBLASTX: 


tfheat 


Start 


3594 ~~ 








End 


4252 




GI 


none 








Score 


144 




Exons 


3594 . . 3722, 


3595. 


. 3723, 


4076. 


.4252, 4079. .4240, 


4081 4251 


Seq. No. 


30763 








Seq. ID 


OJ990419 


03 9919 C20 


Gene No. 


63632 








Strand 






Start 


4837 








End 


10018 




Name 


OJ990419 03. 


9919. 


C20 . o2 


. as 


Method 


GENSCAN 




Start 


4837 ~ 








End 


7535 




GI 


none 








Score 


.49 




Exons 


4837 4845. 


5282 . 


. 5579, 


5913. 


. 6075, 6431. . 6558, 


7054 7093 




7176 7334. 


7457 . 


. 7535 










Seq. No. 


30763 








Seq. ID 


OJ990419 


03 9919 C20 


Gene No. 


63632 








Strand 






Start 


4837 








End 


10018 




Name 


OJ990419 03. 


9919. 


C20.o3 


. np 


Method 


AAT/NAP 




Start 


5160 








End 


10018 




GI 


6006372 








Score 


74 




Exons 


5160. .5413, 


9945. 


.10018 










\J -I_ L-/ V^- kJ J- -1_ . 


(AP000559) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


30764 








Seq. ID 


OJ990419_ 


03 9919 C21 


Gene No. 


63633 








Strand 


+ 




Start 


1 








End 


2894 




Name 


OJ990419 03. 


9919. 


C21.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1670 




GI 


5748520 








Score 


57 




Exons 


1..70, 1309. 


.1670 













GI Descrip. (AL035071) dJ1085F17 . 1 . 3 (ortholog of mouse DNMT3B (DNA 

Cytosine-5 Methyltransf erase 3B3) (isoform 3) ) [Homo sapiens] 
gi|5823166|gb|AAD53062.1|AF156487_l (AF156487 ) " DNA cytosine-5 
methyltransferase 3 beta 3 [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30764 

63633 ' ' "• 

1 

OJ990419_03. 9919.C21.ol . gs 

131 

none 



Seq. ID OJ990419_03. 9919.C21 

Strand ' ' + 

End 2894 

Method GENSCAN 

End 2894 

Score .58 



131. .315, 575. .748, 1210. .1695, 2801. .2894 



Seq. No. 30764 

Gene No. 63634 

Start 5045 

Name OJ9904 19_03 . 9919 . C21 . o3 . gs 

Start 5045 

GI none 

Exons 5045.. 5671, 5725.. 6093 



Seq. ID OJ990419_03.9919.C21 

Strand + 

End 6107 

Method GENSCAN 

End 6093 

Score .99 



Seq. No. 



30764 



Seq. ID OJ990419_03.9919.C21 



30703 



Gene No. 63634 Strand ' + 

Start 5045 End 6107 

Name OJ9904 19_03 . 991 9 . C21 . o3 . np Method AAT/NAP 

Start 5069 End 6107 

GI 4454039 Score 428 

Exons 5069.. 6107 

GI Descrip. (AL035394) putative Na+/H+-exchanging protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30764 
63635 
1 

OJ990419_03. 9919.C21.o2.np 
1 

4680341 



Seq. ID OJ990419_03.9919.C21 
Strand 

End 5587 

Method AAT/NAP 

End 5587 

Score 623 



1..28, 2367. .2432, 2733. .3092, 3151. .3234, 3260. .3538, 
5216. .5587 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



Seq. No. 


30764 






Seq. ID 


OJ990419_03.9919 


.C21 


Gene No. 


63635 






Strand 






Start 


1 






End 


5587 




Name 


OJ990419 


03.9919.C21.ol. 


tm 


Method 


TBLASTX : Maize 




Start 


200 






End 


814 




GI 


none 






Score 


608 




Exons 


200. . 661, 


200. .655, 220. 


.660, 


682. .8f0 


, 683.. 814 




Seq. No. 


30764 






Seq. ID 


OJ990419_03.9919 


C21 


Gene No. 


63635 






Strand 






Start 


1 






End 


5587 




Name 


OJ990419 


03.9919.C21.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


400 






End 


784 




GI 


none 






Score 


187 




Exons 


400. . 612, 


401. .613, 704. 


.784 









Seq. No. 30764 

Gene No. 63635 

Start 1 

Name OJ9904 19_03 . 9919 . C21 . ol . 

Start 553 

GI none 

Exons 553. .'813, 554 . . 757 , ' 731 . 

1390.. 1557, 1451.. 1690/ 



Seq. ID OJ990419_03. 9919.C21 
Strand 

End 5587 

ts Method TBLASTX : Soybean 

End 1690 

Score 202 
.814, 1222.. 1467, 1223. .1465, 
1545. .1625 



Seq. No. 30764 

Gene No. 63635 

Start 1 

Name OJ9904 19JD3 . 991 9 . C21 . o2 . 

Start 1315 

GI none 

Exons 1315.. 1698, 1316. .1699, 



Seq. ID OJ990419_03.9919.C21 
Strand 

5587 

TBLASTX: Maize 
i699 
548 



End 

tm Method 
■ End 
Score 
1319. .1699 



Seq. No. 30764 

Gene No. 63635 

Scart I 

Name OJ9904 19_03 . 9919 . C21 . ol . 

Start 2420 



tw 



Seq. ID OJ990419_03.9919.C21 
Strand 

End 5587 

Method TBLASTX : Wheat 

End 3913 



30704 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 47 

2420. .2458, 2442. .2501, 2452. .2514, 2456. .2503, 2602. .2730, 

2608. .2673, 2609. .2785, 2744. .2797, 2745. .2843, 2745. .2843, 

2746. .2844, 2794. .2844, 3832. .3870, 3854. .3913 



30764 Seq. ID 

63635 Strand 

1 End 
OJ990419_03.9919.C21.o2.gs Method 

3050 End 

none Score 
3050.. 3556 



OJ990419_03.9919.C21 

5587 
GEN SCAN 
3556 
1 



Seq. No. 30765 Seq. ID OJ990419_ 

Gene No. 63636 Strand + 

Start 60 End 944 

Name OJ9904 19_03 . 9919 . C22 . ol . gs Method GENSCAN 

Start 60 End 944 

GI none Score .89 

Exons 60.. 944 



03.9919.C22 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30765 
63637 
2246 

OJ990419 
2246 
none 

2246. .2476, 
7355. .7514, 



i_03.9919.C22.o2.gs 



3093. 
8427. 



.3148, 
.8579, 



4249. 
8749. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_ 
+ 

8754 
GENSCAN 
8754 
. 67 



03.9919.C22 



.4363, 
.8754 



4560. .4670, 6577. . 6764, 



30765 Seq. ID OJ9904 1 9_03 . 991 9 . C22 

63637 Strand + 

2246 End 8754 

OJ9904 19_03 . 9919 . C22 . ol . np Method AAT/NAP 
2270 End 7920 

2501231 Score 634 

2270. .2351, 2406. .2476, 3093. .3148, 4249. .4363, 
6577. .6764, 7200. .7259, 7355. 
HYPOTHETICAL 38.1 KD PROTEIN 

protein - pink corydalis gi | 18258 | emb I CAA4 5139 | 
of unknown function [Corydalis sempervirens] 
gi| 444333|prf f| 1906382A pCSC71 protein [Corydalis sempervirens] 



.7514, 7613. .7681, 
gi | 99505 |pir | 



4560. 
7825. 



.4670, 
,7920 



S24930 hypothetical 

(X63595) protein 



Seq. No. 


30765 










Seq. ID 


OJ990419_ 


Gene No. 


63638 










Strand 


+ 


Start 


14908 










End 


15274 


Name 


OJ990419 03. 


9919 


.C22 


.ol 


.gp 


Method 


AAT/GAP 


Start 


14908 










End 


15274 


GI 


none 










Score 


730 


Exons 


14908. .15274 














Seq. No. 


30765 










Seq. ID 


OJ990419_ 


Gene No. 


63639 










Strand 




Start 


9236 










End 


14481 


Name 


OJyy0419 03. 


9919 


.C22 


. o3 


.gs 


Method 


GENSCAN 


Start 


9236 










End 


11173 


GI 


none 










Score 


1 



30705 



Exons 



9236. . 11173 



Seq. No. 30765 Seq. ID * OJ9904 1 9_03 . 991 9 . C22 

Gene No. 63639 Strand 

Start 9236 End 14481 

Name OJ9904 19_03 . 9919 . C22 . o?> np Method AAT/NAP 

Start 9239 End 12296 

GI 6403507 Score 1590 
"Exons 9239.. 10969, 12276.. 12296 

GI Descrip. (AC010871) unknown protein [Arabidopsis thaliana] 

gi|6714383|gb|AAF26073.1|AC012562_28 (AC012562) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


30765 


Seq. ID 


OJ990419_03.9919 




Gene No. 


63639 


Strand 






Start 


9236 . 


End 


14481 




Name 


OJ990419 03. 9919.C22.o3.np 


Method 


AAT/NAP 




Start 


9936 


End 


14481 




GI 


6016696 


Score 


354 




Exons 


9936. .9959, 11620 .. 11861, 12183 .. 12323 , 12393 .. 12 912 , 






14444 . . 14481 








GI Descrip. 


(AC009991) unknown protein [Arabidopsis thaliana] 




Seq. No. 


30765 


Seq. ID 


OJ990419_03. 9919 


.C22 


Gene No . 


63639 « - 


Strand 






Start 


9236 


End 


14481 




Name 


OJ990419 03.9919.C22.o4.gs 


Method 


GENSCAN ' 




Start 


11651 


End 


13127 




GI 


none 


Score 


1 




Exons 


11651. .12664, 12678. .13127 








Seq. No. 


30765 


Seq. ID 


OJ990419_03.9919 


.C22 


Gene No. 


63640 


Strand 






Start 


14620 


End 


16406 




Name 


OJ990419 03.9919.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


336 


End 


758 




GI 


none 


Score 


422 




Exons 


336. .638, 338.. 448, 357. .524, 


527. . 640, 


653. .721, 654. .734/ 




717. .758, 718. .756 








Seq. No. 


30765 


Seq. ID 


OJ990419_03.9919 


C22 


Gene No . ' ' 


63640 


Strand 






Start 


14620 


End 


16406 




Name 


OJ990419 03. 9919.C22.o3.tw 


Method 


TBLASTX: Wheat 




Start 


4631 


End 


7681 




GI 


none 


Score 


65 




Exons 


4631. .4672, 4632. .4673, 6572. 


.6634, 6585. .6635, 7352. .7495, 




7353. .7514, 7359. .7514, 7583. 


.7681, 7612. .7677 




Seq. No. 


30765 


Seq. ID 


OJ990419_03. 9919. 


C22 


Gene No. 


63640 


Strand 






Start 


14620 


End 


16406 




Name 


OJ990419 03. 9919.C22.o5.ts 


Method 


TBLASTX: Soybean 




Start 


7219 


End 


7917 




n r 

V-f J. 


none 


Score 


54 





Exons 



7219. .7260, 7221. .7250, 7352. .7498, 7353. 
7612. .7680, 7831. .7917, 7836. .7916 



.7514, 7583. .7672, 



30706 



Seq. No. 30765 Seq. ID OJ9904 19_03 . 991 9 . C22 

Gene No. 63640 Strand 

Start 14620 End 16406 

Name OJ9904 19_03 . 9919 . C22 . o5 . tm Method TBLASTX : Maize 

Start 7221 End 7914 

GI none Score 54 

Exons 7221.. 7259, 7222.. 7260, 7352.. 7495, 7353.. 7514, 7583.. 7681, 
7612.. 7680, 7825.. 7914 

Seq. No. 30765 Seq. ID OJ9904 19_03 . 9919 . C22 

Gene No. 63640 Strand 

Start 14620 .End 16406 

Name OJ9904 1 9_03 . 9919 . C22 . o2 . ts Method TBLASTX : Soybean 

Start 9218 End 9454 

GI none Score 121 

Exons 9218.. 9454, 9234.. 9443, 9239.^9448 

Seq. No. 30765 Seq. ID OJ9904 19_03 . 9919 . C22 

Gene No. 63640 Strand 

Start 14620 End 16406 

Name OJ990419_03. 9919 . C22 . ol . tc Method TBLASTX : Cress 

Start 9230 End 9769 

GI none Score 141 

.Exons 9230.. 9769, 9231. : .9431, 9470.. 9760, 9516.. 9764 

Seq. No. 30765 Seq. ID OJ9904 19_03 . 9919 . C22 

Gene No. 6364 0 Strand 

Start 14620 End 16406 

Name OJ9904 19_03 . 9919 . C22 . o3 . tm Method TBLASTX : Maize 

Start 9281 End 9829 

GI none Score 68 

Exons 9281.. 9829, 9545.. 9730, 9570.. 9806 

Seq. No. 30765 Seq. ID OJ9904 19_03 . 9919 . C22 

Gene No. 6364 0 Strand 

• Start 14620 End 16406 

Name 0 J9904 19_03 . 9919 . C22 . ol . ts Method TBLASTX : Soybean 

Start 9461 End 9997 

GI none Score 74 

J Exons 9461. .9997, 9509. .9730, 9513. .9965 

• Seq. No. 30765 ' ' ■ : Seq. ID OJ9904 19_03 . 9919 . C22 
Gene No. 63640 . Strand 

Start 14620 End 16406 

Name OJ9904 19_03 . 9919 . C22 . ol . tm Method TBLASTX : Maize 

Start 9860 End 10861 

GI none Score 613 

Exons 9860.. 10375, 9861.. 10376, 10292 .. 10675, 10295 .. 10552 , 
10628.. 10861 

•Seq. No. 30765 Seq. ID OJ9904 19_03 . 9919 . C22 

Gene No. 63640 Strand 

Start 14620 End 16406 

Name OJ990419_03 .99I9.c22.oI.tw Method TBLASTX : Wheat 

Start 9930 End 10846 

GI none Score 82 



30707 



Exons 



9930. .10055, 9932. .1024 9, 10292. .10714, 10296. .10559, 
10602. .10826, 10625. .10846 



Seq. No. 30765 Seq. ID 

Gene No. 63640 Strand 

Start 14620 End 

Name OJ9904 19_03 . 9919 . C22 . o2 . tc Method 

Start 9956 End 

GI none Score 
Exons 



OJ990419_03. 9919.C22 
16406 

TBLASTX: Cress 

10915 

88 



9956. .10078, 9992. .10195, 10064. .10360, 10073. .10522, 
10077. .10247, 10313. .10369, 10368 .. 1054 4 , 10373 .. 10810, 
10382. .10663, 10601. .10672, 10703. .10903, 10706. .10915, 
10736. . 10846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30765 Seq. ID 

63640 Strand 

14620 End 

OJ990419_03.9919.C22 .o3.ts Method 

10010 End 

none Score 



OJ990419_03. 9919.C22 
16406 

TBLASTX: Soybean 

10822 

110 



10010. . 10216, 10136. .10519, 10137 .. 10517 , 10439.. 10822 



30765 Seq. ID 

63640 Strand 

14620 End 

OJ990419__03. 9919.C22.o6.tm Method 

11789 End 

none Score 



OJ990419_03. 9919.C22 
16406 

TBLASTX: Maize 

15851 

70 



11789. . 11911, 11823. .11912, 11918 . . 11977 , 11931. .12017, 
15573. . 15746, 15610 .. 15780, 15804 .. 15851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30765 
63640 
14620 

OJ990419__03.9919.C22 . o2 . tw 
11924 



OJ990419 03.9919.C22 



none 
11924, 
12107. 
15856. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11977, 11939. .12007, 11952 .. 12251, 12098 .. 12268 , 
12271, 15696. .15746, 15730 .. 15780, 158 19 .. 1 6019, 
16020 



16406 

TBLASTX: Wheat 

16020 

54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30765 ' ' 

63640 

14620 

OJ990419_03.9919.C22.o3.tc 

12098 

none 



Seq. ID OJ990419_03.9919.C22 
Strand 
End 

Method 
End 
Score 



16406 

TBLASTX: Cress 

16029 

103 



12098. .12247, 12099 .. 1224 8 , 1584 9 .. 16028 , 15859. .16029 



30765 Seq. ID 

63640 Strand 

14620 End 

OJ9904 19_03 . 9919 . C22 . o7 . tm Method 

12098 End 

none Score 



OJ990419_03 . 9919. C22 
16406 

TBLASTX: Maize 

16062 

103 



12098. . 12268, 12099 .. 12251, 12107 .. 12271, 1587 6 .. 1 6019, 
15880. . 16062 



30708 



Seq. No. 


30765 




Seq. ID 


OJ990419_03.9919 


.C22 


Gene No. 


63640 




Strand 






Start 


14620 




End 


16406 




Name 


OJ990419 03.9919.C22 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12362 




End 


16406 




GI 


none 




Score 


69 




Exons 


12362. . 12574, 12363." 


. 12512, 


12365. .12625, 12551 .. 12613, 






12599. . 12724, 12645. 


. 12755, 


12659. .12754, 1 6183 .. 16302 , 






16185. . 16310, 16323. 


.16406 








Seq. No. 


30765 




Seq. ID 


OJ990419_03. 9919 


.C22 


Gene No. 


63640 




Strand 






Start 


14620 




End 


16406 




Name 


OJ990419 03.9919.C22 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


12656 




End 


12905 




GI 


none 




Score 


85 




Exons 


12656. . 12787, 12660. 


.12782, 


12816.. 12905 




Seq. No. 


30765 




Seq. ID 


OJ990419_03. 9919, 


.C22 


Gene No. 


63640 




Strand 






Start 


14620 




End 


16406 




Name 


OJ990419 03.9919.C22 


. o5 . gs 


Method- 


GENSCAN 




Start 


14620 




End 


16280 




GI 


none 




Score 


.6 




Exons 


14620. . 14637, 15246. , 


. 16280 








Seq. No. 


30765 




Seq. ID 


OJ990419_03. 9919. 


.C22 


Gene No. 


63640 




Strand 






Start 


14620 




End 


16406 




Name 


OJ990419 03.9919'.C22, 


. o4 . np 


Method 


AAT/NAP 




Start 


16133 




End 


16406 




GI 


6016696 




Score 


151 




Exons 


16133. .16406 










GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30766 




Seq. ID 


OJ990419J33. 9919. 


-C23 


Gene No. 


63641 




Strand 






Start 


1023 




End 


1067 




Name 


OJ990419 03.9919.C23. 


, ol . gs 


Method 


GENSCAN 




Start 


1023 




End 


1067 




GI 


none 




Score 


. '8 6 * • ' 




Exo'ns 


1023. . 1067 










Seq. No. 


30767 




Seq. ID 


OJ990419_03. 9919. 


C24 


Gene No. 


63642 




Strand 


+ 




Start 


47 




End 


1795 




Name 


OJ990419 03.9919.C24. 


ol . gs 


Method 


GENSCAN 




Start 


47- 




End 


1795 




GI 


none 




Score 


.88 




Exons 


47. . 1795 










Seq. No. 


30767 




Seq. ID 


OJ990419_03. 9919. 


C24 


Gene No. 


63643 




Strand 






Start 


2100 




End 


3089 




Name 


OJ990419 03.9919.C24. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


5 




End 


868 





30709 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
5.-355, 293. .364, 578. .667, 689. .868 



181 



30767 
63643 
2100 

OJ990419_03.9919.C24 .ol.tw 
77 

none 



Seq. ID OJ990419_03.9919.C24 
Strand 

End 3089 

Method TBLASTX : Wheat 

End 1477 

Score 118 



77. .448, 407. .769, 1043. .1225, 1165. .1221, 1262. .1477, 
1307. .1477 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30767 
63643 
2100 

OJ990419_03. 9919.C24 .ol.tm 

128 

none 



Seq. ID OJ990419_03. 9919.C24 
Strand 

End 3089 

Method TBLASTX : Mai ze 

End 1276 

Score 83 



128. .355, 728. .874, 817. .1236, 827. .1240, 1235. .1276 



30767 
63643 
2100 

OJ990419_03. 9919.C24.o2.tc 

131 

none 



Seq. ID OJ990419_03.9919.C24 
Strand 

End 3089 

Method TBLASTX : Cress 

End 1234 . 

Score 134 



131. .361, 254. .358, 284. .715, 434. .664, 590. .868, 737. .868, 
881. .1225, 890. .1102, 911. .1015, 1040. .1234 



30767 
63643 
2100 

OJ990419_03. 9919.C24.ol.tc 

1268 

none 

1268. .1792 



Seq. ID OJ990419_03.9919.C24 
Strand 

End 3089 

Method TBLASTX : Cress 

End 1792 

Score 274 



Seq. No. 30767 

Gene No. 63643 

Start 2100 

Name OJ990419_03 . 9919 . C24 . ol . ts 

Start 1364 - ■ 

GI "'. - ' none 

Exons 1364. .1819, 1369. .1791 

Seq. No. 30767 

Gene No. 63643 

Start 2100 

Name ~ OJ9904 19_03 . 9919 . C24 . o2 . tm 

Start 1369 

GI none 

Exons 1369.. 1794, 1370.. 1792 

Seq. No. 30767 

Gene No. 63643 

Start 2100 

Name OJ9904 19_03 . 9919 . C24 . ol . gp 



Seq. ID OJ990419_03.9919.C24 
Strand 

End 3089 

Method TBLASTX : Soybean 

End '1819 

Score 291 



Seq. ID OJ990419_03.9919.C24 
Strand 

End 3089 

Method TBLASTX : Mai ze 

End 1794 

Score 282 



Seq. ID OJ990419JD3. 9919. C24 
Strand 

End 3089 

Method AAT/GAP 



30710 



Start 
GI 

Exons 



2100 
2800564 
2100. .2609 



End 
Score 



2609 
725 



Seq. No. 30767 Seq. ID 

Gene No. 63643 Strand 

Start 2100 End 

Name OJ9904 19_03 . 9919 . C24 . o2 . gs Method 

Start 2454 End 

GI none Score 

Exons 2454 . . 3089 



OJ990419_03. 9919.C2 4 

3089 
GENSCAN 
3089 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq: 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30767 
63643 
2100 

OJ990419_03.9919.C24.o3.tm 
2460 



OJ990419 03.9919.C24 



none 

2460. 

2654. 

2710. 

2964. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2834, 2523. .2588, 2593. .2838, 2596. .2898, 2601. .2900, 
2911, 2660. .2911, 2662. .2928, 2664. .2915, 2703. .2915, 
2916, 2717. .2917, 2722. .2949, 2859. .2921, 2963. .3031, 
3053, 2965.. 3054 



3089 

TBLASTX: Maize 

3054 

51 



30768 
63644 
1 

OJ990419_03.9919.C25.ol.np 

1 

2160163 

1..111, 253. .469, 2643. .2930 

(AC000132) No definition line found [Arabidopsis thaliana] 



Seq. ID OJ990419_03. 9919.C25 
Strand 

End " 22408 

Method AAT/NAP 

End 2930 

Score 460 



30768 
63644 
1 

OJ990419_03. 9919.C25.ol2. tm 

2 

none 

2. .109, 3. .113, 4. .108, 257. .370, 257. .382, 312. .383, 
2010. .2057, 2177. .2224 



Seq. ID OJ990419_03. 9919.C25 
Strand 

End 22408 

Method TBLASTX : Mai ze 

End 2224 

Score 102 



30768 
63644 
1 

OJ990419_03. 9919.C25.o7.ts 

257 

none 



Seq. ID OJ990419J33.9919.C25 
Strand 

End 22408 ■ 

Method TBLASTX : Soybean 

End 476 

Score 76 

257. .364, 272. .331, 273. .368, 315. .359, 386. .475, 405. .476, 
405. .476 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30768 
63644 
1 

OJ990419 

385 

none 



03.9919.C25.o8.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_03.9919.C25 
22408 

TBLASTX: Maize 

2932 

110 



385. .468, 386. .469, 387. .467, 390. .473, 391. .468, 2656. .2904, 



30711 



2662. .2907, 2670. .2912, 2691. .2906, 2717. .2932 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



30768 
63644 
1 

OJ9904 
962 
none 
962. .2 
5776. . 
6822. . 
8874 .'. 
10963. 
13853. 
17720. 
20010. 
21555. 



19_03. 9919.C25.ol.gs 



029, 2646.. 2905, 4556 
5860, 6012.. 6097, 617 
6942, 7055.. 7381, 750 
9045, 9149.. 9232, 980 
. 11121, 11198. . 11280, 
.13886, 14083. . 14315, 
.17750, 17829. . 17931, 
.20297, 20376. .20553, 
.21693, 21853. .21918, 



Seq. ID- 
Strand 
End 

Method 
End . ' 
Score 



OJ990419 03.9919.C25 



22408 
GENSCAN 
22408 
.66 

..4611, 4687. .4727, 5309. .5641, 
8. .6279, 6379. .6518, 6600. .6724, 
1..8112, 8225. .8405, 8485. .8759, 
9.. 9887, 10465. .10622, 10757 .. 10873 , 
11821. .11939, 134 33. . 137 92, 
17102. .17273, 17314. .17460, 
19279. .19307, 19514. .19918, 
20728. .20856, 21254 .. 21452 , 
22231.. 22408 



30768 
63644 
1 

OJ990419_03. 9919.C25.ol.gp 
2636 

21305_1.R1084 
2636.. 2905, 3241.. 3376 

■2160163 8.0e-25 (AC000132) No definition line found 
[Arabidopsis thaliana] 1 



Seq. ID OJ990419_03. 9919.C25 
Strand 

End 22408 

Method AAT/GAP 

End 3376 

Score 711 



30768 Seq. ID 

63644 Strand 

1 End 

OJ990419_03. 9919.C25.o6. ts Method 

2715 End 

none Score 



OJ990419_03.9919.C25 
22408 

TBLASTX: Soybean 

2920 

117 



2715.. 2903, 2715.. 2903, 2716.. 2904, 2720.. 2920 

30768 Seq. ID OJ9904 19_03 . 9919 . C25 

63644 Strand 

1 End 22408 

OJ990419_03. 9919.C25.o3.gp Method AAT/GAP 

4194 End 4653 

2443141 • " Score 892' ' ' 

4194.. 4653 ' : 



Seq. No. 30768 Seq. ID 

Gene No. 63644 Strand 

Start 1 End 

Name OJ9904 19__03 . 9919 . C25 . o4 . gp Method 

Start 4671 End 

GI none Score 

Exons 4671.. 5203 



OJ990419_03. 9919.C25 

22408 
AAT/GAP 
5203 
1017 



Seq. No. 30768 

Gene No. 6364 4 

Start 1 

Name OJ9904 19_03 . 991 9 . C25 . o2 . np 

Start 5303 



Seq. ID 

Strand 

End 

Method 
End 



OJ990419J33. 9919. C25 

22408 

AAT/NAP 

13821 



30712 



GI 

Exons 



GI Descrip. 



6403497 Score 3889 

5303. .5641, 5776. .5860, 6012. .6097, 6178. .6279, 6379. .6518, 
6600. .6724, 6822. .6945, 7051. .7456, 7494. .7960, 7988. .8112, 
8225. .8436, 8482. .8838, 8935. .9045, 9149. .9232, 9575-.. 9676, 
9809. .9887, 9970. .10114, 10212 .. 10366, 104 65 10622 , 
10757. .10873, 10963 .. 11121, 11198 .. 11280, 11821 .. 11923, 
13507. . 13821 

(AC010871) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30768 
63644 
1 

OJ990419_03. 9919. 

5309 

none 

5309.. 5656, 5313. 
5777.. 5863, 6006. 
6186. .6278, 6187. 
6597.. 6725, 6598. 
6824.. 6940, 6825. 



C25.ol.tm 



.5642, 5731. 

.6098, 6012. 

.6279, 6206. 

.6726, 6599. 

.6941, 7032. 



Seq. ID OJ990419_03. 9919.C25 
Strand 

End 22408 

Method TBLASTX: Maize 

End 7260 

Score 456 
.5841, 5773. .5862, 5775, 
.6104, 6013. .6108, 6169. 
.6283, 6379. .6516, 6380, 
.6727, 6649. .6726, 6809, 



.7220, 7054.. 7260, 7054, 



.5876, 
.6279, 
. 6517, 
. 6946, 
.7260 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30768 
63644 
1 

OJ990419_03. 9919.C25.o9.ts 
5600 



none 

5600. 

6032. 

6380. 

6613. 



,5650, 5773. 

.6124, 6169. 

,6421, 6412. 

,6729, 6649. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5859, 5786.. 5863, 6013 
6279, 6170.. 6280, 6218 
6516, 6434. .6517, 6441 
6726, 6821.. 6892, 6825 



OJ990419 03.9919.C25 



22408 

TBLASTX: Soybean 
7166 
74 

.6096, 6014 . .6094,. 
. 6283, 6379. . 6411, 
.6548, 6600. .6722, 
.6893, 6826. .6894, 



7050. .7166 



Seq. No. 30768 

Gene No. 63644 

Start 1 

Name OJ9904 19_03 . 9919 . C25 . o5 . gp 

Start 6226 

GI uC-osflcypl22e07bl 

Exons 6226.. 6279, 6379.. 6518, 6600, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_03.9919.C25 

22408 
AAT/GAP 
7101 
882 



,6724, 6822. .6942, 7055. .7101 



1 2344887 3.0e-30 (AC002388) unknown protein [Arabidopsis 
thaliana]" >gi_48 95253_gb_AAD3'2838 . 1_AC007 659_20 (AC007659) 
unknown protein [Arabidopsis thaliana] 1 



Seq. No. 30768 

Gene No. 63644 

Start 1 

Name OJ9904 19_03 . 9919 . C25 . o4 . tm 

'Start 7260 

GI none 

Exons 7260.. 7382, 7261.. 7383, 7487. 

7562. .7792, 7563. .7802 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_03. 9919.C25 
22408 

TBLASTX: Maize 

7802 

145 



.7552, 7498.-7548, 7500. .7550, 



Seq. 

Start 
Name 



No. 



30768 



OJ990419 03.9919.C25.o5.ts 



Seq. ID 

Strand 

End 

Method 



OJ990419_03.9919.C25 
22408 

TBLASTX: Soybean 



30713 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

n j 1~ 

GI 

Exons 



7264 
none 

7264. .7383, 
7616. .7789, 

30768 
63644 
1 

OJ990419_0"3, 

7859 

none 

7859. .7993, 
7994. .8113, 

30768 
63644 
1 

OJ990419_03, 

7901 

none 

7901. .7924, 
8227. .8265, 

30768 
63644 
1 

OJ990419_03. 

8262 

none 

8262. .8363, 
8484. .8555 

30768 
63644 
1 

OJ990419_03. 

8561 

none 

8561. .8590, 
8594. .8839, 
9148. . 9234, 

30768 
63644 
1 

OJ990419_03. 

8594 

none 

8594 . .8839, 

30768 
63644 

1 

OJ990419JD3. 

9573 

none 

9573. . 9677, 



7272. .7382, 7493. 
7791. .7844, 7791. 



9919.C25.olO.tm 



7860. .7949, 7864, 
8002. .8121, 8003. 



9919.C25.o8.ts 



7991.. 8113, 8003, 
8349. .8390 



9919. C25. oil. tm 



End 7844 

Score 83 
.7537, 7500. .7535, 7616. .7732, 
.7844 

Seq. ID OJ990419_03. 9919.C25 
Strand 

End 22408 

Method TBLASTX : Maize 

End 8262 

Score 96 
.7980, 7941. .7994, 7945.-7992, 
.8113, 8226. .8261, 8230. .8262 

Seq. ID OJ990419_03.9919.C25 
Strand 

End 22408 

Method TBLASTX : Soybean 

End 8390 

Score 56 

.8104, 8007. .8177, 8226. .8315, 



Seq. ID OJ990419_03.9919.C25 
Strand 

End 22408 

Method TBLASTX : Mai ze 

End 8555 

Score 111 



8264. .8392, 8356. .8406, 8482. .8553, 8483. .8554, 



Seq. ID OJ990419_03.9919.C25 
Strand 

End 22408 
Method TBLASTX: Maize 
End 9234 
Score 44 

.8591, 8572. .8835, 8582. .8839, 
.9075, 8935. .9060, 9140. .9229, 



9919.C25.o2.tm 



8562.. 8603, 8562. 
8614. .8841, 8935. 
9150. .9230 



9919.C25.o4.ts 



8596. .8841, 8614, 



Seq. ID OJ990419_03.9919.C25 
Strand 

22408 

TBLASTX: Soybean 
8841 
176 



End 

Method 
End 
Score 
.8841 



Seq. ID OJ990419_03.9919.C25 
Strand 

22408 

TBLASTX: Maize 
10113 
112 



End 

Method 
End 
Score 



9919.C25.o7. tm 
9575. .9679, 9578. .9679, 9809. .9886, 9810. .9887, 



30714 



9810. .9887, 9811. .9888, 9966. .10109, 9969. .10112, 9970. .10113 



Seq. No. 30768 

Gene No. 63644 

Start 1 

Name OJ9904 19_03 . 9919 . C25 . o3 . ts 

Start 9873 

GI none 
Exons 



Seq. ID OJ990419_03. 9919.C25 
Strand 

End • • 22408 

Method TBLASTX : Soybean 

End 10366 

Score 84 



9873. .9887, 9959. .10090, 9966. .10109, 9969. .10115, 9970 .. 10116, • 
10212. . 10235, 10213. .10365, 10214 . . 10366 



Seq. No. 30768 
Gene No. 63644 
Start 1 

Name OJ9904 19_03 . 9919 . C25 . o5 . tm 

Start 10536 
GI none 
Exons 10536. 

10541. 

10813. 



10622, 10537. 
10639, 10757. 
10899, 10946. 



10623, 
10876, 
11068, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990419_03. 9919.C25 
22408 

TBLASTX: Maize 

11112 

128 



10539. .10625, 1054 0. .10632, 
107 58 .. 10874, 107 63. . 1087 6, 
10957. .11112, 10963. .11112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30768 
63644 
1 

OJ990419_03. 9919.C25.o3.tm 

19290 

none 



Seq. ID OJ990419_03. 9919.C25 
Strand 
End 

Method 
End 
Score 



22408 

TBLASTX: Maize 

19810 

48 



19290. .19367, 19303 .. 194 01 , 19431 .. 19802, 19433. .19810 



30768 
63644 
1 

OJ990419_03.9919.C25.ol.tc 

19434 

none 

194 34 . . 19514, 194 4 5. . 19531, 
19761. .19883, 19766 .. 19894 , 
20029. .20157 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19538 

19835 



OJ990419 03.9919.C25 



22408 

TBLASTX: Cress 
20159 
56 

19729, 19563. .19724, 
19924, v 20028. .20159, 



Seq. No. 30768 
Gene No. 63644 
Start 1 ' 

Name OJ9904 19_03 . 9919 . C2-5 . o2 . ts 

Start ■ 19436 

GI none 
Exons 19436. 

19559. 

19766. 



19531, 19437. .19514, 
19738, 19563. .19763, 
19942 



Seq. . ID 
Strand 
End 

Method 
End 
Score 

19541 

19727 



OJ990419 03.9919.C25 



22408 . 

TBLASTX: Soybean 
19942 
87 

19750, 19552. .19578, 
19924, 19746. .19883, 



Seq. No. 30768 

Gene No. 63644 

Start 1 

Name OJ9904 19_03 . 9919 . C25 . o3 . np 

Start 19439 

GI 4895253 
Exons 



Seq. ID OJ990419_03. 9919.C25 
Strand 

End 22408 

Method AAT/NAP 

End 22363 

Score 1196 



19439. .19918, 20010. .20297, 20376. .20463, 20728. .20856, 
21254 . .21473, 21555 .. 21693, 22319.. 22363 



30715 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC007659) unknown protein [Arabidopsis thaliana] 

OJ990419 03.9919.C25 



30768 Seq. ID 

63644 Strand 

1 End 

OJ990419_03. 9919.C25.o6.tm Method 

20008 End 

none Score 



22408 

TBLASTX: Maize 

20243 

299 



20008. .20241, 20010 .. 20243, 20011.. 20241 



30768 
63644 
1 

OJ990419_03.9919.C25.ol.ts 
20038 



OJ990419 03.9919.C25 



none 
20038, 
20368, 
20543, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.20295, 20038. .20283, 20040 .. 20312, 2004 0 .. 20285 , 
.20457, 20376. .20465, 20376 .. 204 65, 20377 .. 204 87 , 
.20608, 20555. .20620, 20727 .. 20858, 20728.. 20865 



22408 

TBLASTX: Soybean 

20865 

258 



30768 
63644 
1 

OJ990419_03. 9919.C25.o6.gp 

20134 

2312388 

20134. .20297, 2037 6 .. 204 73, 
2344887 3.0e-30 (AC002388) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990419 03.9919.C25 



22408 
AAT/GAP 
20626 
542 

20554. .20626 
unknown protein [Arabidopsis 



thaliana] >gi_4 8 95253_gb_AAD32838 . 1_AC007 659_20 (AC007659) 
unknown protein [Arabidopsis thaliana] 



30768 
63644 
1 

OJ990419_03. 9919.C25.o9.tm 
21259 



OJ990419 03.9919.C25 



none 
21259. 
21371. 
21563. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

21360, 21260. .21358, 21352 .. 214 77 , 21367 .. 21447, 
21448, 21553. .21693, 21554 .. 21694 , 21561 .. 21698 , 
21703 



22408 

TBLASTX: Maize 

21703 

75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GJ 

Exons 



30769 Seq. ID 

63645 ■ Strand 

2921 End 
0 J9904 1 9_03 . 9 9 1 9 . C2 6 . o2 . gs Method 

2 921 End 

none Score 

2921... 3454, 3753.. 3773 



OJ990419_03. 9919. C2< 
+ 

5913 
GENSCAN 
3773 
.96 



30769 -Seq. ID OJ9904 19 J) 3 . 9919 . C2 6 

63645 Strand + 

2921 End 5913 

OJ990419_03. 9919.C26.o2.np Method AAT/NAP 

2954 End 5369 

5263310 Score 791 

2954. .3454, 3651. .3719, 3806. .3910, 4608. .4727, 5080. .5169, 
5256. .5369 



30716 



GI Descrip. (AC007727) EST gb|N95925 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

E-xons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30769 Seq. ID 

63645 Strand 
2921 End 
OJ9904 1 9_03 . 991 9 . C2 6 . o2 . gp Method 
2994 • . End 

50227_1.R1084 Score 
2994. .3454, 3651. .3730 

•5263310/gb|AAD41412.1|AC007727_l 3.0e-25 (AC007727) EST 
gb_N95925 comes from this gene. [Arabidopsis thaliana] ' 



OJ990419_03. 9919.C26 
+ 

5913 
AAT/GAP 
3730 
980 



30769 Seq. ID 

63645 Strand 
2921 End 
OJ9904 19_03 . 9919 . C2 6 . o3 . gp Method 
4687 End 
36104_1.R1084 Score 
4687.. 4727, 5080.. 5169, 5256 
, 5263310/gb| AAD41412. 1 |AC007727_1 1.0e-16 (AC007727) EST 
gb_N95925 comes from this gene. [Arabidopsis thaliana] ' 



OJ990419_03.9919.C26 
+ 

5913 
AAT/GAP 
5913 
1198 



.5634, 5681. .5913 



Sea No 


30769 




Seq. ID 


OJ990419_03. 


9919. 


CO £ 




63646 




Strand - 


+ 






Start 


8308 




•End 


9043 






Name 


OJ990419 03 


9919.C26.o4 . gs Method 


GENSCAN 






Start 


8308 




End 


9043 






GI 


none 




Score 


.55 






Exons 


8308. . 


8382, 


8699. . 9043 








Seq. No. 


30769 




Seq. ID 


OJ990419_03. 


9919. 


C26 


Gene No. 


63647 




Strand 


+ 






Start 


9234 




End 


10364 






Name 


OJ9904 


19_03. 


991 9 . C2 6 . o5 . gs Method 


GENSCAN 






Start 


9234 




End 


10364 






GI 


none 




Score 


.83 






Exons 


9234. . 


9267, 


9626. .9770, 9822. .9846, 10179. .10364 






Seq. No. 


30769 




Seq. ID 


OJ990419_03. 


9919. 


C26 - 


Gene No. 


63648 




Strand 








Start 


1 




" 1 " End 


2766 






Name 


■ OJ990419 03. 


9919.C26.ol.np Method 


AAT/NAP 






Start 


1 




End 


2755 






GI 


2347194 


Score 


205 






Exons 


1. .75, 


460. . 


558, 647. .790, 1179. .1222, 


1873. . 1972, 


2651. 


.2755 


GI Descrip. 


(AC002338) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30769 




Seq. ID 


OJ990419_03. 


9919. 


C26' 


Gene No. 


63648 




Strand 








Start 


1 




End 


2766 






Name 


OJ990419 03. 


9919 . C26 . ol . gs Method 


GENSCAN 






Start 


616 




End 


2751 






GI 


none 




Score 


.58 






Exons 


616. .792, 11G1..1222, 1480. .1551, 1873 


.1967, 2466. 


.2555 






2655. . 


2751 











30717 




Seq. No. 


30769 








Seq. ID 


OJ990419 


_03.9919.C26 


Gene No. 


63648 








Strand 






Start 


1 








End 


2766 




Name 


OJ990419 03 


. 9919 


.C26.ol 




Method 


AAT/GAP 




Start 


1461 ~ 








End 


2766 




GI 


2309687 








Score 


616 




Exons 


1461 . . 1551, 


1873 


. . 1967, 


2466, 


..2555, 2655. .2766 




Seq. No. 


30769 








Seq. ID 


OJ990419 


_03. 9919.C26 


Gene No. 


63649 








Strand 






Start 


5028 








End 


7643 




Name 


OJ990419 03 


. 9919 


.C26.o3 


. as 


Method 


GENSCAN 




Start 


5028 ~ 








End 


7643 




GI 


none 








Score 


.42 




Exons 


5028 . . 5089, 


5890 


. . 6127, 


7000. 


.7338, 7503.. 7643 




Seq. No. 


30769 








Seq. ID 


OJ990419_ 


_03. 9919.C26 


Gene No. 


63650 








Strand 






Start 


8580 








End 


9052 




Name 


OJ990419 03. 


. 9919 


.C26.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3633 ~ 








End 


5381 




GI 


none 








Score 


122 




Exons 


3633 . .3719, 


3650 


3718, 


3800 . 


.3913, 3805.. 3912, 


4605. .4730, 




4608 . . 4730, 


5086 


. . 5139, 


5093. 


.5140, 5259.. 5381, 


5261. .5350 


**Seq. No. 


30769 








Seq. ID 


OJ990419_ 


_03. 9919.C26 


Gene No . 


63650 








Strand 






Start 


8580 








End 


9052 




Name 


OJ990419 03. 


.9919, 


.C26.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


3674 








End 


5357 




GI 


none 








Score 


69 




Exons 


3674 . . 3718, 


3675 , 


. .3719, 


3790 . 


.3912, 3801.. 3920, 


3803. .3913, 




3805 . . 3930, 


4595 , 


. .4732, 


4605 . 


.4742, 4608. .4730, 


5055. .5198, 




5074 . . 5169, 


5253 , 


. . 5357 , 


5255 . 


.5356 






Seq. No. 


30769 








Seq. ID 


OJ990419_ 


_03.9919.C26 


Gene No. 


63650 








Strand 






Start 


8580 








End 


9052 




Name 


OJ990419 03. 


9919, 


,C26.o3. 


,np 


Method 


AAT/NAP 




Start 


8580 








End 


9052 




GI 


6539570 








Score 


135 




Exons 


8580. .8633, 


8837. 


. 9052 










GI Descrip . 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


30770 








Seq. ID 


OJ990419_ 


03. 9919.C27 


Gene No. 


63651 








Strand 


+ 




Start 


1 








End 


110 




Name 


OJ990419 03. 


9919. 


C27.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


110 




GI 


5042454 








Score 


72 




Exons 


1. .110 














GI Descrip. 


(AC007789) putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


30770 








Seq. ID 


OJ990419_ 


03. 9919.C27 


Gene Mc . 


\J ^ \J ^> c 








Strand 


+ 




Start 


843 








End 


6467 




Name 


OJ990419_03. 


9919. 


C27.o2. 


np 


Method 


AAT/NAP 





30718 




Start 843 End 6467 

GI 6498441 Score 6882 

Exons 843. .1907, 2238. .2701, 2765. .3138, 3322.-3456, 3631. .4057, 

4250. .4546, 4718. .6115, 6209. .6467 
GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


30770 








Seq. ID 


OJ990419__03. 9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03 


. 9919 


C27 . o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


992 ~~ 








End 


1384 


GI 


none 








Score 


58 


Exons 


992 . . 1039, 


1046. 


1144, 


1051 . . 


1143, 1111. .1350, 1127. .1384 


Seq. No. 


30770 








Seq. ID 


OJ990419_03. 9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03 


. 9919. 


C27 .o4 


. tm 


Method 


TBLASTX: Maize 


Start 


997 ~ 








End 


1282 


GI 


none 








Score 


197 


Exons 


997 . .1281, 


1034 


1282 








Seq. No. 


30770 








Seq. ID 


OJ990419_03. 9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03 


. 9919 . 


C27 .06 


. tw 


Method 


TBLASTX: Wheat 


Start 


1392 ~ 








End 


4852 


GI 


none 








Score 


237 


Exons 


1392 . .1445, 


4394 . 


. 4615, 


4418 . 


.4669, 4483..4668, 4703. .4768, 




4712 . . 4765, 


4714 . 


.4767, 


4820 . 


.4852 




Seq. No. 


30770 








Seq. ID 


OJ990419 03.9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03 


. 9919. 


C27 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2122 ~~ 








End 


2731 


GI 


none 








Score 


412 


Exons 


2122 . . 2295, 


2123 . 


.2608, 


2317 . 


.2577, 23i 


37. .2581, 2675. .2731 


Seq.' No. * 


30770 ' 








Seq. ID- 


OJ990419_03. 9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03 


.9919. 


C27.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2772 








End 


4818 


GI 


none 








Score 


221 


Exons 


2772. .3215, 


2773. 


.3228, 


2774 . 


.3235, 2774. .3229, 4771. .4818 • 


Seq. No. 


30770 








Seq. ID 


OJ990419_03.9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03 


9919. 


C27.o3 


ts 


Method 


TBLASTX: Soybean 


Start 


2813 








End 


3178 


GI 


none 








Score 


116 


Exons 


2813. .3037, 


3044 . 


.3178 









30719 



Seq. No. 30770 Seq. ID 

Gene No. 63652 Strand 

Start 843 End 

Name OJ9904 1 9_03 . 9919 . C27 . ol . tm Method 

Start 2903 End 

GI none Score 

Exons . 2903.. 3259, 2938.. 3249, 3143.. 3259 



OJ990419JD3. 9919.C27 
+ 

6467 

TBLASTX: Maize 

3259 

388 



Seq. No. 30770 Seq. ID 

Gene No. 63652 Strand 

Start 843 End 

Name OJ990419_03 . 9919 . C27 . o3 . tm Method 

Start 3286 End 

GI none Score 

Exons 3286.. 3366, 3287.. 3670, 3430.. 3651 



OJ990419_03.9919.C27 
+ 

64 67 

TBLASTX: Maize 

3670 

354 



Seq. No. 30770 Seq. ID 

Gene No. 63652 Strand 

Start 843 End 

Name 0 J9 904 1 9_03 . 991 9 . C27 . o2 . tw Method 

Start 3344 End 

GI none Score 

Exons 3344.. 3757, 3344.. 3622, 3442.. 3759 



OJ990419_03. 9919.C27 
+ 

6467 

TBLASTX: Wheat 

3759 

478 



Seq. No. 30770 Seq. ID 

Gene No. 63652 Strand 

Start 843 End 

Name 0 J 9 9 0 41 9_0 3.9919.C27.ol.ts Me t hod 

Start 3422 End 

GI none Score 

Exons 3422.. 3793, 3439.. 3663 



OJ990419__03. 9919. C27 
+ 

6467 

TBLASTX: Soybean 

3793 

272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30770 Seq. ID 

63652 Strand 
843 End 
OJ990419_03. 9919.C27 ,o2. ts Method 
4541 End 
5666795 Score 
4541. .4639, 4715. .4852, 4907. .5107 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



OJ990419_03. 9919. C27 
+ 

6467 

TBLASTX: Soybean 
5107 
68 



30770 Seq. ID' 

63652' Strand 

843 End 
OJ990419_03. 9919.C27.o8 . tw Method 

4855 End 

none Score 

4855. .5031, 4907. .5167 



OJ990419_03. 9919.C27 
+ 

6467 

TBLASTX: Wheat 

5167 

189 



Seq. No. 30770 Seq. ID 

Gene No. 63652 Strand 

Start 843 End 

Name OJ9904 19_03 . 9919 . C27 . o2 . tm Method 

Start 5360 End 

GI none Score 

Exons 5360.. 5683, 5389.. 5670, 5675.. 5722 



OJ990'419_03.9919.C27 
+ 

6467 

TBLASTX: Maize 

5722 

357 



30720 



Seq. No. 


30770 








Seq. ID 


OJ990419_03.9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ9904.19 03 


. 9919. 


C27.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


5500 








End 


5878 


GI 


none 








Score 


367 


Exons 


5500. .5847, 


5501. 


.5878 








Seq. No. 


30770 








Seq. ID 


OJ990419_03.9919.C27 


Gene No. 


63652 








Strand 


+ 


Start 


843 








End 


6467 


Name 


OJ990419 03, 


.9919. 


C27.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


5879 








End 


6458 


GI 


none 








Score 


258 


Exons 


5879. .6169, 


5884 . 


. 6162, 


6356. 


. 6424, 6426. .6458 


Seq. No. 


30771 








Seq. ID 


OJ990419 03.9919.C28 


Gene No. 


63653 








Strand 


+ 


Start 


3240 








End 


6542 


Name 


OJ990419 03. 


.9919. 


C28.o2 


.gs 


Method 


GENSCAN 


Start 


3240 








End 


6542 


GI 


none 








Score 


.61 


Exons 


3240. .3296, 


3539. 


.3709, 


4006. 


.4160, 4193. .4460, 4489. .4684, 




4732. .4913, 


4945. 


.5029, 


6358. 


.6542 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30771 
63653 
3240 

OJ990419 
3939 
5922620 
3939. .4340, 
(AP000492) 
predicted gene 
gi | 6016853|dbj 
corresponds to 
protein [Oryza 



■_03.9919.C28.o3.np 



Seq. ID OJ990419_03.9919.C28 
Strand + 
End 6542 
Method AAT/NAP 
End 6539 
Score 700 
4489. .4739, 6403. .6539 
EST D15357 (C0514) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. No. 


30771 






Seq. ID 


OJ990419_ 


Gene No. 


63654 






Strand 


+ 


Start 


8196 






End 


10712 


Name ' 


OJ990419 03 


.9919.C28.o4 


.np 


Method 


AAT/NAP 


Start 


7390 






End 


10712 


GI 


6721512 






Score 


38 


Exons 


7390. .7409, 


9305. . 9394, 


10694 


. .10712 




GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] • 


Seq. No. 


30771 






Seq. ID 


OJ990419J 


Gene No. 


-63654 






Strand 


+ 


Start 


8196 






End 


10712 


Name 


OJ990419 03 


.9919.C28.o3 


.gs 


Method 


GENSCAN 


Start 


8196 






End 


8879 


GI 


none 






Score 


.54 


Exons 


8196. .8257, 


8858. .8879 








Seq. No. 


30771 






Seq. ID 


OJ990419J 


Gene No. 


63655 






Strand 





30721 



Start 14907 End 16620 

Name OJ9904 19_03 . 9919 . C28 . o5 . np Method AAT/NAP 

Start 14907 End 16620 

GI 6063554 Score 218 

Exons 14907 ... 15123, 15782 .. 15810, 16447.. 16620 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) ,.C7 1850 (E04 64 ) , C98 611 ( E04 64 ) 
correspond to a region of the predicted gene.; .hypothetical 
protein [Oryza sativa] 



Seq. No. 30771 

Gene No. 63656 

Start 17622* 

Name OJ990419__03 . 9919 . C28 . o5 . gs 

Start 17622 

GI none 
Exons 



Seq. ID OJ990419_03. 9919. C28 

Strand + 

End 21296 

Method GENSCAN 

End 21296 

Score .78 



17622. .17637, 18397 18611, 18782 .. 20084 , 21229. .21296 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30771 Seq. ID 

63656 Strand 

17622 End 

OJ990419_03. 9919.C28 .o6.np Method 

17622 End 

6539588 Score 



OJ990419_03.9919.C28 
+ 

21296 
AAT/NAP 
20881 
341 



17622. .17648, 18365 .. 18647 , 20851.. 20881 
(AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 30771 Seq. ID 

Gene No. 63657 Strand 

Start 36 End 

Name OJ9904 19_03 . 9919 . C28 . ol . gs Method 

Start 36 End 

GI none Score 

Exons 36.. 1645, 1663. .1804, 2006. .2059 



OJ990419_03.9919.C28 

3742 
GENSCAN 
2059 
.44 



Seq. No. 30771 Seq. ID 

Gene No. 63657 Strand 

Start 36 End 

Name OJ9904 19_03 . 991 9 . C28 . ol . np Method 

Start 39 End 

GI 6539586 Score 

Exons 39.. 1646, 2071.. 2109 

GI Descrip. (AP000837)' hypothetical protein [Oryza sativa] 



OJ990419_03. 9919.C28 

3742 
AAT/NAP 
2109 
2407 



Seq.- No. 30771 
Gene No. 63657 
Start 36 

Name OJ9904 19_03 . 991 9 . C28 . o2 . np 

Start 1253 
GI, 5922623 

Exons 1253.. 1347, 2878.. 2953, 

GI Descrip. (AP000492) hypothetical 

gi | 6016856 | dbj IBAA85199 

[Oryza sativa] 



3121, 



Seq. ID OJ990419_03. 9919.C28 
Strand 

End 3742 

Method AAT/NAP 

End 3742 

Score .199 
.3279, 3662.. 3742 



protein [Oryza sativa] 
11 (AP000570) hypothetical protein 



Seq. Nn. 
Gene No. 
Start 



30771 
63658 
9850 



£>eq. ±u 

Strand 

End 



OJ9y0419 03.9919.C28 



16929 



30722 



Name 

Start 

GI 

Exons 



OJ990419_03.9919.C28.o4 .gs 
9850 



Method GEN SCAN 
End 16929 
none Score .45 

9850.. 9938, 10015 .. 1018 9, 12284 124 8 6, 13109. . 13336, 
14536. .14820, 14861 .. 14 907, 14 915 .. 15407 , 16350 .. 16475, 
16677. .16781, 16848. .16929 



Seq. No. 


• 30772 




Seq. ID 


OJ990419 


Gene No. 


63659 




Strand 


+ 


Start 


219 




End 


727 


Name 


OJ990419 03. 9919.C29.ol. 


np 


Method 


AAT/NAP 


Start 


219 




End 


727 


GI 


6539588 




Score 


320 


Exons 


219. .551, 695. .727 








GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sat iva] 


Seq. No. 


30772 




' Seq. ID 


OJ990419 


Gene No . 


63659 




Strand 


+ 


Start 


219 




End 


727 


Name 


OJ990419 03. 9919.C29.ol. 


gs 


Method 


GEN SCAN 


Start 


278 




End 


469 


GI 


none 




Score 


.87 


Exons 


278. .469 








Seq. No. 


30773 




Seq. ID 


OJ990419_ 


Gene No. 


63660 




Strand 




Start 


1 




End 


543 


Name 


OJ990419 03.9919.C32.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


434 


GI 


5748522 




Score 


55 


Exons 


1. .434 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AL035071) dJ1085F17.1.2 (ortholog of mouse DNMT3B (DNA 
Cytosine-5 Methyltransf erase 3B2) (isoform 2)) [Homo sapiens] 



30773 
63660 
1 

OJ9904 19_03 . 9919 . C32 . ol . tm 
66 

none 

66. .446, 66. .449, 202. .450 



Seq. ID OJ990419_03.9919.C32 
Strand 

End 543 

Method TBLASTX : Mai ze 

End 450 

Score 212 



Seq. No. 30773 

Gene No. 63660 

Start 1 

Name OJ9904 1 9_03 . 991 9 . C32 . ol . gs 

Start 70 

GI none 

Exons 70. . 332 



Seq. ID OJ990419_03. 9919.'C32 
Strand 

End 543 

Method GENSCAN 

End 332 

Score . 4 



Seq. No. 30773 

Gene No. 63660 

Start 1 

Name OJ9904 1 9_03 . 991 9 . C32 . ol . ts 

Start 75 

GI none 
Exons 



Seq. ID OJ990419_03. 9919.C32 
Strand 

End 543 

Method TBLASTX : Soybean 

End 543 

Score 62 



75. .314, 140. .220, 208. .375, 298. .543, 300. .542 



30723 



Seq. No. 30774 Seq. ID 

Gene No. 63661 \ Strand 

Start 1 End 

Name OJ9904 19_03 . 9919 . C34 . ol . gp Method 

Start 1 End 

GI 3162_1.R1084 Score 

Exons 1..69, 239.. 672 

GI Descrip. ' 5919219/gb | AAD56248 . 1 | AF186273_1 4.0e-24 (AF186273) 

leucine-rich repeats containing F-box protein FBL3 [Homo 
sapiens] * 



OJ990419_03. 9919.C34 
+ 

672 

AAT/GAP 
672 
910 



Seq. No. 30774 Seq. ID 

Gene No. 63662 Strand 

Start 1138 End 

Name OJ990419_03 . 9919 . C34 . ol . gs Method 

Start 1138 End 

GI none Score 

Exons 1138.. 1180 



OJ990419_03. 9919.C34 
+ 

1180 
GENSCAN 
1180 
.52 



Seq. No. 30775 Seq. ID 

Gene No. 63663 Strand 

Start 1 End 

Name OJ9904 1 9_03 . 9919 . C37 . ol . np ' Method 

Start 1 ' ~ End 

GI 6498441 Score _ 

Exons 1 . . 585 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 .type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990419__03.9919.C37 
+ 

585 

AAT/NAP 

585 

650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30775 Seq. ID 

63663 Strand 

1 End 
OJ9 904 19_03. 9919. C37 .ol.tw Method 

316 End 

none Score 

316. .498, 317. .511 



OJ990419_03. 9919.C37 
+ 

585 

TBLASTX: Wheat 

511 

191 



30776 Seq. ID 

63664 Strand 

1 ." ' End 

OJ990419_03. 9919.C38.ol.np Method 

1 End 

5263310 Score 
1..78, 431. .520, 607. .700 

(AC007727) EST gb|N95925 comes from this gene 
thaliana] 



OJ990419_03.9919.C38 

+ 

700 ' ' " 

AAT/NAP 
700 
186 



[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30776 
63664 
1 

OJ990419_03. 9919.C38.ol.gp 
391 



Seq. ID OJ990419_03.9919.C38 

Strand + 

End 700 

Method AAT/GAP 

End 700 

Score SZ1 



391. .520, 607. .700 

, 5263310/gb|AAD41412.1 IAC007727 1 1.0e-16 (AC007727) EST 



30724 




gb_N95925 comes from this gene. [Arabidopsis thaliana] ' 



Seq. No. 


30776 


Seq. ID 


OJ990419 03.9919 


.C38 


Gene No. 


63665 


Strand 






Start 


379 


End 


440 




Name 


. OJ990419 03. 9919.C38.ol.gs 


Method 


GENSCAN 




Start 


37 9 


End 


440 




GI 


none 


Score 


.48 




Exons 


379. .440 








Seq. No. 


30776 


Seq. ID 


OJ990419 03. 9919 


.C38 


Gene No. 


63666 


Strand 






Start 


406 


End 


700 




Name 


OJ990419 03. 9919.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


406 


End 


700 




GI 


none 


Score 


80 




Exons 


406. .549, 425. .520, 604. .699, 


605. .700 


, 606. .698 




Seq. No. 


30777 


Seq. -ID 


OJ990419_03. 9919 


.C39 


Gene No. 


63667 


Strand 


+ 




Of -i vf 

o car l. 


' 1 


End 


438 




Name 


OJ990419 03.9919.C39.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


438 




GI 


3162 1.R1084 


Score 


510 




Exons 


1..239, 409. .438 








GI Descrip. 


. '5919219/gb|AAD56248.1|AF186273_l 4 . Oe 


-24 (AF186273) 






leucine-rich repeats containing F-box 


protein FBL3 [Homo 




sapiens] * 








Seq. No. 


30777 


Seq. ID 


OJ990419 03.9919 


C39 


Gene No. 


63667 


Strand 


+ 




Start 


1 


End 


438 




Name 


OJ990419 03. 9919.C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


197 




GI 


none 


Score 


192 ■ 




Exons 


2. .127, 3. .128, 108. .194, 121 


..195, 125. .196, 126. .197 




Seq. No. 


30777 • 


Seq. ID 


OJ990419_03. 9919. 


C39 


Gene No. 


63667 


Strand 


+ 




Start 


1 


End 


438 




Name 


OJ990419 03. 9919.C39.ol.ts 


Method 


TBLASTX: Soybean 




Start" 


3 " 


End " 


229 




GI 


none 


Score 


127 




Exons 


3. .128, 125.. 229, 126. .221 








Seq. No. 


30778 


Seq. ID 


OJ990619_53.9A29. 


CI 


Gene No. 


63668 


Strand 






Start 


120 


End 


206 




Name 


OJ990619 53.9A29.Cl.ol.gp 


Method 


AAT/GAP 




Start 


120 


End 


206 




GI 


4879971 


Score 


113 




Exons 


120. .206 








Seq. No. 


30779 


Seq. ID 


OJ990619__53. 9A29. 


C2 




f ^ r~ r- r\ 
UJUU^ 


Strand 


+ 




Start 


247 


End 


7284 




Name 


OJ990619_53. 9A29 . C2 . ol . gs 


Method 


GENSCAN 





30725 




Start 


247 


End 


1249 




GI 


none 


Score 


. 59 




Exons 


247 337. 569 750. 839 1249 








Seq. No. 


30779 


Seq. ID 


OJ990619 

\s w ^ w* \j \j -L _y 




Gene No. 


63669 


Strand 


+ 




Start 


247 


End . 


7284 




Name 


OJ990619 53. 9A29.C2.o2.np 


Method 


AAT/NAP 




Start 


766 


End 


5785 




GI 


5902445 


Score 


1202 




Exons 


766.. 8-91, 931.. 1245, 4815.. 5785 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


30779 


Seq. ID 


OJ990619_ 


53 9A2 9 C2 


Gene ^o . 


63669 


Strand 


+ 




Start 


247 


End 


7284 




Name 


OJ990619 53. 9A29 . C2 . o2 . gs 


Method 


GENSCAN 




Start 


2025 


End 


728 4 




GI 


none 


Score 


. 64 




Exons 


2025. .2361, 2422. .2493, 2586. 


.2850, 2979. .3067, 


4 QS4 M ft £\ 




5222. .5771, 6391. .6485, 6490. 


.6714, 6833. .6916, 


6966 7061 




7090. .7284 








Sea No 


30779 


Seq. ID 


OJ990619_ 


QZ\9Q CO 
JJ. ZJt\£. ZJ 


Gene No. 


63669 


Strand 


+ 




Start 


247 


End 


7284 




Name 


OJ990619 53.9A29.C2.o2.gp 


Method 


AAT/GAP 




Start 


4548 


End 


4657 




GI 


uC-osflcyp088bl2bl 


Score 


156 




Exons 


4548. .4657 









GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI "Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30779 Seq. ID 

63670 Strand 

16910 End 

OJ990619_53 . 9A29 . C2 . o3 . np Method 

16910 End 

6498441 Score 

16910. .17973, 18304. .18767, 

19697. . 19937, 20130 .. 20612 , 



OJ990619_53. 9A29.C2 
+ 

22556 
AAT/NAP 
22556 
6797 



18831. .19204, 19388. .19522, 
20784. .22181, 22275. .22556 
(AP000815) EST C72786 (E2258 )' corresponds to a region of the 
predicted gene .;' Similar to Sorghum' bi col or Gypsy-Ty3 type 
retrotransposon. RetroSorl . (AF098806) [Oryza sativa] 

30779 Seq. ID OJ990619_53 . 9A29 . C2 

63671 Strand 

173 - End 783 

OJ99061 9_53 . 9A29 . C2 . ol . np Method AAT/NAP 

173 End 783 

5922623 Score 255 

173. .320, 703. .783 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 |dbj IBAA85199.il (AP000570) hypothetical protein. 

[Oxy^a sativa] 



Seq. No. 30779 Seq. ID OJ990619_53 . 9A29 . C2 

30726 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



63672 Strand 

7307 End 

OJ990619_53. 9A29 . C2 . o3 . gs Method 

7307 End 

none Score 



9942 ' 
GENSCAN 
9942 
.59 



7307. .8075, 8150. .8208, 8279. .8425, 8538.-8662, 8828. .9026, 
9107. . 9513, 9873. . 9942 



Seq.. No. 30779 ' 

Gene No. 63673 

Start 23190 

Name 0 J9 9 0 6 1 9_5 3 . 9A2 9 . C2 . 08 . t w 

Start 770 

GI none 
Exons 



Seq. ID OJ990619_53.9A29.C2 
Strand 

End 29515 

Method TBLASTX : Wheat 

End 21233 

Score 62 



770. .889, 15110. . 15235, 20921 .. 21097 , 20973. .21233 



Seq. No. 30779 

Gene No. 63673 

Start 23190 

Name OJ990619_53 . 9A29 .C2 . o2 . tm 

Start 1094 

GI none 
Exons 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX: Maize 

End 21749 

■ Score 152 

1094. .1243/ 1111. .1239, 4810. .4863, 4866. .4967, 21426 .. 2174 9, 
21443.. 21736 



Seq. No. 30779 

Gene No. 63673 

Start - 23190 

Name OJ990619_53 . 9A29 . C2 . o3 . tw 

Start 2269 

GI none 

Exons 2269.. 2376, 12881 13063, 13099 .. 13335, 13101 .. 13325 , 
18188. .18361, 1818 9. .18 671, 18383. .18643 



Seq. No. 
Gene No. 

r> j j- 

O U Cl-L U 

Name 
Start 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Wheat 

End 18671 

Score 62 



Seq. No. 30779 

Gene No. 63673 

Start 23190 

Name OJ990619_53 . 9A29 . C2 . o5 . tw 

Start 4809 

GI none 
Exons 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Wheat 

End 21917 

Score -58 



4809. .4850, 4810. .4863, 4869. .5174, 4895. .5137, 21563 .. 21619, 
21564 .'.21917, 21665.. 21913 * *. " * ' 



Seq. No. 30779 

Gene No. 63673 

Start 23190 

Name OJ990619_53. 9 A2 9 . C 2 . o 4 . t w 

Start 5204 

GI none 
Exons 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Wheat 

End . 22547 

Score 332 



5204. .5620, 5317. .5421, 5645. .5776, 5650. .5775, 21939 .. 2222 9, 
21971. .22228, 21 985 .. 22236, 22421 .. 2254 3, 22422. .22547 



30779 
63673 
23190 

OJ990619_53. 9A29 . C2 . 06 . tm 
5390 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Maize 

End 22229 



30727 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

5390.. 5644, 22161. .22229 



Score 



186 



Seq. ID OJ990619_53.9A29.C2 



30779 
63673 
23190 

OJ990619_53 . 9A29 . C2 . o4 . tm 
5647 ' ■ 

none 

5647. .5787, 5648. .5782, 224 16 .. 2258 6, 22421. .22585 



Strand 
End 

Method 

End 

Score 



29515 

TBLASTX: Maize 
22586 
127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30779 
63673 
23190 

OJ990619_53.9A29.C2.o5.tm 

11898 

none 

11898. .11942, 11942. .12136, 

30779 
63673 
23190 

OJ990619_53 . 9A29 . C2 . o7 . tw 

11904 

none 

11904. .11942, 11951. .12016, 
12059. .12211, 17058. .17105, 
17177. .17416, 17193. .17 4 50 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Maize 

End 17348 

■ Score . 50 

17063. .17347, 17100. .17348 

Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Wheat 

End 17450 

Score 41 
11990. -.12250, 12022. . 12201, 
17112. . 17210, 17129. . 17209, 



Seq. No. 30779 

Gene No. 63673 

Start 23190 

Name OJ990619_53 . 9A29 . C2 . ol . tw 

Start 13527 

GI none 

Exons 13527 .. 13982, 13528 .. 13983, 

Seq. No. 30779 

Gene No. 63673 

Start 23190 

Name OJ99061 9_53 . 9A29 . C2 . o3 . ts 
Start ' ' • 13567' / 

GI none 

Exons 13567. .13791, 137 98 13932 , 

Seq. No. 30779 

Gene No. 63673 

Start 23190 

Name OJ990619_53 . 9A29 . C2 . ol . tm 

Start 13657 

GI none 

Exons 13657. .14 013,. 137 11 13959, 
19004 . . 19315, 19035. , 19325 



Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Wheat 

End 19301 

Score 545 
18839. .19300, 18840.. 19301 

Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Soybean 

" End ■ 19244 

Score 106 
1887 9. . 19103, 19110. . 1924 4 

Seq. ID OJ990619_53. 9A29.C2 
Strand 

End 29515 

Method TBLASTX : Mai ze 

End 19325 

Score 422 
13719. .14 012, 18 969. . 19325, 



Gene No. 
Start 



63673 
23190 



beq. ID ujyyubiy_53. yA^y ,C2 
Strand 

End 29515 



30728 



Name 


OJ990619 53.9A29.C2 


. o3 . tm 


Method 


TBLASTX • Mai ze 


Start 


14041 






End 


19736 


GI 


none 






Score 


311 


Exons 


14041. . 


.14424, 14208 


. . 14423, 


19352 . . 197 


17, 19353 . .19736 


Seq. No. 


30779 






Seq. ID 


OJ990619_53.9A29. 


Gene No'.' 


63673 rt 






Strand 




Start 


23190 






End 


29515 


Name 


OJ990619 53.9A29.C2 


. o2. tw 


Method 


TBLASTX: Wheat 


Start 


14098 






End 


19834 


GI 


none 






Score 


447 


Exons 


14098. . 


,14520, 14101 


. . 14379, 


14208. .14522, 19409. .19834, 




19410. . 


,19829 








Seq. No. 


30779 






Seq. ID 


OJ990619_53. 9A2 9. 


Gene No. 


63673 






Strand 




Start 


23190 






End 


29515 


Name 


OJ990619 53.9A29.C2 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


14152 






End 


19859 


GI 


none 






Score 


301 


Exons 


14152. . 


14577, 14211 


. . 14336, 


14388. . 144 


20, 19458. .19859, 




19481. . 


19648 






Seq. No. 


30779 






Seq. ID 


OJ990619_53. 9A29. 


Gene No. 


' 63673 






Strand 




Start 


23190 






End 


29515'. 


Name 


OJ990619 53.9A29.C2, 


. 06 . tw 


Method 


TBLASTX: Wheat 


Start 


14645 






End " 


20918 


GI 


none 






Score 


159 


Exons 


14645. . 


14842, 14839. 


. . 14868, 


14878. .15021, 20460. .20708, 




20484 . . 


20708, 20549, 


, .20722, 


20769. .20918, 20778 20915 , 




20780. . 


20917 








Seq. No. 


30779 






Seq. ID 


OJ990619__53.9A29. 


Gene No. 


63673 






Strand 




Start 


23190 






End 


29515 


Name 


OJ990619 53.9A29.C2. 


. o2 . t s 


Method 


TBLASTX: Soybean 


Start 


20607 






End ■ 


21173 


GI 


5666795 






Score 


68 


Exons 


• 20607. . 


20705, 20781. 


.20918, 


20973.. 21173 


GI Descrip. 


4206306 


2.0e-10 (AF049110) ] 


prpol [Zea mays] 


Seq. "No. 


30779 






Seq. ID 


OJ99061'9_53.9A29.< 


Gene No. 


63673 






Strand 




Start 


23190 






End 


29515 


Name 


OJ990619 53.9A29.C2. 


o5 . gs 


Method 


GENSCAN 


Start 


23190 






End 


25780 


GI 


none 






Score 


.98 


Exons 


23190. . 


25071, 25164. 


.25780 






Seq. No. 


30779 






Seq. ID 


OJ990619_53.9A29.( 


Gene No. 


63673 






Strand 




Start 


23190 






End 


29515 


Name 


OJ990619_53. 9A29.C2. 


o4 . np 


Method 


AAT/NAP 


S Lcirt 


23193 






End 


29515 


GI 


5803259 






Score 


4208 


Exons 


23193. . 


25071, 25164. 


.25774, 


28865. .29515 
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GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


30780 


Seq. ID 


OJ990619 53 9A29 


. C3 


Gene No. 


63674 


Strand 






Start 


1 


End 


2093 




Name 


OJ990619 53. 9A29.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2093 




GI 


4680179 ' 


Score 


3404 




Exons 


1..2093 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29 


.C3 


Gene No. 


63674 


Strand 


- 




Start 


1 


End 


2093 




Name 


OJ990619 53.9A29.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


523 




GI 


none 


Score 


309 




Exons 


2. .523, 3. .467 








Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29 


.C3 


Gene No. 


63674 


Strand 


- 




Start 


1 


End 


2093 




Name 


OJ990619 53.9A29.C3.o5.tm 


Method 


TBLASTX: Maize 




Start 


2' 


End 


242 




GI 


none 


Score 


123 




Exons 


2. .232, 2. .241, 78. .242 








Seq. No. 


30780 


Seq. ID 


OJ990619_53. 9A29 


.C3 


Gene No: 


63674 


Strand 


- 




Start 


1 


End 


2093 




Name 


OJ990619 53. 9A29 . C3 . ol . gs 


Method 


GENSCAN 




Start 


138 


End 


2050 




GI 


none 


Score 


•41 




Exons 


138. . 1747, 1815. .2050 








Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29 


C3 


Gene No. 


63674 . 


Strand 


- 




Start 


1 


End 


2093 




Name 


OJ990619 53. 9A29 . C3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


245 


End 


565 




GI 


none 


Score 


74 




Exons 


24 5. .34 0,' 24 8. .565," 24 9. .554 ' 








Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29. 


C3 


Gene No. 


63674 


Strand 






Start 


1 


End 


2093 




Name 


OJ990619 53. 9A29 . C3 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 


482 


End 


742 




GI 


none ., 


Score 


54 




Exons 


482. .550, 482. .742, 636. .737 








Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29. 


C3 


Gene No. 


63674 


Strand 






Start 


1 


End - 


2093 






OJ990619 53. 9A29.c3.ol. tc 


Method 


TBLASTX: Cress 




Start 


506 


End 


832 




GI 


none 


Score 


64 





30730 



Exons 



506. .649, 507. .584, 650. .832 



Seq. No. 30780 Seq. ID 

Gene No. 63674 Strand 

Start 1 End 

Name OJ990619_53 . 9A2 9 . C3 . o2 . tw Method 

Start 530 End 

GI none Score 

Exons 530.. 1009, 531.. 914, 536.. 991 



OJ990619_53.9A29.C3 
2093 

TBLASTX: Wheat 

1009' 

219 • 



Seq. No. 30780 Seq. ID 

Gene No. 63674 Strand 

Start 1 End 

Name OJ990619_53 . 9A29 . C3 . o4 . tm Method 

Start 566 End 

GI none Score 

Exons 566.. 880, 654.. 845 



OJ990619_53. 9A29.C3 
2093 

TBLASTX: Maize 

880 

93 



Seq. No. 30780 Seq. ID 

Gene No. 63674 Strand 

Start 1 End 

Name OJ990619_53 . 9A29 . C3 . ol . tw Method 

Start 1013 End . 

.GI none Score 

Exons 1013.. 1522, 1104.. 1490 



OJ990619_53.9A29.C3 
2093 

TBLASTX: Wheat 

1522 

305 



Seq. No. 30780 " Seq. ID 

Gene No. 63674 Strand 

Start 1 End 

Name 0 J9 9 0 6 1 9_5 3 . 9A2 9 . C3 . o 1 . tm Method 

Start 1097 End 

GI none Score 

Exons 1097.. 1450, 1112.. 1408, 1182.. 1448 



OJ990619_53.9A29.C3 
2093 

TBLASTX : Maize 

1450 

139 



Seq. No. 30780 Seq. ID 

Gene No. 63674 Strand 

Start 1 End 

Name OJ990619_53 . 9A29 . C3 . o3 . ts Method 

Start 1271 End 

GI none Score 

Exons 1271.. 1513 



OJ990619_53. 9A29.C3 
2093 

TBLASTX: Soybean 

1513 

197 



Seq. No. 30780 

Gene No. 63674 

Start 1 

Name 0 J 9 9 0 6 1 9_5 3 . 9 A2 9 . C 3 . o 3 . t m 

Start 1487 

GI none 

Exons 1487. ..1762, 1496.. 1735, 1809. 

Seq. No. 30780 

Gene No. 63674 

Start 1 

Name OJ990619_53 . 9A29 . C3 . o5 . tw 

Start 15^3 

GI none 

Exons 1523.. 1759, 1524.. 1778, 1756. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1988 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619_53.9A29.C3 
2093 

TBLASTX: Maize 

1988 

56 



OJ990619_53. 9A29.C3 
2093 

TBLASTX: Wheat 
1798 
168 

1797, 1761.. 1796, 1763.. 1798 



30731 



Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29.C3 


Gene No. 


63674 


Strand 




Start 


1 


End 


2093 


Name 


OJ990619 53. 9A29 . C3 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


1538 ~ 


End 


1934 


GI 


none 


Score 


106 


Exons 


1538. .1759, 1539. .1778, 1761 


..1898, 1766. .1891, 1821. .1895, 




1902 . . 1934, 1902 . . 1934 






Seq. No. 


30780 


Seq. ID 


OJ990619_53.9A29.C3 


Gene No . 


63674 


Strand 




Start 


1 


End 


2093 


Name 


OJ990619 53 . 9A29. C3 . o4 . tw 


Method 


TBLASTX: Wheat 


Start 


1800 ~ 


End 


2085 


GI 


none 


Score 


175 


Exons 


1800.. 1997, 1803.. 1970, 1873 


..2001, 2001. .2084, 2005. .2085 


Seq. No. 


30781 


Seq. ID 


OJ990619_53. 9A29.C4 


Gene No. 


63675 


Strand 


-f 


Start 


193 


End 


1457 


Name 


OJ990619 53 . 9A29 . C4 . ol . gs 


Method 


GENSCAN 


Start 


193 ~~ 


End 


1457 


GI 


none 


Score 


.76 


Exons 


193 610, 796 1457 






Seq. No. 


30781 


Seq. ID 


OJ990619_53.9A29.C4 


Gene No. 


63675 


Strand 




Start 


193 


End 


1457 


Name 


OJ990619 53. 9A29.C4 .ol.np 


Method 


AAT/NAP 


Start 


233 


End 


688 


GI 


5257260 


Score 


182 


Exons 


233. . 688 






GI Descrip. 


(AP000364) Similar to sequence of BAC 


F7G19 from Arabidopsi 




thaliana. (AC000106) [Oryza sativa] 




Seq. No. 


30781 


Seq. ID 


OJ990619_53. 9A29.C4 


Gene No. 


63675 


Strand 


+ 


Start 


193 


End 


1457 


Name 


OJ990619 53.9A29.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


241 


End 


594 


GI 


none 


Score 


230 


Exons 


241. .594, 247.^549 






Seq. No. 


30781 


Seq. ID 


OJ990619_53. 9A29.C4 


Gene No . 


63675 


Strand 


+ 


Start 


193 


End 


1457 


Name 


OJ990619 53. 9A29.C4 .ol.tc 


Method 


TBLASTX: Cress 


Start 


247 


End 


549 


GI 


none 


Score 


238 


Exons 


247. .549, 249. .446 






Seq. No. 


30781 


Seq. ID 


OJ990619_53. 9A29.C4 


Gene No . 


63675 


Strand 


+ 


St ax L 


193 


End 


1457 


Name 


OJ990619 53. 9A29.C4 .ol.tm 


Method 


TBLASTX: Maize 


Start 


247 


End 


549 



30732 



GI 


none 


Score 


182 




Exons 


247. .474, 249. .476, 484. .549 








Seq. No. 


30782 


Seq. ID 


OJ990619 53.9A29 


.C5 • 


Gene No. 


63676 


Strand 


+ 




Start 


72 


End 


1537 




Name 


OJ990619 53.9A29.C5.ol.gs 


Method 


GENSCAN 




Start 


72 


End 


1508 




GI 


none 


Score 


. 69 




Exons 


72. .230, 1234. .1280, 1417. .1508 






Seq. No. 


30782 


Seq. ID 


OJ990619 53.9A29 


.C5 


Gene No. 


63676 


Strand 


+ 




Start 


72 


End 


1537 




Name 


OJ990619_53 . 9A29 . C5 . ol . tc 


Method 


TBLASTX: Cress 




Start 


79 


End 


1001 




GI 


none 


Score 


163 




Exons 


79. .231, 108. .233, 787. .918, 


788. .973, 


978 . . 1001 




Seq. No. 


30782 


Seq. ID 


OJ990619__53.9A29 


.C5 


Gene No. 


63676 


Strand 


+ 




Start 


72 


End 


1537 




Name 


OJ990619_53 . 9A29 . C5 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


769 


End 


918 




GI 


none 


Score 


182 




Exons 


769. '\ 918, 779. . 916 








Seq. No. 


30782 


Seq. ID 


OJ990619__53.9A29 


. C5 


Gene No. 


63676 


Strand 


+ 




Start 


72 


End 


1537 




Name 


OJ990619 53.9A29.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


787 


End 


1537 




GI 


none 


Score 


200 




Exons 


787. .918, 788. .973, 791. .931, 


961.. 1032, 961.. 1032, 963 


. .103 




978. .1034, 1162. .1290, 1163.. 


1282, 1414. .1449, 1419. .1511, 




1436. .1537 








Seq. No. 


30782 


Seq. ID 


OJ990619 53.9A29 


C5 


Gene No. 


63676 


Strand 


+ 




Start 


72 


End 


1537 




Name 


OJ990619 53.9A29.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


955 ' 


End 


1482 




GI 


none 


Score 


80 




Exons 


955. .1032, 956. .1033, 972. .1058, 978.. 


1037, 1161.. 1280, 






1162. .1290, 1163. .1279, 1414. 


.1482, 14 


15. .1480 




Seq. No. 


30783 


Seq. ID 


OJ990619_53.9A29. 


C6 


Gene No . 


63677 


Strand 


+ 




Start 


1 


End 


257 




Name 


OJ990619 53. 9A29 . C6 . ol . gp 


Method 


AAT/GAP 




Start 


1 


End 


257 




GI 


none 


Score 


259 




Exons 


1..101, 212. .257 








Seq. No. 


30783 


Seq. IU 


UJ9906I9_i)3. yA29 . 


C6 


Gene No. 


63678 


Strand 


+ 




Start 


857 


End 


1598 





30733 



• # 



Name 


OJ990619 53.9A29.C6.o2.gp 


Method 


aat /nap 






Start 


857 


End 


1598 

J. *J z> o 






GI * 


none 


Score 


849 






Exons 


857. .946, 1072. .1136, 1273. .1598 








Seq. No. 


30783 


Seq. ID 


OJ990619_53 


. 9A29 


. C6 


Gene No. 


63679 


Strand 


+ 






Start 


1871 


End 


2187 






Name 


OJ990619 53.9A29.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


944 






GI 


none 


Score 


137 






Exons 


2. .112, 3. .101, 209. .295, 211 


..294, 373. .456, 374. 


457, 






445.-477, 446. .481, 842. .943, 


844 . .942 


- 855 944 






Seq. No. 


30783 


Seq. ID 


n.TQgnfii q 

uu j y i j +j _) 


9A29 


.C6 


Gene No. 


63679 


Strand 


+ ~~ 






Start 


1871 


End 


2187 






Name 


OJ990619 53.9A29.C6.o3.gp 


l iC L. 1 1 \J KJ. 


AAT /nap 






Start 


1871 


End 


2079 






GI 


none 


Score 


394 






Exons 


1871 . .2079 










Seq. No. 


30783 


Seq. ID 




9A29 


,C6 


Gene No. 


63679 


St rpnd 

U L. 1 CI 1 1 \Ji 


+ 






Start 


1871 


End 


21-87 






Name 


OJ990619 53. 9A29 . C6 . ol . gs 










Start 


1913 


End 


2187 






GI 


none 


Score 


.66 






Exons 


1913. .2079, 2148. .2187 










Seq. No. 


30784 


Seq. ID 




9A29 


C7 


Gene No. 


63680 


Strand 


4- ~ 






Start 


1 


End 


90^9 

\J -J 4~ 






Name 


OJ990619 53.9A29.C7.ol.gp 




aat /nap 






Start 


1 










GI- 


none 


Score 


838 






Exons 


1..50, 269. .675 










Seq. No. 


30784 


Seq. ID 


OJ990619_53. 


9A29. 


C7 


Gene No. 


63680 


Strand 


+ 






Start 


1 


End 


2032 






Name . 


OJ990619 53. 9A29.C7 . ol . gs 


Method 


GENSCAN 






Start 


212 


End 


2032 






GI 


none 


Score 


.49 






Exons 


212. .361, 1928. .2032 










Seq. No. 


30785 


Seq. ID 


OJ990619_53. 


9A29. 




Gene No. 


63681 


Strand 


+ 






Start 


1 


End 


295 






Name 


OJ990619 53.9A29.C8.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


262 






GI 


4455236 


Score 


198 






Exons 


1. .262 










GI Descrip. 


(AL035523) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30785 


Seq. ID 


OJ990619_53. 


9A29. 


C8 


Gene No. 


63681 


Strand 


+ 







30734. 



Start 
Name 
Start 
GI 

Exons 



OJ990619_53 . 9A29 . C8 . ol . gs 
71 

none 
71. .295 



End 

Method 

End 

Score 



295 

GENS CAN 

295 

.86 



Seq. No. 30786 ^ Seq. ID 

Gene No. 63682 ' Strand 

Start 143 End 

Name OJ990619_53 . 9A29 . C9 . ol . gs Method 

Start 143 End 

GI none Score 

Exons 143.. 301, 1015.. 1073, 1221.. 2740 



OJ990619_53.9A29.C9 
+ 

2758 
GENSCAN 
2740 
.68 



Seq. No. 


30786 




Seq. ID 


OJ990619 53.9A29.C9 


Gene No. 


63682 




Strand 


+ 


Start 


143 




End 


2758 


Name 


OJ990619 53 


.9A29.C9.ol.np 


Method 


AAT/NAP 


Start 


1218 




End 


2758 


GI 


6721517 




Score 


1858 


Exons 


1218. .1281, 


1335. .1489, 1569. 


.2321, 2370. .2758 


GI Descrip. 


(AP001072) 


Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


30786 




Seq. ID 


OJ990619_53. 9A29.C9 '• 


Gene No. 


63682 




Strand 


+ 


Start 


143 




End 


2758 


Name 


OJ990619 53 


'. 9A29.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1487 




End 


1850 


GI 


none 




Score 


291 


Exons 


1487 . . 1591, 


1491. .1850, 1616. 


.1849 





Seq. No. 30786 Seq. ID 

Gene No. 63682 Strand 

Start 143 End 

Name 0 J9 9 0 6 1 9_5 3 . 9A2 9 . C9 . o2 . tm Method 

Start 1731 End 

GI none Score 

Exons 1731.. 2027, 1748.. 1918 



OJ990619_53. 9A29.C9 
+ 

2758 

TBLASTX: Maize 

2027 

198 



Seq. No. 30786 Seq. ID 

Gene No. 63682 Strand 

Start " ' ' ' 143 "' t " * End 

Name . OJ990619_53 . 9A29 .C9 . ol . tm - Method 

Start 2373 End 

GI none Score 

Exons 2373.. 2693 



OJ990619_53.9A29.C9 
+ 

2758 ' 

TBLASTX: Maize 

2693 

209 



Seq. No. 30786 Seq. ID 

Gene No. 63682 Strand 

Start 143 End 

Name OJ990 619_53 . 9A2 9 . C9 . o2 . tw Method 

Start 2426 End 

GI none * Score 

Exons 2426. .2566, 2427.. 2744, 2610. .2741 

Seq. No. 30787 Seq. ID 

Gene No. 63683 Strand 



OJ990619_53. 9A29.C9 
+ 

2758 

TBLASTX: Wheat 

2744 

244 



OJ990619_53 . 9A29. C10 
+ 



30735 



Start 
Name 
Start 
GI 

Exons 



17 , End 464 

OJ990619_53. 9A29 . CIO . ol . gs Method GEN SCAN 

17 End 464 

none Score . 92 
17. .118, 396..464 



Seq. No. 30787 Seq. ID 

Gene No. 63684 Strand 

Start 193 End 

Name 0 J9 9 0 6 1 9_5 3 . 9A2 9 . C 1 0 . o 1 . np 'Method 

Start 193 End 

GI 6721512 Score 

Exons 193.. 305, 333.. 439 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ990619_53. 9A29.C10 
439 

AAT/NAP 
439 
76 



Seq. No. 30788 Seq. ID 

Gene No. 63685 Strand 

Start 345 End 

Name 0 J9 9 0 6 1 9_5 3 . 9 A2 9 . C 1 1 . o 1 . gs Me t hod 

Start 345 End 

GI none Score 

Exons 345.. 491 



OJ990619_53.9A29.C11 
+ 

491 

GENSCAN 

491 

.96 



Seq. No. 30788 

Gene No. 63686 

Start 1443 

Name ' OJ990619_53 . 9A29 . Cll . o2 . gs 

Start 1443 

GI none 

Exons 1443.. 1588, 1688.. 1773, 2137. 

3018. .3171, 3280. .3351, 3874. 



Seq. ID OJ990619_53. 9A29.C11 

Strand + 

End 3928 

Method GENSCAN 

End 3906- 

Score . 67 

.2260, 2547. .2745, 2828. .2979, 
.3906 



Seq. No. 30788 
Gene No. 63686 
.-Start 1443 
Name OJ990619_53 . 9A29 . Cll . ol 

Start 2668 
GI none 

Exons 2668.. 2748, 2676.. 2741, 

2892.. 2984, 3075.. 3170, 
3280.. 3351, 3280.. 3351, 

Seq. No. 30788 • ' . 

Gene No. 63686 
Start 1443 

Name OJ990619_53 . 9A2 9 . CI 1 . ol 

Start 2676 
GI none 

Exons 2676.. 27.41, 2677.. 2748, 

3079. .3174, 3079. .3180, 
3879. .3926 



Seq. ID OJ990619_53. 9A29.C11 

Strand + 

End 3928 
.tm Method TBLASTX : Maize 

End 3927 

Score 115 
2825. .2980, 2828. .2983, 2890. .2982, 
3079. .3174, 3079. .3177, 3279. .3350, 
3847. .3927, 3876. .3926 

Seq. ID OJ990619_53.9A29.C11 

Strand + 

End 3928 
.ts Method TBLASTX : Soybean 

End 3927 

Score 107 
..2825. .2980, 2908. .2982, 3075. .3170, 
3279. .3350, 3280. .3351, 3847. .3927, 



Seq. No. 30788 

Gene No. 63686 

Start 1443 

Name OJ990619_53 . 9A29 . Cll . ol . np 

Start 2677 



Seq. ID OJ99'0619__53. 9A29.C11 

Strand + 

End 3928 

Method AAT/NAP 

End 3928 



30736 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 




6119520 Score 489 

2677. .2745, 2828. .2979, 3078. .3171, 3280. .3351, 3874. .3928 
(AC0115'60) unknown protein [Arabidopsis thaliana] 



30788 
63686 
1443 

OJ990619_53 . 9A29 . Cll . ol . tc 

2677 

none 



Seq. ID OJ990619_53.9A29.C11 

Strand + 

End 3928 

Method TBLASTX : Cress 

End 3927 

Score 93 



2677. .2748, 2685. .2-744, 2825. .2980, 2911. .2982, 3075. .3170, 
3079. .3174, 3079. .3174, 3279. .3350, 3280. .3351, 3847. .3927 



30789 
63687 
1 

OJ990619_53 . 9A29 . CI 2 . ol . np 
1 

4185142 
1..842 

(AC005724) putative SNF2/RAD54 family DNA repair and 
recombination protein [Arabidopsis thaliana] 



Seq. ID OJ990619_53.9A29.C12 
Strand 

End 842 

Method AAT/NAP 

End 842 

Score 1160 



30789 
63687 
1 

OJ990619___53. 9A29 . C12 . o2 . tc 
91 

none 

91. .123, 127. .384, 145. .354 



Seq. ID OJ990619__53.9A29.C12 

Strand 

End 842 

Method TBLASTX : Cress 

End 384 

Score 82 



Seq. No. 30789 

Gene No. 63687 

Start 1 

Name OJ99061 9_53 . 9A2 9 . C12 . ol . gs 

Start 97 

GI none 

Exons 97.. 678 



Seq. ID OJ990619_53.9A29.C12 

Strand 

End 842 

Method GENSCAN 

End 678 

Score . 61 



Seq. No. 30789 

Gene No. 63687 
Start * ■ I 

Name ' OJ99061 9_53, 9A2 9 . C12 . ol . tm 

Start 97 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ990619_53.9A29.C12 

Strand 

End 842 

Method TBLASTX: Maize 

End 693 

Score 55 



97. .210, 98. .211, 220. .420, 460. .495, 559. .693 



30789 
63687 
1 

OJ990619_53. 9A29.C12.ol. ts 
97 

none 



Seq. ID OJ990619_53.9A29.C12 

Strand - .. 

End 842 ' 

Method TBLASTX : Soybean 

End 693 

Score 62 



97. .210, 98. .211, 220. .420, 559. .693 



30789 
63687 



Seq. ID OJ990619_53.9A29.C12 
Strand 



30737 



Start 


1 




End 


842 


Name 


OJ990619 53. 9A29.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


385 




End 


718 


GI 


none 




Score 


393 


Exons 


385. .717, 386. .718 








Seq. No. 


30790 




Seq. ID 


„OJ990619 53.9A29.C14 


Gene No. 


63688 




Strand 


+ 


Start 


2778 




End 


4525 


Name 


OJ990619 53.9A29.C14.ol 


np 


Method 


AAT/NAP 


Start 


2778 




End 


4525 


GI 


2655098 




Score 


1010 


Exons 


2778. .3181, 3215. .4525 









GI Descrip. (AF023472) peptide transporter [Hordeum vulgare] 



Seq. No. 30790 

Gene No. 63688 

Start 2778 

Name O J 9 9 0 6 1 9_5 3 . 9 A2 9 . C 1 4 . o 2 . t s 

Start 2846 

GI none 

Exons 2846.. 3157, 3281..3325> 3347.. 3433 



Seq. ID OJ990619_53.9A29.C14 



Strand 
End 

Method 
End 
Score 



+ 

4525 

TBLASTX: Soybean 

3433 

209 



Seq. No. 30790 Seq. ID 

Gene No. 63688 ' Strand 

Start 2778 End 

Name OJ990619_53 . 9A29 . C14 . ol . tw Method 

Start 2858 End 

GI none Score 

Exons 2858.. 3094 



OJ990619_53.9A29.C14 
+ 

4525 

TBLASTX: Wheat 

3094 

193 



Seq. No. 30790 Seq. ID 

Gene No. 63688 Strand 

Start 2778 End 

Name OJ990619_53 . 9A29 . C14 . ol . tc Method 

Start 2858 End 

GI none Score 
Exons 



OJ990619_53.9A29.C14 
+ 

4525 

TBLASTX: Cress 

4477 

201 



2858. .3157, 3281. .3325, 3347. .3433, 3494. .3589, 3602. .3718, 
3716. .3877, 4136. .4249, 4349. .4477 



Seq. No. 30790 Seq. ID 

Gene No. 63688' ' Strand 

Start ' 2778 • • End 

Name OJ990 619_53 . 9A29 . C14 . o3 . tm Method 

Start 2863 End 

GI none Score 

Exons . 2863.. 3018, 2864.. 3172 



OJ990619_53. 9A29.C1' 
+ 

4525 

TBLASTX: Maize 

3172 

189 



Seq. No. 30790 

Gene No. 63688 

Start 2778 

Name . OJ990619_53.9A29.C14.ol, 

Start 3280 

GI none 

Exons 3280. 

3467. 



.3598, 
3605. .3697, 



OZdl . 

3475. 
3628. 



.3558, 
,3900 



tm 



330 / , 
3491. 



Seq. ID OJ990.619_53.9A29.C14 

Strand + 

End 4525 

Method TBLASTX: Maize 

End 3900 

Score 68 

.35b4, 3347. .3433, 3465. .3515, 
.3586, 3591. .3623, 3605. .3871, 



30738 



Seq. No. 


30790 








Seq. ID 


OJ990619_53. 9A29 


.C14 


Gene No. 


63688 








Strand 


+ 




Start 


2778 








End 


4525 




Name 


OJ990619 53 


.9A2 9 


.C14 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


3605 








End 


4132 




GI 


none 








Score 


3L7 . 




Exons 


3605. .3874, 


3724 


. .3873, 


3881. 


.3910, 3883.. 3909, 3976.. 3999, 




3977. .4132 














Seq. No. 


30790 








Seq. ID 


OJ990619_53. 9A29 


.C14 


Gene No. 


63688 








Strand 


+ 




Start 


2778 








End 


4525 




Name 


OJ990619 53 


. 9A2 9 


.C14.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


4136 








End 


4477 




GI 


none 








Score 


116 




Exons 


4136. .4342, 


4358 


. . 4477 










Seq. No. 


30790 








Seq. ID 


OJ990619 53.9A29 


.C14 


Gene, No. 


63688 








Strand 


+ 




Start 


2778 








End 


4525 




Name 


OJ990619 53 


. 9A2 9 


.C14 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4145 








End 


4477 




GI 


none 








Score 


10'6 




Exons 


4145. .4249, 


4162 


. .4248, 


4348. 


.4437, 4349.-4477 




Seq. No. 


30790 








Seq. ID 


OJ990619_53.9A29, 


.C14 


Gene No. 


63688 








Strand 


+ 




Start 


2778 








End 


4525 




Name 


OJ990619 53. 


.9A29 


.C14 .o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


4175 








End 


4483 




GI 


none 








Score 


360 




Exons 


4175. .4483, 


4180, 


. . 4482 










Seq. No. 


30791 








Seq. ID 


OJ990619 53.9A29. 


.C15 


Gene No . 


63689 








Strand 


+ 




Start 


2925 








End 


4126 




Name 


OJ990619 53. 


9A29. 


,C15.ol. 


,np 


Method 


AAT/NAP 




Start 


2925 






End 


3308 




GI 


6907104 








Score 


131 




Exons 


2925. .3097, 


3255, 


. .3308 










GI Descrip. 


(AP00112 9) hypothetical 


protein. [Oryza 


sativa] 




Seq. No. 


30791 








Seq. ID 


OJ990619_53. 9A29. 


C15 


Gene No. 


63689 








Strand 


+ 




Start 


2925 








End 


4126 




Name 


OJ990619 53. 


9A2 9. 


C15.ol. 


gs 


Method 


GENSCAN 




Start 


2970 








End 


4126 




GI 


none 








ScQre 


.42 




Exons 


2970. .3173, 


3255. 


.3351, 


3898. 


.4126 






Seq. No. 


30791 








Seq. ID 


OJ990619_53.9A29. 


C15 


Gene No. 


63690 








Strand 






Start 


8629 








End 


4380 




Name 


OJ9906I9 53. 


9A2 9. 


Ci5.oI. 


gp 


Method 


AAT/GAP 




Start 


3629 








End 


4380 




GI 


17933 1.R1084 






Score 


918 





30739 



Exons 3629.. 4115, 4354.. 4380 

GI Descrip. '2772934 2.0e-71 (AF030357) C-8,7 sterol isomerase; aSIl 
[Arabidopsis thaliana] 1 



Seq. No. 


30791 








Seq. ID 


OJ990619_53.9A29 


. CIS 


Gene No . 


63690 








Strand 






Start 


3629 








End 


4380 




Name 


OJ990619 53 


. 9A29 


.C15.o2 


.np 


Method 


AAT/NAP 




Start 


3831 ~ 








End 


4101 




GI 


2772934 








Score 


228 




Exons 


3831. .4101 














GI Descrip. 


(AF030357) 


C-8, 7 


sterol 


isomerase; aSIl [Arabidopsis thaliai 


Seq. No. 


30791 








Seq. ID 


OJ990619_53.9A29 


.CIS 


Gene No . 


63690 








Strand 


- 




Start 


3629 








End 


4380 




Name 


OJ990619 53 


. 9A29 


.CIS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3841 














GI 


none 








Score 


275 




Exons 


3841 . . 4116, 


3853 


. . 3954 , 


3855. 


.4100 






Seq. No. 


30791 








Seq. ID 


OJ990619_53. 9A29 


.CIS 


Gene No . 


63690 








Strand 


- 




Start 


3629 








End 


4380 




Name 


OJ990619 53 


. 9A29 


C15 ol 


ts 


Method 


TBLASTX: Soybean 




Start 


3846 








End 


4 1 no 




GI 


none 








Score 


113 




Exons 


3846. . 4076, 


3849 


. . 4100, 


3874. 


.4098 






Seq. No. 


30791 








Seq. ID 


OJ990619_53.9A29 


CIS 


Gene No. 


63690 








Strand 


- 




Start 


3629 








End 


4380 




Name 


OJ990619 53 


. 9A29 


.CIS.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3876 








End 


4 1 n 4 




GI 


none 








Score 


114 




Exons 


3876. .4100, 


3877 


. .4104 










Seq. No. 


30792 . 








Seq. ID 


OJ990619_53. 9A29. 


C16 


Gene No . 


63691 








Strand 


+ 




Start 


415 








End 


855 




Name 


OJ990619 53 


. 9A29 


C16.ol. 


gs 


Method 


GENSCAN 




Start 


415 








End 


855 




GI 


none 








Score 


.43 - 




Exons 


415. .627, 766. .855 










Seq. No. 


30792 








Seq. ID 


OJ990619_53.9A29. 


C16 


Gene No. 


63692 








Strand 






Start 


1 








End 


273 




Name 


OJ990619 53 


. 9A29. 


C16.pl. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


273 




GI 


none 








Score 


522 




Exons 


1. .273 














Seq. No. 


30793 








Seq. ID 


OJ990619_53. 9A29. 


C17 


Gene No . 


63693 








Strand 






Start 


178 








End 


1253 




Name 


OJ990619_53 


9A29. 


C17.ol. 


gs 


Method 


GENSCAN 





30740 



Start 
GI 

Exons 



178 End 1253 

none Score .56 

178. .203, 262. .481, 565. .624, 685. .721, 943. .1253 



Seq. No. 30794 Seq. ID OJ990619_53.9A29.C18 

Gene No. 63694 Strand 

Start 1 End 2187 

Name OJ990619_53 . 9A29 . C18 . ol . np Method AAT/NAP 

Start 1 End 2108 

GI 6815097 Score 657 

Exons 1. .173, '288. .918, 1261. .2108 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Sea No 


30794 




Seq. ID 


OJ990619_ 


5? 
•j j • 




CI R 


Qpnp Kin 


63694 




Strand 










Start 


1 




End 


2187 








Name 


OJ990619 53.9A29.C18. 


ol . gs 


Method 


GENSCAN 








Start 


1270 




End 


2187 








GI 


none 




Score 


.61 








P. v o n ^ 


1270 134 9 PI 4R ?1 fi 


7 












Sea No 


30795 




Seq. ID 


OJ990619 M 




9A?9 


CI Q 


uCl 1C IMU • 


63695 




Strand 


+ 








Start 


601 




End 


3275 








Name 


OJ990619 53 9A29 CI 9 


ol .np 


Method 


AAT/NAP 








Start 


601 ~ 




End 


3275 








GI 


4835588 




Score 


55 








Exons 


601. .786, 1371. .1453, 


3129. 


.3275 










GI Descrip. 


(AB027054) nitrilase- 


like protein [Oryza sativa] 








Seq. No. 


30796 




Seq. ID 


OJ990619_ 


53. 


9A29. 


C20 


Gene No. 


63696 




Strand 










Start ' 


393 




End 


1636 








Name 


OJ990619 53.9A29.C20. 


ol . gs 


Method 


GENSCAN 








Start 


393 




End 


1087 








GI 


none 




Score 


.69 








Exons 


393.. 528, 963.. 1087 














Seq. No. 


30796 




Seq. ID 


OJ990619_ 


53. 


9A2 9. 


C20 


Gene No. 


63696 




Strand 










Start' 


393 




End 


1636 








Name ' ' 


OJ990619 53.9A29.C20. 


ol.gp 


Method 


AAT/GAP 








Start . 


711 




End 


1636 








GI 


273 1.R1084 




Score 


1588 








Exons 


711. .1441, 1536. .1636 














GI Descrip. 


1 417260/sp|Q03200|LRP 


_ORYSA 


8.0e-41 LIGHT REGULATED 


PROTEIN 



PRECURSOR >gi_422003_pir S33632 lirl protein - rice 

>gi__20263_emb_CAA48706_ (X68807) light-regulated gene [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30796 
63696 
393 

_/ \J \J J 

1387 
417260 



. Ox . np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_53.9A29.C20 

1636 
AAT/NAP 
1636 
238 



30741 



• m 

Exons 1387.:T441, 1536.. 1636 

GI Descrip. LIGHT REGULATED PROTEIN PRECURSOR gi | 422003 | pir | I S33632 lirl 

protein - rice gi | 20263 | emb | CAA4 8706 | (X68807) light-regulated 
gene [Oryza sativa] 



Seq. No. „ 


30797 


Seq. ID 


OJ990619_53. 


, 9A29 


.C21 


Gene No. 


63697 


Strand 








Start . 


1 


End 


81 






Name 


OJ990619 53.9A29.C21.ol av 


Method 


AAT/GAP 






Start 


1 


End 


81 






GI 


273 10.R1084 


Score 


139 






Exons 


1 . . 81 










GI Descrip. 


1 20262/emb 1 X68807 1 OSLIAA 1 Oe 


-148 0. sativa light-induced mRNA 


Seq. No. 


30797 


Seq. ID 


OJ990619_53. 


9A29, 


.C21 


Gene No b 


63698 


Strand 








Start 


578 


End 


1212 






Narne 


OJ990619 53 9A29 C21 ol as 


Method 


GENSCAN 






Start 


578 


End 


1087 






GI 


none 


Score 


.55 






Exons 


578. .628, 939. .1087 










Sea No 


30797 


Seq. ID 


OJ990619_53. 


9A29. 


.C21 


Qe^e No . 


63698 


Strand 








Start 


578 . 


End 


1212 






Name 


OJ990619 53.9A29.C21.ol.np 


Method 


AAT/NAP 






Start 


930 


End 


1212 






GI 


6119520 


Score 


118 






Exons 


930. .1212 










GI Descrip . 


(AC011560) unknown protein [Arabidopsis thaliana] 






Seq. No. 


30798 


Seq. ID 


OJ990619_53. 


9A29, 


,C22 


Gene No . 


63699 


Strand 


+ 






Start 


1 


End 


238 






Name 


OJ990619 53. 9A29 . C22 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End 


238 






GI 


287135 


Score 


444 






Exons 


1..238 










Seq. No. 


30799 


Seq. ID 


OJ990619_53. 


9A29. 


C23 


Gene No . 


63700 


Strand 


+ 






Start 


4256 


End 


9982 






Name * * 


OJ990619 53.9A29.C23.ol.np 


Method 


AAT/NAP 






Start 


3945 . 


End 


5604 ' 






GI 


4455312 


Score 


286 






Exons 


3945. .3988, 4268. .4690, 5473. 


.5604 








GI Descrip. 


(AL035528) DnaJ-like protein 


[Arabidops 


:is thaliana] 






Seq. No. ., 


30799 


Seq. ID 


OJ990619_53. 


9A2 9. 


C23 


Gene No. 


63700 


Strand 


+ 






Start 


4256 


End 


9982 






Name 


OJ990619 53.9A29.C23.o2.gs 


Method 


GENSCAN 






Start 


4256 


End 


9982 






GI 


none 


Score 


.56 






Exons 


4256.. 4681, 5467. .5603, 6605. 


.6657, /18y../349, 7486. .7579, 




7684. .7835, 7961. .8048, 8097. 


.9430, 9971. .9982 







30742 




Seq. No. 


30799 


Seq. ID 


OJ990619_53.9A29 


.C23 


Gene No. 


63701 


Strand 






Start 


10735 


End 


10953 




Name 


OJ990619 53 9A29 C23 o3 as 


Mpt hnH 


\j i—> ln <j ^nii 




Start 


10735 ~~ 


End 


10953 




GI 


none 


Score 


. 94 




Exons 


10735 . . 10953 








Seq. No. 


30799 


Seq. ID 


OJ99061 Q QA?Q 




Gene No . 


63701 


Strand 






Start 


10735 


End 


10953 




Name 


OJ990619 53.9A29.C23.o2.np 


Method 


AAT/NAP 




Start 


10741 


End 


10953 




GI 


6091733 


Score 


180 




Exons 


10741. .10953 








GI Descrip. 


(AC010797) unknown protein [Arabidopsis thaliana] 






gil 6513937 |gb| AAF14 84 1.1 IAC011664 23 


(AC011664) unknown 


pr o1 










Seq. No. 


30799 


Seq. ID 


OJ990619_53. 9A29. 


C23 


Gene No. 


63702 


Strand 






Start 


1157 4 


End 


13159 




Name 


O.T9Q061Q QA?Q p9^ n 4 rrc; 


Method 


GENSCAN 




Start 


11574 _ 


End 


13159 




GI 


none 


Score 


.66 




Exons 


11S74 11960 1206R 1 31 S9 








Seq. No. 


30799 


Seq. ID 


OJ990619_53.9A29. 




Gene No. 


63702 


Strand 






Start 


11574 


End 


13159 




Name 




Method 


AAT/NAP 




Start 


-L -L O O J 


End 


13030 




GI 


6523092 


Score 


1309 




Exons 


J. X J O J . • 1 JU JU 








GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30799 


Seq. ID 


OJ990619_53.9A29. 


C23 


Gene No. 


63703 


Strand 






Start 


14677 


End 


15708 




Name 


OJ990619 53.9A29.C23.o2.tm 


Method 


TBLASTX: Maize 




Start 


4336 


End 


5600 




GI 


none 


, S.core 


357 




Exons 


4336..4398, 4387.. 4656, 4388 


..4678, 5463. .5600, 5467. .5580 


Seq. No. 


30799 


Seq. ID 


OJ990619_53.9A29. 


C23 


Gene No. 


63703 


Strand 






Start 


14677 


End 


15708 




Name 


OJ990619 53.9A29.C23.o2.tc 


Method 


TBLASTX: Cress 




Start 


4394. 


End 


5550 




GI 


none 


Score 


246 




Exons 


.4394.. 4627, 4423.. 4656, 5473 


. .5550 






Seq. No. 


30799 


Seq. ID 


OJ990619_53.9A29. 


C23 


Gene No. 


63703 


Strand 








i a cnn 

J. ~X \J 1 t 


End 


Ib 708 




Name 


OJ990619 53.9A29.C23.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4415 


End 


5580 





30743 



GI 

Exons 



none Score 
4415.. 4630, 4423.. 4587, 5473.. 5580 



245 



Seq. No. 30799 

Gene No. 63703 

Start 14677 

Name OJ990 61 9_53 . 9A29 . C23 . o3 . tm 

Start 7495 

GI none 
Exons 



Seq. ID OJ990619_53.9A29.C23 
Strand 

End . 15708 

Method TBLASTX : Mai ze 

End 8284 

Score 72 



7495. .7551, 7928. .8047, 7933. .8043, 7942. .8049, 8127. .8279, 
8159. .8284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30799 
63703 
14677 

OJ990619_53. 9A29 . C23 . ol . tm 

11604 

none 



Seq. ID OJ990619_53.9A29.C23 
Strand 

End 15708 

Method TBLASTX : Mai ze 

End 12619 

Score 159 



11604. .11726, 11751. .11822, 11873 .. 12034 , 11877 .. 12035, 
12077. . 12319, 12078. .12407, 12362 .. 12448 , 12476.. 12619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30799 
63703 
14677 

OJ990619_53. 9A29 . C23 . ol . tw 

11627 

none 



Seq. ID OJ990619_53.9A29.C23 
Strand 

End 15708 

Method TBLASTX : Wheat 

End 12001 

Score 35 



11627. .11668, 11631. .11732, 11721 .. 11822 , 117 66 .. 11822 , 
11879. .12001, 11880. .11996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30799 
63703 
14677 

OJ990619_53. 9A29 . C23 . ol . tc 

11873 

none 



Seq. ID OJ990619_53.9A29.C23 
Strand 

End 15708 

Method TBLASTX : Cress 

End 12758 

Score 130 



11873. . 12034, 11877. .12026, 12077 .. 12319, 12078 .. 12266, 
12455. . 12694, 12558. .12758 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



30799 
63703 
14677 

OJ990619_53. 9A29 . C23 . ol . ts 

11898 

none 



Seq. ID OJ990619_53.9A29.C23 
Strand 

End 15708 

Method TBLASTX: Soybean ' ' 

End 12370 

Score 139 



11898. .12035, 11900. .12034, 12077 .. 12370 , 12078 .. 12266, 
12330.. 12368 



Seq. No. 30799 

Gene No. 63703 

Start 14677 

Name OJ990619_53 . 9A29 . C23 . o5 . gs 

Start 14677 

GI none 

Exons 14 677 .. 147 14 , 15504.. 15706 



Seq. ID OJ990619_53.9A29.C23 
Strand 

End 15708 

Method GENSCAN 

End 15708 

Score .89 



Seq. No. 



30800 



Seq. ID OJ990619_53.9A29.C24 



30744 



Gene No. 63704 Strand + 

Start 1 End 794 

Name OJ990619_53 . 9A29. C24 . ol . np Method AAT/NAP 

Start 1 End 794 

GI ' 6815097 Score 733 

Exons 1..245, 387.. 794 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 


30801 






Seq. ID 


OJ990619_53. 9A29 


.C25 


Gene No. 


63705 






Strand 






Start 


132 






End 


3778 




Name 


OJ990619 53 


.9A29, 


,C25.o2.tm 


Method 


TBLASTX: Maize 




Start 


2 






End 


280 




GI 


none 






Score 


184 




Exons 


2. .280, 2.. 


280 










Seq. No. 


30801 






Seq. ID 


OJ990619_53.9A29, 


.C25 


Gene No. 


63705 






Strand 






Start 


132 






End 


3778 




Name 


OJ990619 53 


.9A29. 


C25.ol.gs 


Method 


GENSCAN 




Start 


132 




End 


2941 ' 




GI 


none 






Score 


.81 




Exons 


132.. 225, 8 


63. .1412, 1909. .2941 






Seq. No. 


30801 






-Seq. ID 


' OJ990619_53. 9A29. 


X25 


Gene No. 


63705 






Strand 






Start 


132 






End 


3778 




Name 


OJ990619 53 


.9A29. 


C25.ol. tm 


Method 


TBLASTX: Maize 




Start 


1034 






End 


1312 




GI 


none 






Score 


73 




Exons 


1034. .1087, 


1035. 


.1100, 1105. 


.1311, 1105. .1311, 1112. .1312 


Seq. No. 


30801 






Seq. ID 


OJ990619_53.9A29. 


C25 


Gene No. 


63705 






Strand 






Start 


132 






End 


3778 




Name 


OJ990619 53 


.9A29. 


C25.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1090 






End 


1270 




GI 


none 






Score 


147 




Exons 


1090. .1269, 


1097. 


.1270 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30801 Seq. ID 

63705 - * / .... Strand 

132 End 

OJ990619_53 . 9A29 . C25 . o3 . tm Method 

2030 End 

none Score 



OJ990619 53.9A29.C25 
« — 

3778 

TBLASTX : Maize 

2225 

146 



2030. .2212, 2043. .2225, 2044. .2160, 2048. .2224 



30801 
63705 
132 

OJ990619_53 . 9A29 . C25 . ol . ts 

2045 

none 



Seq. ID OJ990619_53.9A29.C25 
Strand 

End 3778 

Method TBLASTX : Soybean 

End 2572 

Score 153 



2045. .2107, 2123. .2329, 2136. .2312, 2382. .2486, 2387. .2572 
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Seq. No. 


30801 


Seq. ID 


OJ990619 53 9A29 


Gene No. 


63705 


Strand 




Start 


132 


End 


3778 


Name 


OJ990619 53.9A29.C25.ol.np 


Method 


AAT/NAP 


Start 


2396 


End 


3778 


GI 


5419655 


Score 


66 


Exons,- - 


2.396.. 2541, 2578.. 2695, 3734.. 3778 




GI Descrip. 


(AJ012737) filamin, muscle 


isoform [Homo sapiens] 


Seq. No. 


30802 


Seq. ID 


OJ990619_53. 9A29. 


Gene No. 


63706 


Strand 




Start 


165 


End 


452 


Name 


OJ990619 53.9A29.C26.ol.gs 


Method 


GENSCAN 


Start 


165 


End 


452 


GI 


none 


Score 


.77 


Exons 


165. .326, 408. .452 






Seq. No. 


30803 


Seq. ID 


OJ990619_53. 9A29. 


Gene No. 


63707 


Strand 


- 


Start 


1 


End 


324 


Name 


OJ990619 53.9A29.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


324 


GI 


5803259 


Score 


308 


Exons 


1. .324 






GI Descrip . 


' (AP000399) hypothetical protein [Oryza 


sativa] 


Seq. No. 


30804 


Seq. ID 


OJ990619_48.9A20.< 


Gene No . 


63708 


Strand 


+ 


Start 


374 


End 


3908 


Name 


OJ990619 48.9A20.Cl.ol.np 


Method 


AAT/NAP 


Start 


374 


End 


3519 


GI 


2388689 


Score 


396 


Exons 


374. .479, 570. .894, 1492. .1818, 2528.. 


2657, 2770.. 2831, 




3485. .3519 






GI Descrip. 


(AF016633) GH1 protein [Glycine max] 




Seq. No. 


30804 


Seq. ID 


OJ990619_48.9A20.( 


Gene No. 


63708 


Strand 


+ 


Start 


37.4 


End 


3908 


Name 


OJ990619 48. 9A20 . CI . ol . gp 


Method 


AAT/GAP 


Start 


391 


End 


3908 


GI . 


1605 1.R1084 


Score 


2434 


Exons 


391.. 878, 158 6. .1818,- 2558. 


.2657, 2770 


..2831, 3485. .3908 


GI Descrip. 


'4093157 1.0e-40 (AF087936) 


phytochrome-associated prote: 



[Arabidopsis thaliana] >gi_4 972054_emb_CAB4 3922 . 1_ (AL078470) 
phytochrome-associated protein PAP2 [Arabidopsis thaliana] ? 



Seq. No. 30804 

Gene No. 63708 

Start 374 

Name OJ990619_48 . 9A20 . CI . ol . gs 

Start 539 

GI none 
Exons 



Seq. ID OJ990619_48 . 9A20.C1 

Strand + 

End 3908 

Method GENSCAN 

End 3522 ' 

Score . 92 



539. .846, 1586. .1818, 2558. .2657, 2770. .2831, 3485. .3522 



Seq. No. 
Gene No. 



30804 
63709 



Seq. ID OJ990619_48.9A20.C1 
Strand + 



30746 



Start 


6750 




End 


7770 


Name 


OJ990619 48 


. 9A20.Cl.o2.gs 


Method 


GENSCAN 


Start 


6750 




End 


7770 


GI 


none 




Score 


.51 


Exons 


6750. .6890, 


7253.. 7378, 7735. 


.7770 




Seq. No. 


30804 




Seq. ID 


OJ990619_48. 9A20.C1 


Gene No. 


63710 




Strand 


+ 


Start 


25625 




End 


27912 


Name 


OJ990619 48 


. 9A20.Cl.o5.gs 


Method 


GENSCAN 


Start 


25625 




End 


27912 


GI 


none 




Score 


.58 


Exons 


25625. .25676, 264 62 .. 26623 ,--26872. . 27207 , 27797.. 27912 


Seq. No. 


30804 




Seq. ID 


OJ990619_48.9A20.C1 


Gene No . 


63711 




Strand 




Start 


8989 




End 


25766 


Name 


OJ990619 48 


. 9A20.Cl.ol. tm 


Method 


TBLASTX: Maize 


Start 


481 




End 


3877 


GI 


none 




Score 


86 


Exons 


481. .552, 512. .583, 515. .580, 


586. .657, 587. .673, 693. .743, 




712. .744, 1584. .1823, 1586. .1819, 2554 


..2658, 2558. .2659, 




2756. .2830, 


2770.. 2829, 2772. 


.2891, 34 


84. .3528, 3484. .3528, 




3485. .3535, 


3485.. 3529, 3591. 


.3710, 3592.. 37.11, 3595.. 3711, 




3596. .3715, 


3761.. 3778, 3806, 


.3826, 3822. .3875, 3839.-3877 


Seq. No. 


30804 




Seq. ID 


OJ990619_48. 9A20.C1 


Gene No. 


63711 




Strand 




Start 


8989 




End 


25766 


Name 


OJ990619 48 


9A20.Cl.o3.ts 


Method 


TBLASTX : Soybean 


Start 


527 




End 


1826 


GI 


none 




Score 


98 


Exons 


527. .673, 715. .738, 1583. .1639, 1584.. 


1667, 1590.. 1646, 




1644 . . 1826, 


1685. .1825 






Seq. No. 


30804 




Seq. ID 


OJ990619_48. 9A20.C1 


Gene No. 


63711 




Strand 




Start 


8989 




End 


25766 


Name 


OJ990619 48. 


9A20.Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1559 




End 


2674 


GI 


none 




Score 


201 


Exons 


1 1559.. 1816, 


1583. .1642, 1587. 


.1712, 1641. .1823, 1644. .1724, 




1682. .1819, 


2583. .2657,-. 2584 . 


.2658,. 2585. -2674 . 


Seq. No. 


30804 




Seq. ID 


OJ990619_48. 9A20.C1 


Gene No. 


63711 




Strand 




Start 


8989 




End 


25766 


Name 


OJ990619 48. 


9A20.Cl.o3.tc 


Method 


TBLASTX: Cress 


Start 


1583 




End 


2830 


GI 


none 




Score 


87 


Exons 


1583.-. 1636, 


1584. .1640, 1701. 


.1820, 1703. .1819, 2593. .2658, 




2596. .2658, 


2756. .2830, 2770. 


.2829 




Seq. No. 


30804 




Seq. ID 


OJ990619_48. 9A20.C1 


XT - 

UC11C LNVJ . 


/~ ~> — i -i -i 

UJ/ll 




Strand 




Start 


8989 




End 


25766 


Name 


OJ990619_48. 


9A20.C1 .o4 .ts 


Method 


TBLASTX : Soybean 



30747 



Start 
GI 

Exons 



2557 End 2830 

none Score 4 0 

2557. .2580, 2591. .2656, 2592. .2657, 2593. .2658, 2593.-2658, 

2594. .2659, 2756. .2830, 2764. .2829 



Seq. No. 30804 

Gene No. 63711 

Start 8989 

Name OJ990619_48 . 9A20 . CI . o3 . gs 

Start 8989 

GI none 
Exons 



Seq. ID OJ990619_48.9A20.C1 
Strand 

End 25766 

Method GENSCAN 

End 16228 

Score .76 



8 989. .9054, 11102 .. 11242, 114 98 .. 11605, 14085. .14132, 
14221. .14 433, 15222. . 15339, 15435. .15515, 15816. . 15918, 
16150. .16228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30804 



Seq. ID OJ990619_48. 9A20.C1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



63711 Strand — 

8989 End 25766 

OJ990619_48 . 9A20 . CI . o2 . gp Method AAT/GAP 

9598 End 11269 

1821_1.R1084 Score 1574 
9598. .10283, 11102. .11269 

'2760327 1.0e-23 (AC002130) F1N21.12 [Arabidopsis thaliana] 



30804 
.637-11 
8989 

OJ99061 9__4 8 . 9A20 . CI . o2 . tm 

10118 

none 

10118 . .10147 
10231. .10284 
11099. .11245 
11488. .11595 



11500, 
14085. 
14219. 
15219. 
15386. 
15390. 



, 11607, 
,14147, 
.14431, 
,15302, 
15514, 
15518, 



10119. 
10239. 
11099. 
11495. 
11519. 
14085. 
14221. 
15220. 
15389. 
15815. 



.10154, 
. 10283, 
.11245, 
.11605, 
.11605, 
. 14135, 
.14478, 
.15285, 
.15511, 
.15898, 



30804 ' 
63711 
8989 

OJ990619_48. 9A20 . CI . o2 . np 
10245 
2760327 

10245. . 10283, 11102 .. 11242, 114 98 .. 11 605, 14085 .. 14132, 
14221. .14 4 33, 15222. .1528 6, 15391. .15515, 15816 .,. 1597 9, 
16103. .16196, 17465. .17517 



Seq. ID OJ990619_48. 9A20.C1 
Strand 

End 25766 

Method TBLASTX : Mai ze 

End 15898 

Score 4 6 
10146. .10193, 10210. .10236, 
11097. .11243, 11097. .11162, 
11105. .11236, 11112. . 1124 6, 
114 99. .11606, 114 99. .11606, 
11532. .11606, 11537. .11617, 
14 08 6. .14148, 14217. .14 348, 
14221. .14 433, 14302. .14433, 
15223. .15303, 1537 4 .. 15517 , 
15390. .15518, 15390. .15497, 
15827.. 15898 

*' Seq. ID OJ990619_48.9A20.C1 
Strand 

End 25766 
Method AAT/NAP 
End 17517 
. Score 1083 



GI Descrip. (AC002130) F1N21.12 [Arabidopsis thaliana] 



Seq. No. 
Gene No. 

Name 
Start 



30804 
63711 

r> n n r\ 
U Zf 

OJ990619 
11105 



48.9A20.Cl.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990619_48.9A20.C1 
2b7b€> 

TBLASTX: Cress 
15517 



30748 



GI 

Exons 



none Score 87 

11105. .11236, 11112. .11237, 1 1517 11606, 11519 .. 11605, 

14085. .14147, 14085. .14144, 142 19 .. 14 428 , 14221 .. 14 427 , 

14221. .14433, 14222 .. 14 434 , 15219 15287, 15220 15285 , 

15389. .15517, 15396 15515 , 15416. .15457 



Se.q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30804 
63711 
8989 

OJ990619_48. 9A20 . CI . ol . tw 

11108 

none 

11108. .11182, 11478. .11534, 
114 99. .11630, 11503. .11607, 
11532. .11606, 14 085; .14150, 
14221. .14385, 14221 .. 14391 , 
15220. .15285, 15386 .. 15511, 
15390. .15518, 15390. .15515, 



Seq. ID OJ990619_48. 9A20.C1 
Strand 

End 25766 

Method TBLASTX : Wheat 

End 15901 

Score 99 
11498. .11605, 11499. .11633, 
11504. .11605, 11531. .11620, 
14085. .14135, 14219. . 14380, 
14227. .14280, 152 1 9 . . 15302 , 
15389. .15514, 1538 9 .. 15511 , 
15827. . 15901 



Seq. No. 30804 
Gene No. 63711 
Start 8989 

Name OJ990619_48 . 9A20 . CI . o2 . ts 

Start 11150 
GI none 
Exons 11150. 

14085. 

15219. 

15827. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_48. 9A20.C1 
25766 

TBLASTX: Soybean 

15901 

74 



,11236, 11151. .11246, 11504. 

,14144, 14227. .14280, 14338. 

,15302, 15220. .15285, 15389. 

,15901 



,11605, 11514, 
,14433, 14345, 
15517, 15396. 



, 11606, 
, 14464, 
,15515, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30804 Seq. ID 

63711 Strand 

8989 End 

OJ990619_48 . 9A20 . CI . o3 . gp Method 

11502 End 

12523 1.R1084 Score 



OJ990619_48. 9A20.C1 

25766 
AAT/GAP 
16254 
1614 



11502. .11605, 14085. .14132, 14221 .. 14 433, 15222. .1528 6, 
15391. .15515, 15816. .16044, 16150. .16254 



GI Descrip. '2760327 1.0e-108 (AC002130) F1N21.12 [Arabidopsis thaliana] 1 



Seq. No. 30804 Seq. ID 

Gene No. 63711 ' Strand 

Start 8 98 9 ... ■ •- . End ■ 

Name OJ990619_48 . 9A20 . CI .o4 . gs Method 

Start 17382 End 

GI none Score 

Exons 17382. .18016, 21374 .. 21406, 22704 23206, 23312 .. 23666, 

23772. .23983, 25128.. 25333 



OJ990619_48. 9A20.C1 

25766 ■ • 
GENSCAN 
25333 
.5 



Seq. No. 30804 Seq. ID 

Gene No. 63711 Strand 

Start 8989 End 

Name OJ990619_4 8 . 9A20 .CI . o4 . gp Method 

Start 20959 End 

GI none Score 

Exons 20959. .21379 



OJ990619_48. 9A20.C1 

25766 
AAT/GAP 
21379 
772 



30749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30804 
63711 
8989 

OJ990619_4 8. 9A20 . CI . o3 . np 

22570 

3193290 

22570. .23206, 23312 



OJ990619 48.9A20.C1 



Seq. ID 

Strand - ~~ 
End 25766 . 

Method AAT/NAP 
End 25766 
Score 368 
23626, 25739.. 25766 
(AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 165.48), to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 125.64) and legume lectins alpha 
domain (Pfam: lectin_legA. hmm, score: 16.72) [Arabido... 



30804 Seq. ID 

63711 Strand 

8989 End 

OJ990 619_4 8 . 9A20 . CI . o3 . tm Method 

22708 End 

none Score 

22708 . .22866, 22906 .. 23151, 23161 .. 23214 , 23338 .. 23535, 
23548 . .23649 



OJ990619_48.9A20.C1 
25766 

TBLASTX: Maize 
23649 
66 



Seq. No. 30804 

Gene No. 63711 

Start 8989 

Name OJ990619_48 . 9A20 . CI . ol . ts 

Start 22732 

GI none 

Exons 22732 
. 23302 



OJ990619 48.9A20.C1 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

22842, 22912. .23025, 23041 .. 23148 , 23161 .. 23208, 
23328, 23347. .23496, 23548.. 23652 



25766 

TBLASTX : Soybean 

23652 

96 



Seq. No. 


30804 


Seq. ID 


OJ990619_48.9A20. 


CI 


Gene No. 


63711 


Strand 






Start 


8989 


End 


25766 




Name 


OJ990619 48.9A20.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


22912 


End 


23673 




GI 


none 


Score 


96 




Exons 


22912. .23025, 2304 1 .. 23148 , 


23161. .23208, 23302 .. 23328 , 






23347 . .23496, 23542.. 23673 








Seq. No. 


30804 


Seq. ID 


OJ990619_48.9A20. 


CI 


Gene No. 


63711 


Strand 






Start 


8989 


' End ■ 


25766 




Name 


OJ990619 48.9A20.Cl-.o3.tw- 


*' Method 


TBLASTX: Wheat 




Start 


22915 


End 


23208 




GI 


none 


Score 


61 




Exons 


22915. .23049, 22 916 23002, 


23051. .23137, 23053.. 23208 




Seq. No. 


30805 


Seq. ID 


OJ990619_48.9A20. 


C2 


Gene No. 


63712 


Strand 


+ 




Start 


1158 


End 


4490 




Name 


OJ990619 48.9A20.C2.ol.np 


Method 


AAT/NAP 




Start 


1158 


End 


2701 




GI 


3600044 


Score 


191 




Exons 


1158. .1451, 2679. .2701 








GI Descrip. 


(Ac 060119) contains similarity to proteases [Arabidopsis 





thaliana] 



30750 



Seq. No. 30805 

Gene No. 63712 

Start 1158 

Name O J 9 9 0 6 1 9_4 8 . 9 A2 0 . C 2 . o 2 . np 

Start 1572 

GI 5734705 

Exons 1572.. 1760, 
GI Descrip. (AC008075) 



Seq. ID OJ990619_48.9A20.C2 
Strand + 
End 4 4 90 

Method AAT/NAP 
End 4 4 90 

Score 99 
.2866, 2916. .3150, 4390. .4490 
.4 [Arabidopsis thaliana] 
gi | 6524187 | gb | AAF15072 . 1 1 AC011914_14 (AC011914) hypothetical 
protein [Arabidopsis thaliana] 



2745. 
F24J5. 



Seq. No. 


30805 








Seq. ID 


OJ990619_48. 9A20 


Gene No. 


63713 








Strand 




Start 


3952 








End 


4100 


Name 


OJ990619 48 


.9A20 


.C2.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1003 








End 


1185 


GI 


none 








Score 


169 


Ex oris 


1003 . . 1185 , 


1004 


. .1168 








Seq. No. 


30805 








Seq. ID 


OJ990619 48.9A20 


Gene No. 


63713 








Strand 




Start 


. 3952 








End 


4100 


Name 


OJ990619 48 


. 9A20 


.C2.ol 


. tc 


. Method 


TBLASTX: Cress 


Start 


1180 








End 


1452 


GI 


none 








Score 


191 


Exons 


1180 . .1452, 


1260 


. . 1370 








Seq. No. 


30805 








Seq. ID 


OJ990619_48 . 9A20 


Gene No. 


63713 








Strand 




Start 


3952 








End 


4100 


Name 


OJ990619 48 


.9A20 


.C2.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


1188 








End 


1419 


GI 


none 








Score 


341 


Exons 


1188 1412, 


1189 


. . 1419, 


1192. 


.1419 




Seq. No. 


30805 








Seq. ID 


OJ990619 48.9A20, 


Gene No. 


63713 








Strand 




Start' ' 


3952 








End 


4100 ■ 


Name 


OJ990619 48 


. 9A20, 


.C2.ol. 


■ ts 


Method 


TBLASTX : Soybean 


Start 


1198 








End 


1425 


GI 


none 








Score 


182 


Exons 


' 1198.. 1425, 


1203. 


. .1418" 








Seq. No. 


30805 








Seq. ID 


OJ990619_48. 9A20. 


Gene No. 


63713 








Strand 




Start 


3952 








End 


4100 


Name 


OJ990619 48 


. 9A20, 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1242 








End 


1448 


GI 


none 








Score 


197 


Exons 


1242. . 1448, 


124 3. 


, . 1419 








Seq. No. 


30805 








Seq. ID 


OJ990619_48. 9A20. 


Gene No. 


63713 








Strand 




Start 


3952 








End 


4100 


Name 






uz . oz . 


gs 


Method 


GENSCAN 


Start 


3952 








End 


4100 


GI 


none 








Score 


.84 



30751 



Exons 



3952. .4100 



Seq. No. 30806 Seq. ID 

Gene No. 63714 Strand 

Start 306 End 

Name 0 J9 90 61 9_4 8 . 9A20 . C3 . ol . gs Method 

Start 306 End 

GI none Score 

Exons 306.. 384, 424.. 523 



OJ990619_48. 9A20.C3 
+ 

523 

GENSCAN 
523 ' 
. 63 .- . 



beq. no. 


o n o n c 






Seq. ID 


OJ990619_ 


_4 8 


. 9A20 


. C3 


Gene No. 


63715 






Strand 










Start 


999 






End 


3670 








Name 


OJ990619 48 


. 9A20. 


C3.o2.gs 


Method 


GENSCAN 








Start 


999 




End 


3194 








GI 


none 






Score 


.42 








Exons 


999. .1059, 


1504. . 


1630, 3080 


. .3194 










Seq. No. 


30806 






Seq. ID 


OJ990619_ 


_4 8 


9A20 


C3 


Gene No. 


63715 






Strand 










Start 


999 






End 


3670 








Name 


OJ990619 48 


. 9A20. 


C3 . ol . np 


Method 


AAT/NAP 








Start 


1460 






End 


3670 








GI 


4680183 






Score 


186 








Exons 


1460. .1551, 


2163. 


...2268, 3551.. 3670 










GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


30807 






Seq. ID 


OJ990619_ 


_48. 


9A20 


C4 


Gene No. 


63716 






Strand 


+ 








Start 


1104 






End 


1270 








Name 


OJ990619 48 


.9A20. 


C4.ol.gs 


Method 


GENSCAN 








Start 


1104 






End 


1270 








GI 


none 






Score 


.79 








Exons 


1104. .1270 
















Seq. No. 


30807 






Seq. ID 


OJ990619_ 


48. 


9A20. 


C4 


Gene No. 


63717 






Strand 


+ 








Start 


6293 






End 


6993 








Name 


OJ990619 48 


. 9A20. 


C4 .o3.gs 


Method 


GENSCAN 








Start 


6293 




End 


6993 








GI 


none 






Score 


. 64 








Exons 


62'93. . 6371,' 


6824. 


.6993 " 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



30807 
63718 
11049 

OJ990619_4 8.9A20.C4.ol.np 

11049 

4584429 

11049. .11199, 11312. .11532, 
(AJ237751 ) aquaglyceroporin 

30807 
63718 

t i n a rv 

-L. X \J ~t J/ 

OJ990 619_4 8 . 9A20 . C4 . o4 . gs 
11049 



Seq. ID OJ990619_48.9A20.C4 

Strand + 

End 13583 

Method AAT/NAP 

End 12822 

Score 637 
12454 . . 12822 

[Nicotiana tabacum] 

Seq. ID OJ990619_48. 9A20.C4 

Strand + 

End 13583 

Method GENSCAN 

End 13583 



30752 




GI 


none 


Score 


.88 






Exons 


11049.. 11178, 11279.. 11532, 


12454. .12699, 13467 


. * J. J .J O J 




Seq. No. 


30807 


Seq. ID 


OJ990619 


4 8 . 9A2 0 


. C4 


Gene No. 


63718 


Strand 


+ 






Start 


11049 


End 


13583 






Name 


OJ990619 48 . 9A20 .C4 .ol . gp 


Method 


AAT/GAP 






Start 


11353 


End 


13132 






GI 


1691 1.R1084 


Score 


1598 






Exons 


11353. . 11532, 124 54 . . 13132 










GI Descrip. 


'3643602 1.0e-49 (AC005395-) 


putative tonoplast 


intrinsic p] 




[Arabidopsis thaliana] 1 










Seq. No. 


30807 


Seq. ID 


OJ990619 


4 8 . 9 A2 0 


. C4 


Gene No. 


63719 


Strand 








Start 


2922 


End 


3997 






Name 


OJ990619 48.9A20.C4.o2.gs 


Method 


GENSCAN 






Start 


2922 


End 


3997 






GI 


none 


Score 


. 57 






Exons 


2922. .3082, 3551. .3688, 3796. .3997 








Seq. No. 


30807 


Seq. ID 


OJ990619_ 


_4 8.9A20 


.C4 


Gene No. 


63720 


Strand 








Start 


12122 


End 


15248 






Name 


OJ990619 48.9A20.O4.o2.np 


Method 


AAT/NAP 






Start 


12122 


End 


14801 






GI 


6539570 


Score 


201 






Exons 


12122. .12145, 14366. . 14432, 


14599. . 148 


01 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30807 


Seq. ID 


OJ990619_ 


_48.9A20 


C4 


Gene No. 


63720 


Strand 








Start 


12122 


End 


15248 






Name 


OJ990619 48.9A20.C4.o5.gs 


Method 


GENSCAN 






Start 


13897 


End 


15248 






GI 


none 


Score 


.91 






Exons 


13897. .14171, 14366. . 14386, 


14562. . 14759, 14874 


. .14946, 






15195. .15248 








Seq. No. 


30807 


Seq. ID 


OJ990619_ 


_4 8. 9A20; 


C4 


Gene No. 


63721 


Strand 








Start 


' 15959 ' * 


' End ' v 


16600 






Name 


OJ990619 4 8:-9A2.0.C4.o2.tm 


Method 


TBLASTX : M^i ze . 




Start 


11090 


End 


11538 






GI 


none 


Score 


225 






Exons 


11090. .11179, 11377. . 11538, 


11379. . 11537 






Seq. No. 


. 30807 


Seq. ID. 


OJ990619_ 


_4 8.9A20. 


C4 


Gene> No. 


63721 


Strand 








Start 


15959 


End 


16600 






Name 


OJ990619 48.9A20.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11376 


End 


12533 






GI 


none 


Score 


246 






Exons 


11376. .1154 9, 11377. . 11550, 


12454 . . 12513, 12459. 


.12533, 






i OA an iom 










Seq. No. 


30807 


Seq. ID 


OJ990619 


4 8.9A20. 


C4 



30753 




Gene No. 


63721 




Strand 






Start 


15959 




End 


16600 




Name 


OJ990619 48.9A20.C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11380 




End 


12825 




GI 


none 




Score 


143 




Exons 


11380. .11532, 12453 


. . 12584, 


124 54. .12585, 12568. .12825, 






12591 . . 12761 










Seq. No. 


30807 




Seq. ID 


OJ990619_48.9A20 


. C4 


Gene No. 


63721 




Strand 






Start 


15959 




End 


16600 




Name 


OJ990619 48.9A20.C4 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


11380 




End 


12783 




GI 


none 




Score 


165 




Exons 


11380 . . 11538, 12450 


. . 12566, 


12451. .12570, 12568. .12783, 






12576. . 12758, 12619 


. . 12780 








Seq. No. 


30807 




Seq. ID 


OJ990619_48 . 9A20 


,C4 


Gene No. 


63721 




Strand 






Start 


15959 




End 


16600 




Name 


OJ990619 48.9A20.C4 


, o 1 . tm 


Method 


TBLASTX: Maize 




Start 


12493 ~~ 




End 


12807 




GI 


none 




Score 


347 




Exons 


12493 . . 12807, 12498 


. 12770 








Seq. No. 


30807 




Seq. ID 


OJ990619_48. 9A20 


.C4 


Gene No. 


63721 




Strand 






Start 


15959 




End 


16600 




Name 


OJ990619 48.9A20.C4 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12535 ~ 




End 


12783 




GI 


none 




Score 


38 




Exons 


12535 . . 12585, 12568 


. 12783, 


12591. .12767, 12634. .12690 




Seq. No. 


30807 




Seq. ID 


OJ990619_48. 9A20 


.C4 


Gene No. 


63721 




Strand 






Start 


15959 




End 


16600 




Name 


OJ990619 48.9A20.C4. 


06 . gs 


Method 


GENSCAN 




Start 


15959 ~" 




End 


1644 7 




GI 


none 




Score 


. 99 




Exons 


15959 . . 16447 










Seq. No. 


30807 




' Seq." ID 


OJ990619_48. 9A20 


. C4 


Gene No . 


63721 




Strand 






Start 


15959 




End 


16600 




Name 


OJ990619 48.9A20.C4. 


o3 . np 


Method 


AAT/NAP 




Start 


15965 




End 


16600 




GI 


1402912 




Score 


316 




Exons 


15965 . . 16600 










GI Descrip. 


(X98317) peroxidase 


[Arabidopsis thaliana] 




Seq. No. 


30808 




Seq. ID 


OJ990619 48.9A20 


C5 


Gene No. 


63722 




Strand 


+ 




Start 


4467 




End 


10554 




Name 


OJ990619 48.9A20.C5. 


o2 . gs 


Method 


GENSCAN 




Start 


A a cn 

-X-3. \J 1 




End 


10532 




GI 


none 




Score 


.71 




Exons 


4467. .4503, 4929. .5003, 5189 


..5255, 5949. .6271, 8230. .8360, 



30754 





#488.. 8551, 8899.. 9125, 9482. 


.10009, 


10473. . 10532 




Seq. No. 


30808 


Seq. ID 


OJ990619 48. 


, 9A20.C5 


Gene No. 


63722 


Strand 


+ 




Start 


4467 


End 


10554 




Name 


OJ990619 48.9A20.C5.o3.gp 


Method 


AAT/GAP 




Start 


8529 


End 


9572 




GI 


none 


Score 


1319 




Exons 


8529. .9125, 9482. .9572 








Seq. No. 


30808 


Seq. ID 


OJ990619_48. 


9A20.C5 


Gene No. 


63722 


Strand 


+ 




Start 


4467 


End 


10554 




Name 


OJ990619 48 . 9A20.C5.o4 .gp 


Method 


AAT/GAP 




Start 


10010 


End 


10554 




GI 


none 


Score 


844 




Exons 


10010. . 10391, 10473. . 10554 








Seq. No. 


30808 


Seq. ID 


OJ990619 48. 


9A20.C5 


Gene No. 


63723 


Strand 


-f 




Start 


13380 


End 


13460 




Name 


OJ990619 48 . 9A20 . C5 . o5 . gp 


Method 


AAT/GAP 




Start 


13380 


End 


13460 




GI 


38012 1.R1084 


Score 


100 




Exons 


13380. .13460 








GI Descrip. 


•4097947/gb|U72255|OSU72255 2 


. 0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete 


cds 1 


Seq. No. 


30808 


Seq. ID 


OJ990619_48. 


9A20.C5 


Gene No. 


63724 


Strand 






Start 


1 


End 


2025 




Name 


OJ990619 48.9A20.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2025 




GI 


4539658 


Score 


130 




Exons 


1..19, 1717. .1876, 1917. .2025 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor ] 








Seq. No. 


30808 


Seq. ID 


OJ990619_48. 


9A20.C5 


Gene No. 


63724 


Strand 






Start 


1 


End 


2025 




Name 


OJ990619- 48. 9A20-. C5 . ol . gs " 


Method 


GENSCAN " * 




Start 


■ 198 


End 


500 • . ' ' 




GI 


none 


Score 


. 61 




Exons 


198. .281, 336. .500 








Seq. No. 


30808 


Seq. ID 


OJ990619_48. 


9A20.C5 


Gene No. 


63725 


Strand 






Start 


3605 


End 


3750 




Name 


OJ990619 48.9A20.C5.o2.np 


Method 


AAT/NAP 




Start 


3605 


End 


3750 




GI 


6815099 


Score 


88 





Exons 

GI Descrip. 

Seq. No. 
Gene No. 



3605. .3750 

(AP001081) hypothetical protein [Oryza sativa] 



30808 
63726 



Seq. ID OJ990619_48. 9A20.C5 
Strand 



30755 




Start 


10820 




End 


14520 


Name 


OJ990619 48.9A20.C5 


.o2.tm 


Method 


TBLASTX : Maize 


Start 


8060 




End 


8516 


GI 


none 




Score 


85 


Exons 


8060. .8125, 8061. .8132, 8226. .8360, 8228. .8296, 8232. .8. 




8487. .8516 








Seq. No. 


30808 




Seq. ID 


OJ990619 48.9A20 


Gene No. 


63726 




Strand 




Start 


10820 




End 


14520 


Name 


OJ990619 48.9A20.C5 


. o3 . gs 


Method 


GENSCAN 


Start 


10820 




End 


14520 


GI 


none 




Score 


.41 


Exons 


10820 . . 11127, 11241 


. .12003, 


12011. .122 


71, 12553. .12795, 




13809. . 13973, 14362 


. .14520 






Seq. No. 


30808 




Seq. ID 


OJ990619_48.9A20 


Gene No. 


63726 




Strand 




Start 


10820 




End 


14520 


Name 


OJ990619 48.9A20.C5 


. o3 . np 


Method 


AAT/NAP 


Start 


11659 




End 


12973 


GI 


2213608 




Score 


684 


Exons 


11659. .12973 








GI Descrip. 


(AC000103) F21J9.2 


[Arabidopsis thaliana] 


Seq. No. 


30808 




Seq. ID 


OJ990619_48. 9A20. 


Gene No. 


63726 




Strand 




Start 


10820 




End 


14520 


Name 


OJ990619 48.9A20.C5 


. ol . tm 


Method 


TBLASTX; Maize 


Start 


12197 




End 


12547 


GI 


none 




Score 


76 


Exons 


12197 . . 12289, 12268 


. . 12543, 


12416. .12547 


Seq. No. 


30808 




Seq. ID 


OJ990619__48.9A20. 


Gene No. 


63726 




Strand 




Start 


10820 




End 


14520 


Name 


OJ990619_48. 9A20.C5 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


12277 




End 


12672 


GI 


none 




Score 


109 


Exons 


12277 . . 12567, 12277 


.12672, 


12290. .12619 


Seq. No. 


30808 . 




Seq. ID 


OJ990619_48.'?A20. 


Gene No. 


'6372 6 




Strand 




Start 


10820 




End 


14520 


Name 


OJ990619 48.9A20.C5 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


12391 




End 


12868 


GI 


none 




Score 


73 


Exons 


12391. . 12516, 12529. 


.12723, 


12539. .12697, 12833. .128 68 


Seq. No. 


30809 




Seq. ID 


OJ990619 48.9A20. 


Gene No. 


63727 




Strand 


+ 


Start 


153 




End 


7968 


Name 


OJ990619 48.9A20.C6. 


ol . gs 


Method 


GENSCAN 


Start 


153 




End 


7968 


r* -r 


none 




Score 


.51 


Exons 


153. .241, 996. .1161, 


2714 . . 


2950, 3792. 


.3987, 5325.. 5422, 



5610. .6002, 6214. .6403, 7315. .7353, 7448. .7540, 7585. .7775, 



30756 



7882. .7968 



Seq. No. 


30809 




Seq. ID 


OJ990619_ 


4 8. 9A20 


C6 


Gene No. 


63728 




Strand 


+ 






Start 


12244 




End 


17367 






Name 


OJ990619 48.9A20.C6. 


o3 . gs 


Method 


GENSCAN 






Start 


12244 




End 


17344 






GI 


none 




Score 


.96 






Exons 


12244. .12440, 12563. 


. 12680, 


12844. .128 


65, 13345. 


. 13415, 






15166. . 15567, 15650. 


. 15713, 


16136. .16275, 16501. 


. 16674, 






16991. .17344 












Seq. No. 


30809 




Seq. ID 


OJ990619_ 


48 . 9A20 


C6 


Gene No. 


63728 




Strand 


+ 






Start 


12244 




End 


17367 






Name 


OJ990619 48.9A20.C6. 


Ol . QD 


Method 


AAT/GAP 






Start 


12350 




End 


15497 






GI 


none 




Score 


903 






Exons 


12350. . 12440, 12563. 


. 12680, 


15166. .15497 






Seq. No. 


30809 




Seq. ID 


OJ990619_ 


48.9A20. 


C6 


Gene No. 


63728 




Strand 


+ 






Start 


12244 




End 


17367 






Name 


OJ990619 48.9A20.C6. 


o3 . np 


Method 


AAT/NAP 






Start 


15434 




End 


17367 






GI 


6862964 




Score 


558 






Exons 


15434 . .15563, 15616. 


.15713, 


16136. .16296, 16363. 


.16647, 






16991. .17089, 17166. 


.17367 










GI Descrip. 


(AC019018) putative 


ubiquitin-conjugating enzyme 


[Arabidop. 




thaliana] 












Seq. No. 


30809 




Seq. ID 


OJ990619_ 


48.9A20. 


C6 


Gene No. 


63728 




Strand 


+ 






Start 


12244 




End 


17367 






Name 


OJ990619 48.9A20.C6. 


o2.gp 


Method 


AAT/GAP 






Start 


16511 




End 


17216 






GI 


LIB3432-014-P1-K1-A3 


Score 


727 






Exons 


16511. .16674, 16991. 


.17216 










GI Descrip. 


'3757521 3.0e-20 (AC005167) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq-.- No. 


30809 




Seq. ID 


OJ990619_ 


48.9A20. 


C6 


Gene No •. 


63729 . 




• Strand 


+ 






Start 


18240 




End 


19817 






Name 


OJ990619 48.9A20.C6. 


o4 . np 


Method 


AAT/NAP 






Start 


18216 




End 


19817 






GI 


6630697 




Score 


90 






Exons 


18216. .18361, 19741. 


. 19817 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30809 




Seq. ID 


OJ990619_ 


48. 9A20. 


C6 


Gene No. 


63729 




Strand 


+ 






Start 


18240 




End 


19817 






Name 


OJ990619_48. 9A20.C6. 


o4 . gs 


Method 


GENSCAN 












End 


19153 






GI 


none 




Score 


.79 






Exons 


18240. .18332, 18417. 


. 18580, 


19048. . 19153 







30757 



Seq. No. 


30809 






Seq. ID 


OJ990619_ 


Gene No. 


63730 






Strand 


+ 


Start 


25151 






End 


25564 


Name 


OJ990619 48.9A20 


. C6 . 06 . gs 


Method 


GENSCAN 


Start 


25151 






End 


25564 


GI ' 


none 






Score 


. 98 


Exons 


25151. 


.25564 








Seq. No. 


30809 






Seq. ID 


OJ990619_ 


Gene No. 


63731 






Strand 




Start 


6734 






End 


11500 


Name 


OJ990619 48.9A20 


. C6.ol.np 


Method 


AAT/NAP 


Start 


6734 






End 


11500 


GI 


5295955 




Score 


338 


Exons 


6734. . 


7781, 8347 


.8460, 8999. 


. 9067, 11451. . 11500 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus { EBV) g 




[Oryza 


sativa] 








Seq. No. 


30809 






Seq. ID 


OJ990619_ 


Gene No. 


63731 






Strand 




Start 


6734 






End 


11500 


Name 


OJ990619 48.9A20 


C6..o2.gs 


Method 


GENSCAN 


Start 


8281 






End 


10095 


GI 


none 






Score 


.76 


Exons 


8281. . 


8392, 8406. 


.8524, 8931. 


.9067, 9835. .9867, 


Seq. No. 


30809 






Seq. ID 


OJ990619_ 


Gene No. 


63732 






Strand 




Start 


12689 






End 


16094 


Name 


OJ990619 48.9A20. 


C6.o2.np 


Method 


AAT/NAP 


Start 


12689 






End 


16094 


GI 


128732 






Score 


237 



48.9A20.C6 



(V01555) 



48 . 9A20. C6 



Exons 

GI Descrip. 



12689. .12717, 142 63 .. 14526, 15958. .16094 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 4, CHLOROPLAST 
gi I 66181 Ipir | | DERZN4 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - rice chloroplast' gi | 12050 | emb | CAA33953 | 
(X15901) NADH dehydrogenase. ND4 [Oryza sativa] 

gi I 226670 | prf | | 1 60335 6CX NADH dehydrogenase ND4 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30809 Seq. ID 

63733" ' 1 "\ Strand 

-20655 . * . End . * 

OJ990619_48. 9A20 . C6 . o2 . tm Method 

13133 End 

none Score 
13133. . 13162, 1313 



OJ990619_48.9A20.C6 
22828 

TBLASTX: Maize 
13324 
50 

13323, 13147. .13305, 13163 13324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

IT vnn c 



30809 
63733 
20655 

OJ990619_4 8. 9A20 . C6 . o2 . tc 
14264 



none 



Seq. ID 
Strand 
End 

Method 
End 
Score 42 
. 14318, 



OJ990619 48.9A20.C6 



22828 

TBLASTX: Cress 
14521 



14317. .14421, 



14321. .14437, 14321 .. 14431, 14 421 .. 14 51 6, 14435 14521, 
14438. .14518 



30758 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30809 
63733 
20655 

OJ990619_4 8.9A20.C6.o2.ts 
14264 



OJ990619 48.9A20.C6 



none 
14264, 
14321. 
14435. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

,14314, 14268. . 14318, 14270 14314 , 14317 .. 14421, 
,14437, 14348. .14482, 14421 .. 14522, 14 4 30 .. 14504 , 
,14530, 14438. .14527 



22828 

TBLASTX: Soybean 

14530 

36 



Seq. No. 


30809 










Seq. ID 


OJ990619 


_4 8. 9A20 


.C6 


Gene No. 


63733 










Strand 








Start 


20655 










End 


22828 






Name 


OJ990619 48. 


9A20.C6. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


15343 










End 


17320 






GI 


none 










Score 


135 






Exons 


15343. 


.15423 


t 


15363. 


. 15422, 


15471. .1554 


8, 15487 


. .15570, 






15490. 


.15567 


f 


15647. 


.15721, 


15658. .1571 


1, 15662 


. .15718, 






16133. 


.16234 


r 


16135. 


.16278, 


16146. .1627 


7, 16358 


. .16657, 






16362. 


.16670 


/ 


16363. 


.16674, 


16988. . 1717 


6, 16988 


. .17083, 






16990. 


.17094 


/ 


17204 . 


.17320, 


17212. .1731 


6 






Seq. No. 


30809' 










Seq. ID 


OJ990619 


_4 8. 9A20 


.C6 


Gene No. 


63733 










1 Strand 








Start 


20655 










End 


22828 






Name 


OJ9906 


19_48. 


9A20.C6. 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


15466 










End 


17092 






GI 


none 










Score 


71 






Exons 


15466. 


.15543 


/ 


15644 . 


. 15721, 


16134. . 16274, 16135 


. .16275, 






16365. 


.16670 


/ 


16366. 


.16674, 


16988. .17092, 16988 


. .17092 





Seq. No. 


30809 






Seq. ID 


OJ990619_48.9A20 


.C6 


Gene No. 


63733 






Strand 






Start 


20655 






End 


22828 




Name 


OJ990619 48.9A20.C6. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


15502 






End 


16599 




GI 


none 






Score 


60 




Exons 


15502. 


.15564, 15647. 


. 15721, 


16138. .16278, 16140. .16238, 






16361. 


.16564, 16363. 


. 16599, 


16365. . 16595 




Seq. No. 


30809 






Seq. ID 


OJ990619_48..9A20 


C6 


Gene No. 


63733 






• Strand 






Start 


20655 






End 


22828 




Name 


OJ990619 48.9A20.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16159 






End 


16671 




GI 


none 






Score 


136 




Exons 


16159. 


.16275, 16159. 


. 16272, 


16365. . 164 


54, 16368. .16622, 






16369. 


.16671 











Seq. No. 
Gene No. 
Start 
Name 

O J J- 

U LG1 t 

GI 

Exons 



30809 
63733 
20655 

OJ990619_4 8 . 9A20 . C6 . o5 . gs 



none 
20655. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_48. 9A20.C6 

22828 
GENSCAN 
22828 
.93 



,20899, 22780. .22828 



30759 



Seq. No. 30810 Seq. ID OJ990619_ 

Gene No. 63734 Strand + 

Start 174 End 288 

Name- OJ990619_48 . 9A20 . C7 . ol . gs Method GENSCAN 

Start 174 End 288 

GI none . Score .42 

Exons 174 . . 288- 



4 8 .9A20.C7 



Seq. No.. 


30811 




Seq. ID 


OJ990619 48.9A20.C8 


Gene No. 


63735 




Strand 


+ 


Start 


387 




End 


1082 


Name 


OJ990619 48.9A20.C8 


. ol . gs 


Method 


GENSCAN 


Start 


387 




End 


1082 


GI 


none 




Score 


.52 


Exons 


387. .491, 936. .1082 








Seq. No. 


30812 




Seq. ID 


OJ990619_48.9A20.C9 


Gene No . 


63736 




Strand 


+ 


Start 


473 




End 


812 


Name 


OJ990619 48.9A20.C9 


ol . np 


Method 


AAT/NAP 


Start 


473 




End 


812 


GI 


2498930 




Score 


185 


Exons 


473. .536, 704. .812 








GI Descrip. 


DORSAL^VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU L AT I ON 




PROTEIN) gi 11203794 


(U18774) 


Sbg [Drosophila melanogaster ] 


Seq. No. 


30812 




Seq. ID 


OJ990619_48.9A20.C9 


Gene No. 


63736 




Strand 


+ 


Start 


473 




End 


812 


Name 


OJ990619 48.9A20.C9. 


ol . gs 


Method 


GENSCAN 


Start 


477 




End 


536 


GI 


none 




Score 


. 95 


Exons 


477. .536 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI- 'Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30813 
63737 
1 

OJ99061 9_42 . 9A2 6 . CI . ol . np 

1 

6685070 

".I. .154', 374. .479, 758 .. 830, . 889 ... 1013 ' 
' (AF205859) FtsZ protein [Gentiana lutea] 



Seq. ID OJ990619_42.9A26.C1 
Strand + ■ 
End 1537 
Method - AAT/NAP 
End 1013 
Score 224 



30813 , Seq. ID 

63737 Strand 

1 End 

OJ990619_42. 9A2 6 . CI . ol . gs Method 

387 ..End 

none . Score 

387. .479, 758. .823, 1460. .1537 



OJ990619_42. 9A26.C1 
+ 

1537 

GENSCAN 

1537 



Seq. No. 30813 Seq. ID OJ990619_42 . 9A2 6 . CI' 

Gene No. 63737 Strand . + 

Start 1 End 1537 

Name OJ99061 9_42 . 9A2 6 . CI . ol . gp Method AAT/GAP 

Start 436 End 1236 



30760 




GI 39700_1.R1084 Score 806 

Exons 436.. 479; 758.. 823, 900.. 1236 

GI Descrip. '3608495 4.0e-15 (AF089738) plastid division protein FtsZ 

[Arabidopsis thaliana] >gi_4510351_gb_AAD214 40 . 1_ (AC006921) 
plastid division protein FtsZ [Arabidopsis thaliana] 1 



Seq. No. 


30813 




Seq. ID 


OJ990619_42.9A26 


.CI 


Gene No. 


63738 




Strand 






Start 


1694 




End 


3245 




Name 


OJ990619_42 


. 9A26.Cl.o2.np 


Method 


AAT/NAP 




Start 


1694 




End 


3245 




GI 


3413424 




Score 


421 




Exons 


1694 . . 1726, 


2469. .3245 








GI Descrip. 


(AJ006309) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30813 




Seq. ID 


OJ990619_42.9A26 


.CI 


Gene No. 


63738 




Strand 






Start 


1694 




End 


3245 




Name 


OJ990619 42 


.9A2 6.Cl.o2.gs 


Method 


GEN SCAN 




Start 


2406 




End 


3242 




GI 


none 




Score 


. 99 




Exons 


2406. .3242 










Seq.. No. 


30813 




Seq. ID 


OJ990619_42. 9A26 


.CI 


Gene No. 


63738 




Strand 


- 




Start 


1694 




End 


3245 




Name 


OJ990619 42 


. 9A26.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2913 




End 


3188 




GI 


none 




Score 


60 




Exons 


2913. .3188, 


3013. .3117, 3021.. 


3188 






Seq. No. 


30813 




Seq. ID 


OJ990619_42.9A26 


CI 


Gene No. 


63738 




Strand 






Start 


1694 




End 


3245 




Name 


OJ990619 42 


. 9A26.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


3009 




End 


3201 




GI 


none 




Score 


73 




Exons 


3009. .3200, 


301'6-. .3201 








Seq. No. 


30814 




Seq. ID 


OJ990619_42.9A26. 


C6 


Gene No. 


63739 




Strand 


+ 




Start * 


"1 




End 


586 " - ' 




Name 


OJ990619 4-2 


. 9A26.C6.ol.np' 


Method 


AAT/NAP • 




Start 


1 




End 


586 




GI 


6721562 




Score 


669 




Exons 


1. .586 










GI Descrip. 


(AP001073) Similar to Zea mays 


22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569.) [Oryza sativa] 
gi I 6815087 |dbj IBAA90373. 1 j (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



OJ990619_42. 9A26.C6 
54i 

GENSCAN 
541 



Seq. No. 30814 Seq. ID 

Gene No. 63740 Strand 

Start 125 End 

Name OJ990619_42 . 9A26 . C6 . ol . gs Method 

Start 125 End 



30761 




GI 


none 


' Score 


. 66 




Exons 


125. .541 








Seq. No. 


30814 


Seq. ID 


OJ990619_42. 9A26 


.C6 


Gene No. 


63740 


Strand 






Start 


125 


End 


541 




Name 


OJ990619 42.9A26.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


185 


End 


490 




GI 


none 


Score 


73 




Exons 


185. .250, 193. .249, 217. .45 


6, 218. .490 






Seq. No. 


30815 


Seq. ID 


OJ990619_42. 9A26 


.C7 


Gene No. 


63741 


Strand 






Start 


193 


End 


480 




Name 


OJ990619 42. 9A26 . C7 . ol . gs 


Method 


GENSCAN 




Start 


193 


End 


480 




GI 


none 


Score 


.77 




Exons 


193. .354, 436. .480 








Seq. No. 


30816 


Seq. ID 


OJ990619 42.9A26 


.C9 


Gene No. 


63742 


Strand 


+ 




Start 


1 


End 


507 




Name 


OJ990619 42.9A26.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


507 




GI 


6751696 


Score 


102 




Exons 


1..507 








GI Descrip. 


(AC018908) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30817 


Seq. ID 


OJ990619_42. 9A26 


Cll 


Gene No. 


63743 


Strand 


+ 




Start 


2053 


End 


4898 




Name 


OJ990619 42. 9A26 . Cll . ol . gp 


Method 


AAT/GAP 




Start 


2053 


End 


3172 




GI 


29744 1.R1084 


Score 


1320 




Exons 


2053. .2216, 2659. .3172 








GI Descrip. 


' 4 678935/emb|CAB41326. 1 | 9, 


0e-16 (AL049711) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


30817 


Seq. ID 


OJ990619_42. 9A26. 


Cll 


Gene No. 


63743 


Strand 


+ 




Start 


2053 


End 


4898 




Name ' ' 


OJ990619 42. 9A26 . Cll . ol . np 


"Method" 


AAT/fcJAP : ' ' 




Start- ' 


2790 * . 


* .End : 


3878 




GI 


4678935 


Score 


943 




Exons 


2790. .3878 








GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


30817 


Seq. .ID 


OJ990619__42.9A26. 


Cll 


Gene No. 


63743 . ; 


Strand 


+ 




Start 


2053 


End 


4898 




Name 


OJ990619 42. 9A2 6 . Cll . o2 . gp 


Method 


AAT/GAP 




Start ■ 


3603 


End 


4898 




GI 


30722 1.R1084 


Score 


1436 




Exons 


3603. .3937, 4492. .4898 









GI Descrip. : 46 /6935/emb iCAB41^b. 1 | 5.0e-32 (AL049711) putative protein 
[Arabidopsis thaliana] ' 

30762 




Seq. No. 


30817 








Seq. ID 


OJ990619_42.9A26.C11 


Gene No. 


63744 








Strand 


+ 


O Lai (. 


y o c. h 








End 


10270 


Name 


OJ990619 42 


. 9A26 


.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


8479 








End 


10144 


GI 


5306242 








Score 


156 


Exons 


8479. .8546, 


8659 


. .8721, 


9855 


. .10144 




GI Descrip. 


(AC006438) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


30817 








Seq. ID 


OJ990619_4 2. 9A2 6.C11 


Gene No. 


C5 n A A 








Strand 


+ 


Start 


9824 








End 


10270 


Name 


OJ990619 42 


. 9A26 


.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


9824 








End 


10270 


GI 


none 








Score 


. 96 


Exons 


9824 . . 10270 












Seq. No. 


30817 








Seq. ID 


OJ990619_4 2 . 9A26.C11 


ucllc IN V . 


Dj / yj 








Strand 




Start 


2757 








End 


5610 


Name 


OJ990619 42 


. 9A2 6 , 


.Cll .ol 


. gs 


Method 


GENSCAN 


Start 


2757 








End 


5610 


GI 


none 








Score 


.94 


Exons 


2757. .3566, 


3636. 


. . 3741, 


5540. 


, .5610 




Seq. No. 


30817 








Seq. ID 


0 J9 9 0 6 1 9_4 2 . 9A2 6 ; C 1 1 


Gene No. 


63745 








Strand 




otart 


Z / D / 








End 


5610 


Name 


OJ990619 42 


. 9 A2 6 . 


.Cll.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


3035 








End 


3596 


GI 


none 








Score 


181 


Exons 


3035. .3160, 


3036, 


, . 3170, 


3201 . 


.3377, 3399. .3596, 3402. .3575, 




3446. .3595 












Seq. No. 


30817 








Seq. ID 


OJ990619_42.9A26.C11 


Lrene ino . 


DJ / 4 3 








Strand 




Start 


2757 








End 


5610 


Name " 


OJ990619 42. 


. 9A2 6 . 


Cll . o2 . 


,ts 


Method 


TBLASTX: Soybean 


Start 


3122 








End 


3368 


GI 


none 








Score 


256 


Exons 


3122. .3220, 


3123 . 


. 3368, 


3302 . 


.3337 




Seq. No% 


30817 - 








Seq. ID- 


OJ990619_42,9A26.'C11 


Gene No. ' 


63745 








Strand 




OlaL L 


c. 1 D 1 








End 


5610 


Name 


OJ990619 42. 


9A26. 


Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3234 








End 


3935 


GI 


none 








Score 


277 


Exons .; 


3234. .3425, 


3293. 


.3406, 


3367. 


.3432, 3420. .3896, 3443. .3883, 




-3518. .3904, 


3909. 


.3935, 


3909. 


.3935 




Seq. No. 


30817 








Seq. ID 


OJ990619_42. 9A26.C11 


Gene No. 


63745 








Strand 




Start 


2757 








End 


5610 






9A2 6 . 


Cll.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3444 








End 


3782 


GI 


none 








Score 


178 



30763 




Exons 


3444. .3593, 3455. .3589, 3602. .3781, 3603. .3782 




Seq. No. 


30817 


Seq. ID 


OJ990619_42. 9A26 


.Cll 


Gene No. 


63745 


Strand 


— 




Start 


2757 


End 


5610 




Name 


OJ990619 42. 9A26 . Cll . o2 . tc 


Method 


TBLASTX: Cress 




Start 


3639 


End 


3881 




GI 


none 


Score 


279 




Exons 


3639. .3881, 3639. .3869 








Seq. No. 


30817 


Seq. ID 


OJ990619_42. 9A26 


.Cll 


Gene No. 


63746 


Strand 






Start 


9908 


End 


10144 




Name 


OJ990619 42. 9A2 6 . Cll . o2 . tm 


Method 


TBLASTX: Maize 




Start 


9908 


End 


10144 




GI 


none 


Score 


146 




Exons 


9908. .9955, 9911. .10021, 9916. .10128, 


10007. .10144, 10015. .1014 3 


Seq. No. 


30817 


Seq. ID 


OJ990619 42 9A26 


Cll 


Gene No. 


63746 


Strand 






Start 


9908 


End 


10144 




Name 


OJ990619 42. 9A26 . Cll . o3 . ts 


Method 


TBLASTX: Soybean 




Start 


9911 


End 


10132 




GI 


none 


Score 


119 




Exons 


9911. .10009,' 9922. .9990, 10004 .. 10066, 


10061. .10132, 






10078. .10122 






Seq. No. 


30818 


Seq. ID 


OJ990619_42. 9A26 


C12 


Gene No. 


63747 


Strand 


+ 




Start 


904 


End 


1717 




Name 


OJ990619 42.9A26.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


865 


End 


1420 




GI 


none 


Score 


159 




Exons 


865. .1014, 903. .1013, 910.. 


1014, 1108. 


.1419, 1109. .1420 




Seq. No. 


30818 


Seq. ID 


OJ990619_42. 9A26. 


C12 


Gene No. 


63747 


Strand 


+ 




Start 


904 


End 


1717 




Name 


OJ990619 42. 9A26.C12.ol .gs 


Method 


GENSCAN 




Start 


904 


End 


1417 




GI 


none 


Score 


.68 




Exons 


904. .1011, 1109. .1417 ' 








Seq. No. 


30818 


Seq. ID 


OJ990619_42. 9A26. 


C12" 


Gene No. 


63747 


Strand 


+ 




Start 


904 


End 


1717 




Name 


OJ990619 42.9A26.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


904 


End 


1417 




GI 


none 


Score 


132 




Exons 


904. .1014, 915. .1013, 1093. 


.1248, 1109 


. .1249, 1246. .1416, 




1247. .1417 








Seq. No. 


30818 


Seq. ID 


OJ990619_42.9A26. 


C12 


Gene No. 


63747 


Strand 


+ 




Start 


904 


End 


1717 




Name 


OJ990619 42. 9A26 . C12 . ol . np 


Method 


AAT/NAP 




Start 


922 


End 


1414 





30764 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6671936 Score 422 

922.-993, 1109. .1414 

(AC016795) unknown protein [Arabidopsis thaliana] 



30818 
63747 
904 

OJ990619_42. 9A26 . C12 . ol . gp 
1107 
5038997 
1107. .1717 

530624 2/gb | AAD41975. 1|AC0064 38_7 
protein [Arabidopsis thaliana] 



Seq. ID OJ990619_42.9A26.C12 

Strand + 

End 1717 

Method AAT/GAP 

End 1717 

Score 1198 



4.0e-24 (AC006438) unknown 



Seq. No. 


30818 




Seq. ID 


OJ990619 42.9A26.C12 


Gene No. 


63747 




Strand 


+ 


Start 


904 




End 


1717 


Name 


OJ990619 42.9A26.C12.ol 


tc 


Method 


TBLASTX: Cress 


Start 


1108 




End 


1438 


GI 


none 




Score 


74 


Exons 


1108 . . 1248, 1109. . 1249, 


1181. 


.1417, 1246. .1413, 1256. .1438 


Seq. No. 


30819 




Seq. ID 


OJ990619_42 . 9A26. C13 


Gene No. 


63748 




Strand 


+ 


Start 


87 




End 


746 


Name 


OJ990619 42.9A26.C13.ol. 


gs 


Method 


GEN SCAN 


Start 


87 ' 




End 


746 


GI 


none 




Score 


.72 


Exons 


87. .157, 598. .746 








Seq. No. 


30820 




Seq. ID 


OJ990619_42.9A26.C14 


Gene No. 


63749 




Strand 


+ 


Start 


2942 




End 


3052 


Name 


OJ990619 42.9A26.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


2942 




End 


3052 


GI 


uC-osflcyp088bl2bl 




Score 


152 


Exons 


2942. . 3052 








GI Descrip. 


' 5257255/dbj | AP000364 . 1 1 


AP0O0364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone 


:P0026F07 f 


Seq. No. 


30820 




Seq. ID 


O J 9 9 0 6 1 9_4 2 . 9 A2 6 . C 1 4 


Gene'. No. 


63750 




Strand 


.'+ 


Start 


4645 




End - ' 


5786 • ■ 


Name " 


OJ990619 42.9A26.C14.o2. 


np 


Method 


AAT/NAP 


Start 


4645 




End 


5786 


GI 


2131055 




Score 


173 


Exons 


4645. .5024, 5171. .5540, 


5576. 


.5786 





GI Descrip. (Z95844) PE_PGRS [Mycobacterium tuberculosis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30820 
63751 
3015 

OJ990 619_42. 9A26 . C14 . ol . np 
1582 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_42. 9A26.C14 

5593 
AAT/NAP 
3643 
122 



1582. .1601, 3553. .3643 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
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predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AQ082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


30820 








Seq. ID 


OJ990619_ 


42 . 9A26 . CI 4 


Gene No . 


63751 








Strand . 






Start 


3015 








End 


5593 




Name 


OJ990619 42 


. 9A26 


.C14 . ol 


. OS 


Method 


GENSCAN 




Start 


3015 








End 


5593 




GI 


none 








Score 


.53 




Exons 


3015. .3074, 


3541 


. . 3591, 


4564 


.4781, 4833. .4973, 


5067 . . 5200, 




5310 . . 5593 














Seq. No. 


30821 








Seq. ID 


OJ990619 


42 . 9A26 . C15 


Gene No . 


63752 








Strand 


-f 




Start 


1570 








End 


1701 




Name 


OJ990619 42 


. 9A2 6 


.C15 . ol 




Method 


GENSCAN 




Start 


1570 








End 


1701 




GI 


none 








Score 


.76 




Exons 


1570 . . 1701 














Seq. No. 


30822 








Seq. ID 


OJ990619_ 


_42.9A26.C16 




63753 








Strand 


+ 




Start 


2361 








End 


9983 




Name 


OJ990619 '42 


. 9A26 


.C16.ol 


.np 


Method 


AAT/NAP 




Start 


2361 








End 


9917 




GI 


5903072 








Score 


198 




Exons 


2361. .2438, 


8691 


. .8828, 


9540. 


.9917 






GI Descrip. 


(AC008017) 


Transcription Factor [Arabidopsis thaliana] 


Seq. No. 


30822 








Seq. ID 


OJ990619_ 


_42.9A26.C16 


Gene No . 


63753 








Strand 


+ 




Start 


2361 








End 


9983 




Name 


OJ990619 42 


. 9A2 6 


C16.ol 


.gp 


Method 


AAT/GAP 




Start 


5125 








End 


6040 




GI 


none 








Score 


870 




Exons 


5125. .5308, 


5766 


.6040 










Seq. No. 


30822 








Seq. ID 


OJ990619_ 


_42.9A26.C16 


Gene No . 


63753 








Strand 


+ 




Start 


2361 








End 


'9983 




Name 


OJ990619 42 


. 9A2 6 


C16.o2 


.gs. 


Method ■ 


GENSCAN 




Start 


5367 








End 


9983 




GI 


none 








Score 


.54 




Exons 


5367. .5417, 


5892. 


. 6002, 


6019. 


.6208, 8008. .8048, 


8218. .8286, 




8685. .8828, 


9510. 


.9983 










Seq. No. 


30822 








Seq. ID 


OJ990619_ 


_42.9A26.C16 


Gene No. 


63754 








Strand 






Start 


2188 








End 


4973 




Name 


OJ990619 42 


. 9A26. 


C16.ol 


gs 


Method 


GENSCAN 




Start 


2188 








End 


4973 




GI 


none 








Score 


. 61 




H> x g n s 


2188. .2316, 


4161. 


. 4307, 


4503. 


. 4byb, 4601 . .4655, 


4826. .4973 


Seq. No. 


30822 








Seq. ID 


OJ990619_ 


42. 9A26.C16 
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Gene No. 


63755 




Strand 




Start 


10089 




End 


10337 


Name 


OJ990619 42.9A26.C16.o3. 


gp 


Method 


AAT/GAP 


Start 


10089 




End 


10337 


GI 


3106856 




Score 


454 


Exons 


10089.. 10337 








Seq. No. 


30823 




Seq. ID 


OJ990619 42.9A26.C17 


Gene No. 


63756 




Strand 


+ 


Start 


46 




End 


3635 


Name 


OJ990619 42.9A26.C17.ol. 


gs 


Method 


GENSCAN 


Start 


46 




End 


3626 


GI 


none 




Score 


.65 


Exons 


46. .447, 540. .699, 788.. 


874, 


1227. .1320, 1638. .1694, 2326. .2405, 




2504. .3626 









Seq. No. 


30823 




Seq. ID 


OJ990619 


42. 9A26 


.C17 


Gene No. 


63756 




Strand 


+ 






Start 


46 




End 


3635 






Name 


OJ990619 42.9A26.C17.ol.np 


Method 


AAT/NAP 






Start 


1258 




End 


3635 






GI 


5257286 


Score 


1592 






Exons 


1258. 


1320, 1638.. 1694, 2326 


..2405, 2504. .3635 






GI Descrip. 


(AF124737) unknown [Zea mays] 








Seq. No. 


30823 




Seq. ID 


OJ990619_ 


42.9A26 


C17 


Gene No . 


63757 




Strand 


+ 






Start 


7468 




End 


24448 






Name 


OJ990619 42.9A26.C17.o3.gs 


Method 


GENSCAN 






Start 


7468 




End 


24063 






GI 


none 




Score 


.58 






Exons 


7468. . 


7536, 7801.. 7860, 8687 


. .8756, 9649. . 10373, 


10449. . 


10747, 




11564 . 


.11824, 12552. .12834, 


15231. .15296, 15677. 


. 16316, 






17223. 


.17283, 17447. .17525, 


17702. .1776 


11, 17861. 


. 17955, 






18062. 


.18161, 18502. .18571, 


19635. .19716, 20226. 


.20405, 






20714 . 


.20987, 21102. .21342, 


21514. .21684, 21849. 


.22087, 






22575. 


.22659, 22754 . .22852, 


23393. .234£ 


9, 23608. 


.23747, 






24014. 


.24063 










Seq. No. 


30823 




Seq. ID 


OJ990619_ 


42.9A26. 


C17 


Gene No. 


63757 




Strand 


+ 






Start " 


' 7468 . 




End ' ' 


24448 *" 






Name " 


OJ990619 42.9A26.C17-.o2.np * 


Method 


AAT/NAP " 






Start 


9442 




End 


13400 






GI 


4680199 


Score 


617 






Exons 


9442. . 


9466, 10269. .10674, 10753 .. 11085 , 


11325. .11977, 






12323. 


.12874, 12966. . 13084, 


13243. . 13400 ' 







GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



30823 
63757 
7468 

OJ990619_4 2 . 9A26 . C17 . o3 . np 
12144 



Seq. ID OJ990619_42.9A26.C17 

Strand + 

End 24448 

Method AAT/NAP 

End 23925 

Score 3b27 



1214 4. .12210, 15645. .15812, 16089. .16368, 17223. .17283, 
17447. .17525, 17702 .. 17781, 178 61 .. 17 955, 18137 .. 18161, 
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18502. .18571, 194 49. .19550, 


19635. .19716, 20226. . 20405, 




20714. .21018, 21096. .21403, 


21511. .21684, 21849. .22087, 




22575. .22852, 22937 .. 23157 , 


23227. .23308, 23384 .. 23528 , 




23608. .23747, 23842.. 23925 






GI Descrip. 


(AC006932) T27G7.10 [Arabidopsis thaliana] 


Seq. No. 


30823 


Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63757 


Strand 


+ 


Start 


7468 


End 


24448 


Name 


OJ990619 42.9A26.C17.ol.gp 


Method 


AAT/GAP 


Start 


16084 


End 


16294 


GI 


uC-osrocyp016al0al 


Score 


410 


Exons 


16084. .16294 






GI Descrip. 


, 4646217/gb|AAD26883.1|AC007290 2 3 . Oe- 


-24 (AC007290) putative 




phosphoprotein phosphatase 


[Arabidopsis thaliana] 1 


Seq. No. 


30823 


Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63757 


Strand 


+ 


Start 


7468 


End 


24448 


Name 


OJ990619 42.9A26.C17.o2.gp 


Method 


AAT/GAP 


Start 


20891 


End 


21638 


GI 


none 


Score 


861 


Exons 


20891. .20987, 21102 .. 2134 2 , 


21514. .21638 . 


Seq. No. 


30823 


Seq. ID 


OJ990619_42.9A26.C17 


Gene No . 


63757 


Strand 


+ 


Start 


7468 


End 


24448 


Name 


OJ990619 42. 9A26 . C17 . o3 . gp 


Method 


AAT/GAP 


Start 


21849 


End 


22972 


GI 


uC-osrocyp016a04bl 


Score 


804 


Exons 


21849. .22087, 22575 .. 22659, 


22754..22852, 22937.. 22972 


GI Descrip. 


M646217/gb|AAD26883. 1 IAC007290 2 1 . Oe- 


-72 (AC007290) putative 




phosphoprotein phosphatase 


[Arabidopsis thaliana] 1 


Seq. No. 


30823 


Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63757 


Strand 


+ 


Start 


7468 


End 


24448 


Name 


OJ990619 42.9A26.C17.o4.gp 


Method 


AAT/GAP 


Start 


23943 


End 


24448 


GI 


none 


Score 


978 


Exons 


23943. .24448 






Seq. No. 


' 30823 . ' *■ 


Seq. ID 


OJ990619_42.9A26.C17 ' 


Gene No. 


63758 


Strand 




Start 


4879 


End 


5469 


Name 


OJ990619 42.9A26.C17.o4.tm 


Method 


TBLASTX: Maize 


Start 


665 


End 


2780 


GI 


none 


Score 


51 


Exons 


665. .700, 786. .878, 786. .87 


3, 788. .883, 


1224.. 1316, 1224... .1281 




1225. .1323, 1225. .1320, 1637. .1693, 1638. .1712, 2328. .2405, 




2329.. 2406, 2495.. 2779, 2496.. 2780 




Seq. No. 


30823 


Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63758 


Strand 




o-t- -> — +- 


a m r\ 
1 o t y 


t:nd 


5469 


Name 


OJ990619 42.9A26.C17.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2350 


End 


3251 
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GI 


none 








Score 


79 


Exons 


2350. .2406, 


2352 


. .2408, 


2501. 


.2596, 2502. .2603, 2636. .2701, 




2637 . .2711, 


2755 


. .2901, 


2763. 


.2921, 2778. .2900, 2819. .2971, 




2877. .3251, 


2919 


. .3083, 


2921. 


.3250 




Seq. No. 


30823 








Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63758 








Strand 




Start 


4879 








End 


5469 


.Name 


OJ990619 42 


. 9A26 


.C17.o2 


. tc" 


Method 


TBLASTX: Cress 


Start 


2621 








End 


3017 


GI 


none 








Score 


69 


Exons 


2621. .2701, 


2625 


. .2744, 


2742. 


.2963, 2775. .2954, 2788. .2967, 




2819. .2971, 


2963 


. .2995, 


2964 . 


.3017 




Seq. No. 


30823 








Seq. ID 


OJ990619 42.9A26.C17 


Gene No. 


63758 








Strand 




Start 


4879 








End 


5469 


Name 


■ OJ990619 42 


. 9A26, 


.C17 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2901 








End 


3278 


GI 


none 








Score 


607 


Exons 


2901. ,3278, 


2906 


. .3262 








Seq. No. 


30823 








Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63758 








Strand 




Start 


*4879 








End 


5469 


Name* • 


OJ990619 42 


. 9A2 6 , 


.C17 .o3. 


. tc 


Method 


TBLASTX: Cress 


Start 


3048 








End 


3278 


GI 


none 








Score 


285 


Exons 


3048. .3278, 


3053, 


. .3259 








Seq. No. 


30823 








Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63758 








Strand 




Start 


4879 








End 


5469 


Name 


OJ990619 42 


. 9A26. 


,C17.o8, 


. tm 


Method 


TBLASTX: Maize 


Start 


3424 








End 


3614 


GI 


none 








Score 


58 


Exons • 


3424. .3489, 


3424. 


. .3462, 


3470. 


.3595, 3470. .3613, 3513. .3614 


Seq. No. 


30823 








Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63758 








Strand 




Start 


4879 








End 


5469 


Name 


' OJ990619 42, 


. 9A26. 


C17.o2. 


. as 


Method ' 


GENSCAN 


Start 


4879 








End 


54 69 


GI 


none 








Score 


.98 


Exons 


4879. . 5469 












Seq. No. 


30823 








Seq. ID 


OJ990619_42.9A26.C17 


Gene No. 


63758 








Strand 




Start 


4879 








End 


54 69 ... 


Name 


OJ990619 42. 


. 9A2 6 . 


C17 ,o7 . 


ts 


Method 


TBLASTX: Soybean 


Start 


5071 








End 


5248 


GI 


none 








Score 


40 


Exons 


5071. .5247, 


5075. 


.5131, 


5201. 


.5248 




o ^ — *t _ 
OC4. IN U . 


r\ r\ i~\ 








Seq. ID 


OJ 990 61 9_4 2 . 9A2 6.C17 


Gene No. 


63759 








Strand 




Start 


12511 








End 


13039 
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Name 


OJ990619 42.9A26.C17 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12511 






End 


12876 




GI 


none 






Score 


78 




Exons 


12511. 


.12594, 12628. 


. 12876, 


12630. . 126 


i24 




Seq. No. 


30823 






Seq. ID 


OJ990619_42.9A26 


.C17 


Gene No. 


63759 






Strand 






Start 


12511 






End 


13039 




Name 


OJ990619 42.9A26.C17 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


12576 






End 


12994 




GI 


none 






Score 


233 




Exons 


12576. 


.12833, 12610. 


. 12837, 


12965. .12994 




Seq. No. 


30823 






Seq. ID 


OJ990619_42. 9A26 


.C17 


Gene No. 


63759 






Strand 






Start 


12511 






End 


13039 




Name 


OJ990619 42..-9A26.C17 


. 08 . ts . 


Method 


TBLASTX: Soybean 




Start 


12616 






End 


13039 




GI 


none 






Score 


196 




Exons 


12616. 


.12876, 12965. 


.13039 








Seq. No. 


30823 






Seq. ID 


OJ990619_42. 9A26 


.C17 


Gene No. 


63760 






Strand 






Start 


12995 






End 


13249 




Name 


OJ990619 42.9A26.C17 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12995 






End 


13249 




GI 


none 






Score 


283 




Exons 


12995. 


.13249, 13000. 


.13248 








Seq. No. 


30823 






Seq. ID 


OJ990619_42.9A26 


C17 


Gene No. 


63761 






Strand 






Start 


16123 






End 


16249 




Name 


OJ990619 42.9A26.C17 


.oll.ts 


Method 


TBLASTX: Soybean 




Start 


16123 






End 


16249 




GI 


none 






Score 


200 




Exons 


16123. 


.16245, 16124. 


. 16249 








Seq. No. 


30823 






Seq. ID 


OJ9906I9_42. 9A26 


C17 


Gene No. 


63762 






Strand 






Start 


17720 






End 


18129 




Name 


OJ990619 42.9A26.C17 


. o9 . ts 


Method 


TBLASTX: Soybean 




Start -■ 


17720 






End 


.18129 




GI ' ' 


none 






Score 


"63 ' 




Exons 


17720. 


.17782, 17859. 


. 17978, 


18061. .18129 . 




Seq. No. 


30823 






Seq. ID 


OJ990619_42.9A26. 


C17 


Gene No. 


63763 






Strand 






Start 


18509 






.End 


20386 




Name * 


OJ990619 42.9A26.C17 


06 . tm 


Method 


TBLASTX: Maize 




Start 


18509 






End 


20386 




GI 


none 






Score 


100 




Exons 


18509. 


.18571, 18511. 


18561, 


18515. .18574, 19444. .19506, 






19448. 


.19513, 19449. 


19514, 


19491. .19550, 19495. .19590, 






19505. 


.19552, 19628. 


19708, 


19634. .19714, 19635. .19715, 






19635 . 


. 1 9715, 20216., 


2038 6, 


20224. .20362, 20231. .20386 




Seq. No. 


30823 






Seq. ID 


OJ990619 42.9A26. 


C17 
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Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



63763 
18509 

OJ990619_4 2. 9A26.C17.ol2 .ts 

19526 

none 

19526. .19552, 19527. .19553, 
19638. .19715, 20216 .. 20338 , 



Strand 

End 20386 

Method TBLASTX : Soybean 

End 20338 

Score 48 
19634. .19714, 1 9635 . . 1 97 15, 
20224. .20298 



30823 
63764 
20350 

OJ990619_42. 9A26 . C17 . olO . ts 
20350 
none 

20350. .20406, 20351 20407, 20767 .. 20802, 20809 .. 20988 , 
20814. .20987 



Seq. ID OJ990619_42.9A26.C17 
Strand 

End 23946 

Method TBLASTX : Soybean 

End 20988 

Score 91 



Seq. No. 30823 

Gene No. 63764 

Start 20350 

Name OJ990 61 9_4 2 . 9A2 6 . CI 7 . o3 . tm 

Start 20827 

GI none 

Exons 20827. .20856, 20851 .. 20997 20853 .. 20993, 21099 .. 21344 , 
21100.. 21345 



Seq. ID OJ990619_42.9A26.C17 
Strand 

23946 

TBLASTX: Maize 
21345 ' 
48 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30823 
63764 
20350 

OJ990619_42. 9A26.C17.o5. tc 

20854 

none 

20854. .20988, 20877 .. 20981 , 

30823 
63764 
20350 

OJ990619_4 2. 9A26 . C17 . o5 . ts 

21103 

none 

21103. .21312, 21108. .21212, 
21513. .2168 6, 21514 . .'21687, 

30823 
63764 
20350 

OJ990619_4 2. 9A26 . C17 . o4 . tc 

21268 

none 

21268. .21312, 21301 .. 2134 5, 
21524. .21703, 2184 5 .. 2194 6, 

30823 
63764 

omen 
\j *j ^> \j 

OJ990619_42. 9A26.C17.ol. tm 
21524 



Seq. ID OJ990619_42.9A26.C17 
Strand 

End 23946 

Method TBLASTX : Cress 

End 21213 

Score 156 
21100. .21213, 21102. .21212 

Seq. ID OJ990619_42.9A26.C17 
Strand 

End . 23946 

Method TBLASTX: Soybean 

End 21709 

Score 119 
21214 . .21345, 21303 .. 21344 , 
21524 . .21709 

Seq. ID OJ990619_42.9A26.C17 
Strand 

End 23946 

Method TBLASTX: Cress 

End 21946 

Score 47 
21513. .21686, 21514 .. 21 687 , 
21846. .21944 

Seq. ID OJ990619_42.9A26.C17 
Strand 

End 23946 

Method TBLASTX : Mai ze 

End 23946 



30771 



GI 

Exons 



none 

21524. .21685, 21528 2 168 6, 

21842. .22087, 21846 22088, 

22575. .22664, 22605 22661, 

22753. .'22851, 22928 23137 , 

23227. .23301, 23378 23530, 

23606. .23749, 23607 23747 , 

23805. .23939, 23835 23939, 



Score 155 

21528. .21686, 21529 .. 21 687 , 

21848. .22090, 22573 . . 22 64 1 , 

22751. .22852, 22753 22854 , 

22936. .23136, 23210 .. 23302 , 

23392. .23532, 23393.-23539, 

23632. .23748, 23663.-2374 9, 

23836.-23946, 23836.. 23940 



Seq. No. 30823 

Gene No. 63764 

Start 20350 

Name OJ990619_42 . 9A26 . C17 . o3 . ts 

Start 21828 

GI none 

Exons 21828. .22088, 21845 .. 22090, 21866.. 22090 



Seq. ID OJ990619__42.9A26.C17 
Strand 

End 23946 

Method TBLASTX : Soybean 

End 22090 

Score 408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI .. 

Exons 



30823 Seq. ID 

63764 Strand 

20350 End 

OJ990619_42 . 9A2 6 . C17 . o2 . tw Method 

22011 End 

none Score 



OJ990619_42.9A26.C17 
23946 

TBLASTX: Wheat 

23095 

67 



22011. .22076, 22582 22638 , 22584 .. 22652 , 2274 8 .. 2284 9 , 
22751. .22840, 22943 23095; 22952 .. 23035 , 22984. .23040 



Seq. No. 30823 

Gene No. 63764 

Start 20350 

Name OJ99061 9_42 . 9A26 . C17 . 06 . ts 

Start 22572 

GI none 
Exons 



Seq. ID OJ990619_42.9A26.C17 
Strand 

End 23946 

Method TBLASTX : Soybean 

End 22854 

Score 116 



22572. .22652, 22573 . . 22 64 1 , 22751 22852 , 22756 22851, 
22759. .22854 



Seq. No. 30823 Seq.' ID 

Gene No. 63764 Strand 

Start 20350 End 

Name OJ990619_42 . 9A26 . C17 . o4 . ts Method 

Start 22944 ' End 

GI none Score 
Exons* . 



OJ990619_4 2. 9A2 6.C17 
23946 

TBLASTX : Soybean 

23153 

251 



2294 4. .23078, "22945 . '.230.7 9, ' 2294 6. .23083,- '23084. .'23137, 
-2*3084. .23143, 23091.. 23153 • ■ " ■ ' ■ 



Seq. No. 30823 Seq. ID 

Gene No. 637 64 Strand 

Start 20350 End 

Name OJ990619_42 . 9A26 . C17 . ol . tc Method 

Start 23020 End 

GI none Score 
Exons 



OJ990619_42.9A26.C17 
23946 

TBLASTX: Cress 

23689 

201 



23020. .23136, 23021 .. 23137, 23210 .. 23302, 23227 .. 23301, 
23378. .23530, 23392 .. 23532, 23392 .. 23532, 23606 .. 2368 6, 
23607. .23687, 23609. .23689 



Seq, Mo. 
Gene No. 
Start 



30923 
63764 
20350 



oeq. J-U 

Strand 
End 



OJ990619 42 . 9A2 6.C17 



23946 



30772 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990619_42.9A26.C17.o2.ts Method 
23225 End 
none Score 



TBLASTX: Soybean 

23930 

138 



23225. .23302, 23227 .. 23301 , 23378 .. 23530, 23392 23532 , 

23392. .23532, 23393 .. 23539, 23606 .. 2374 9, 23607 .. 23747 , 

23608. .23748, 23609 .. 2374 9, 23835 .. 23873 , 23836 .. 238 92, 

23840. .23917, 2384 1 23891, 23899 .. 23928, 23901 .. 23927 , 



23910. .23930 

30824 Seq. ID 

63765 Strand 

126 End 
OJ990619_42. 9A2 6 . C18 . ol . gs Method 

126 End 

none Score 
126. .270 



OJ990619_42. 9A26.C1S 
+ 

270 

GENSCAN 
270 
. 95 



OJ990619 42.9A26.C18 



30824 Seq. ID 

63766 Strand 
494 End 8726 

OJ990619_42 . 9A2 6 . C18 . ol . gp Method AAT/GAP 
494 End 1259 

14178_1.R1084 Score 1258 

494. .1030, 1144. .1259 r . 
1 2129929/pir | IS65068 5.0e-35 DNA-directed RNA polymerase (EC 
2.7.7.6) II chain T*PB2 - tomato >gi_1049068 (U28403) RNA 
polymerase II subunit 2 [Solanuirv lycopersicum] 1 



30824 Seq. ID 

63766 Strand 

4 94 End 

OJ990619_42. 9A26 . C18 . ol . ts Method 

882 End 

none Score 



OJ990619_42.9A26.C18 
8726 

TBLASTX : Soybean 

2893 

119 



882. .1031, 911. .1033, 923. .1033, 1125. .1538, 1133. .1564, 
1135. .1566, 1144. .1566, 1364. .1567, 1728. .1793, 1738. .2040, 
1742. .2050, 1887. .2060, 2136. .2285, 2138. .2284, 2351. .2416, 
2354. .2416, 2490. .2567, 2490. .2567, 2491. .2571, 2629. .2754, 
2630. .2761, 2642. .2761, 2861. .2893 



Seq. No. 
Gene No. 
■Start " 

Name 

Start 

GI 

Exons 



30824 Seq. ID 
637 66 ' ' ' - * Strand' 

4 94 • End 

OJ990619_42.9A26.C18.o2.tm Method 

910 End 

none Score 



OJ990619_4 2. 9A26.C18 
8726 

TBLASTX: Maize 

1489 

107 



910. .1023, 917. .1033, 918. .1031, 1125. .1475, 1135. .1476, 
1135. .1488, 1142. .1489 



Seq. No. 
Gene No. 
Start 
Name 
Start 

n t 

Exons 



30824 
63766 
494 

OJ990619_42.9A2 6.C18.ol. tc 
911 



Seq. ID 

Strand 
End 

Method 
End 

none Score 
911. .1033, 926. .1033, 1135. .1566, 1141, 
1738. .2040, 1742. .2050, 1751. .2053, 2138. .2284, 2139. .2285, 



OJ990619_42.9A26.C18 
8726 

TBLASTX: Cress 

8567 

62 

1566, 1218. .1568, 



30773 






2139. 


.2288, 


2354 


. .2425, 


2490. 


.2567, 


2491. 


.2568, 


2630 


.2761, 




2639. 


.2752, 


2677 


. .2760, 


2861. 


.2956, 


2862. 


.2957, 


2868 


.2957, 




2869. 


.2958, 


3008 


. .3124, 


3012. 


.3125, 


3031. 


.3135, 


3032 


.3136, 




3185. 


.3310, 


3190 


.3285, 


3195. 


.3311, 


3468. 


. 3563, 


3522 


. 3569, 




3650. 


.3736, 


3666 


.3821, 


3667. 


.3822, 


3667. 


.3825, 


3794 


.3841, 




4119. 


.4241, 


4120 


.4239, 


4125. 


.4241, 


4355. 


.4480, 


4356 


.4466, 




.. 4357. 


.4467, 


4547 


.4615, 


4548. 


.4625, 


4548. 


.4625, 


4698 


.4775, 




4701 . 


.4778, 


4877 


. 5029, 


4881 . 


. 5027, 


4885 . 


. 5028, 


5102 . 


.5146, 




5102. 


.5146, 


5103 


.5147, 


5217. 


.5357, 


5234. 


.5359, 


5238. 


.5360, 




5456. 


.5560, 


5457 


.5558, 


5469. 


.5561, 


5637. 


.5705, 


5638. 


.5706, 




5674. 


.5703, 


5824 


.6030, 


.5831. 


.6031, 


5960. 


. 6040, 


6228. 


.6530, 




6238. 


.6528, 


6563 


.6820, 


6588. 


.6812, 


6596. 


.6829, 


6597. 


.6821, 




6751. 


.6822, 


8379 


.8567, 


8380. 


.8547 










Seq. No. 


30824 










Seq. 


ID OJ990619 


42.9A26.C18 


Gene No. 


63766 










Strand 








Start 


494 










End 


8726 






Name 


OJ990619 42 


.9A26, 


C18.ol 


. np 


Method AAT/NAP 






Start 


914 










End 


8624 






GI 


2129929 








Score 


5016 






Exons 


914 . . 


1030, 


1144 . . 


1566, 


1750. . 


2049, 


2141. . 


2284, 


2363. . 


2416, 




2496. 


.2565, 


2639. 


.2754, 


2861. 


.2956, 


3032. 


.3109, 


3185. 


.3310, 




3465. 


.3566, 


3667. 


.3822, 


4122. 


.4238, 


4357. 


.4464, 


4547. 


.4623, 




4703. 


.4775, 


4888. 


.5025, 


5102. 


.5146, 


5238. 


.5358, 


5472. 


.5558, 




5641. 


.5705, 


5833. 


.6030, 


6237. 


.6527, 


6599. 


.6820, 


8379. 


.8624 



GI Descrip. DNA-directed RNA polymerase (EC 2.7.7.6) II chain RPB2 - tomato 
gi I 1049068 (U28403) RNA polymerase II subunit 2 [Solanum 
lycopersicum] 



Seq. No. 30824 Seq. ID OJ990619_42.9A26.C18 

Gene No. 63766 Strand 

Start 494 End 8726 

Name OJ990619_42 . 9A26 . C18 . o2 . gs Method GENSCAN 

Start 917 End 8726 

GI none Score .88 

Exons 917. .1030, 1144. .1566, 1750. .2049, 214 1 .. 2284 , 2363 2416, 

2496. .2565, 2639. .2754, 2861. .2956, 3032 .. 3109, ' 3185 3310, 

3465. .3566, 3667. .3822, 4122. .4238, 4357. .4464, 4547. .4623, 

4703. .4775, 4888. .5025, 5223. .5358, 5472. .5558, 5641. .5705, 

5833. .6030, 6237. .6527, 6599. .6820, 8379. .8726 

Seq. No. 30824 Seq.' ID OJ990619_42 . 9A2 6 . C18 

Gene' No. 63766. * • • ; Strand ' 

Start ' 494 End 8726 

Name 0 J990 61 9_4 2 . 9A2 6 . C18 . o 1 . tm Method TBLASTX : Mai ze 

Start 1756 End 2540 

GI none Score 404 

Exons 1756. .2052, 1756. .2040, 1760. .2053, 2136. .2285, 2138. .2284, 

2354. .2416, 2364. .2417, 2366. .2416, 2468. .2536, 2485. .2535, 
2490. .2540 

Seq. No. 30824 Seq. ID OJ990619_42 . 9A2 6 . C18 

Gene No. 63766 Strand 

Start 494 End 8726 

Name OJ9906I9_42 . 9A26 . CI8 . ol . tw Method TBLASTX : Wheat 

Start 1804 End 2013 

GI none Score 116 



30774 




Exons 1804.. 2013, 1844.. 2011 

Seq. No. 30824 

Gene No. 63766 

Start 494 

Name OJ990619_42 . 9A2 6 . C18 . o2. 

Start 2915 

GI none 

Exons 2915.. 2956, 2919.. 2957, 
3031.. 3126, 3031.. 3150, 

Seq. No. 30825 

Gene No. 63767 

Start 5139 

Name OJ990619_42 . 9A26 . CI 9 . o4 . 

Start 4091 

GI none 

Exons 4091.. 4213, 4277.. 4609, 
5859. .5921, 5971. .6036, 

Seq. No. 30825 

-Gene No. 63767 

Start 5139 

Name OJ990619_4 2 . 9A2 6 . CI 9 . o7 . 

Start 4124 

GI none 

Exons 4124.. 4258, 4130.. 4213, 

Seq. No. 30825 

Gene No. 63767 

Start 5139 

Name OJ99061 9_4 2 . 9A26 . CI 9 . o2 . 

Start 5139 

GI none 

Exons 5139.. 5281, 5441.. 5723, 
11084. .11770 

Seq. No. 30825 

Gene No. 63767 

Start 5139 

Name OJ990619_4 2 . 9A2 6 . C19 . 06 . 

Start 5829 ' • 
Gi * ' * - none : * " 

Exons 5829.. 5921, 5831.. 5923, 

Seq. No. 30825 

Gene No. 63767 

Start 5139 

Name OJ990619_42 . 9A2 6 . C19 . o3 . 

Start 5965 

GI none 

Exons 5965.-6282, 5979.. 6200 

Seq. No. 30825 

Gene No. 637 6? 

Start 5139 

Name OJ990619 42 . 9A26 . C19 . ol . 






Seq. ID 


OJ990619 


_42.9A26.C18 




Strand 








End 


8726 




ts 


Method 


TBLASTX: 


Soybean 




End 


3308 






Score 


53 




2920. 


.2958, 3008.. 3124, 


3012 . . 3110, 


3032 . 


.3136, 31 


85. . 3307, 


3189 3308 




Seq. ID 


OJ990619 


_42.9A26.C19 




Strand 


+ 






End 


11770 




ts 


Method 


TBLASTX: 


Soybean 




End 


6111 






Score 


84 




4700. 


.4837, 49 


19. .4966, 


5100 . .5219, 


6061. 


.6111 








Seq. ID 


OJ990619 


_42.9A26.C19 




Strand 


+ 






End 


11770 




tw 


Method 


TBLASTX: 


Wheat 




End 


4513 






Score 


89 




4271. 


.4513, 42 


85. .4374 





Seq. ID OJ990619_42.9A26.C19 

Strand + 

End 11770 

gs Method GENSCAN 

End 11770 

Score .45 
594 4. .6090, 6526. .8416, 10698. .10834, 



Seq. ID OJ990619_42.9A26.C19 

Strand + 

End '11770 

tm Method TBLASTX : Maize 

' . End ' . 618 9 

- Score 105 
5950. . 618 9, 5958 . . 6026, 6054 . . 6182 

Seq. ID OJ990619_42.9A26.C19 

Strand + 

End 11770 

tw Method TBLASTX : Wheat 

End 6282 

Score 236 



Seq. ID OJ990619_42.9A26.C19 

Strand + 

End 11770 

np Method AAT/NAP 



30775 




Start 


6001 








End 


9108 


GI 


4416302 








Score 


3430 


Exons 


6001. .9108 












GI Descrip. 


(AF105716) 


copia- 


-type pol polyprotein 


[Zea mays] 


Seq. No. 


30825 








Seq. ID 


OJ990619_42 . 9A26.C19 


Gene No. 


63767 








Strand 


+ 


Start 


5139 








End 


11770 


Name 


OJ990619 42 


.9A26 


.C19.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


6192 








End 


6584 


GI 


none 








Score 


92 


Exons 


6192. . 6323, 


6193 


. .6321, 


6309. 


.6533, 6311.. 6517, 6312.. 6584, 




6316. . 6582 












Seq. No. 


30825 








Seq. ID 


OJ990619 42.9A26.C19 


Gene No. 


63767 








Strand 


+ 


'start 


5139 








End 


11770 


Name 


OJ990619 42 


.9A26, 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


6354 








End 


6918 


GI 


none 








Score 


256 


Exons 


6354. .6584, 


6355, 


. .6600, 


6364. 


.6609, 6640. .6918, 6640. .6918 


Seq. No. 


30825 








Seq. ID 


OJ990619__42.9A26.C19 


Gene No. 


■'637 67 








Strand.- 


+ 


Start 


5139 








End 


11770 


Name 


OJ990619 42 


. 9A26, 


.C19.02 


. tm . 


Method 


TBLASTX: Maize 


Start 


6589 








End" 


7449 


GI 


none 








Score 


109 


Exons 


6589. . 6660, 


6615. 


, . 6662, 


6660. 


.7238, 6661. .7278, 7291. .7449, 




7339. .7377 












Seq. No. 


30825 








Seq. ID 


OJ990619_42.9A26.C19 


Gene No. 


63767 








Strand 


+ 


Start 


5139 








End 


11770 


Name 


OJ990619 42 


. 9A26. 


C19.o3. 


. ts 


Method 


TBLASTX: Soybean 


Start 


6769 








End 


7230 


GI . 


none 








Score 


339 


Exons 


6769. .7230, 


6798. 


.6977, 


7026. 


.7178 




Seq. No. 


' 30825 








Seq. ID 


OJ990619_42.9A26.C19 


Gene No. 


63767 








Strand 


+ 


Start 


"5139 








" End 


11770 " ** 


Name - 


OJ990619 42 


. 9A26. 


C19.o2\ 


,-tc, 


Method 


TBLASTX: Cress 


Start 


6811 ' 








End 


7227 • 


GI 


none 








Score 


204 


Exons 


6811. .7227 












Seq. No. 


30825 








Seq. ID 


OJ990619_4 2. 9A2 6.C19 


Gene No. 


63767 








Strand 


+ 


Start 


5139 








End 


11770 


Name 


OJ990619 42, 


. 9A2 6 . 


C19.o5. 


tw , 


Method 


TBLASTX: Wheat 


Start 


7012 








End 


7353 


GI 


none 








Score 


100 


Exons 


7012. .7089, 


7096. 


.7242, 


7125. 


.7238, 7264. .7353 


Seq. No. 


30825 








Seq. ID 


OJ990619_42.9A26.C19 


Gene No. 


63767 








Strand 


+ 



30776 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No.' 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Seq. No. 



5139 End 

OJ990619_42 . 9A26 . C19 . o5 . tm Method 

7450 - End 

none Score 



11770 

TBLASTX: Maize 

7737 

291 



7450. .7698, 7470. .7733, 7687. .7737, 7689.-7736 



30825 
63767 
5139 

OJ990619_42. 9A26 . C19 . ol . ts 
7465 
5509260 

7465. .8073, 7560. .8078, 7815. .8078 



Seq. ID OJ990619_42.9A26.C19 



Strand 
End 

Method 
End 
Score 



+ 

11770 

TBLASTX: Soybean 

8078 

716 



30825 
63767 
5139 

OJ990619_42. 9A26 . C19 . o2 . tw 

7594 

none 

7594.. 7683, 7690.. 7716, 7707. 
7725. .8063, 7894. .8070 



Seq. ID OJ990619_42.9A26.C19 

Strand + 

End 11770 

Method TBLASTX: Wheat 

End 8070 

Score 84 

.8060, 7717.. 8064, 7723.. 7851, 



30825 
63767 
5139 

OJ990619_42. 9A26 . C19 . o3 . tc 

7686 

none 

7686. .7826, 7687 .. 7959, . 7732 . 



Seq. ID OJ990619_42.9A26.C19 

Strand + 

End 11770 

Method TBLASTX : Cress 

End 7959 

Score 192 
.7833 



30825 
63767 
5139 

OJ990619_42. 9A26 . C19 . o3 . tm 

7738 

none 

7738. .8205, 7738. .7857, 7740. 



Seq. ID OJ990619_42.9A26.C19 

Strand + 

End 11770 

Method TBLASTX : Mai ze 

End - 8205 

Score 578 
.8204 



30825 
63767 * ' 
5139 * 

OJ990619_42.9A26.C19.o7.tm 

8247 

none 

8247. .8438, 8248. .8439 



Seq. ID OJ990619_42.9A26.C19 

Strand '+ 

End 11770 

Method TBLASTX: Maize 

End 8439 

Score 243 



30825 
63767 
5139 

OJ990619_4 2. 9A26.C19.o4 .tw 

8254 

none 



.Seq. ID OJ990619_42.9A26.C19 
Strand + 
End 11770 
Method TBLASTX: Wheat 
End 8685 
Score . 107 



30825 



Seq. ID OJ990619 42.9A26.C19 



30777 




Gene No. 


63767 








Strand 


+ 


Start 


5139 








End 


11770 


Name 


OJ990619 42. 


9A26. 


C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8440 








End 


9168 


GI 


none 








Score 


901 


Exons 


8440. . 9168, 


8442. 


. 9116, 


9005. 


. 9127 




Seq. No. 


■ 30825 








Seq. ID 


OJ990619_4 2. 9A26.C19 


Gene No. 


63767 








Strand 


+ 


Start 


5139 








End 


11770 


Name 


OJ990619 42. 


9A26. 


C19.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


8449 








End 


9132 


GI 


none 








Score 


296 


Exons 


8449. .8832, 


8454 . 


. 8825, 


8461. 


.8832, 8E 


366. . 9132, 8874 . . 9041 


Seq. No. 


30825 








Seq. ID 


OJ990619_42.9A26.C19 


Gene No. 


63767 








Strand 


+ . 


Start 


5139 








End 


11770 


Name 


OJ990619 42. 


9A26. 


C19.ol 


tc 


Method 


TBLASTX: Cress 


Start 


8629 








End 


9087 


GI 


none 








Score 


59 


Exons 


8629. .8718, 


8722. 


.8856, 


8842. 


.9087, 86 


S68. .9035 



Seq. No. 30825 

Gene No. 637 67 

Start 5139 

Name OJ990619_42 . 9A2 6 . C19 . 06 . tw 

Start 8722 

GI none 
Exons 



Seq. ID OJ990619_42.9A26.C19 



Strand 
End 

Method 

End 

Score 



+ 

11770 

TBLASTX: Wheat 

9054 

105 



8722. .8847, 8742. .8843, 8866. .9054, 8922. .9041, 8923. .9042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



30826 
63768 
1 

OJ99061 9_42 . 9A26 . C20 . ol . np 
1 

4768916 
1. .270 

(AF133209) CLC-Nt2 protein [Nicotiana tabacum] 



Seq. ID OJ990619_42.9A26.C20 
Strand . + 
End 270 
Method AAT/NAP 
End 270 
Score 208 



30826 Seq. ID 

'63768 " ■ Strand 

1 ' - End 
OJ990619_4 2 . 9A26. C20 . ol . gs Method 

71 End 

none Score 
71. .217 



OJ990619_42.9A26.C20 

+ ' 
270 

GENSCAN * 

217 

.88 



Seq. No. 30826 Seq. ID 

Gene No. 63769 Strand 

Start 57 End 

Name O J9 9 0 6 1 9_4 2 . 9 A2 6.C20.ol.ts Met hod 

Start 41 End 

GI none Score 

Exons 41.. 211, 95.. 210 



OJ990619_42.9A26.C20 
223 

TBLASTX : Soybean 

211 

202 



Seq. No. 



30826 



Seq. ID OJ990619 42.. 9A26.C20 



30778 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start'' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons " 



63769 
57 

OJ990619_4 2 . 9A26 . C20 . ol . tc 
44 

none 

44. .223, 79. .201 

30826 
63769 
57 

OJ99061 9_42 . 9A2 6 . C20 . ol . tm 
50 

none 

50. .223, 79. .216, 146. .217 



Strand 
End 

Method 

End 

Score 



223 

TBLASTX: Cress 

223 

213 



Seq. ID OJ990619_42.9A26.C20 
Strand 

End 223 

Method TBLASTX : Maize 

End 223 

Score 251 



30826 
63769 
57 

0 J 9 9 0 6 1 9_4 2 . 9 A2 6 . C2 0 . o 1 . gp 
57 

LIB34 33-060-P1-K1-E11 
57. .220 

M768916/gb|AAD29679.1|AF133209_l 9.0e-22 (AF133209) CLC-Nt2 
protein [Nicotiana tabacum] 1 



Seq. ID OJ990619_42.9A26.C20 
Strand 

End 223 

Method AAT/GAP 

.End 220 

Score 205 



30827 
63770 
1 

OJ990619_42 . 9A2 6 . C2 1 . ol . np 
1 

4581205 
1. .430 

(Y17913) cyclic nucleotide and calmodulin-regulated ion channel 
[Arabidopsis thaliana] 



Seq. ID OJ990619_42.9A26.C2r 

Strand + 

End 4 30 

Method AAT/NAP 

End 430 

Score 278 



30827 
63770 
1 

OJ990619_42.9A26.C21.ol.gs 
55 

none 
55. .414 . 



Seq. ID OJ990619_42.9A26.C21 

Strand + 

End 4 30 

Method GENSCAN 

End 414 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30827 
63770 
1 

OJ990619_42. 9A2 6 . C2 1 . ol . tc 

126 

none 

126. .305, 127. .297, 277. .426 

30827 
63770 
1 

r\ - 

157 
none 



Seq. ID OJ : 990619_42. 9A26.C21 

Strand + 

End 4 30 

Method TBLASTX : Cress 

End 426 

Score 163 



Seq. ID OJ990619_42.9A26.C21 

Strand + 

End 4 30 

Method TBLASTX : Soybean 

End 393 

Score 178 



30779 



Exons 



157. .393, 159. .341 



Seq. No. 


30828 


Seq. ID 


0 J9 90 6 1 9_4 2 . 9A2 6 . C2 2 




DO / / l 


Strand 


+ 


Start 


1 


End 


2517 


Name 


OJ990619 42.9A26.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2517 


GI 


4581207 


Score 


1503 


Exons 


1..63, 391. .695, 1491. .2517 






GI Descrip. 


(Y17914) cyclic nucleotide 


and calmodulin-regulated ion channel 




[Arabidopsis thaliana] 






Sr j. No. 


"*)828 


Seq. ID 


nTQQh^l Q A 0 GZi9£ POO 


:ie No. 


• 5771 


Strand 




art 


■i 
± 


End 


2517 


Carrie 


OJ990619 42. 9A26 . C22 . ol . gs 


Method 


GENSCAN 


Star 


391 


End 


572 


GT 


non- 


Score 


. 91 




^ r . .572 






oeq. Mi. 


328 


Seq. ID 




Gene * . 


<772 


Strand 


+ 




.lOSIO 


End 


11234 




OJ99061^ 4?.9A26.C22.o3.np 


Method 


AAT/NAP 




1051. 


End 


11234 


GI 


'15053 


Score 


162 


Exons 


-110.. 10663, 11196.. 11234 






GI Descrip 


.. . 001080) hypothetical rrotein [Oryza 


sativa] 


Seq. No. 


30828 


Seq. ID 


OJ990619_42.9A26.C22 


Gene No. 


63773 


Strand 


- 


Start 


1435 


End 


2468 


Name 


OJ990619 42.9A26.C22.o2.gs 


Method 


GENSCAN 


Start 


,4 35 


End 


2468 


GI 


none 


Score 


.77 


Exons 


1435. .2319, 2388. .2468 






Seq. No. 


30828 


■• Seq. ID 


OJ990619_42.9A26.C22 


Gene No. 


63774 


Strand 




Start 


3969 


End 


540 r - 


Name 


OJ990619 42.9A26.C22.o3.gs 


Method 


GEN, 


Start 


* 3969 


' End 


539- ' •■' 


GI 


% none 


Score 


.65 - * 


Exons 


3969. .4127, 4603. .4692, 5071. .5394 




Seq. No. 


30828 


P to 


'7.1 26.C22 


Gene No . 


63774 






Start 


3969 






Name 


OJ990619 42.9A26.C22.ol.gp 


Method .. 


AAT/GAP 


Start 


4590 


End 


5405 


GI 


LIB34 34-015-P1-K1-D3 


Score 


951 


Exons 


4590. .4786, 5071. .5405 






GI Descrip, 


, 3831458 1.0e-31 (AC005700) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


30828 


Seq. ID 


OJ990619_42.9A26.C22 


Gene No. 


63774 


Strand 





30780 




Start 


*3 n £ c\ 

3969 




End 


5405 




Name 


OJ990619 42.9A26.C22.o2. 


np 


Method 


AAT/NAP 




Start 


4613 




End 


5394 




GI 


3831458 




Score 


323 




Exons 


4613. .4786, 5071. .5394 










GI Descrip. 


(AC005700) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


30828 




Seq. ID 


OJ990619_42 . 9A26 . 


C22 


Gene No.- 


63775 




Strand 






Start 


9594 




End 


10818 




Name 


OJ990619 42. 9A26.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


391 




End 


2511 




GI 


none 




Score 


85 




Exons 


391. .456, 589. .693, 1488 


..1673, 1489.. 


2304 , 1926 . . 1997, 






2070. .2267, 2365. .2451, 


2437. 


2511 






Seq. No. 


30828 




Seq. ID 


OJ990619 42.9A26. 


C22 


Gene No. 


63775 




Strand 






Start 


9594 




End 


10818 




Name 


OJ990619 42.9A26.C22.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


391 




End 


1589 




GI . 


none 




Score 


87 




Exons 


391. .459, 469. .693, 1488 


..1589, 1489.. 


1587 




Seq. No. 


30828 




Seq. ID 


OJ990619_42.9A26. 


C22 


Gene No. 


63775 




Strand 






Start 


9594 




End 


10818 




Name 


OJ990619 42.9A26.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


391 




End 


2298 




GI 


none 




Score 


70 




Exons 


391. .456, 472. .555, 637. 


.693, 


1489. .2298, 1584. .1673, 






1731. .1763, 1926. .1997, 


2070. 


2279, 21 


85. .2298 




Seq. No. 


30828 




Seq. ID 


OJ990619_42.9A26. 


C22 


Gene No. 


63775 




Strand 






Start 


9594 




End 


10818 




Name 


OJ990619 42. 9A26.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1599 




End 


2442 




GI 


none 




Score 


889 




Exons 


1599. . 1673, 1603. .2304, 


1731. . 


1763, 1926. .1997, 2073. .2267, 




2362. .2442 










Seq. .No." 


30828 . 




Seq. ID 


t)J99.061?_42. 9A26. 


C22 


Gene No. 


63775 




Strand 






Start 


9594 




End 


10818 




Name 


OJ990619 42.9A26.C22.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1654 




End 


2037 




GI 


none 




Score 


44 




Exons 


1654. .1689, 1690. .2037, 


1932. . 


1997 






Seq. No. 


30828 




Seq. ID 


OJ990619_42.9A26. 


C22 


Gene No. 


63775 




Strand 






Start 


9594 




End 


10818 




Name 


OJ990619_42. 9A26.C22.o2. 


tm 


Method 


TBLASTX: Maize 




Star L 


4 733 




End 


54ib 




GI 


none 




Score 


235 




Exons 


4733.-4786, 5054. .5416, 


5071. . 


5412 







30781 




Seq. No. 


30828 




Seq. ID 


OJ990619_42. 


9A26. 


C22 


Gene No. 


63775 




Strand 








Start 


9594 




End 


10818 






Name 


OJ990619 42 


.9A26.C22.o3.ts 


Method 


TBLASTX : Soybean 




Start ... 


5117 




End 


5392 






GI 


none 




Score 


100 






Exons 


5117. .5392, 


5119. .5355 










Seq. No. 


30828 




Seq. ID 


OJ990619_42. 


9A26. 


C22 


Gene No. 


63775 




Strand 


- 






Start 


9594 




End 


10818 






Name 


OJ990619 42 


.9A2 6.C22.o4.gs 


Method 


GENSCAN 






Start 


9594 




End 


10818 






GI 


none 




Score 


. 93 






Exons 


9594. .9810, 


10116. .10265, 10627. .10818 








Seq. No. 


30829 




Seq. ID 


OJ990619_42 


9A26 


C23 


Gene No. 


63776 




Strand 


+ 






Start 


1978 




End 


3970 






Name 


OJ990619 42 


. 9A26.C23.o3.np 


Method 


AAT/NAP 






Start 


1978 




End 


3970 






GI 


6721516 




Score 


284 






Exons 


1978. .2001, 


3630. .3970 










GI Descrip. 


(AP001072) 


hypothetical, protein [Oryza 


sativa] 






Seq. No. 


30829 




Seq. ID 


OJ990619_42 


9A26 


C23 


Gene No. 


63777 




Strand 








Start 


1 




End 


4273 






Name 


OJ990619 42 


.9A2 6.C23.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


1578 






GI 


6907086 




Score 


1269 






Exons 


1..190, 241 


..291, 519. .745, i 


305. .1578 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


30829 




Seq. ID 


OJ990619_42 


9A2 6 


. C23 


Gene No . 


63777 




Strand 








Start 


1 




End 


4273 






Name 


OJ990619 42 


. 9A26.C23.ol.gs 


Method 


GENSCAN 






Start 


839 




End 


3820 






GI 


none 




Score 


.53 






Exons 


839. . 1285, 


2526.. 2700, 3115. 


.3227, 3710. .3820 






Seq. No. 


30829 




Seq.' ID 


OJ990619_42 


9A2 6 


.C23 


Gene No. 


63777 




Strand 








Start 


1 




End 


4273 






Name 


OJ990619 42 


.9A26.C23.o2.np 


Method 


AAT/NAP 






Start 


2526 




End 


4273 






GI 


4680186 




Score 


179 






Exons 


2526. .2704, 


3207.. 3307, 4243 


. .4273 








GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


indica] 






Seq. No. 


30830 




Seq. ID 


OJ990619_42 


. 9A2 6 


.C25 


Gene No. 


63778 




Strand 


+ 






kJ LUJ. t 


j. 




End 


308 






Name 


OJ990619 42 


.9A26.C25.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


308 







30782 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
,Gene No. 
Start 
Name 
Start 
GI 

Exons 



4234846 Score 100 

1..67, 110. .308 

(AF082130) gag-pol polyprotein [Zea mays] 



30830 
63778 
1 

OJ990619_42. 9A26 . C25 . ol . tm 
1 

none 



Seq. ID OJ990619_42.9A26.C25 

Strand + 

End 308 

Method TBLASTX: Maize 

End 308 

Score 123 



1..60, 5. .154, 130. .279, 145. .30.6, 156. .308 



30831 
63779 
62 

OJ990 619_42.9A2 6.C27 .ol.gs 
62 

none 

62. .276, 348. .480 

30832 
63780 
76 

OJ990619_42. 9A26.C28 .ol.gs 
76 

none ^ 
76. . 166 



Seq. ID OJ990619_42.9A26.C27 
Strand 

End 480 

Method GENSCAN 

End 4 80 

Score .59 



Seq. ID OJ990619_42.9A26.C28 

Strand + 

End 257 

Method GENSCAN 

End 166 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990 619_42 . 9A26 .C28 
+ 

257 

AAT/NAP 

257 

139 



30832 Seq. ID 

63780 Strand 
7 6 End 
OJ990619_4 2 . 9A26 .C28 . ol . np Method 
7 6 End 
6721561 Score 
76. .257 

(AP001073) EST AU082058 {C1297 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) - 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



30833 " ■ ■*■ • seq. ID 

63781 ' ' ' J ' Strand 

1 - End 
OJ990 619_42. 9A26 . C30 . ol . gp Method 

1 End 

none Score 
1. . 100 



OJ990619_42. 9A26'.C30 
100 

AAT/GAP 

100 

188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30834 
63782 
1283 

OJ990619_4 2. 9A26 . C32 . ol . np 
1160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990619_42.9A26.C32 

1552 
AAT/NAP 
1333 
145 



1160. .1333 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 ( E04 64 ) ,C98 611 (E04 64) 



30783 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


30834 




Seq. ID 


OJ990619_ 


42.9A2 6 


C32 


Gene No. 


63782 




Strand 








Start 


1283 




End 


1552 






Name 


OJ990619 42.9A26.C32. 


ol . gs 


Method 


GENSCAN 






Start 


1283 




End 


1552 






GI 


none 




Score 


.49 






Exons 


1283. .1552 












Seq. No. 


30835 




Seq. ID 


OJ990619_ 


42. 9A26 


C33 


Gene No. 


63783 




Strand 


+ 






Start 


103 




End 


629 






Name 


OJ990619 42.9A26.C33. 


ol . np 


Method 


AAT/NAP 






Start 


103 




End 


629 






GI 


5852179 




Score 


266 






Exons 


103.. 323, 398.. 629 












GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 








Seq. No. 


30835 




Seq. ID 


OJ990619_ 


42.9A26 


C33 


Gene No . 


*63784 




Strand 








Start 


167 




End 


552 






Name 


OJ990619 42.9A26.C33. 


ol . gs 


Method 


GENSCAN 






Start 


167 ~~ 




End 


552 






GI 


none 




Score 


.86 






Exons 


167. .344, 350. .552 












Seq. No. 


30836 




Seq. ID 


OJ990619_ 


42.9A26 


C35 


Gene No. 


63785 




Strand 


+ 






Start 


10104 




End 


23800 






Name 


OJ990619 42.9A26.C35. 


o3.gp 


Method 


AAT/GAP 






Start 


10104 




End 


12779 






GI 


uC-osroM202041fl0bl 




Score 


862 






Exons 


10104 . .10246, 11431.. 


11572, 


12612. .12779 






GI Descrip. 


f 30804 39/emb|CAAl 875 6.1 | 2. 


0e-14 (AL022605) putative protei 




[Arabidopsis thaliana] 1 










Seq. No. 


30836 




Seq. ID 


OJ990619_ 


42.9A26 


C35 


Gene No. 


63785 




Strand 


+ 






Start 


10104 




End 


23800 






Name 


OJ990619 42.9A26.C35'. 


o2 . rip* ' 


' Method 


AAT/NAP ' *" 






Start 


11462 




End' 


23800 






GI 


6648161 




Score 


250 






Exons 


11462. .11604, 12682.. 


12857, 


13307. .13528, 15646. 


.15781, 






16751. .16881, 23769.. 


23800 










GI Descrip. 


(AC010926) hypothetical protein [Arabidopsis thaliana] 




Seq. -No. 


30836 




Seq. ID 


OJ990619_ 


42.9A26 


C35 


Gene No. 


63785 




Strand 


+ 






Start 


10104 




End 


23800 






Name 


OJ990619 42.9A26.C35. 


o3 . gs 


Method 


GENSCAN . 






Start 


11462 




End 


17845 






GI 


none 




Score 


.95 






Exons 


11462 . . 11572, 1261^ . . 


I2bb7, 


13307. .13534, 15646. 


.15759, 





16741. .17233, 17715. .1784 5 



30784 



Seq. No. 30836 

Gene No. 63785 

Start 10104 

Name OJ990619_42 . 9A2 6 . C35 . o4 . 

Start 13406 

GI 427685 

Exons 13406. .13534, 15646.. 157 

GI Descrip. 3075399 7.0e-14 (AC00448 
thaliana] 




Seq. ID OJ990619_42.9A26.C35 

Strand + 

End 23800 
gp Method AAT/GAP 

End 16862 

Score 630 
59, 16741, .16862 

4) SF16-like protein [Arabidopsis 



Seq. No. 


30836 




Seq. ID 


OJ990619_ 


42. 9A26 


.C35 


Gene No. 


63785 




Strand 


+ 






Start 


10104 




End 


23800 






Name 


OJ990619 42.9A26.C35 


. o5 . gp 


Method 


AAT/GAP 






Start 


17153 




End 


18111 






GI 


none 




Score 


917 






Exons 


17153. .17233, 17715. 


. 18111 










Seq. No. 


30836 




Seq. ID 


OJ990619_ 


42. 9A26 


.C35 


Gene No. 


63785 




Strand 


+ 






Start 


10104 




End 


23800 






Name 


OJ990619 42.9A26.C35 


. o4 . gs 


Method 


GENSCAN 






Start 


19529 




End 


2335 6 






GI 


none 




Score 


.63 






Exons 


19529. .19623, 22567. 


.22918, 


23011. .23248, 23331. 


.23356 




Seq. No. 


30836 




Seq. ID 


OJ990619_ 


42. 9A26 


.C35 


Gene No. 


63785 




Strand 


+ 






Start 


10104 




End 


23800 






Name 


OJ990619 42.9A26.C35 


. o3.np 


Method 


AAT/NAP 






Start 


22751 




End 


23068 






GI 


4680203 




Score 


66 






Exons 


22751. .22918, 23011. 


.23068 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 







Seq. No. 30836 
Gene No. 63786 

Start ' 2450 

Name OJ990619_42 . 9A26 . C35 . ol . gs 

Start 2450 
GI none 

Exons ' ' ' 2450. 1284 5, * 30'50. .3234, ' 3501. 

4458".. 4734, 4815. .4956, 5063. 



Seq. ID 
Strand • 
End 

Method 

End 

Score 
'.'3566, 3803. .40'93, 
.5225, 6267. ; 6391, 



OJ990619_42.9A26.C35 

7115 
GENSCAN 
6926 
.7 

.4177 . . 4375,' 
6611. .6926 * 



Seq. No. 30836 Seq. ID OJ990619_42.9A26.C35 

Gene No. 63786 Strand 

Start 2450 End 7115 

Name OJ990619_42 . 9A26 . C35 . o2 . gp Method AAT/GAP 

Start " 3366 End 7115 

GI 1190_1.R1084 Score 3585 

Exons 3366. .4093, 4177. .4375, 4458. .4734, 4815. .4956, 5063. .5225, 

6777. .7115 

GI Descrip. '2984709 0.0e+00 (AF053468) DnaJ-related protein ZMDJ1 [Zea 
mays] 1 



Seq. No. 30836 Seq. ID OJ990619_42.9A26.C35 

Gene No. 63786 Strand 

30785 



Start 


2450 


End 


7115 




Name 


OJ990619 42.9A26.C35.ol.np 


Method 


AAT/NAP 




Start 


3774 


End 


6926 




GI 


2984709 


Score 


1995 




Rxons 

J-J A V-/ 1 * »J 


3774. .4093, 4177. .4375, 4458. 


.4734, 4815. .4957, 


JUUl . . ^) £. -*J f 




6777. .6926 








GI Descrip. 


(AF0534 68) Dna J-related protein ZMDJ1 


[Zea mays] 




Sea No 


30836 


Seq. ID 


OJ990619_ 


A O Q7\ 9 f. R 


Gene No. 


63787 


Strand 






Start 


10344 


End 


10685 




Name 


OJ990619 42.9A26.C35.o2.gs 


Method 


GENSCAN 




Start 


10344 


End 


10685 




GI 


none 


Score 


.95 




Exons 


10344. .10685 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30836 
63788 
22962 

OJ990619_42. 

3754 

none 

3754. .3879, 
4177. .4308, 
4304. .4375, 
4806. .4919, 
5125. .5226, 



9A26.C35.ol.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619 42.9A26.C35 



3767, 
4178, 
4308, 
4814, 
6744, 



,3886, 3852 

,4315, 4179 

,4379, 4458 

,4918, 4846 

,6866, 6778 



30836 
63788 
22962 

OJ990619_42.9A26.C35.ol.tm 

3762 

none 

3762.. 3872, 3766.. 3813, 3844. 
3855. .4103, 4162. .4374, 4178. 
4 4 58 . . 4 508, .,4 458. .4733, 4459. 
4599. .4736, 4806. .4967, 4815. 
5065. .5226, 5112. .5228, 6744. 



25500 

TBLASTX: Soybean 
6914 
79 

.4094, 3878. .4117, 3879. .4085, 

.4322, 4179. .4316, 4293. .4376, 

.4733, 4459. .4731, 4676. .4732, 

.4953, 5077. .5109, 5124. .5228, 

.6876, 6870. .6914, 6871. .6909 

Seq. ID OJ990619_42.9A26.C35 
Strand 

End 25500 
Method TBLASTX : Mai ze 
End 6929 
Score 8 9 

.4092, 3852. .4094, 3854. .4117, 
.4375, 4179. .4376, 4182. .4379, 
.4734, .4557. .4622, 4598. .4735, 
.4 919, 4 816. .4 977, "5062. .5226, 
.6929, 6778. .6909 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30836 

63788 " ' •' 

22962 " 

OJ990619_42. 9A26 . C35 . ol . tc 

3771 

none 

3771. .3809, 3772. .3810, 3815 
3879. .4085, 3952. .4086, 4178 
4222. .4377, 4457. .4504, 4458 
4497. .4622, 4605. .4736, 4812 
5076. .5228, 5077. .5220, 5118 

30836 
63788 
223b2 

OJ990619_42. 9A26 . C35 . ol . tw 
3852 



Seq. ID 
Strand' 
End 

Method 
End 
Score 



OJ990619 42.9A26.C35 



25500 

TBLASTX: Cress 
6909 
51 

.3877, 3855. .4094, 3878. .3922, 

.4375, 4179. .4376, 4203. .4379, 

.4505, 4458. .4733, 4459. .4731, 

.4919, 4814. .4918, 5062. .5226, 

.5228, 6744. .6908, 6778. .6909 



Seq. ID 

Strand 

End 

Method 
End 



OJ990619_4 2 . 9A26.C35 
25500 

TBLASTX: Wheat 
4932 



30786 



GI 


none 








Score 


164 




Exons 


3852. .4094, 


3866. .4135, 


3879. .4094, 3937. .4140, 


4162 . .4374, 




4178. .4375, 


4179. .4376, 


4197. .4379, 4458. .4505, 


4458 . . 4733, 




4459. .4734, 


4561. .4734, 


4613. .4735, 4614. .4736, 


4798 . . 4863, 




4811. .4915, 


4814. .4918, 


4815. .4919, 4818. .4931, 


4819. .4932 


Seq. No. 


30836 








Seq. ID 


OJ990619 


_4 2.9A26.C3'5 


Gene No. 


63788 








Strand 






Start 


22962 








End 


25500 




Name 


OJ990619 42, 


. 9A26.C35 


.o2, 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


5080 








End 


6929 




GI 


none 








Score 


54 




Exons 


5080. .5127, 


5087. .5212, 


5112. .5228, 5119. .5226, 


5168 . . 5242, 




6744. .6929, 


6778. . 6906 








Seq. No. 


30836 








Seq. ID 


OJ990619 


42 . 9A26.C35 


Gene No. 


63788 








Strand 






Start 


22962 








End 


25500 




Name 


OJ990619 42. 


9A26.C35 


.o3. 


tm 


Method 


TBLASTX : 1 


Mai ze 


Start 


11459 








End 


16950 




GI 


none 








Score 


162 




Exons 


11459. .11578 


i, 11460. 


.11570, 


12611. .12829, 12621 


. .12830, 




12798. .12857, 13301. 


.13540, 


13306. . 134: 


82, 13463 


. . 13534 , 




13473. . 13538, 15635. 


. 15757, 


15645. . 15758, 15649 


. . 15759, 




15651. .15812, 15652. 


.15759, 


16727. .16906, 16733 


. . 16906, 




16738. .16914, 16834. 


.16914, 


16900. .16944, 16901 


. . 16945, 




16903. .16950 












Seq. No. 


30836 








Seq. ID 


OJ990619_ 


42 . 9A26.C35 


Gene No. 


63788 








Strand 






Start 


22962 








End 


25500 




Name 


OJ990619 42. 


9A26.C35, 


.o4. 


np 


Method 


AAT/NAP 




Start 


22962 






End 


25500 




GI 


3319345 








Score 


606 




Exons 


22962. .22990, 24341., 


.25500 








GI Descrip. 


(AF077407) contains similarity to maize transposon MuDR 




(GB:M76978) 


[Arabidopsis 


; thaliana] ■ 






Seq. No. 


30836 








Seq. ID 


OJ990619_ 


_42.9A26.C35 


Gene No. 


63788 








Strand 






Start 


22962 








End 


25500 




Name 


OJ990619 42, 


9A2 6.C35. 


,65. 


gs 


Method 


GEN SCAN • 




Start 


23743 








"■ ' End 


25414 




GI 


none 








Score . 


.86 




Exons 


23743. .23961 


, 24053.. 


,24145, 


24230. .24644, 24693, 


. .25414 


Seq. No. 


30836 








Seq. ID 


OJ990619_ 


_42.9A26.C35 


Gene No. 


63788 








Strand 






Start 


22962 








End 


25500 




Name 


OJ990619 42. 


9A26.C35. 


o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


24470 








End 


24886 




GI 


none 








Score 


178 




Exons 


24470. .24514 


, 24530.. 


248 


86 








r> 

1JC4. Vi U . 


30836 








Seq. ID 


OJ990619_ 


_42.9A26.C35 


Gene No. 


63788 








Strand 






Start 


22962 








End 


25500 





30787 



Name 

Start 

GI 

Exons 



0 J990 61 9_4 2 . 9A2 6 . C35 . o2 . tm Method TBLASTX : Maize 

24876 End 25499 

none Score 4 4 

24876. .25055, 24890 25150, 25155 . . 25226, 25157 .. 25228 , 

25226. :25288, 25308 .. 254 99, 25310.. 25498 



Seq. No. 30836 Seq. ID 

Gene No. 63788 Strand 

Start 22962 End 

Name OJ990619_42 . 9A26 . C35 . o2 . ts Method 

Start 24890 End 

GI " none Score 

Exons 24890. .25225 



OJ990619_42.9A26.C35 
25500 

TBLASTX: Soybean 

25225 

236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30837 Seq. ID OJ990619_4 9 . 9A08 . C2 

63789 Strand 

1 End 644 

OJ990619_4 9 . 9A08 . C2 . ol . np Method AAT/NAP 

1 End 644 

2498930 Score 744 

1..417, 585.-644 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



30837 Seq. ID 

63789 Strand 

1 End 

OJ990619_4 9. 9A08.C2.ol .gs Method 

23 End 

none Score 
23. .417, 585. .644 



OJ990619_49.9A08.C2 
644 

GENSCAN 

644 

.99 



Seq. No. 30838 Seq. ID 

Gene No. 63790 Strand 

Start 2445 End 

Name OJ99061 9_4 9 . 9A08 . C4 . ol . gs Method , 

Start 2445 End 

GI none Score 

Exons 2445.. 2638 



OJ990619_49. 9A08.C4 

2638 
GENSCAN 
2638 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30839 Seq. ID 

63791 ■ " Strand 

251 ' . ■ End 
OJ990619_49.9A08.C5.ol.gs / Method 

251 End 

none Score 

251. .395, 473. .501 



OJ990619_49.9A08.C5 

'+ - " . 

501 

GENSCAN 

501 

.54 



30840 Seq. ID 

63792 Strand 

1 End 

OJ990619_4 9. 9A08 .C6.ol . np Method 

1 End 

4416302 Score 
1 . . 43, 1418 . . 2399 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ990619_49. 9A08.C6 
+ 

2399 
AAT/NAP 
2399 
953 



30788 



Seq. No. 30840 Seq. ID 

Gene No. 63792 Strand 

Start 1 End 

Name OJ990619_4 9 . 9A08 . C6 . ol . gs Method 

Start 882 End 

GI none Score 

Exons 882.. 1019, 1444.. 1865, 2030.. 2399 



OJ990619_49.9A08.C6 
+ 

2399 
GENSCAN 
2399 
.5 



Seq. No. 30840 Seq. ID 

Gene No. 63793 Strand 

Start 3988 End 

Name 0 J990619_4 9 . 9A08 . C6 . o2 . gs Method 

Start 3988 End 

GI none Score 

Exons 3988.. 4199, 4345.. 4582 



OJ990619_49.9A08.C6 
+ 

5906 
GENSCAN 
4582 
.61 



Seq. No. 


30840 


Seq. ID 


OJ990619_49.9A08.C6 


Gene No. 


63793 


Strand 


+ 


Start 


3988 


End 


5906 


Name 


OJ990619 49. 9A08 . C6 . o2 . np 


Method 


AAT/NAP 


Start 


4286 


End 


5906 


GI 


6539588 


Score 


173 


Exons 


4286. .4562, 5847. .5906- 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


30840 


Seq. ID 


OJ990619_49.9A08.C6 


Gene No. 


63794 


Strand 




Start 


5394 


End 


6091 


Name 


OJ990619 49. 9A08 . C6 . o2 . ts 


Method 


TBLASTX : Soybean 


Start 


1507 


End 


1740 


GI 


none 


Score 


185 


Exons 


1507. .1740, 1524. .1670 







Seq. No. 


30840 








Gene No. 


63794 








Start 


5394 








Name 


. OJ990619 49 


9 AO 8 


.C6.o2. 


tm 


Start 


1539 








GI 


none 








Exons 


1539. .1676, 


1540 


. .1722, 


■ 1 


Seq.' * No. 


_ 30840- 








Gene No: 


63794 ' 








Start 


■ 5394 








Name 


OJ990619 49, 


9 AO 8 


C6.o2. 


tw 


Start 


1540 








GI 


none 








Exons 


1540. .1683, 


1720 


.1887 




Seq. No. 


30840 








Gene No. 


63794 








Start 


5394 








Name 


OJ990619 49. 


9A08. 


C6.ol. 


tm 


Start 


1723 








r~* t 


none 








Exons 


1723. . 1872, 


1731. 


.1805, 


11 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1722 

Seq. ID.' 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990619_49.9A08.C6 
6091 

TBLASTX: Maize 

1722 

189 



OJ9906! 9_4 9. 9A08;C6 
6091 

TBLASTX: Wheat 

1887 

101 



OJ990619_49. 9A08. C6 
6091 

TBLASTX: Maize 

2384 

176 



.2384, 1889. .2368 



30789 




Seq. No. 


30840 






Seq. ID 


OJ990619_49.9A08 


.C6 


Gene No. 


63794 






Strand 






Start 


5394 






End 


6091 




Name 


OJ990619 49 


. 9 AO 8 


.C6.ol.ts 


Mpt~ hod 


TBLASTX: Soybean 




Start 


1741 ~~ 






End 


2408 




GI 


none 






Score 


104 




Exons 


1741 . . 1872, 


1890 


. .2129, .1928 


. . 2086, 21 


48. .2408, 2162. .2332 


Seq. No. 


30840 






Seq. ID 


OJ990619_49.9A08 


.C6 


Gene No. 


63794 






Strand 






Start 


5394 






End 


6091 




Name 


OJ990619 49 


. 9A08 


. C6 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1899 • ~ 






End 


2333 




GI 


none 






Score 


115 




Exons 


1899. .2138, 


2157 


. .2333, 2220 


. .2333 






Seq. No. 


30840 






Seq. ID 


OJ990619_49.9A08 


.C6 


Gene No. 


63794 






Strand 






Start 


5394 






End 


6091 




Name 


OJ990619 49 


. 9 AO 8 


. C6 . ol . tc 


Mpt hod 


TBLASTX: Cress 




Start 


1914 ~ 






End 


2378 




GI 


none 






Score 


60 




Exons 


1914 . .2009, 


2013 


. . 2144 , 2166 


. . 2378 






Seq. No.. 


30840 






Seq. ID 


OJ990619_49. 9A08 


C6 


Gene No. 


63794 






Strand 






Start 


5394 






End 


6091 




Name 


OJ990619 49 


. 9A08 


.C6 o3 as 


Mpf hoH 


GENSCAN 




Start 


5394 ~~ 






End 


6091 




GI 


none 




y 


Score 


.87 




Exons 


5394 . . 5527, 


5621 


.5658, 6018 


. . 6091 






Seq. No. 


30841 






Seq. ID 


OJ990619_49.9A08. 


C7 


Gene No. 


63795 






Strand 


+ 




Start 


■ 52 






End 


302 




Name 


OJ990619 49 


9A08 


C7 . ol . gs 


Mpt* hoci 


GENSCAN 




Start 


52 ~ 






End 


302 




GI 


none 






S core 


. 64 




Exons 


52. . 93, 192. 


. 302 










Seq. No. 


30842 






Seq. ID 


OJ990619_49.9A08. 


C8 


Gene No . 


. 63796. 






. Strand 


+ 




Start" 


■ 214 * . 






End 


3997 




Name 


OJ990619 49. 


9A08. 


C8 . ol .gs 


Method 


GENSCAN 




Start 


214 






End 


3456 




GI 


none 






Score 


.88 




Exons 


214. .395, 535. .1348, 1440. .1583, 1683.. 


1835, 1911. .2026, 






2110. .2277, 


2989. 


.3213, 3337 


.3456 






Seq. No. 


30842 " 






Seq. ID 


OJ990619_4 9.9A08. 


C8 


Gene No. 


63796 






Strand 


+ 




Start 


214 






End 


3997 




Name 


OJ990619 49. 


9A08. 


C8.ol.np 


Method 


AAT/NAP 




Start 


436 






End 


3997 




GI 


3320104 






Score 


1915 




Exons 


436. .1348, 1440.. 


1583, 1683.. 


1835, 1911 


..2026, 2110. .2277, 




2989. .3213, 


3337. 


.3392, 3864. 


.3997 







30790 



GI Descrip. (AJ007366) calcium-dependent protein kinase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30842 
63797 
10629 

OJ99061 9__4 9 . 9A08 . C8 . o2 . np 

10629 

2586082 



Seq. ID OJ990619_49. 9A08.C8 

Strand + 

End 18554 

Method AAT/NAP 

End 17056 * 

Score 313 



10629. . 10956, 11159 11732, 17032. .17056 
(U72725) retrofit [Oryza longistaminata] 



30842 
63797 
10629 

OJ990619_4 9. 9A08.C8 .o3.np 

16038 

4773893 

16038. .16142, 17649 



Seq. ID 
Strand 
End 

Method 
End 
Score 
17803, 18181. .18554 
(AF076243) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ990619_49. 9A08.C8 
+ 

18554 
AAT/NAP 
18554 
213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30842 
63798 
14076 ... 

OJ990619_4 9. 9A08.C8 .ol. tc 
793 



none 
793. 



2989. 



Seq. ID OJ990619__49. 9A08.C8 
Strand 

18459 

TBLASTX: Cress 
3378 
806 

,1581, 1442. .1582, 



End 

_ Method 

End 
Score 

1362, 795. .863, 915. .1346, 1426. 
1675. .1836, 1676. .1837, 1691. .1840, 1913. .2029, 1913. .2026, 
1915. .2031, 2107. .2286, 2109. .2276, 2128. .2277, 2988. .3149, 
3210, 2989. .3219, 3334. .3378, 3336. .3377 



30842 Seq. ID 

63798 Strand 

14076 . End 

OJ990619_4 ? . 9A08 . C8 . ol . ts Method 

835 End 

none Score 



OJ990619_49.9A08.C8 
18459 

TBLASTX: Soybean 
3378 
.675 



835. .1362, 912. .1082, 1131. .1349, 1426. .1590, 1439. .1582, 
1675. .1767, 1676. .1837, 1913. .2029, 1933. .2031, 2107. .2286, 
2109. .2258, 2988. .3149, 2988. .3149, 2989. .3213, 2989. .3231, 
3336. .3377,. 3337. .3378 " ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30842 
63798 
14076 

OJ990619_4 9. 9A08 . C8 . ol . tm 
860 



End 

Method 
End 

none Score 
860. .904, 868. .1362, 915. .1349,' 1108. 
1439. .1582, 1675. .1851, 1676. .1837, 1725. .1886, 1912. .2031, 
1913. .2029, 2107. .2286, 2109. .2162, 2134. .2274, 2987. .3172, 
2988. .3149, 2989. .3213, 2989. .3036, 2989. .3213, 3336. .3374, 
3337. .3375 



Seq. ID OJ990619__49.9A08.C8 
Strand 

18459 

TBLASTX: Maize 
3375 
619 

1350, 1429. . 1581, 



Seq. No. 
Gene No. 



30842 
63798 



Seq. ID 

Strand 



OJ990619 49.9A08.C8 



30791 



Start 


14076 


End 


18459 




Name 


OJ990619 49.9A08.C8.o2.tw 


Method 


TBLASTX : Wheat 




Start 


1012 


End 


1299 




GI 


none 


Score 


389 




Exons 


1012. .1299, 1029. .1298, 1105. .1299 






Seq. No. 


30842 


Seq. ID 


OJ99 ; P619_49.9A08 


.C8 


Gene No. 


63798 


Strand 






Start 


14076 


End 


18459 




Name 


OJ990619 49.9A08.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1300 


End 


1834 




GI 


none 


Score 


83 




Exons 


1300. .1365, 1302. .1349, 1303. .1356, 1429. .1581, 1439. .1582, 




1675. . 1833, 1676. . 1834 








Seq. No. 


30842 


Seq. ID 


OJ990619_49. 9A08 


.C8 


Gene No . 


63798 


Strand 






Start 


14076 


End 


18459 




Name 


OJ990619 49.9A08.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2178 


End 


3445 




GI 


none 


Score 


117 




Exons 


2178.. 2285, 2188. .2286, 218£ 


..2277, 2988. .3146, 2989. .3213, 




2990. .3214, 2992. .3234, 3334 


..3426, 3337. .3378, 3338. .3427, 




3377 . .3445 








Seq. No. 


30842 


Seq. ID 


OJ990619_49. 9A08 


.C8 


Gene No. 


63798 


Strand 






Start 


14076 


End 


18459 




Name 


OJ990619 49. 9A08 . C8 . o3 . gs 


Method 


GENSCAN 




Start 


14076 


End 


17690 




GI 


none 


Score 


.57 




Exons 


14 07 6. .14 387, 14787.. 14 952, 


15013. .15116, 17487. .17690 




Seq. No. 


30842 


Seq. ID 


OJ990619_4 9. 9A08 


C8 


Gene No. 


63798 


Strand 






Start 


14076 ■ 


End 


18459 




Name 


OJ990619 49.9A08.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


17586 


End 


17890 




GI 


none 


Score 


151 




Exons 


17586. . 17831, 17637 .. 17834 , 


17638. .17835, 17642. .17866, 






17642. . 17860, 177 69 17882 , 


17812. .178! 


33, 17816. .17890 




Seq. No.. 


30842 


Seq. ID 


OJ990619_49.9A08. 


C8 


Gene No. 


• 63798 


Strand 






Start 


14076 


End 


18459 




Name 


OJ990619 49.9A08.C8.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


17624 


End 


18456 




GI 


none 


Score 


128 




Exons 


17 624. .178 96, 18130 ; . .18147, 


18250. .184 5 6, 18253. .184 4 7 




Seq. No. 


30842 


Seq. ID 


OJ990619_49.9A08. 


C8 


Gene No. 


63798 


Strand 






Start 


14076 


End 


18459 




Name 


OJ990619_49 . 9A08 .'C8 . o2 . tm 


Method 


TBLASTX: Maize 




SLart 


18227 


End 


18459 




GI 


none 


Score 


92 




Exons 


18227. .184 30, 18228. .18326, 


18232. .18456, 18232. .18459 





30792 



Seq. No. 


30843 


Seq. ID 


OJ990619_ 


_4 9 


. 9A08. 


Gene No. 


63799 


Strand 


+ 






Start 


543 


End 


731 






Name 


OJ990619 49.9A08.C9.ol.gs 


Method. 


GENSCAN 






Start 


543 


End 


731 






GI 


none 


Score 


.47 






Exons 


543. .731 










Seq. No. 


30844 


Seq. ID 


OJ990619_ 


_4 9, 


. 9A08. 


Gene No. 


63800 


Strand 








Start 


1 


End 


5423 






Name 


OJ990619 49.9A08.C10.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


5423 






GI 


4680183 


Score 


198 






Exons 


1..25, 4654. .4724, 5334. .5423 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


30844 


Seq. ID 


OJ990619_ 


_4 9. 


.9A08. 


Gene No. 


63800 


Strand 


+ 






Start 


1 


End 


5423 






Name 


OJ990619 49.9A08.C10.ol.gs 


Method 


GENSCAN 






Start 


341 


End 


1691 






GI 


none 


Score 


•91 






Exons 


' 341. .487, 1266. .1691 










Seq. No. 


30844 


Seq. ID 


OJ990619_ 


_4 9. 


, 9A08. 


Gene No. 


63800 


Strand 


+ 






Start 


1 


End 


5423 






Name 


OJ990619 49.9A08.C10.ol.np 


Method 


AAT/NAP 






Start 


682 


End 


1694 






GI 


3894164 


Score 


173 






Exons 


682. .802, 1266. .1694 










GI Descrip. 


(AC005312) putative phloem- 


•specific lectin [Arabidopsis 




thaliana] 










Seq. No. 


30844 


Seq. ID 


OJ990619_ 


4 9. 


9A08.< 


Gene No. 


63801 


Strand 


+ 






Start 


6118 


End 


6637 






Name 


OJ990619 49.9A08.C10.o3.np 


Method 


AAT/NAP 






Start 


6118 


End 


6637 






GI' 


6721560 - 


Score 


110'- 






Exons • 


6118. .6441, 6590. .6637 ■" 










GI Descrip. 


(AP001073) hypothetical protein' [Oryza 


sativa] ■• 








gi | 6815085 | db j 1 BAA90371.il 


(AP001081) 


hypothetical 


prote. 




[Oryza sativa] 










Seq. No. 


30845 


Seq. ID 


OJ990619_ 


49. 


9A08J 


Gene No. 


63802 


Strand 








Start 


1 


End 


4134 






Name 


OJ990619 49.9A08.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4134 






GI 


4680179 


Score 


5695 






Exons 


1. .3593, 4108. .4134 











t r\ 



(AF1II709) polyprotein [oryza sativa subsp. indica] 



Seq. No. 



30845 



Seq. ID OJ990619_49.9A08.C11 



30793 




Gene No. 


63802 


Strand 






Start 


1 


End 


4134 




Name 


OJ990619 49.9A08.Cll.o7.tw 


Method 


TBLASTX : Wheat 




Start 


6 


End 


194 




GI 


none 


Score 


45 




Exons 


6. .194, 37. .102, 87. .170 








Seq. No. 


30845 


Seq. ID 


OJ990619_49.9A08 


Cll 


Gene No. 


63802 


Strand 






Start 


1 


End 


4134 




Name 


OJ990619 49.9A08.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


42 


End 


654 




GI 


none 


Score 


160 




Exons 


42. .440, 55. .315, 165. .362, 445. .495, 


446. .496, 493. .654, 




500. . 652 








Seq. No. 


30845 


Seq. ID 


OJ990619 49.9A08. 


Cll 


Gene No. 


63802 


Strand 






Start 


1 


End 


4134 




Name 


OJ990619 49. 9A08 . Cll . ol . tw 


Method 


TBLASTX: Wheat 




Start 


195 


End 


834 




GI 


none 


Score 


74 




Exons 


195. .425, 196. .324, 445. .834, 


446. .832 






Seq. No. 


30845 


Seq. ID 


OJ990619 49.9A08. 


Cll 


Gene No. 


63802 


Strand 






Start 


1 


End 


4134 




Name 


OJ990619 49. 9A08 . Cll . o4 . tm 


Method 


TBLASTX: Maize 




Start 


703 


End 


994 




GI 


none 


Score 


256 




Exons 


703. . 993, 707 . . 994 








Seq. No. 


30845 


Seq. ID 


OJ990619 49.9A08. 


Cll 


Gene No. 


63802 


Strand 






Start 


1 


End 


4134 




Name 


OJ990619 49.9A08.Cll.o2.ts 


Method 


TBLASTX: Soybean 




Start 


■ 793 


End 


1053 




GI 


- none 


Score 


171 




Exons 


793. .1053, 794. .1048 








Seq. No. 


30845 


Seq. ID 


OJ990619_49.9A08. 


Cll 


Gene No. 


63802 


Strand 






Start 


1 . ' 


End 


4134 ' ' • 




Name 


OJ990619 49. 9A08.Cll.ol. tc 


Method 


TBLASTX: Cress 




Start 


817 


End 


1134 




GI 


none 


Score 


89 




Exons 


817. .960, 818. .958, 961. .1134 








Seq. No. ... 


30845 


Seq. ID 


OJ990619_49.9A08. 


Cll 


Gene No. 


63802 


Strand 






Start 


1 


End 


4134 




Name 


OJ990619 49. 9A08 . Cll . o3 . tw 


Method 


TBLASTX: Wheat 




Start 


841 


End 


1320 




GI 


none 


Score 


273 




EaOiis 


641. .1320, 84^. .1096, 874. .1287 






Seq. No. 


30845 


Seq. ID 


OJ990619_49.9A08. 


Cll 



30794 




Gene No. 


63802 








Strand 






Start 


1 








End 


4134 




Name 


OJ9906.19 49 


. 9A08 


.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1324 








End 


1833 




GI 


none 








Score 


45 




Exons 


1324 . 71833, 


1415 


. .1447, 


1423. 


.1755, 1490. .1801 




Seq. No. 


'30845 








Seq. ID 


OJ990619_49.'9A08 


.Cll 


Gene No. 


63802 








Strand " 






Start 


1 








End 


4134 




Name 


OJ990619 49 


. 9 AO 8 


.Cll .o2 


. tin 


Method 


TBLASTX: Maize 




Start 


1403 








End 


1761 




GI 


none 








Score 


160 




Exons 


1403. .1741, 


1408 


. . 1761, 


1423. 


.1758, 1583.. 1759 




Seq. No. 


30845 








Seq. ID 


OJ990619_49. 9A08 


.Cll 


Gene No. 


63802 








Strand ■ 






Start 


1 








End 


4134 




Name 


OJ990619 49 


. 9 AO 8 


Cll.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


1582 








End 


1827 




GI 


none 








Score 


78 




Exons 


1582. .1827, 


1583 


. 1804 










Seq. No. 


30845 








Seq. ID 


OJ990619_49.9A08 


.Cll 


Gene No. 


63802 








Strand 






Start 


1 








End 


4134 




Name 


OJ990619 49 


9 AO 8 . 


Cll . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1798 ~ 








End 


2298 




GI 


none 








Score 


43 




Exons 


1798 . .2133, 


1841 . 


. 1891, 


1916. 


.2047, 2119. .2298 




Seq. No. 


30845 








Seq. ID 


OJ990619_49. 9A08 


Cll 


Gene No. 


63802 








Strand 






Start 


1 








End 


4134 




Name 


OJ990619 49. 


9A08 . 


Cll . o5 


tw 


Method 


TBLASTX: Wheat 




Start 


1834 ~ 








End 


2136 




GI 


none 








Score 


229 




Exons 


1834 . .2136, 


1835. 


.2098, 


2049. 


.2135 






Seq. No. 


30845 








Seq. ID 


OJ990619_49.9A08. 


Cll 


Gene No. 


63802 








Strand 






Start 


1 








End 


" 4134 t 




Name 


OJ990619 49. 


9A08 . 


Cll .ol ; 


ts 


Method ^ 


TBLASTX: Soybean 




Start 


1849 








End 


2244 




GI 


none 








Score 


153 




Exons 


1849. .2208, 


1850. 


. 2092, 


1978 . 


.2208, 2212. .2244 




Seq. No. 


30845 








Seq. ID 


OJ990619_49. 9A08 . 


Cll 


Gene No. 


63802 








Strand 






Start 


1 








End 


4134 




Name 


OJ990619 49. 


9A08 . 


Cll . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2185 








End 


2668 




GI 


none 








Score 


162 




Exons 


2185. .2430, 


2228. 


.2431, 


2429. 


.2668, 24 


30. .2564 




Seq. No. 


30845 








Seq. ID 


OJ990619_49. 9A08 . 


Cll 


Gene No. 


63802 








Strand 







30795 



Start 1 End 4134 

Name OJ990619_4 9. 9A08 .Cll .o5. tm Method TBLASTX: Maize 

Start 2366 End 2658 

GI none Score 61 

Exons 2366. .2431, 2368. .2430, 2429. .2656, 2430. .2558, 2430. .2657, 
2431. .2658 

Seq. No. 30845 Seq. ID OJ990619_4 9 . 9A08 . Cll 

Gene No. 63802 Strand 

Start 1 End 4134 

Name 0 J990 61 9_4 9 . 9A08 . CI 1 . 06 . tw Method TBLASTX : Wheat 

Start 2843 End 3247 

GI none Score 94 

Exons 2843. .3013, 2844. .2987, 3041. .3247, 3099. .3197, 3131. .3244 

Seq. No. 30846 Seq. ID OJ990619_49.9A08.C12 

Gene No. 63803 Strand + 

Start 663 End 7483 

Name OJ990619_4 9 . 9A08 . C12 . ol . gp Method AAT/GAP 

Start 663 End 1046 

GI uC-osflcyp033a04bl Score 669 

Exons 663. . 1046 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

Seq. No. 30846 Seq. ID OJ990619_49.9A08.C12 

Gene No. -63803 Strand + 

Start 663 End 7483 

Name OJ990 61 9_4 9 . 9A08 . C12 . ol . gs Method GENSCAN 

Start 768 End 7483 

GI none Score . 63 

Exons 768. .833, 1935. .2700, 2739. .2767, 2994. .5245, 5287. .7483 

Seq. No. 30846 Seq. ID 0 J99061 9_4 9 . 9A08 . C12 

Gene No. 63803 Strand + 

Start 663 End 7483 

Name OJ99061 9_4 9 . 9A08 . C12 . o2 . np Method AAT/NAP 

Start' 2991 End 7480 

GI 4680179 Score 5319 

Exons 2991.. 4076, 4110.. 7480 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. '• 30846 . ' ' 'Seq. ID - "OJ99061 9__4 9 .'9A08 . C12 " 

Gene No. 63804 . Strand 

Start 596 End 5911 

Name OJ990619_4 9 . 9A08 . C12 . ol . np Method AAT/NAP 

Start 596 End 5652 

GI 4680186 Score 346 

Exons 596.. 797, 1637.. 1692, 5612.. 5652 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 

Seq. No. 30846 Seq. ID OJ990619_4 9 . 9A08 . C12 , 

Gene No. 63804 Strand 

Start 596 End 5911 

Name OJ9906I 9_4 9 . 9A08 . Ci2 . o9 . tw Method TBLASTX : Wheat 

Start 3234 End 3433 

GI none Score 207 

30796 



Exons 



3234.. 3431, 3236.. 3433 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. *No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30846 
63804 
596 

OJ990619_49. 

3467 

none 

3467. .3661, 

30846 
63804 
596 

OJ990619_49. 

3468 

none 

3468. .3773, 

30846 
63804 
596 

OJ990619_49. 

4101 

none 

4101. .4454 

30846 
63804 
596 

OJ990619_49. 

4137 

none 

4137. .4346, 

30846 
63804 
596 

OJ990619_49. 
4674 
none 

4674 . . 4724, 

30846 
63804 
596 

OJ990619_49. 
4779 
none 

4779. .5210, 

30846 
63804 
596 

OJ990619_49. 
5097 
none 

5097. .5129, 



9A08.C12.o7.tw 



3468. .3818 



9A08 .C12.o6. tm 



3482. .3598 



9A08 .C12.o7 .tm 



9A08.C12.o8.tw 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Wheat 

End 3818 

Score 293 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Mai ze 

End 3773 

Score 232 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Mai ze 

End 4454 

Score 189 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Wheat 

End 4 57 4 

Score 163 



4193. .4345, 4391. .4504, 4392. .4505, 4533. .4574 



9A08 .C12.o4 .tw 
4778. .5113, 4779. 

9A08.C12.o4.tm 
5009. .5203 

9A08.C12.ol.ts 
5099. .5128, 5133. 



Seq. ID OJ990619_49.9A08.C12 
Strand 

5911 

TBLASTX: Wheat 
5156 
51 



End 

Method 
End 
Score 
.5156 



Seq. ID- OJ990619_49.9A08.C12 
Strand 

End 5911 
Method TBLASTX : Maize 
End . 5210 

Score 356 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Soybean 

End 5461 

Score 57 

.5297, 5133. .5276, 5201. .5278, 



30797 



5290. .5460, 5291. .5461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30846 
63804 
596 

OJ990619_49. 

5205 

none 

5205. .5297, 
5291. .5476, 

30846 
63804 
596 

OJ990619_49 
5226 
none 

5226. .5273, 

30846 
63804 
596 

OJ990619_49. 
5477 
none 

5477. .5899, 

30846 
63804 
596 

OJ990619_49. 
5483 
none 

5483. .5728, 

30846 
63804 
596 

OJ990619_49. 
5548 
none 

5548. .5898, 

30846 
63805 
5902 

OJ990619_49. 
5902 
none 

5902. .6468, 

30846 
63805 
5902 

OJ990619_49 . 

6176 

none 



9A08.C12.o6.tw 



5205.. 5276, 5206. 
5297. .5470 



. 9A08.C12.o5. tm 
5291.. 5542, 5293. 

9A08.C12.o3.tw 
5509. .58^8 

9A08.C12.o3.ts 
5500. .5628 

9A08.C12.o2.tm 
5549. .5902,. 5.5.49. 

9A08.C12.o2.tw 
5933. .6469 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Wheat 

End 54 7 6 

Score 112 

.5286, 5207. .5293, 5290. .5460, 



Seq. ID OJ990619_49.9A08.C12 
Strand 

5911 

TBLASTX: Maize 
5542 
48 



End 

Method 
End 
Score 
.5541 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX: Wheat 

End 58 99 - 

Score 5 95 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 5911 

Method TBLASTX : Soybean 

End 5728 

Score 207 



Seq. ID OJ990619_49.9A08.C12 
Strand 

5911 

TBLASTX: Maize 
5911 
479 



End 

Method 
End 
Score 
.5911 



yAutf .ciz.oi.tc 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 7435 

Method TBLASTX : Wheat 

End 6469 

Score 655 



Seq. ID OJ990619_49.9A08.C12 
Strand 

End 7435 

Method TBLASTX : Cress 

End 64 93 

Score 90 



30798 



Exons 


6176. . 6349, 


6350 


. . 6493, 


6352. 


. 6492 


Seq. No. 


30846 








Seq. ID 


Gene No. 


63805 








Strand 


Start 


5902 








End 


Name 


OJ990619 49 


. 9A08 


. C12 . o2 


. ts 


Method 


Start 


6257 








End 


GI 


none 








Score 


Exons 


6257. . 6517, 


6262 


. . 6516, 


6336. 


. 6518 


Seq. No. 


30846 








Seq. ID 


Gene No. 


63805 








Strand 


Start 


5902 








End 


Name 


OJ990619 49 


9A08 


.C12 .o3 


. tm 


Method 


Start 


6315 ~ 








End 


GI 


none 








Score 


Exons 


6315. .6503, 


6316 


. . 6603, 


6317 . 


. 6607 


Seq. No. 


30846 








Seq. ID 


Gene No. 


63805 








Strand 


Start 


5902 








End 


Name 


OJ990619 49, 


9A08 


.C12 .ol 


. tw 


Method 


Start 


6476 ~ 








End 


GI 


none 








Score 


Exons 


6476. .7102, 


6532 


. .7101 






Seq. No. 


30846 








Seq. ID 


Gene No. 


63805 








Strand 


Start --. 


5902 








End 


Name 


OJ990619 49. 


9 AO 8 


,C12 . ol 


. tm 


Method 


Start 


6656 ~~ 








End 


GI 


none 








Score 


Exons 


6656. . 6817, 


6664 


. 6810, 


6814 . 


.7239, 68 


Seq. No. 


30846 








Seq. ID 


Gene No. 


63805 








Strand 


Start 


5902 








End 


Name 


'OJ990619 49. 


9 AO 8 


C12 .o5 


tw 


Method 


Start 


7102 ~ 








End 


GI 


none 








Score 


Exons 


7102 . . 7335, 


7103 . 


.7435, 


7106. 


.7414 


Seq. No.' 


30847 








Seq." ID 


Gene No. 


63806 








Strand . 


Start 


2863 








End 


Name 


OJ990619 49. 


9 AO 8. 


C13.o2. 


np 


Method 


Start 


2863 






End 


GI 


4680186 








Score 


Exons 


2863. .2892, 


4594. 


.4766 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


Seq. No. 


30847 








Seq. ID 


Gene No. 


63807 








Strand 


Start 


1760 








End 


Name 


OJ990619 49. 


9 AO 8 . 


ClJi.Ol. 


gs 


Method 


Start 


1760 






End 


GI 


none 








Score 



7435 

TBLASTX : Soybean 

6518 

2 96 . • 



7435 

TBLASTX: Maize 

6607 

104 



7435 

TBLASTX: Wheat 

7102 

707 



7435 

TBLASTX: Maize 

7255 

225 



7435 

TBLASTX: Wheat 

7435 

323 



+ 

4766 
AAT/NAP 
4766 
211 



4745 ' 

GENSCAN 

4640 



30799 



Exons 



1760.. 3109, 4575.. 4640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30847 
63807 
1760 

OJ990619_4 9 . 9A08 . C13 . ol . np 
1868 
4680179 
1868. .2104,. 2273. .3130 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990619_49.9A08.C13 
Strand 

End " 4745 

Method AAT/NAP 
End 3130 
Score 606 



30847 
63807 
1760 

OJ990619_4 9.9A08.C13.ol.tm 

2348 

none 

2348. .2647, 2544. .2633 



Seq. ID OJ990619_49.9A08.C13 
Strand 

End 4745 

Method TBLASTX : Mai ze 

End 2647 

Score 75 



Seq. No. 30847 

Gene No. 63807 

Start 1760 

Name OJ990619_4 9 . 9A08 . C13 . ol . tw 

Start 2528 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. ID OJ990619_49.9A08.C13 
Strand 

End 4745 

Method TBLASTX : Wheat 

End 2887 

Score 54 



2528. .2818, 2528. .2887, 2532. .2885 



30847 
63807 
1760 

OJ990619_4 9.9A08 .C13.ol.gp 
4362 

uC-osflcyp033a04bl 
4362. .4745 

'6016845/dbj I AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



Seq. ID OJ990619_49.9A08.C13 
Strand 

4745 
AAT/GAP 
4745 
649 



End 

Method 

End 

Score 



Seq. ID OJ"§90619_49.9A08.C15 

Strand + 

End 1113 .- 

Method AAT/GAP 

End 1113 

Score 604 *' 



30848 
63808 
741 

0 J99061 9_4 9 . 9A08 . C15 . ol . gp 
' 741 

'uC-osficyp033a04bl 
741. .1113 

' 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 * 



Seq. No. 30848 

Gene No. 63809 

Start 182 

Name OJ990 619_4 9 . 9A08 . C15 . ol . gs 

Start 182 

GI none 

Exons 182. . 310 



Seq. ID OJ990619_49.9A08.C15 

Strand - 

End 310 

Method GENSCAN 

End 310 

Score .46 



Seq. No. 
Gene No. 



30848 
63810 



Seq. ID OJ990619_49.9A08.C15 
Strand 



30800 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



669 



OJ990619_4 9. 9A08 . C15 . ol . np 
669 

4680186 
669.. 901, 1030.. 1113 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



1113 
AAT/NAP 
1113 
211 



30849 
63811 
1 

OJ990619_4 9. 9A08 . C16 . ol . np 
1 

161752 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..49, 636. .709, 827. .960, 994. .1069, 1215. .1293, 1561. .1663 
(L03710) cnjB [Tetrahymena thermophila] gi I 7374 94 | prf | | 1922371A 
cnjB gene [Tetrahymena thermophila] 



O J9 9 0 6 1 9_4 9 . 9A08 . C 1 6 
+ 

1980 
AAT/NAP 
1663 
104 



Seq. No. 


30849 








Seq. ID 


OJ990619 


Gene No. 


63811 








Strand 


+ 


Start 


1 








End 


1980 


Name 


OJ990619 49 


. 9A08 


.C16.ol . 


■ as 


Method 


GENSCAN 


Start 


343 








End 


1980 


GI 


none 








Score 


. 61 


Exons 


343. . 1716, 


1825. 


.1980 








Seq. No. 


30849 








Seq. ID 


OJ990619 


Gene No. 


63812 








Strand 


+ 


Start 


2946 








End 


3960 


Name 


OJ990619 49 


. 9A08, 


.C16.o2. 


gs 


Method 


GENSCAN 


Start 


2946 








End 


3960 


GI 


none 








Score 


.91 


Exons 


2946. .3171, 


3851, 


. .3960 








Seq. No. 


30850 








Seq. ID 


OJ990619^ 


Gene No. 


63813 








Strand 


+ 


Start 


1095 








End 


3173 


Name 


OJ990619 49 


. 9A08, 


.C17.ol. 


gs 


Method 


GENSCAN 


Start 


1095 






End 


3163 


GI 


none 








Score 


.79 


Exons 


1095. .1455, 


1834. 


. .1951, 


2309. 


.2405, 257 


'6. .3163 


Seq. No. 


30850 








Seq. ID 


OJ9906.19_ 


"Gene No. 


-■ ' '63813 








Strand 


+ 


Start 


1095 








End 


3173 


Name 


OJ990619 49 


. 9A08. 


,C17.ol. 


np 


Method 


AAT/NAP 


Start 


1161 








End 


2045 


GI 


5042448 








Score 


1303 


Exons 


1161. .1748, 


1776. 


.2045 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



30850 
63813 
1095 

OJ990619_ 

2309 

4680179 



4 y . yAua . (Ji / . . np 



Seq. ID OJ990619_49.9A08.C17 

Strand + 

End 3173 

Method AAT/NAP 

End 3173 

Score 1266 



30801 



Exons 


2309. .3173 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


30850 


Seq. ID 


OJ990619_49. 9A08 


.C17 


Gene No. 


63814 


Strand 


+ 




Start 


4598 


End 


6908 




Name 


OJ99Q619 49.9A08.C17.o2.gs ^. 


Method 


GENSCAN 




Start - 


4598 


End 


6908 




GI 


none 


Score 


.48 




Exons 


4598. .5275, 5532. .5601, 6880. 


.6908 






Seq. No. 


30850 


Seq. ID 


OJ990619_4 9. 9A08 


. C17 


Gene No. 


63814 


Strand 


+ 




Start 


4598 


End 


6908 




Name 


OJ990619 49.9A08.C17.o3.gp 


Method 


AAT/GAP 




Start 


6055 


End 


6440 




GI 


uC-osflcyp033a04bl 


Score 


629 




Exons 


6055. . 6440 








GI Descrip. 


f 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


30850 


Seq. ID 


OJ990619_49.9A08 


.C17 


Gene No. 


63815 


Strand 






Start 


3851 


End 


3968 




Name 


OJ990619 49.9A08.C17.ol.gp 


Method 


AAT/GAP 




Start 


3851 


End 


3968 




GI 


uC-osflcyp033a04bl 


Score 


185 




Exons 


3851. .3968 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


30850 


Seq. ID 


OJ990619_49.9A08 


.C17 


Gene No. 


63816 


Strand 






Start 


3965 


End 


6336 




Name 


OJ990619 49. 9A08 . C17 . o3 . np 


Method 


AAT/NAP 




Start 


3965 


End 


6336 




GI 


5852180 


Score 


618 




Exons 


3965. .4009, 4719. .5128, 5180.. 


5297, 62 


89. .6336 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


30850 


Seq. ID 


OJ990619_49. 9A08 


C17 


Gene No. 


63817 


Strand 






Start' 


8312 


'End • ■ 


■ 1232:2 




Name 


OJ990619 49.9A08.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2575 


End 


2935 




GI 


none 


Score 


280 




Exons 


2575. .2676, 2576. .2935, 2606.. 


2716, 2701. .2934 




Seq. No. 


30850 


Seq. ID 


OJ990619_4 9. 9A08. 


C17 


Gene No. 


63817 


Strand 






Start 


8312 


End 


12322 




Name 


OJ990619 49.9A08.C17.o3.tm 


Method 


TBLASTX: Maize 




Start 


2816 


End 


3112 




GI 


none 


Score 


197 






2G1G..3112, 2833. .3003, 3044.. 


3100 






Seq. No. 


30850 


Seq. ID 


OJ990619_49. 9A08. 


C17 



30802 




Gene No. 


63817. 




Strand 




Start 


8312 




End 


12322 


Name 


OJ990619 49. 


9A08.C17.o3.gs 


Method 


GEN SCAN 


Start 


8312 




End 


12322 


GI 


none 




Score 


.79 


Exons 


. 8312. .8510, 


9489.. 9588, 12189 


. .12322 




Seq. No. 


30850 . 




Seq. ID 


OJ990619_49. 9A08 


Gene No. 


63818 




Strand 




Start 


12839 




End 


13129 


Name 


OJ990619 49. 


9A08.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


12839 




End 


13129 


GI 


none 




Score 


79 


Exons 


12839. .12937 


, 12932. .13129, 1294 4 .. 13075, 13017. .13094 



Seq. No. 30850 

Gene No. 63819 

Start 13208 

Name 0 J 9 9 0 6 1 9_4 9 . 9 AO 8.C17.ol.tw 

Start 13208 

GI none 

Exons 13208. .13390, 13209 .. 13367 , 13374.. 13577 



Seq. ID OJ990619_49.9A08.C17 
Strand 

End 13808 

Method TBLASTX : Wheat 

End 13577 

Score 102 



Seq. No. 30850 ■ 

Gene No. '63819 

Start 13208 

Name OJ990619_4 9 . 9A08 . C17 . ol . tm 

Start 13301 

GI none 

Exons 13301. .13369, 13305. .13367, 13401 
13554. .13808, 13561. .13770 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990619_4 9. 9A08 .C17 
13808 

TBLASTX: Maize 

13808 

64 



,13772, 13543. .13773, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30851 Seq. ID 

63820 Strand 
133 End 
0 J 9 9 0 6 1 9_4 9 . 9 AO 8.C18.ol.gs Me t hod 
133 • End 
none Score 

133. .257, 1896. .1980 



OJ990619_4 9. 9A08 .CI* 
+ 

1980 
GEN SCAN 
1980 
.73 



30851 
63821 
4459 

OJ990619_4 9. 9A08 . C18 . o2 . gs 
4459 
none 



Seq. ID 

Strand 
End 

Method 
End 
Score 

4459. .4492, 5759. .5888, 8258. .8489, 8521. .8692, 13038 .. 13157 , 
14139. .14266, 15682 .. 15703, 1594 1 .. 16045 , 16103. .16150 



OJ990619_49.9A08.C18 

+ '. 

16191 " ' ' 
GENSCAN 
16150 
.44 



30851 
63821 
4459 

OJ990619_4 9. 9A08 .C18.ol.np 
4968 



Seq. ID OJ990619_49.9A08.C18 

Strand + 

End 16191 

Method AAT/NAP 

End 16191 

Score 184 



4968. .5135, 5325. .5559, 8135. .8198, 16168. .16191 
{AP001081) hypothetical protein [Oryza sativa] 



30803 



Seq. No. 30852 Seq. ID 

Gene No. 63822 Strand 

Start 928 End 

Name 0 J990619_4 9 . 9A08 . CI 9 . ol . gs Method 

Start ■ 928 End 

GI none Score 

Exons 928.. 1073, 3688.. 3811 



OJ990619_49.9A08.C19 
+ 

3811 
GENSCAN 
3811 
. 91 



Seq. No. 30853 Seq. ID 

Gene No. 63823 Strand 

Start 264 End 

Name OJ990619_4 9 . 9A08 . C20 . ol . tw Method 

Start 3 End 

GI none Score 

Exons 3. .134, 3. .254, 13. .204 



OJ990619_49.9A08.C20 
440 

TBLASTX: Wheat 

254 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30853 Seq. ID 

63823 Strand 

2 64 End 
OJ990619_4 9 . 9A08 . C20 . ol . tm Method 

10 End 

none Score 

10. .132, 12. .254, 245. .430, 262. .438 



Seq. No. 30853 Seq. ID 

Gene No. 63823 Strand 

Start 264 End 

Name 0 J9 90 6 1 9_4 9 . 9A0 8 . C2 0 . ol . gs Method 

Start 264 End 

GI none Score 

Exons 264.. 440 



OJ990619_49.9A08.C20 
440 

TBLASTX: Maize 

438 

59 



OJ990619_49.9A08.C20 
440 

GENSCAN 

440 

.46 



Seq. No. 30853 Seq. ID 

Gene No. 63824 Strand 

Start 491 End 

Name OJ99061 9_4 9 . 9A08 . C20.. o2 . tw Method 

Start ■ 4 91 End 

GI none Score 

Exons 491. .577, 4 96 705, 629 .. 676 

Seq. No. 30854 " . Seq. ID' 

Gene No. 63825' * " ' " " Strand ■ 

Start 251 . End 

Name OJ99061 9_4 9 . 9A08 . C21 . ol . gs Method 

Start 251 End 

GI none Score 

Exons 251.. 355 



OJ990619_49.9A08.C20 
705 

TBLASTX: Wheat 

705 

56 



O J9 90 61 9_4 9 . 9A08 ,'C2 1 * 
355 

GENSCAN 
355 
. 55 



Seq. No. 30855 Seq. ID 

Gene No. 63826 Strand 

Start 983 End 

Name OJ990619_4 9 . 9A08 . C22 . ol . gs Method 

Start 983 End 

GI none Score 

Exons 983.. 1030, 2746.. 2866, 4019.. 4128 



OJ990619_4 9. 9A08.C22 
+ 

4128 
GENSCAN 
4128 
. 4b 



30804 



Seq. No. 30855 Seq. ID 

Gene No. 63827 • Strand 

Start 3629 End 

Name OJ990619_4 9 . 9A08 .C22 . ol . gp Method 

Start 3629 End 

GI LIB3434-035-P1-K1-A7 Score 

Exons 3629.. 3896 
GI Descrip. 



OJ990619_49.9A08.C22 

3896 
AAT/GAP 
3896 
465 



'5441876/dbj IAP000367. 1 IAP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 30855 Seq. ID 

Gene No. 63828 Strand 

Start 6346 End 

Name OJ990619_4 9 . 9A08 . C22 . o2 . gs Method 

Start 634 6 End 

GI none Score 

Exons 6346.. 6411, 6838.. 6888 



OJ990619_49.9A08.C22 

6888 
GENSCAN 
6888 
.99 



Seq. No. 30856 Seq. ID 

Gene No. 63829 Strand 

Start 2357 End 

Name OJ990619_4 9 . 9A08 . C25 . o2 . gs Method 

Start 2357 End 

GI none Score 

Exons 2357.. 2428, 2992.. 3003 



OJ990619_49.9A08.C25 

3003 
GENSCAN 
3003 
.7 



Seq. No. 30857 Seq. ID 

Gene No. 63830 Strand 

Start 280 End 

Name OJ990619_4 9 . 9A08 . C26 . ol . gs Method 

Start 280 End 

GI none Score 

Exons 280.. 533 



OJ990619_49.9A08.C26 
+ 

533 

GENSCAN 

533 

.48 



Seq. No. 


30857 








Seq. ID 


OJ990619_ 


_49. 


9 AO 8 


.C26 


Gene No. 


63831 








Strand 










Start 


1375 








End 


2244 








Name 


OJ990619 49 


9 AO 8 


.C26.o2 


.gs 


Method 


GENSCAN 








Start 


1375 








End 


2207 








GI 


none 








Score 


.78 








Exons 


1375. .1500, 


1983 


. .2207 














Seq. No. • 


30857 








Seq." I'D 


OJ990619_ 


_49. 


9A08" 


C2 6 


Gene No. 


63831 








Strand 










Start 


1375 








End 


2244 








Name 


OJ990619 49, 


9A08 


.C26.ol 


np 


Method 


AAT/NAP 








Start 


1927 








End 


2244 








GI 


6539588 








Score 


100 








Exons 


1927. .2244 



















GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 30857 Seq. ID 

Gene No. 63832 Strand 

Start 5761 End 

Name OJ990 6I9_4 9. 9A06 .C26.o3.gs Method 

Start 5761 End 

GI none Score 



OJ990619_49.9A08.C26 

5926 
GENSCAN 
5926 
.99 



30805 



Exons 



5761. .5926 



Seq. No. 30858 

Gene No. 63833 

Start 452 

Name . OJ990619_4 9 . 9A08 . C27 . ol . gs 

Start 452 

GI N none 

Exons 452. .564 



Seq. ID OJ990619_49.9A08.C27 

Strand + 

End 564 

Method GENSCAN 

End 564 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30858 Seq. ID OJ99061 9_4 9 . 9A08 . C27 

63834 Strand 

410 End 685 

OJ990619_49. 9A08 . C27 . ol . np Method AAT/NAP 

410 End 685 

6721559 Score 156 

410. .541, 571. .685 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815084 |dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30859 Seq. ID 

63835 Strand 

2 6 End 

OJ990519_30. 9A20.Cl.ol.gs Method 

26 End 

none Score 
26. .122 



OJ990519_30. 9A20.C1 
+ 

122 

GENSCAN 

122 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



30860 
63836 
1 ' 

OJ990519 30 
1 

4115923 
1..244, 361 
4966. .5106, 
7925. .8149, 



_30. 9A20.C2.ol.np 



.883, 
5137. 
8735. 



1223. .1375, 
5578, 6151. 
8883 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1468. 
.6258, 



OJ990519 30.9A20.C2 



8883 
AAT/NAP 
8883 
1597 
1740, 3506. 
6290. . 6403, 



3658, 

7229. .7373, 



(AF118222) contains similarity to ubiquitin carboxyl-terminal 
hydrolase family 2 ( Pf am: PF0044 3, score=40.0, E=5.2e-08, N=l) 
and <Pfam:PF00442, Score=37.9 E=5.3e-10, N=l) [Arabidopsis 
thaliana] ' ' ' ; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



30860 Seq. ID 

63836 Strand 

1 End 

OJ99051 9_30 .9A20.C2.ol. gp Method 

128 End 

uC-osflcyp!59b09bl Score 
128. .244, 361. .639 

M539435/emb|CAB40023.1| 4, 
[Arabidopsis thaliana] ' 

30860 Seq. ID 

63836 Strand 

1 End 

OJ990519 30.9A20.C2.ol.tc Method 



OJ990519_30. 9A20.C2 

8883 
AAT/GAP 
639 
726 



0e-53 (AL049523) putative protein 



OJ990519 30. 9A20.C2 
8883 

TBLASTX: Cress 



30806 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



130 
none 

130. .243, 131. .241, 131. 

30860 
63836 
1 

OJ990519__30.9A20.C2.ol .ts 
130 
none 



End 428 

Score 125 
.244, 138. .290, 358. .420, 360. .428 

Seq. ID OJ990519_30.9A20.C2 
Strand 

End 8883 

Method TBLASTX : Soybean 

End 534 . . 

Score 145 



130. .243, 131. .244, 138. .290, 360. .533, 361. .534 



30860 
63836 
1 

OJ990519J30 . 9A20 . C2 . o2 . tm 

166. 

none 



Seq. ID OJ990519_30.9A20.C2 
Strand 

End 8883 

Method TBLASTX : Maize 

End 570 

Score 114 



166. .243, 167. .244, 167. .244, 360. .512, 360. .569, 361. .561, 
388. .570 



Seq. No. 
Gene No. 
Start 
"Name 
Start 
Gt" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



30860 
63836 
1 

OJ990519J30. 9A20.C2.ol.gs 

361 ' 
none 



Seq. ID OJ990519_30. 9A20.C2 
Strand 

End 8883 

Method GENSCAN 

End 1659 

Score .93 



361. .703, 718. .917, 1230. .1375, 1558. .1659 



30860 
63836 
1 

OJ990519_30 . 9A20 . C2 . o4 . tm 

576 

none 



Seq. ID OJ990519_30. 9A20.C2 
Strand 

End 8883 

Method TBLASTX : Mai ze 

End 918 

Score 4 4 



576. .674, 593. .634, 597. .659, 664. .708, 666. .710, 710. .895, 
711. .884, 733. .885, 733. .918 



30860 
63836 
1 

OJ990519_30. 9A20.C2.o3..tm 
1463 " • ■•- 

none 



Seq. ID OJ990519_30. 9A20.C2 
Strand 

End 8883 

Method TBLASTX : Mai ze 

-End 1724' 

Score 259 



1463. .1699, 1465. .1680, 1680. .1724, .1682. .1723 



30860 
63836 

1 

OJ990519_30 . 9A20 . C2 . o2 . ts 

1603 

none 



Seq. ID OJ990519_30.9A20.C2 
Strand 

End 8883 

Method TBLASTX : Soybean 

End 5098 

Score 106 



1603. .1680, 1604. .1702, 1680. .1745, 1680. .1724, 3506. .3661, 
3510. .3689, 3512. .3652, 4964. .5098, 4964. .5089, 4966. .5097 



30860 
63836 



Seq. ID OJ990519_30.9A20.C2 
Strand 



30807 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990519_30.9A20.C2.o2.gs 

3497 

none 

3497. .3658, 5186. .5578, 6151. 
7925. .8149, 8735. .8883 

30860 
63836 
1 

OJ990519_30 . 9A20 . C2 . o5 . tm 

3506 

none 

3506. .3661, 3509. .3661, 4958., 

30860 
63836 
1 

OJ990519_30.9A20.C2.o2.gp 
3625 

uC-osflcypll0a07bl 
3625. .3658, 4966. .5106, 5186.. 
, 4539437/emb|CAB40025.1| 2.0e- 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



8883 
GENSCAN 
8883 
.97 



.6246, 6344. .6403, 7229. .7373, 



Seq. ID OJ990519_30.9A20.C2 
Strand 

End 8883 

Method TBLASTX : Maize 

End 5043 

Score 142 

.5038, 4966. .5043, 4970. .5041 

Seq. ID OJ990519_30. 9A20.C2 
Strand 

End 8883 

Method AAT/GAP 

End 5525 

Score 950 
,5525 . 

■49 (AL049523) putative protein 



Seq. No. 


30860 








Seq. ID 


OJ990519_30. 9A20.C2 


Gene No. 


63836 








Strand 




Start 


1 








End 


8883 


Name 


OJ990519 30. 


9A20. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5186 








End 


5339 


GI 


none 








Score 


152 


Exons 


5186. .5329, 


5193. 


.5339 








Seq. No. 


30860 








Seq. ID 


OJ990519_30. 9A20.C2 


Gene No. 


63836 








Strand 




Start 


1 








End 


8883 . 


Name 


OJ990519 30. 


9A20. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5202 








End 


6192 


GI 


none 








Score 


176 


Exons 


5202. .5363, 


5202. 


.5354, 


5204 . 


.5365, 5204. .5362, 5352. .5522 




5359. .5523, 


5365. 


.5523, 


5468. 


.5596, 6133.. 6192 


Seq. No. 


• '30861 








Seq. ID 


OJ990519_30. 9A20.C3 


Gene No. 


63837 








Strand 


+ 


Start 


3140 








End 


8346 


Name 


OJ990519 30. 


9A20. 


C3.o2. 


np 


Method 


AAT/NAP 


Start 


3140 








End 


8346 


GI 


4680186 








Score 


202 


Exons 


3140. .3178, 


8158. 


.8346 









■GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30861 
63838 
9988 

OJ990519_30. 9A20.C3.o4 .up 

9988 

3513745 



Seq. ID OJ990519_30. 9A20.C3 

Strand + 

End 15955 

Method AAT/NAP 

End 15955 

Score 590 



30808 




Exons 9988.. 10012, 11263 .. 11324, 134 86 14 856, 14962 15101, 

15162. .15360, 15918.. 15955 
GI Descrip. (AF080118) contains similarity to reverse trancriptase (Pfam 

rvt.hmm, score: 42.57) [Arabidopsis thaliana] 



Seq. No. 


30861 




Seq. ID 


OJ990519 30.9A20 


.C3 


Gene No. 


63838 




Strand 


+ 




Start 


9988 




End 


15955 




Name 


OJ990519 30.9A20 


. C3 . o5 . gs 


Method 


GENSCAN 




Start 


11696 




End 


12998 




GI 


none 




Score 


.55 




Exons 


11696. . 11745, 12479. . 12522, 


12555. . 12703, 12750. . 12998 




Seq. No. 


30861 




Seq. ID 


OJ990519 30.9A20 


.C3 


Gene No. 


63838 




Strand 


+ 




Start 


9988 




End 


15955 




Name 


OJ99051.9_30.9A20 


. C3 . o6 . gs 


Method 


GENSCAN 




Start 


13440 




End 


15734 




GI 


none 




Score 


.74 




Exons 


13440. . 15734 










Seq. No. 


30861 




Seq. ID 


OJ990519_30. 9A20 


.C3 


Gene No. 


63839 




Strand 






Start 


4758 




End 


5978 




Name 


OJ990519 30.9A20 


.C3.o2.gs 


Method 


GENSCAN 




Start 


4758 




End 


5972 




GI 


none 




Score 


.95 




Exons 


4758. .5972 










Seq. No. 


30861 




Seq. ID 


OJ990519_30.9A20 


.C3 


Gene No. 


63839 




Strand 






Start 


4758 




End 


5978 




Name 


OJ990519 30.9A20 


C3 . ol . np 


Method 


AAT/NAP 




Start 


4779 




End 


5978 




GI 


6006371 




Score 


1034 




Exons 


4779. .5978 










GI Descrip. 


(AP000559) Similar to hypothetical protein - potato (S31196) 




[Oryza sativa] 










Seq. No. 


30861 




Seq. ID 


OJ990519_30.9A20. 


C3 


Gene No. 


63840 




Strand 






Start 


9960'- . ' 




End 


10740 




Name 


OJ990519 30.9A20. 


C3.65. tw 


Method 


TBL'ASTX: Wheat ' 




Start 


4918 




End 


5175 




GI 


none 




Score 


14 4 




Exons 


4918. .5073, 4924. 


.5175, 4935 


. .5174 






Seq. No. 


30861 




Seq. ID 


OJ990519_.30.9A20. 


C3 


Gene No. 


63840 




Strand 






Start 


9960 




End 


10740 




Name 


OJ990519 30.9A20. 


C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


4926 




End 


5193 




GI 


none 




Score 


133 




Exons 


4926. .5066, 4936. 


.5067, 5070 


. .5192, 5092. .5193 




Seq. No. 


30861 




Seq. ID 


OJ990519_30.9A20. 


C3 


Gene No. 


63840 




Strand 







30809 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Starts 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



9960- End 
OJ990519_30 . 9A20 . C3 . o2 . tm Method 
4 932 End 
none Score 
4932. .5192, 4936. .5193, 5241. .5300, 5310. .5606, 5365. .5577 



10740 

TBLASTX: Maize 

5606 

253 



30861 
63840 
9960 

OJ990519_30. 

4935 

none 

4935. .5192, 
5365. .5577, 

30861 
63840 
9960 

OJ990519_30. 

5256 

none 

5256. .5297, 

30861 
63840 
9960 

OJ990519_30. 

5490 

none 

5490. .5612, 

30861 
63840 
9960 

OJ990519__30. 

5610 

none 

5610. .5711, 

30861 
63840 
9960 

OJ9905'19_30. 

9909 

none 

9909. . 9947, 



9A20.C3.ol.ts 



Seq. ID OJ990519_30.9A20.C3 
Strand ■<•.-. 
End 10740 
Method TBLASTX : Soybean 
End 5897 
Score 123 
4942. .5070, 5098. .5193, 5241. .5300, 5310. .5606, 
5614. .5655, 5619. .5897 

Seq. ID OJ990519_30.9A20.C3 
Strand 

End 10740 

9A20.C3.ol.tc Method TBLASTX : Cress 

End 5900 

Score 117 
5310. .5609, 5365. .5577, 5598. .5900, 5614. .5676 

Seq. ID OJ990519_30. 9A20.C3 
Strand 

End 10740 

9A20.C3.o2.tw Method TBLASTX : Wheat 

End 5897 

Score 56 

5503. .5580, 5616. .5714, 5617. .5712, 5694. .5897 



9A20.C3.o5. tm 



5694. .5897- 



9A20.C3.o6.tw 



Seq. ID OJ990519_30. 9A20.C3 
Strand 

End 10740 

Method TBLASTX : Maize 

End 5897 

Score 174 



Seq. ID 
Strand 
.End 
Method 
End 
Score 



OJ990519_30. 9A20.C3 

10740 ' " 

tBLASTX: Wheat 

10271 

124 



9951. .10004, 10020. .10118, 10119. .10271 

OJ990519 30.9A20.C3 



30861 .. Seq. * ID 

63840 Strand 

9960 End 10740 

OJ990519_30. 9A20.C3.o4 . gs Method GENSCAN 

9960 End 10690. 

none Score .71 
9960. . 10399, 



10447. . 10690 



30861 
63840 



Seq. ID 
Strand 



OJ990519 30.9A20.C3 



30810 




Start 


9960 




End 


10740 




Name 


OJ990519 30.9A20.C3 


. o3 . np 


Method 


AAT/NAP 




Start 


10032 




End 


10740 




GI 


4680180 




Score 


651 




Exons 


10032. .10740 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 




Seq. No. 


30861 




Seq. ID 


OJ990519_30.9A20 


,C3 


Gene No. 


63840 




Strand 






Start 


9960 




End 


10740 




Name 


OJ990519 30.9A20.C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10281 




End 


10697 




GI 


none 




Score 


51 




Exons 


10281. .10355, 10282 


. . 10353, 


10356. .10424, 10442 10696, 






10443. . 10697 










Seq. No. 


30861 




Seq. ID 


OJ990519 30.9A20 


.C3 


Gene No. 


63840 




Strand 






Start 


9960 




End 


10740 




Name 


OJ990519 30.9A20.C3 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10433 




End 


10699 




GI 


none 




Score 


149 




Exons 


10433. . 10699, 10440 


. 10697 








Seq. No. 


30861 




Seq. ID 


OJ990519_30.9A20 


C3 


Gene No. 


63841 




Strand 






Start 


13530 




End 


14861 




Name 


OJ990519 30.9A20.C3 


08 . tw 


Method 


TBLASTX: Wheat 




Start 


13530 




End 


13865 




GI 


none 




Score 


143 




Exons 


13530. . 13733, 13791 


. 13865 








Seq. No. 


30861 




Seq. ID 


OJ990519_30. 9A20, 


C3 


Gene No. 


63841 




Strand 






Start 


13530 




End 


14861 




Name 


OJ990519 30.9A20.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13608 




End 


14573 




GI 


none 




Score 


374 




Exons ' 


13608. .14051, 13622. 


. 14044, 


14061. . 14552, 14067. .14393, 






14069. . 14548, 14544 . 


.14573 








Seq. No. 


308 61 




Seq. ID 


OJ990519_30.9A20. 


C3 


Gene No.- 


63841 




Strand 






Start 


13530 




End 


14861 




Name 


OJ990519 30.9A20.C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13902 




End 


14228 




GI 


none 




Score 


154 




Exons 


13902. .14054, 13907. 


.14053, 


14076. .14228, 14091. .14225 




Seq. No. 


30861 




Seq. ID 


OJ990519_30.9A20. 


C3 


Gene No. 


63841 




Strand 






Start 


13530 




End 


14861 




Name 


OJ990519 30.9A20.C3. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


14157 




End 


14717 




GI 


none 




Score 


234 




Exons 


14157. .14507, 14171. 


.14458, 


14499. .14717, 14519. .14659 





30811 



Seq. No. 30861 

Gene No. 63841 
Start ■ 13530 

Name OJ990519_30 . 9A20 . C3 . ol . tw 

Start 14306 

GI none 

Exons 14306. .14737, 143.07 .. 14738 , 14733.. 14861 



Seq. ID OJ990519_30. 9A20.C3 
Strand 

End 14861 

Method TBLASTX : Wheat 

End 14861 

Score 384 



Seq. No. 30861 Seq. ID 

Gene No. 63842 Strand 

Start 14763 ' End 

Name OJ990519_30 . 9A20 . C3 . o4 . tm Method 

Start 14763 End 

GI none Score 

Exons 14763. .15128, 15165.. 15224 



OJ990519_30. 9A20.C3 
15224 

TBLASTX: Maize 

15224 

195 



Seq. No. 30861 Seq. ID 

Gene No. 63843 Strand 

Start 15165 End 

Name OJ990519_30 . 9A20 . C3 . o7 . tw Method 

Start 15165 End 

GI none Score 

Exons 15165. . 15566 



OJ990519_30. 9A20.C3 
15566 

TBLASTX: Wheat 

15566 

211 



Seq. No. 30862 

Gene No. 63844 

"Start 1395 

Name . OJ990519_30 . 9A20 . C4 . ol . gs 

Start 1395 

GI none 

Exons 1395.. 1541, 3000.. 3095, 3241, 
5585. .5597 



Seq. ID OJ990519_30. 9A20.C4 

Strand + 

End 5699 

Method GEN SCAN 

End 5597 

Score .63 

.3382, 3453. .3557, 4182. .4383, 



Seq. No. 


30862 




Seq. ID 


OJ990519_ 


30. 


9A20 


.C4 


Gene No. 


63844 




Strand 


+ 








Start 


1395 




End 


5699 








Name 


OJ990519 30.9A20 


.C4 .ol ;np 


Method 


AAT/NAP 








Start 


3241 




End 


5699 








GI 


3550985 




Score 


214 








Exons 


3241. .3366, 3453 


..'3557, 5585. 


.5699 










GI Descrip. 


(AB010740) OsS5a 


[Oryza sativa] 










Seq. No. 


308 63. 




Seq. ID 


OJ990519_ 


30 ; 


9A20 


.C5 


Gene No. 


63845 




Strand 


+ 








Start 


141 




End 


915 








Name 


OJ990519 30.9A20 


C5 . ol . gs 


Method 


GENSCAN 








Start 


141 




End 


915 








GI 


none 




Score 


.58 








Exons 


141. .393, 468. .915 ■ . } 












Seq. No. 


30863 




Seq. ID 


OJ990519_ 


30. 


9A20 


.C5 


Gene No. 


63846 




Strand 


+ 








Start 


2887 




End 


3129 








Name 


OJ990519_30.9A20. 


C5.ol.gp 


Method 


AAT/GAP 








Start 


2887 




End 


3129 








GI 


2798018 




Score 


478 








Exons 


2887. .3129 















30812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30864 
63847 
1286 

OJ990519_30. 9A20.C6.ol.np 

1286 
3550985 



Seq. ID OJ990519_30.9A20.C6 

Strand + 

End 7636 

Method AAT/NAP 

End 4329 

Score 7-3 



1286. .1302, 2589. .2753, 2842.. 3015, 4260. .4329 
(AB010740) OsS5a [Oryza sativa] 



30864 
63847 
1286 

OJ990519_30 . 9A20 . C6 . ol . gs 

2075 

none 

2075. .2145, 2591. .2608, 2865. 



Seq. ID OJ990519_30.9A20.C6 

Strand + 

End 7636 

Method GENSCAN 

End 7636 

Score .77 

.3015, 4166. .4252, 4585. .4708, 



5479. .5607, 6411. .6592, 6669. .6832, 7252. .7384, 7475. .'7636 



Seq. No. 30864 Seq. ID 

Gene No. 63847 Strand 

Start 1286 End 

Name OJ99051 9_30 . 9A20 . C6 . ol . tw Method 

Start 4214 End 

GI none Score 

Exons 4214 . .4447 



OJ990519_30. 9A20.C6 
+ 

7636 

TBLASTX: Wheat 

4447 

219 



Seq. No. 30865 

Gene No. 63848 

Start 80 

Name OJ99051 9_30 . 9A20 . C7 . ol . gs 

Start 80 

GI none 

Exons 80.. 379 



Seq. ID OJ990519_30. 9A20.C7 

Strand + 

End 37 9 

Method GENSCAN 

End 37 9 

Score .84 



Seq. No. 30865 Seq. ID 

Gene No. 63849 Strand 

Start • 882 ■ ■ " End 

Name OJ990519_30 . 9A20 . C7 . o2 . gs Method 

Start 882 . End 

GI none Score 

Exons 882. . 1023, 1517. . 1751 



OJ990519_30. 9A20.C7 

1751 
GENSCAN 
1751 
.75 



Seq. No. 30866 . Seq. ID 

Gene No. 63850 Strand 

Start 119 End 

Name OJ990519_30 . 9A20 . C8 . ol . gs Method 

Start 119 End 

GI none . } Score 

Exons 119.. 247, 2251.. 3000, 3087.. 3221 

Seq. No. 30866 Seq. ID 

Gene No. 63851 Strand 

Start 3790 End 

Ncuue OJ990519_30. 9a20 . Cd . o'l . gs Method 

Start 3790 End 

GI none Score 



OJ990519_30. 9A20.C8 
+ 

3221 
GENSCAN 
3221 
.64 



OJ990519 30.9A20.C8 



4647 
GENSCAN 
4647 
.94 



30813 




Exons 


3790. .4030, 4598 4647 










Seq. No. 


30867 


Seq. ID 


OJ990519 30 


. 9A20 


. C9 


Gene No. 


63852 


Strand 








Start 


6934 


End 


8591 






Name 


OJ990519 30. 9A20.C9.o2.np 


Method 


AAT/NAP 






Start 


6934 ~~ 


End 


8591 






G-I 


6688926 


Score 


113 






Exons 


6934. .7041, 7511. .7613, 8481 


. .8591 








GI Descrip. 


(AJ251365) VAP27 [Nicotiana 


plumbaginif olia] 






Seq. No. 


30868 


Seq. ID 


OJ990519_30, 


. 9A20 


. C10 


Gene No. 


63853 


Strand 


+ 






Start 


1 


End 


5493 






Name 


OJ990519 30.9A20.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


5493 






GI 


3292822 


Score 


66 






Exons 


1..22, 1434. .1486, 3360. .3556, 5458..! 


5493 






GI Descrip. 


(AL031018) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


30868 


Seq. ID 


OJ990519_30. 


. 9A20 


.C10 


Gene No. 


63854 


Strand 


+ 






Start 


10312 


End 


11842 






Name 


OJ990519 30.9A20.C10.o3.gs 


Method 


GENSCAN 






Start 


10312 


End 


11842 






GI 


none 


Score 


.87 






Exons 


10312. .10358, 10727. .10931, 


11579. .11842 




- 


Seq. No. 


30868 


Seq. ID 


OJ990519_30, 


. 9A20 


. C10 


Gene No . 


63855 


Strand 


+ 






Start 


12273 


End 


12435 






Name 


OJ990519 30.9A20.C10.ol.gp 


Method 


AAT/GAP 






Start 


12273 


End 


12435 






GI 


5455363 


Score 


104 






Exons 


12273. .1234 6, 12410. .12435 










GI Descrip . 


3176667 1.0e-17 (AC004393) Similar to 


hypothetical 


41. 9KD 




protein gb_1001369 from sequence of Synechocystis 


sp. 






gb_D64006. [Arabidopsis thaliana] 








Seq. No. 


308 68 


Seq. ID 


OJ990519_30. 


9A20 


.C10 


Gene No. 


63856 


Strand 








Start' 


5168 


End ' 


8391 






Name 


OJ990519 30. 9A20.C10.62.gs 


Method 


GENSCAN 






Start 


5168 


End 


8391 






GI 


none 


Score 


.65 






Exons 


5168.. 5275, 6706.. 7502, 8256 


. .8391 








Seq. No. 


30868 


Seq. ID 


OJ990519_30. 


9A20, 


.C10 


Gene No. 


6385,7 


Strand 








Start 


13098 


End 


15117 






Name 


OJ990519 30.9A20.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


2215 


End 


2508 






GI 


none 


Score 


94 






Exons 


2215.. 2316, 2321. .2464, 2338 


..2508, 2348. .2473 






Seq. No. 


30868 


Seq. ID 


OJ990519_30. 


9A20. 


.C10 


Gene No. 


63857 


Strand 









30814 




Start 


13098 






End 


15117 


Name 


OJ990519 30 


9A20.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5427 






End 


5789 


GI 


none 






Score 


83 


Exons 


5427. .5546, 


5430. .5582, 


5431. 


.5652, 5456. .5608, 5598. .5789 


Seq. No. 


30868- 






Seq. ID 


OJ990519_30. 9A20.C10 


Gene No. 


63857 






Strand 




Start 


13098 






End 


15117 


Name 


OJ990519 30. 


9A20.C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5514 ~ 






End 


5985 


GI 


none 






Score 


71 


Exons 


5514 . . 5546, 


5518. .5595, 


5613. 


.5984, 5767. .5985 


Seq. No. 


30868 






Seq. ID 


OJ990519_30.9A20.C10 


Gene No. 


63857 






Strand 




Start 


13098 






End 


15117 


Name 


OJ990519 30. 


9A20.C10.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6235 






End 


7152 


GI 


none 






Score 


67 


Exons 


6235 . . 6909, 


6307 . . 6459, 


6584 . 


.6664, 6707. .6910, 6922. .7020, 




6922 . .7152, 


6926. .7129 








Seq. No. 


30868 






Seq. ID 


OJ990519_30. 9A20.C10 


Gene No. 


63857 






Strand 




Start 


13098 






End ■ 


15117 


Name 


OJ990519 30. 


9A20.C10.ol 


tw 


Method 


TBLASTX: Wheat 


Start 


6790 ~ 






End 


7098 


GI 


none 






Score 


55 


Exons 


6790 . . 6915, 


6824 . . 6910, 


6916 . 


.7098, 6917. .7066 


Seq. No. 


30868 






Seq. ID 


OJ990519_30 . 9A20 . C10 


Gene No. 


63857 






Strand 




Start 


13098 






End 


15117 


Name 


OJ990519 30. 


9A20.C10.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


7237 ~ 






End 


7411 


GI 


none 






Score 


98 


Exons 


7237 . .7410, 


7243. . 7398, 


7316. 


.7411 




Seq. No. 


30868 






Seq. ID 


OJ990519_30.9A20.C10 


Gene No. 


63857 






Strand 




Start 


13098" 






End 


' 15117 ' 


Name 


OJ990519 30.' 


9A20.C10.o4 . 


gs 


Method 


GENSCAN " " 


Start 


13098 ~ 






End . 


15117 


GI 


none 






Score 


.82 


Exons 


13098 . . 13450 


, 14459. .14646, 14745 .. 14858 , 15062. .15117 


Seq. No. 


30869 






Seq. ID 


OJ990519 30.9A20.C11 


Gene Re- 


63858 






Strand 


+ 


start 


843 






End 


1176 


Name 


OJ990519 30. 


9A20.Cll.o2. 


gp 


Method 


AAT/GAP 


Start 


843 






End 


1176 


GI 


92678 1.R1084 




Score 


357 


Exons 


843. .880, 956. .1176 








GI Descrip. 


• bUbyb4 3/dbj 


(AP000616.1IAP000616 9.0e- 


67 Oryza sativa genomic 



DNA, chromosome 6, clone : P0514G12 1 



30815 




Seq. No. 


30869 








Seq. ID 


OJ990519_ 


30. 


9A20 


.Cll 


Gene No. 


63859 








Strand 


+ 








Start 


1932 








End 


6172 








Name 


OJ990519 30 


9A20 


.Cll .ol. 


. OS 


Method 


GEN SCAN 








Start 


1932 ~~ 








End 


6172 








GI 


none 








Score 


.73 








Exons 


1932. .2120, 


3317 


. . 5740, 


6048 . 


. 6172 










Seq. No. 


30869 








Seq. ID 


OJ990519 


30 . 


9A20 


. Cll 


Gene No. 


63859 








Strand 


+ 








Start 


1932 








End 


6172 








Name 


OJ990519 30. 


9A20 


.Cll.ol 


np 


Method 


AAT/NAP 








Start 


3337 








End 


5368 








GI 


2852684 








Score 


770 








Exons 


3337. .5368 



















GI Descrip. (AF017751) resistance protein candidate [Lactuca sativa] 



Seq. No. 30869 

Gene No. 63860 

Start 6191 

Name OJ990519_30 . 9A20 . Cll . o3 . gp 

Start 6191 

GI 5004140 

Exons 6191.. 6442 



Seq. ID OJ990519_30. 9A20.C11 

Strand + 

End 6442 

Method AAT/GAP 

End 64 42 

Score 472 



Seq. No. 30869 

Gene No. 63861 

Start 9634 

Name OJ990519_30 . 9A20 . Cll . ol . ts 

Start 4129 

GI none 

Exons ' 4129. .4206, 4213. .4389, 4402, 

Seq. No. 30869 

Gene No. 63861 

Start 9634 

Name OJ990519_30 . 9A20 . Cll . o2 . tm 
Start • 4318 

GI none 

Exons 4318 . . 4788 



Seq. ID OJ990519_30.9A20.C11 
Strand 

End 10952 

Method TBLASTX : Soybean 

End 4848 

Score 50 
.4485, 4564. .4716, 4732. .4848 

Seq. ID OJ990519_30.9A20.C11 
Strand 

End 10952 

Method TBLASTX : Mai ze 

End 4788 

Score 199 



Seq. No. '30869 ' Seq. ID OJ99051 9_30 . 9A20 .Cll 

"Gene' No. 63861 ' Strand - " - ' ' 

Start 9634 . End ; 10952 

Name OJ990519_30 . 9A20 . Cll . ol . tw Method TBLASTX : Wheat 

Start 8532 End 8763 

GI none Score 60 

Exons 8532.. 8726, 8562.. 8711, 8596.. 8763 



Seq. No. 30869 Seq. ID 

Gene No. 63861 Strand 

Start 9634 End 

Name OJ990519_30 . 9A20 . Cll . ol . tm Method 

Start 9014 End 

GI none Score 
Exons 



OJ990519_30. 9A20.C11 
10952 

TBLASTX: Maize 

9358 

70 



9014. .9070, 9068. .9196, 9126. .9197, 9179. .9358, 9180. .9356 



30816 



Seq. No. 


30869 






Seq. ID 


OJ990519 30 9A20 C11 


Gene No. 


'63861 






Strand 




Start 


9634 






End 


10952 


Name 


OJ990519 30, 


9A20 


.Cll.o3.np 


Method 


AAT/NAP 


Start 


9149 






End 


9400 


GI 


2462640 






Score 


303 


Exons 


9149. .9400 










GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 


Seq. No. 


30869 






Seq. ID 


OJ990519_30.9A20.C11 


Gene No. 


63861 






Strand 




Start 


9634 






End 


10952 


Name 


OJ990519 30. 


9A20 


.Cll.o2.gs 


Method 


GENSCAN 


Start 


9634 






End 


10952 


GI 


none 






Score 


.8 


Exons 


9,634 . . 9761, 


10221. .10544, 10603. .10841, 10885. .10952 


Seq. No. 


30869 






Seq. ID 


OJ990519_30. 9A20.C11 


Gene No. 


63861 






Strand 




Start 


9634 






End 


10952 


Name 


OJ990519 30. 


9A20 


Cll.o3.tm 


Method 


TBLASTX: Maize 


Start 


9810 






End 


10312 


GI 


none 






Score 


61 


Exons 


9810. .9974, 


9810. 


.9857, 9823 


..9939, 9885.. 10100, 9909.. 10010, 




10007. .10102 


, 10008. .10100, 


10106': . 10312, 10106.. 10312 


Seq. No. 


30870 






Seq. ID 


OJ990519_30.9A20.C12 


Gene No. 


63862 






Strand 




Start 


3010 






End 


11121 


Name 


OJ990519 30. 


9A20. 


C12.ol.gs 


Method 


GENSCAN 


Start 


3010 






End 


8922 


GI 


none 






Score 


.64 


Exons 


3010. .3438, 


6280. 


.6312, 6317 


..6394, 6541. .6639, 7187. .7594, 




8061. .8348, 


8439. 


.8739, 8753 


. .8922 




Seq. No. 


30870 






Seq. ID 


OJ990519_30.9A20.C12 


Gene No., 


63862 






Strand 




Start 


3010 






End 


11121 


Name 


OJ990519 30. 


9A20. 


C12.ol.np 


Method 


AAT/NAP 


Start 


4775 




End 


11121 


GI 


322755 






Score 


77 



Exons 

^GI'Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



4775. .4983, 6315.. 6410, 6729.. 6790, 10671 . .10720, 11026.. 11121 
pistil extensin-like protein (clone pM'G04)"- common tobacco 
(fragment) gi 1 19919 | emb | CAA78398 | (Z14020) Pistil extensin like 
protein, partial CDS only [Nicotiana tabacum] 



30870 Seq. ID 

63863 Strand 

13457 End 
OJ990519_30 . 9A20 . C12 . o2 . np Method 

13457 End 

6539588 Score 
13457 . . 13767 

(AP000837) hypothetical protein [Oryza sativa] 



OJ990519_30.9A20.C12 

13767 
AAT/NAP 
13767 
233 



30870 
63864 



Seq. ID 
Strand 



OJ990519 30.9A20.C12 



30817 




Start 


13943 




End 


14398 




Name 


OJ990519 30.9A20.C12 


. o 1 . ap 


Method 


AAT/GAP 




Start 


13943 




End 


14398 




GI 


4968598 




Score 


783 




Exons 


13943. . 14398 










Seq. No.. 


30870 




Seq. .ID 


OJ990519_30. 9A20 


.C12 


Gene No.- 


■63865 




Strand 






Start 


19230 




End 


19770 




Name 


OJ990519 30.9A20.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19230 




End 


19578 




GI 


none 




Score 


197 




Exons 


19230. .19316, 19320. 


. 19556, 


19321. .19521, 19342. .19578 




Seq. No. 


30870 




Seq. ID 


OJ990519_30. 9A20 


.C12 


Gene No. 


63865 




Strand 






Start 


19230 




End 


19770 




Name 


OJ990519 30.9A20.C12 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


19350 




End 


19770 




GI 


none 




Score 


93 




Exons 


19350. . 19535, 19372. 


. 19515, 


19524. .19760, 19525. .19770 




Seq. No. 


30870 




Seq. ID 


OJ990519_30. 9A20 


C12 


Gene No. 


63865 




Strand 






Start 


19230 




End 


19770 




Name 


OJ990519 30.9A20.C12 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


19353 




End 


19727 




GI ' 


none 




Score 


98 




Exons 


19353. . 19727, 19369. 


19482 








Seq. No. 


30871 




Seq. ID 


OJ990519_30. 9A20. 


C13 


Gene No. 


63866 




Strand 






Start 


1 




End 


652 




Name 


OJ990519 30.9A20.C13. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


652 




GI 


4335720 




Score 


258 




Exons 


1. .652 










GI Descrip. 


(AC006248) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


30871 




Seq. ID 


OJ990519_30. 9A20. 


C13 


Gene No. 


63866 




Strand ' 






Start 


1 " . 




End 


652 




Name 


OJ990519 30.9A20.C13. 


ol . gs 


Method 


GEN SCAN 




Start 


68 




End 


568 




GI 


none 




Score 


.6 




Exons 


68. .568 










Seq. No. 


30871 




Seq. ID 


OJ990519_30. 9A20. 


C13 


Gene No. 


63866 




Strand 






Start 


1 




End 


652 




Name 


OJ990519 30.9A20.C13. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


95 




End 


487 




GI 


none 




Score 


64 




Exons 


95. .331, 3/7. .487 










Seq. No. 


30872 




Seq. ID 


OJ990519_30. 9A20. 


C14 



30818 



Gene No. 


63867 




Strand 


+ 




Start 


35 




End 


91 




Name 


OJ990519 30.9A20 


. C14 . ol . gs 


Method 


GENSCAN 




Start 


35 ~ 




End 


91 




GI 


none 




Score 


. 95 




Exons 


35. . 91 










Seq. No. 


30873 




Seq. ID 


OJ990519_ 


_30.9A20.C15 


Gene No. 


63868 




Strand 


+ 




Start 


43 




End 


265 




Name 


OJ990519 30.9A20 


. CI 5 . ol . gp 


Method 


AAT /GAP 




Start 


43 ~~ 




End 


265 




GI 


4968598 




Score 


259 




Exons 


43. .265 










Seq. No. 


30874 




Seq. ID 


OJ990529_ 


_36. 9A05.C1 


Gene No. 


63869 




Strand 


+ 




Start 


304 




End 


2646 




Name 


OJ990529 36.9A05 


. CI . ol . gs 


Method 


GENSCAN 




Start 


304 ' ™ 




End 


2646 




GI 


none 




Score 


. 95 




Exons 


304 . . 435, 1416. . 


1941, 2027 . . 2' 


646 






Seq. No. 


30874 




Seq. ID 


OJ990529 


36 9A05 CI 


Gene No. 


63869 




Strand 


+ 




Start 


304 




End 


2646 




Name 


OJ990529 36.9A05 


.Cl.ol.np 


Method 


AAT /NAP 




Start 


1508 ~ 




End 


2589 




GI 


6560771 




Score 


850 




Exons 


1508 . .1941, 2027 


. .2589 








GI Descrip. 


(AC010155) F3M18 


.4 [Arabidopsis thaliana] 




Seq. No. 


30874 




Seq. ID 


OJ990529_ 


36 9A05 CI 


Gene No. 


63870 




Strand 


+ 




Start 


5392 




End 


12309 




Name 


OJ990529 36.9A05 


.Cl.o2.gs 


Method 


GENSCAN 




Start 


5392 




End 


12309 




GI 


none 




Score 


..53 




Exons 


5392. .5517, 6194 


..6508, 7643., 


.7732, 76 


S17. .7900, 


8056. .8090, 




8179. . 8264, 9019, 


..9084, 10233, 


. .10329, 


11848. .11950,. 12175. .: 


Seq. No. 


30874 




Seq. ID 


OJ990529_ 


_36. 9A05.C1 


Gene No'i' " 


63870 " ' 




Strand ' 


+ 




Start 


5392 




End 


12309 




Name 


OJ990529 36.9A05, 


. CI . o3 . gp 


Method 


AAT /GAP 




Start 


6266 




End 


9693 




GI 


3084 1.R1084 




Score 


1571 




Exons 


6266. .6444, 7182, 


..7219, 7643.. 


,7732, 78 


:17. .7900, 


8056. .8090, 




8179. .8264, 9019, 


..9084, 9390.. 


,9693 







GI Descrip. 1 3746071 9.0e-43 (AC005311) putative GTP-binding protein 
[Arabidopsis thaliana] 1 



Seq. No. 30874 Seq. ID 

Gene No.* 63871 Strand 

Start 19033 End 

Name OJ99052 9_36 . 9A05 . CI . o3 . np Method 

Start 19033 End 



OJ990529_36.9A05.C1 
+ 

25240 
AAT /NAP 
21492 



30819 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



4587596 Score 346 

19033. .19118, 19854 . .19997, 21147 21248, 21342. .21492 

(AC006951) hypothetical protein [Arabidopsis thaliana] 



30874 
63871 
19033 

OJ990529_36. 9A05 . CI . o4 . gs 
19756 
none 
19756. 
22536. 
25024. 



,19906, 19956. .20002, 
,22614, 23624..23736, 
,25240 



Seq. ID OJ990529_36.9A05.C1 

Strand + 

End 25240 . 

Method GENSCAN 

End 25240 

Score .89 
21340. .21445, 21530 .. 2174 7 , 
24468. .24503, 24539 .. 24765, 



Seq. No. 30874 .Seq. ID 

Gene No. 63871 Strand 

Start 19033 End 

Name 0 J9 90 5 2 9_3 6 . 9A0 5 . C 1 . o 4 . np Me t hod 

Start 19867 End 

GI 1552759 Score 

Exons 19867. .19997, 21147 

22267. .22307, 23497 

GI Descrip. 



OJ990529_36. 9A05.C1 
+ 

25240 
AAT/NAP 
25075 
228 



.21246, 
.23720, 



21340. .21463, 21563 .. 21745, 
24532. .24809, 25005.. 25075 
(U70214) lipid A disaccharide synthase [Escherichia coli] 
gi 1 1786379 (AE000127) tetraacyldisaccharide-l-P; lipid A 
biosynthesis, penultimate step [Escherichia coli] 



Seq. No. 


30874 






Gene No. 


63872 






Start 


26724 






Name 


OJ990529 36. 


9A05.C1 


. 06 . gs 


Start 


26724 




GI 


none 






Exons 


26724 . .26870, 27080 


. .27435 


Seq. No. 


30874 






Gene No. 


63873 






Start 


1414 






Name 


OJ990529 36. 


9A05.C1 


. ol . gp 


Start 


1414 




GI 


2312036 






Exons 


1414. .1715 






Seq. No. 


' 30874 






Gene No. 


63874 






Start 


2207 






Name 


OJ990529 36. 


9A05.C1 


. o2 . gp 


Start 


2207 




GI 


none 






Exons 


2207. .3040 






Seq. No. 


30874 






Gene No. 


63875 






Start 


12225 






Name 


OJ990529_36. 


9A05.C1 


. o2 . np 


O -i . — -U 


1 o o r\ f- 






GI 


3746071 






Exons 


12225. .12305 


, 13036 


.13086, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_36. 9A05.C1 
+ 

29133 
GENSCAN 
29133 
.84 



OJ990529_36. 9A05.C1 
1715 

AAT/GAP - 

1715 

534 



OJ990529 36.9A05.C1 



3040 
AAT/GAP 
3040 
1622 



OJ990529_36.9A05.C1 

19457 
AAT/NAP 
194 57 
2051 



30820 



13678. .13764, 14001 .. 14050, 14 185 .. 14258, 14 4 11 14 535, 
14634. .14688, 14 958 .. 15021, 15188 15311, 164 37 16535 , 
16614 .. 16739, 16875 17012 , 17450 .. 17622, 17702 17761, 
18327. .18477, 18580 .. 18654 , 19128.. 19457 

(AC005311) putative GTP-binding protein [Arabidopsis thaliana] 



GI Descrip. 

Seq. No. 30874 
Gene No. 63875 
Start 12225 

Name OJ990529_36 . 9A05 . CI . o3 . gs 

Start 13126 

GI none 

Exons 13126. .13140, 13378 .. 134 61, 13539 

14001. .14050, 14185. .14258, 14411 
14958. .15021, 15188. .15311, 16437 
16875. .17012, 17450. .17622, 17702 
19128. .19457 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529_36.9A05.C1 

19457 
GENSCAN 
19457 
.8 



13589, 13678. 

14535, 14634. 

16535, 16614. 

17770, 18327. 



,13764, 
,14688, 
,16769, 
,18477, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30874 Seq. ID OJ990529_36 . 9A05 . CI 

63875 Strand 

12225 End 19457 

OJ990529_36 . 9A05 . CI . o4 . gp Method AAT/GAP 

15259 End 16975 

2310237 Score 679 

15259. .15311, 16437. .16535, 16614 16739, 16875. .16975 

3746071 9.0e-43 (AC005311) putative GTP-binding protein 

[Arabidopsis thaliana] 



Seq. No. 


30874 








Seq. ID 


OJ990529_36.9A05.C1 


Gene No. 


63876 








Strand 




Start 


25532 








End 


27453 


Name 


OJ990529 36. 


9A05 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1413 








End 


2436 


GI 


none 








Score 


760 


Exons 


1413. . 1958, 


1418 


. .1939, 


1500. 


.1940, 2025.. 2435, 2026.. 2436 


Seq. No. 


30874 








Seq. ID 


OJ990529_36.9A05.C1 


Gene No. 


63876 








Strand 




Start 


25532 








End 


27453 


Name 


OJ990529 36. 


9 AO 5 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1629 








End 


1886 


GI 


none 








Score 


167 


Exons " "* ; 


1629. . 1790', 


1658 


. .178-9, 


1781. 


.1885, ' 1782. .1886 


Seq. No. 


30874 








Seq. ID 


OJ990529_36.9A05.C1 


Gene No. 


63876 








Strand 




Start 


25532 








End 


27453 


Name 


OJ990529 36. 


9A05 


Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1886 








End 


2631 


GI 


none 








Score 


94 


Exons 


1886. .1972, 


1887 


.1943, 


1897. 


.1944, 2001. .2288, 2005. .2448 




2008. .2328, 


2013. 


.2447, 


2530. 


.2631 




Seq. No. 


30874 








Seq. ID 


OJ990529_36.9A05.C1 


Gene No . 


6387 6 








Strand 




Start 


25532 








End 


27453 


Name 


OJ990529_36. 


9 AO 5. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 



30821 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2436 End 2758 

none Score 293 

2436. .2639, 2437. .2646, 2645. .2719, 2659. .2727, 2666. .275* 



30874 
63876 
25532 

OJ990529_36.9A05.Cl.o4 . tm 

12126 

none 

12126. .12143, 12174. .12242, 
13034. .13087, 13035 13082 , 
13998. . 14051, 14002. .14052, 
14186. .14260, 14190. .14261, 



Seq. No. 30874 
Gene No. 63876 
Start 25532 

Name OJ990529_36 . 9A05 . CI . o3 . tm 

Start 13352 
GI none 
Exons 13352. 

13533. 

13679. 



13456, 13365. .13472, 
13613, 13537. .13614, 
13759 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12239 

13036 



OJ990529 36.9A05.C1 



27453 

TBLASTX: Maize 
14530 
88 

12319, 12240. .12323, 
13086, 13998. .14051, 



14003. .14 077, 14184. .14258, 
14378. .14530, 14395. .14529 



Seq. ID 
Strand 

End v.* . 
Method 
End 
Score 



OJ990529_36.9A05.C1 
27453 

TBLASTX: Maize 

13759 

135 



13372. .13464, 13375 .. 13500 , 
13541. .13615, 13678. .13758, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30874 
63876 
25532 

OJ990529__36 . 9A05 . CI . 06 . tm 

14632 

none 

14 632. .14 688, 14 634 14 681, 
15185. . 15250, 15186. .15323, 

30874 
63876 
25532 

OJ990529_36 . 9A05 . CI . o3 . ts 
16443 
none 
16443. 
16872. 



16595, 16444. 
17012, 16873*. 



,16527, 
,17013, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14955 

15186 



OJ990529 36.9A05.C1 



27453 

TBLASTX: Maize 
15327 
68 

15023, 14957. .15022, 
15326, 15232. .15327 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 36.9A05.C1 



17448 . ".17633 



27453 

TBLASTX: Soybean 
17633 
119 

16611. . 16742, 16627. .16740, 
16874. . 17014, 17438. .17632, 



Seq. No. 30874 Seq. ID 

Gene No. 63876 Strand 

Start 25532 End 

Name OJ990529_36 . 9A05 . CI . o7 . tm Method 

Start 16693 End 

GI none Score 

Exons 16693. . 16740, 16693 .. 16740, 

174 38. .17500, 17 4 4 8. .174 98 



OJ990529_36. 9A05.C1 
27453 

TBLASTX: Maize 
17500 
66 

168 65. . 17014, 1687 6. . 17013, 



Seq. No. 
Gene No . 
Start 
Name 



30874 
63676 
25532 
OJ990529 



36. 9A05.Cl.o5.tm 



Seq. ID 

Strand 

End 

Method 



OJ990529 36.9A05.C1 
27453 

TBLASTX: Maize 



30822 




Start 


17501 


End 


18470 




GI 


none 


Score 


162 




Exons 


17501. .17 632, 17505. .17 633, 


17701. .17772, 17703. .17777, 






17704. .17781, 18327. .18398, 


18328. .18399, 18329 .. 18409, 






18417. .18470 








Seq. No. 


30874 


Seq. ID 


OJ990529_36. 9A05 


CI 


Gene No. 


63876 


Strand 






Start * 


25532 


End 


27453 




Name 


OJ990529 36. 9A05 . CI . ol . tc 


Method 


TBLASTX: Cress 




Start 


19122 


End 


19292 




GI 


none 


Score 


167 




Exons 


19122. .19292, 19123. . 19272, 


19137. . 19292 




Seq. No. 


30874 


Seq. ID 


OJ990529_36. 9A05. 


CI 


Gene No. 


63876 


Strand 


— 




Start 


25532 


End 


27453 




Name 


OJ990529 36. 9A05 . CI . o5 . gs 


Method 


GENSCAN 




Start 


25532 


End 


25827 




GI 


none 


Score 


.57 




Exons 


25532. .25582, 25672. .25827 








Seq. No. 


30874 


Seq. ID 


OJ990529_36.9A05. 


CI 


Gene No. 


63876 


Strand 






Start 


25532 


End 


27453 




Name 


OJ990529 36. 9A05 . CI . o5 . np 


Method 


AAT/NAP 




Start 


25600 


End 


27273 




GI 


5281024 


Score 


262 




Exons 


25600. .25728, 26778.. 27273 








GI Descrip. 


(Z97343) EREBP-2 protein [Arabidopsis 


thaliana] 




Seq. No. 


30874 


Seq. ID 


OJ990529_36.9A05. 


CI 


Gene No. 


63876 


Strand 






Start 


25532 


End 


27453 




Name 


OJ990529 36. 9A05 . CI . o5 . gp 


Method 


AAT/GAP 




Start 


27094 


End 


27453 




GI 


LIB34 33-061-P1-K1-C8 


Score 


623 




Exons 


27094 . .27453 








GI Descrip. 


' 4567311/gb|AAD23722. 1 | AC005956 11 7.0e-09 (AC005956) putative 




protein kinase [Arabidopsis 


thaliana] 1 






Seq. No. 


30875 ' 


Seq. ID 


OJ990529_36.9A05. 


C2 


Gene No. 


'63877-" 


Strand"' 


+ 




Start 


269 


End 


6176 




Name 


OJ990529 36.9A05.C2.ol.gs 


Method 


GENSCAN 




Start 


269 


End 


5863 




GI 


none 


Score 


.71 




Exons 


269. .323, 1249. .1413, 1484.. 


1606, 2261 


..2356, 2510. .2728 






2819.. 2926, 4546.. 4712, 481£ 


J..4933, 5030. .5093, 5588. .58 


63 


Seq. No. 


30875 


Seq. ID 


OJ990529_36.9A05. 


C2 


Gene No. 


63877 


Strand 


+ 




Start 


269 


End 


6176 




Name 


OJ990529_36. 9A05 . C2 . ol . np 


Method 


AAT/NAP 




Star L 


5 96 


End 


4271 ' 




GI 


4567311 


Score 


288 




Exons 


596. .633, 1485. .1606, 2261.. 


2356, 2510 


..2586, 4225. .4271 





30823 




GI Descrip. 


(AC005956) unknown protein [Arabidopsis thaliana] 


Seq. No. 


30875 


Seq. ID 


OJ990529__36.9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529 36.9A05.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


1286 


End 


2325 


GI 


none 


Score 


74 


Exons 


1286. .1408, 1491. .1565, 1491 


..1595, 1492. .1608, 1492.. 1605, 




2256.. 2318, 2257.. 2325 






Seq. No. 


30875 


Seq. ID 


OJ990529_36.9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529 36.9A05.C2.ol.gp 


Method 


AAT/GAP 


Start 


1296 


End 


2655 


GI 


2427845 


Score 


575 


Exons 


1296. .1413, 1493. .1603, 2259 


,.2357, 2570.. 2655 


GI Descrip. 


4567311/gb|AAD23722.1|AC005956 11 7 . Oe 


-09 (AC005956) putativ 




protein kinase [Arabidopsis 


thaliana] 




Seq. No. 


30875 


Seq. ID 


OJ990529_36.9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529 36.9A05.C2.o2.gp . 


Method 


AAT/GAP 


Start 


4640 


End 


6176 


GI 


624 3.R1084 


Score 


1624 


Exons 


4640. .4712, 4818. .4933, 5030 


..5093, 5588. .6176 


GI Descrip. 


'3128228 3.0e-92 (AC004077) 


putative ribosomal protein L18A 




[Arabidopsis thaliana] >gi 3337376 (AC004481) putative ribos 




protein L18A [Arabidopsis thaliana] 1 




Seq. No. 


30875 


Seq. ID 


OJ990529_36. 9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529 36.9A05.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


4757 


End 


5935 


GI 


" none 


Score 


184 


Exons 


4757. .4936, 4815. .4934, 4871 


..4936, 5018. .5089, 5018. .5092, 




5031. .5111, 5079. .5114, 5571 


..5732, 5585. .5935, 5587. .5928 


Seq. No'. 


30875 " 


Seq. ID 


OJ990529__36'. 9A05.C2 


Gene No. 


63877 


Strand' 


+■••-■ 


Start 


269 


End 


6176 


Name 


OJ990529 36.9A05.C2.o2.np 


Method 


AAT/NAP 


Start 


4803 


End 


5926 


GI 


3128228. 


Score 


772 


Exons 


4803.. 4933, 5030.. 5093, 5588 


. .5926 




GI Descrip. 


(AC004077) 60S ribosomal protein L18A 


[Arabidopsis thaliana] 


Seq. No. 


30875 


Seq. ID 


OJ990529_36.9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529_36 . 9A05 . C2 . ol . tm 


Method 


TBLASTX: Maize 


3 1 a r L 


4 808 


End 


5934 


GI 


none 


Score 


210 


Exons 


4808. .4936, 4809. .4934, 4871 


..4936, 5024.. 5092, 5030.. 5092, 



30824 



5031. .5111, 5585. .5929, 5585. .5929, 5587. .5934, 5602. .5931 



Seq. No. 


30875 


Seq. ID 


OJ990529_36. 9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529 36. 9A05 . C2 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


4808 


End 


5731 


GI 


none 


Score 


202 


Exons . . 


4808. .4936, 4809. .4934, 4874. 


.4936, 5024.. 5092, 5030.. 5092 




5031. .5111, 5571. .5729, 5585. 


.5731, 5585. .5728, 5587. .5730 


Seq. No. 


30875 


Seq. ID 


OJ990529_36. 9A05.C2 


Gene No. 


63877 


Strand 


+ 


Start 


269 


End 


6176 


Name 


OJ990529 36.9A05.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4808 


End 


5937 


GI 


none 


Score 


206 


Exons 


4808. .4936, 4809. .4934, 4818. 


.4946, 4877.. 4936, 5018.. 5092, 




5031. .5111, 5585. .5929, 5587. 


.5937, 5587.. 5934 


Seq. No. 


30876 


Seq. ID 


OJ990529_36. 9A05.C3 


Gene No. 


63878 


Strand 


+ 


Start 


1 


End 


861 


Name 


OJ990529 36.9A05.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


861 


GI 


479357 


Score 


647 


Exons 


1. .861 






GI Descrip. 


hypothetical protein 612 - maize transposon MuA2 




gil 22375 i.emb | CAA4 4165 | (X62251) ORF [Zea mays] 


Seq. No. 


30876 


Seq. ID 


OJ990529_36.9A05.C3 


Gene No. 


63878 


Strand 


+ 


Start 


1 


End 


861 


Name 


OJ990529 36.9A05.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


130 


End 


420 


GI 


none 


Score 


129 


Exons 


130. .276, 165. .260, 281. .391, 


283. .420 




Seq. No. 


30876 


Seq. ID 


OJ990529_36.9A05.C3 


Gene No. 


63878 


Strand 


+ 


Start 


1 


End 


861 


Name 


OJ990529 36.9A05.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


425 


End 


857 


GI 


none 


Score 


279 


Exons 


425. .709, 427. .690, 703. .810, 


704. .835 


, 711. .857 


Seq. No. 


30877 


Seq. ID 


OJ990529_36. 9A05.C4 


Gene No . 


63879 


Strand 




Start 


60 


End 


1577 


Name 


OJ990529 36.9A05.C4.ol.gp 


Method 


AAT/GAP 


Start 


60 


End 


1577 


GI 


53 1.R1084 


Score 


2449 


Exons 


60. .857, 996. .1127, 1213. .157 


7 




GI Descrip. 


'2992160/dbj IBAA25325! 1.0e-116 (AB012392) MuDR-like elemer 




[Oryza sativa] i 






Seq. No. 


30877 


Seq. ID 


OJ990529_36.9A05.C4 



30825 



Gene No. 


63879 




Strand 


+ 


Start 


60 




End 


1577 


Name 


OJ990529 36.9A05.C4. 


ol . CJS 


Method 


GENS CAN 


Start 


73 ~ 




End 


1031 


GI 


none 




Score 


.43 


Exons 


73. .780, 996. .1031 








Seq. No. 


30877 




Seq. ID 


OJ990529 


Gene No. 


63879 




Strand 


+ 


Start 


60 




End 


1577 


Name 


OJ990529 36.9A05.C4. 


ol . np 


Method 


AAT/NAP 


Start 


385 




End 


1372 


GI 


2992160 




Score 


1279 


Exons 


385. .857, 996. .1127, 


1213. 


.1372 




GI Descrip. 


(AB012392) MuDR-like 


element [Oryza sativa] 



Seq. No. 30877 Seq. ID 

Gene No. 63880 Strand 

Start 3767 End 

Name OJ990529_36 . 9A05 . C4 . o3 . gs Method 

Start 3767 End 

GI none Score 

Exons 3767.. 4054 



OJ990529_36. 9A05.C4 
+ 

4054 
GENSCAN 
4054 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30877 
63881 
6445 

OJ990529_36. 9A05. C4 .o5.gs 

6445 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6445. .6558, 7003. .7085, 9303. .9449, 9649. .10726, 10778 .. 1088 9, 
10935. .11168, 11244. .11419, 1364 3 .. 13713, 14006 .. 14188, 
15267. .15363 



OJ990529_36.9A05.C4 
+ 

15363 
GENSCAN 
15363 
.67 



Seq. No. 


30877 


Seq. ID 


OJ990529_36. 


9A05.C4 


Gene No. • 


63881 


Strand 


+ 




Start 


6445 


End 


15363 




Name 


OJ990529 36.9A05.C4.o2.np 


Method 


AAT/NAP 




Start 


8268 


End 


11704 




GI 


6735376 


Score 


1105 




Exons 


8268. .8291, 9743. .11704 








GI Descrip . 


(AL137082)' putative' protein [ 


Arabidopsis thaliana] 




Seq. No. 


30877 


Seq. ID 


OJ990529_36. 


9A05.C4 


Gene No. 


63881 


Strand 


+ 




Start 


6445 


End 


15363 




Name 


OJ990529 36.9A05.C4.o2.gp 


Method 


AAT/GAP 




Start 


10526 


End 


10956 




GI 


286328 


Score 


849 




Exons 


10526.. 10956 








GI Descrip. 


5923669/gb| AAD56320. 1 IAC009326 7 2.0e- 


•09 (AC009326) 


hypothetical 




protein [Arabidopsis thaliana 


] 






Seq. No. 


30877 


Seq. ID 


OJ990529_36. 


9A05.C4 




U JOOZ 


Strand 


+ 




Start 


17426 


End 


22152 




Name 


OJ99052 9_36. 9A05.C4 .06. gs 


Method 


GENSCAN 





30826 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



17426 End 21903 

none Score .45 

17426. .17553, 1764 9 .. 17739, 18897 .. 19169, 20518. .21903 



30877 
63882 
17426 

OJ99052 9_36 . 9A05 . C4 . o3 . gp 
18956 

LIB3432-021-P1-K1-E6 
18956. .19169, 20518.. 20779 
'3128209 7.0e-40 (AC004077) 
thaliana] 1 



Seq. ID OJ990529_36.9A05.C4 

Strand + 

End 22152 

Method AAT/GAP 

End 20779 

Score 904 

unknown protein [Arabidopsis 



Seq. No. 30877 Seq. ID 

Gene No. 63882 Strand 

Start 17426 End 

Name OJ990529_36 . 9A05 . C4 . o4 . gp Method 

Start 21685 End 

GI none Score 

Exons 21685.. 22152 



OJ990529_36.9A05.C4 
+ 

22152 
AAT/GAP 
22152 
862 



Seq. No. 30877 Seq. ID OJ990529_36 . 9A05 . C4 

Gene No. 63883 Strand + 

Start 25643 End 31015 

Name OJ990529_36 . 9A05 . C4 . o3 . hp Method AAT/NAP 

Start 25643 End 31015 

GI 4206209 Score 5923 

Exons 25643. .26128, 26162.. 31015 

GI Descrip. (AF071527) putative glucan synthase component [Arabidopsis 

thaliana] gi | 4263042 | gb | AAD15311 | (AC005142) putative glucan 
synthase component [Arabidopsis thaliana] 



Seq. No. 


30877 


Seq. ID 


OJ990529_36.9A05.C4 


Gene No. 


63883 


Strand 


+ 


Start 


25643 


End 


31015 


Name 


OJ990529 36.9A05.C4.o8.gs 


Method 


GENSCAN 


Start 


25643 


End 


31015 


GI 


none 


Score 


1 


Exons 


25643. .31015 






Seq. No. 


30877 " 


Seq. ID 


OJ990529_36.9A05.C4 


Gene No. 


63884 


Strand • 


+ 


Start 


30970 


End 


32325 


Name 


OJ990529 36.9A05.C4 .o5.gp 


Method 


AAT/GAP 


Start 


30970 


End 


32325 


GI 


none 


Score 


612 


Exons 


30970. .31016, 32015.. 32325 






Seq. No. 


30877 


Seq. ID 


OJ990529_36.9A05.C4 


Gene No. 


63885 


Strand 


+ 


Start 


33470 


End 


37924 


Name 


OJ990529 36.9A05.C4 .06. gp 


Method 


AAT/GAP 


Start 


33358 


End 


35165 


r t 


24164 1.RI084 


Score 


1679 


Exons 


33358. .33704, 34612.. 35165 






GI Descrip. 


, 2842486/emb|CAA16883. 1 | 3. 


Oe-45 (AL021749) putative protein 



30827 




[Arabidopsis thaliana] 1 



Seq. No. 


30877 


Seq. ID 


OJ990529 


_36.9A05 


.C4 


Gene No. 


63885 


Strand 


+ 






Start 


33470 


End 


37924 






Name 


OJ990529 36. 9A05.C4 .o4 .np 


Method 


AAT/NAP 






Start 


33470 


End 


34796 






GI 


4056457 


Score 


447 






Exons 


33470. .33704, 34612.. 34796 










GI Descrip. 


(AC005990) ESTs gb|234051 


and gb|F1372 


2 come from this 


gen< 




[Arabidopsis thaliana] 








Seq. No. 


30877 


Seq. ID 


OJ990529_ 


36. 9A05 


.C4 


Gene No. 


63885 


Strand 


+ 






Start 


33470 


End 


37924 






Name 


OJ990529 36. 9A05.C4 .o9.gs 


Method 


GENSCAN 






Start 


33470 


End . 


37924 






GI 


none 


Score. 


.6 






Exons 


33470. .33704, 34612.. 34795 


, 34827. .34908, 37637 


. . 37924 




Seq. No. 


30877 


Seq. ID 


OJ990529_ 


_36. 9A05 


.C4 


Gene No. 


63886 


Strand 


+ 






Start 


38010 


End 


39735 






Name 


OJ990529 36.9A05.C4.ol0.gs 


Method 


GENSCAN 






Start 


38010 


End 


39735 






GI 


none 


Score 


.88 






Exons 


38010. .38168, 38293. .38526 


, 38630. .38921, 39101 


. . 39735 




Seq. No. 


30877 


Seq. ID 


OJ990529_ 


_36.9A05 


.C4 


Gene No. 


63886 


Strand 


+ 






Start 


38010 


End 


39735 






Name 


OJ990529 36.9A05.C4.o5.np 


Method 


AAT/NAP 






Start 


38364 


End 


38462 






GI 


5777617 


Score 


88 






Exons 


38364. .38462 










GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 






Seq... No. 


30877 


Seq. ID 


OJ990529_ 


36. 9A05 


. C4 


Gene No. 


63887 


Strand 








Start 


1213 


End 


2585 






Name 


OJ990529 36. 9A05.C4 .o2.gs 


Method 


GENSCAN 






Start 


1213 


End ; * 


2585 




- - 


GI" 


none ' ' " - 


Score 


.84' ' 






Exons 


1213. .1327, 1960. .2585 










Seq. No. 


30877 


Seq. ID 


OJ990529_ 


J36. 9A05 


. C4 


Gene No. 


63888 


Strand 








Start 


4152 


End 


5212 






Name 


OJ990529 36.9A05.C4.o4.gs 


Method 


GENSCAN 






Start 


4152 


End 


5212 






GI 


none 


Score 


.61 






Exons 


4152. .4368, 5085. .5212 










Seq. No. 


30877 


Seq. ID 


OJ990529_ 


36. 9 AO 5 


.C4 


Gene No . 


/zoo o n 


Strand 








Start 


22993 


End 


23482 






Name 


OJ990529_36. 9A05.C4 .o7.gs 


Method 


GENSCAN 







30828 




Start 


22993 




End 


23482 




GI 


none 




Score 


. 59 




Exons 


22993. .23008 


, 23106.. 23482 








Seq. No. 


30877 




Seq. ID 


OJ990529_36.9A05 


.C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36. 


9A05.C4 .06. tm 


Method 


TBLASTX: Maize 




Start 


7 




End 


690 




GI 


none 




Score 


227 




Exons 


7. .327, 27.. 


275, 388.-558, 


565. . 690 






Seq. No. 


30877 




Seq. ID 


OJ990529_36.9A05 


.C4 


Gene No. 


63890' 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36. 


9A05.C4 .o2. tc 


Method 


TBLASTX: Cress 




Start 


9812 • 




End 


11569 




GI 


none 




Score 


41 




Exons 


9812. . 9865, 


9893. .10168, 10152. .10190, 


10232. .10456, 





10296. . 10331, 10532. .10651, 10925 .. 11143, 11039 .. 11500, 
11107. .11499, 11504. .11569 



Seq. No. 30877 

Gene No. 63890 

Start 43316. 

Name OJ990529_36 . 9A05 . C4 . ol4 . tm 

Start 9938 

GI none 

Exons 9938.. 10168, 10238 .. 10615, 
11225. . 11398, 11237. .11308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_36.9A05.C4 
46571 

TBLASTX: Maize 

11413 

98 



10919. .11197, 11201. .11413, 



Seq. No. 30877 
Gene No. 63890 
Start 43316 

Name OJ99052 9_36 . 9A05 . C4 . o5 . tw 

Start 9950 

GI • none 

Exons 9950.. 10168, 10133 .. 10459, 

10931. .11173, 11237. .11536, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10370. .10645, 10411. 
11237. .11536, 11251 



OJ990529_36. 9A05.C4 
46571 

TBLASTX: Wheat 

11541 

122 

10614, 
.11541 



Seq. No. 30877 

Gene. No. - 63890 
Start ' 43316 ' 

Name OJ99052 9_36 . 9A05 . C4 . o3 . ts 

Start 10013 
GI none 

Exons 10013. .10168, 10313 .. 10459, 

11297. .11629, 11317. .11637 



Seq. ID 
Strand 
• End 
Method 
End 
Score 



OJ990529_36. 9A05.C4 
46571 

TBLASTX : Soybean 

11637 

74 



11003. .11173, 112 97. .1162 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30877 

63890 

43316 

OJ990529 

11414 



36.9A05.C4.o7.tm 



Seq. ID OJ990529_36.9A05.C4 
Strand 
End 

Method 
End 
Score 



4 65.7.1. 

TBLASTX: Maize 

11778 

316 



11414. .11638, 11416. .11637, 11707 .. 1177 8 , 11710. .11778 



30829 




Seq. No. 


30877 






Seq. ID 


OJ990529_36. 9A05 


. C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17417 






End 


19184 




GI 


none 






Score 


139 




Exons 


17417. 


.17512, 17422 


. . 17511, 


17521. .17556, 188 95. .19173, 






18899. 


.19180, 18900 


. .19184 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05 


. C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


17420 






End ' 


20582 




GI 


none 






Score 


89 




Exons 


17420. 


.17512, 18874 


. .19083, 


188 97. .19136, 188 97. .19136, 






19125. 


.19184, 19139 


. . 19183, 


20509. .205 


B0, 20517.. 20582 




Seq. No. 


30877 






Seq. ID 


OJ990529__36.9A05 


C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


20515 






End 


20722 




GI 


none 






Score 


181 




Exons 


20515. 


.20634, 20517 


. . 20663, 


20521. .20664, 20570. .20635, 






20608. 


.20721, 20615 


. .20722, 


20630. .20719, 20638. .20721 




Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05. 


C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


.ol0 . tm 


Method 


TBLASTX: Maize 




Start 


20849 






End 


21166 




GI 


none 






Score 


72 




Exons 


20849. 


.20920, 20850 


. 20933, 


20851. .20934, 20934. .21161, 






20937. 


.21041, 20942 


.21166 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05. 


C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


21687 






End 


21938 




GI" 


none 






• Score 


57 




Exons 


'21687 ; 


.21719, 21694. 


-.21726, 


21694 . .21732, 21721 .. 21882, 






21723. 


.21938, 21724. 


. 21891, 


2172 6. .21905, 2188 6. .21912 




Seq. No. 


30877 






Seq. ID 


OJ990529_36. 9A05. 


C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36. 9A05.C4 . 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


25880 






End 


26269 




GI 


none 






Score 


73 




Exons 


25880. 


.25966, 26039. 


.26107, 


26165. .26269, 26167.. 26265 




Seq. No. 


30877 






Seq. ID 


OJ990529_36. 9A05. 


C4 


Gene No . 


638 90 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4. 


o3 . tm 


Method 


TBLASTX: Maize 





30830 



Start 


26443 




End 


26737 




GI 


none 




Score 


201 




Exons 


26443. .26571, 26444 


. .26569, 


26542. .2 6736, 2654 3 . . 2 6737 , 






26564 . .26737 










Seq. No. 


30877 




Seq. ID 


OJ990529 36.9A05 


.C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36.9A05.C4 


.o9. tc 


Method 


TBLASTX: Cress 




Start 


26951 




End 


27190 




GI 


none 




Score 


204 




Exons 


26951. .27190 










Seq. No. 


30877 




Seq. ID 


OJ990529 36.9A05 


.C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36.9A05.C4 


. ol5 . tm 


Method 


TBLASTX: Maize 




Start 


27050 




End 


27277 




GI 


none 




Score 


193 




Exons 


27050. .27277, 27067 


. .27276 








Seq. No. 


30877 




Seq. ID 


OJ990529 36 9A05 


.C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36.9A05.C4 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


27292 ~ 




* End 


27700 




GI . 


none 




Score 


159. 




Exons 


27292. .27486, 27293 


. 27487, 


27605. .277 


00 




Seq. No. 


30877 




Seq. ID 


OJ990529 36.9A05 


C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36.9A05.C4 


o9. tm 


Method 


TBLASTX: Maize 




Start 


28139 




End 


28513 




GI 


none 




Score 


49 




Exons 


28139. .28183, 28187, 


.28510, 


28232. .285 


13 




Seq. No. 


30877 




Seq. ID 


OJ990529_36. 9A05. 


C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 




Name 


OJ990529 36. 9A05. C4. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


28253 




End 


28909 




GI ' ■ : 


none 




Score 


322 




Exons 


28253. .28552, 28273. 


.28437, 


28286. .28555, 2854 1 .. 28732 , 






28555. .28713, 28811. 


.28909 








Seq. No. 


30877 




Seq. ID 


OJ990529_36. 9A05. 


C4 


Gene No. 


63890 




Strand 






Start 


43316 




End 


46571 . .. 




Name 


OJ990529 36.9A05.C4. 


o4 . t c 


Method 


TBLASTX: Cress 




Start 


28322 




End 


28614 




GI 


none 




Score 


246 




Exons 


28322. .28531, 28327. 


.28497, 


28334. .28531, 28335 .. 28532 , 






28357. .28554, 28523. 


.28612, 


28540. .28614 




Seq. No. 


30877 




Seq. ID 


OJ990529_36.9A05. 


C4 


Gene No. 


63890 




Strand 







30831 



Start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43316 End 

OJ990529_36. 9A05.C4 .o2.tm Method 

28514 End 

none Score 



46571 

TBLASTX: Maize 

29755 

54 



28514. .28582, 28595.-28723, 28838 .. 29008 , 2 9084 .. 29755 , 
29085. .29198, 2914 9 .. 2 9232, 29278.. 29649 



30877 
63890 
43316 

OJ990529_36. 9A05.C4 .ol.ts 
29075 
none 
29075. 
29855. 
30710. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 36.9A05.C4 



30439, 29084. 
30406, 29866. 
30994, 30727. 



.29317, 
.30438, 
.30993 



46571 

TBLASTX: Soybean 
30994 
1657 

29152. .29652, 2 9339 .. 2974 6, 
30413. .30565, 30695 .. 30964 , 



30877 Seq. ID 

63890 Strand 

43316 End 

OJ990529_36 . 9A05 . C4 . o3 . tc Method 

29084 End 

none Score 

29084 . .29290, 2 9100 .. 29216, 29102 29302 , 2 9287 .. 2934 6, 
29291. .29347 



OJ990529_36.9A05.C4 
46571 

TBLASTX: Cress 
29347 
293 



Seq. No. 30877 

Gene No. 638 90 

Start 43316 

Name OJ990529_36 . 9A05 . C4 . ol . tc 

Start 29458 

GI none 

Exons 29458. .29583, 29459 .. 29584 , 
29813. .29959 



Seq. ID OJ990529_36. 9A05.C4 
Strand 

End 4 6571 

Method TBLASTX : Cress 

End 29959 

Score 199 
29576. .29959, 2 957 6 .. 29767, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 
Gene No. 
Star 4- 
Name 
Start 



30877 
63890 
43316 

OJ990529_36. 9A05.C4 .ol.tw 

29612 

none 

29612. .29983, 29729.. 29980 

30877 
63890 
43316 

OJ990529_36. 9A05.C4 . o5 . tm 

29756 

none 

29756. .29941, 29756 . . 2 994 1 , 
29941. .30021, 29942.. 30025 

30877 
63890 

a r> ~> -i r 
m j J x U 

OJ99052 9_36. 9A05.C4 .o5.tc 
29960 



Seq. ID OJ990529_36. 9A05.C4 
Strand 

End 46571 

Method TBLASTX : Wheat 

End 29983 

Score 354 



Seq. ID OJ990529_36. 9A05.C4 
Strand 

End 46571 

Method TBLASTX : Mai ze 

End 30025 

Score 295 
298 42. .2 9970, 29934. .30017, 



Seq. ID OJ990529_36. 9A05.C4 
Strand 

£nd 4 6571 

Method TBLASTX : Cress 

End 30178 



30832 




GI 


none 






Score 


290 




Exons 


29960 


.30178, 29965 


. . 30177 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05 


.C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36. 9A05.C4 


. o4 . tw 


Mp1~ h ori 


TBLASTX * Whpat 




Start 


29986 






End 


30166 




GI 


none 






Score 


263 




Exons 


29986. 


.30165, 29990 


. . 30166 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05 




Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


30026 






End 


30994 




GI 


none 






Score 


724 




Exons 


30026. 


.30991, 30027 


30779, 


30027. .30992, 30028 .. 30993, 






30028. 


.30993, 30029 


. . 30994 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05 


.C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


o7 . tc 


Method 


TBLASTX: Cress 




Start 


30182 






. End 


30430 




GI 


none 






Score 


243 




Exons 


30182. 


.30430, 30235 


. 30420 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05 


C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4 


08 . tc 


Method 


TBLASTX: Cress 




Start 


30721 






End 


31000 




GI 


none 






Score 


234 




Exons 


30721. 


.30993, 30722 


. 31000, 


30764. .30997 




Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05 


C4 


Gene No. 


63890 






Strand 






Start 


./ 43316 






End 


46571 




Name 


OJ990529 36.9A05.C4. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


30722 






End 


31000 




GI 


' none 






Score " 


270 




Exons 


30722. 


.31000,' 30727. 


.30993 








Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05. 


C4 


Gene No. 


63890 






Strand 






Start 


43316 






End 


46571 




Name 


OJ990529 36.9A05.C4. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


33384 






End 


33721 




GI 


none 






Score 


54 




Exon^ 

J-J 1 1 o 


33384. 


.33419, 33493. 


. 33699, 


33494. .33721, 33638. .33703 




Seq. No. 


30877 






Seq. ID 


OJ990529_36.9A05. 


C4 


Gene No. 


63890 






Strand 






Start 


"3 ~/ J. \J 






End 


46b /I 




Name 


OJ990529 36.9A05.C4. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


33493 






End 


34790 





30833 



GI 

Exons 



none 



Score 



148 



33493. .33588, 334 94 33595, 33634 .. 33711, 33635 33703, 
34610. .34765, 34610 .. 34741, 34611. .34790 



Seq. No. 30877 

Gene No. 63890 

Start 43316 

Name OJ99052 9_36 . 9A05 . C4 . 

Start 33493 

GI none 

Exons 33493. .33531, 33494. 

34544. .34741, 34611. 



06 . tc 



,33532, 
,34796, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33635. .33721, 
34611. .34790, 



OJ990529 36.9A05.C4 



46571 

TBLASTX: Cress 
34796 
46 

33646. .33699, 
34648. .34791 



Seq. No. 30877 

Gene No. 63890 

Start 43316 

Name OJ990529_36 . 9A05 . C4 . oil . tm 

Start 33497 

GI none 
Exons 



Seq. ID OJ990529_36.9A05.C4 
Strand 
End 

Method 
End 
Score 



46571 

TBLASTX: Maize 

34800 

199 



33497. .33736, 33502 .. 33585, 3364 0 .. 33699, 3364 1 .. 33703 , 
34610. .34744, 34 611 .. 34 790, 34 611 .. 34790, 34648. .34800 



Seq. No. 30877 

Gene No. 63890 

Start 43316 

Name OJ990529_36 . 9A05 . C4 . oil . gs 

Start 43316 

GI none 

Exons 43316. .44292, 44 901 .. 44 995, 
46509.. 46571 



Seq. ID 
Strand 
End • 
Method 
End 

Score - 



OJ990529_36.9A05.C4 

46571 
GENSCAN 
46571 
.83 



45829. .45895, 4 6123 .. 4 6252 , 



Seq. No. 30877 

Gene No. 63890 

Start 43316 

Name OJ99052 9_36 . 9A05 . C4 . ol6 . tm 

Start 43583 

GI none 
Exons 



Seq. ID OJ990529_36.9A05.C4 
Strand 
End 

Method 
End 
Score 



46571 

TBLASTX: Maize 

44372 

148 



43583. .43696, 43584 .. 4 3694 , 43745 .. 43786, 44015 .. 4 4 14 6, 
44219. .44269, 44219 4 4266, 44263 .. 44346, 44319. .44372 



Seq. No. 30878 Seq. ID 

Gene No. 638 91 ' Strand 

Start' -'392*0 - / End' - "~ 11126' 

Name OJ990529_36 . 9A05 . C5 . ol . np Method AAT/NAP 

Start 3920 End 10834 

GI 3228517 Score 837 

Exons 3920. .4043, 4189. .4398, 4485. .4541, 4951. .5133, 

5956. .6046, 6130. .6294, 6415. .6532, 6606. .6683, 
8303. .8434, 85,28. .8587, 10706. .10834 
GI Descrip. (AF007788) ETTIN [Arabidopsis thaliana] 



OJ990529_36.9A05.C5 
+ . 



5238. 
8054. 



.5322, 
.8216, 



Seq. No. 30878 Seq. ID 

Gene No. 63891 Strand 

Start 3920 End 

Name OJ990529_36 . 9A05 . C5 . o2 . gs Method 

Start 4150 End 

GI none Score 



OJ990529_36.9A05.C5 
+ 

11126 
GENSCAN 
11126 
. 65 



30834 




Exons 4150. .4398, 4485. .4541, 4951. .5133, 8054 .. 8216, '8303 .. 8428, 

8487. .8535, 8760. .9030, 9266. .9366, 11102. .11126 



Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05 


.C5 


Gene No. 


63891 


Strand 


+ 




Start 


3920 


End 


11126 




Name 


OJ990529 36. 9A05 '. C5 . ol . gp 


Method 


AAT/GAP 




Start 


6149 


End 


8170 




GI 


LIB34 77-001-P1-K1-E4 


Score 


803 




Exons 


6149. .6294, 6415 6531, 6608. .6683, 8054. .8170 




GI Descrip. 


'3228517 1.0e-33 (AF007788) 


ETTIN [Arabidopsis thaliana] ' 


Seq. No. 


30878 


Seq. ID 


OJ990529_36. 9A05 


,C5 


Gene No. 


63892 


Strand 


+ 




Start 


17240 


End 


21601 




Name 


OJ990529 36. 9A05 . C5 . o3 . np 


Method 


AAT/NAP 




Start 


17236 


End 


18487 




GI 


6478918 


Score 


495 




Exons 


17236. .17343, 17865. .18487 








GI Descrip. 


(AC011436) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05 


C5 


Gene No. 


63892 


Strand 


+ 




Start 


17240 


End 


21601 




Name 


OJ990529 36.9A05.C5.o4.gs 


Method 


GENSCAN 




Start 


17240 


End 


21601 




GI 


none 


Score 


. 83 




Exons 


17240. .17369, 17913. .18280, 


19301. . 19642, 21212. .21298, 






21395. .21601 








Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05. 


C5 


Gene No. 


63892 


Strand 


+ 




Start 


17240 


End 


21601 




Name 


OJ990529 36. 9A05 . C5 . o4 . gp 


Method 


AAT/GAP 




Start 


17245 


End 


18326 




GI 


none 


Score 


1077 




Exons 


1724 5. . 17385, 17908. .18326 








Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05. 


C5 


Gene No. 


63892 


Strand 


+ 




Start 


17240 


End 


21601 




Name 


OJ990529 36. 9A05.C5.o4 .np 


Method 


AAT/NAP 




Start 


"19514 


End 


21577' 




GI 


6560770 


Score 


366 




Exons 


19514. .19642, 208 69 .. 2 1003, 


21212. .21298, 21416. .21577 




GI Descrip. 


(AC010155) F3M18.5 [Arabidopsis thaliana] 




Seq. No. 


30878 


Seq. ID 


OJ990529_36. 9A05. 


C5 


Gene No. 


638 93 


Strand 






Start . 


2165 


End 


3851 




Name 


OJ990529 36. 9A05 . C5 . ol . gs 


Method 


GENSCAN 




Start 


2165 


End 


3851 




GI 


none 


Score 


.59 




Exons 


2165. .2340, 3104. .3234, 3399. .3605, 3667. .3851 




Seq. No. 


30878 


Seq. ID 


OJ990529_36. 9A05. 


C5 


Gene No. 


63894 


Strand 







30835 




Start 


13150 


End 


16150 


Name 


OJ990529 36.9A05.C5.o3.gs 


Method 


GENSCAN 


Start 


13150 


End 


16150 


GI 


none 


Score 


.72 


Exons 


13150. .13276, 13457. .13552, 


13838. .13963, 14780. .15066, 




15326. .16150 






Seq. No. 


'* 30878 


Seq. ID 


OJ990529_36. 9A05.C5 


Gene No. 


63894 


Strand 




Start 


13150 


End 


16150 


Name 


OJ990529 36.9A05.C5.o2.gp 


Method 


AAT/GAP 


Start 


13525 


End 


14054 


GI " 


LIB3475-006-P1-K1-D9 


Score 


566 


Exons 


13525. .13567, 13663.. 14054 






GI Descrip. 


, 5923669/gb|AAD56320.1|AC009326 7 2 . Oe- 


-09 (AC009326) 




hypothetical protein [Arabidopsis thaliana] 1 


Seq. No. 


30878 


Seq. ID 


OJ990529_36. 9A05.C5 


Gene No. 


63894 


Strand 




Start 


13150 


End 


16150 


Name 


OJ990529 36.9A05.C5.o3.gp 


Method 


.AAT/GAP 


Start 


13657 


End 


14054 


GI 


LIB3475-006-P1-K1-D9 


Score 


567 


Exons 


13657. .14054 






GI Descrip. 


. f 5923669/gb|AAD56320.1 IAC009326 7 2 . Oe- 


-09 (AC009326) 




hypothetical protein [Arabidopsis thaliana] ? 


Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05.C5 


Gene No. 


63894 


Strand 




otart 


13150 


End 


16150 


Name 


OJ990529 36.9A05.C5.o2.np 


Method 


AAT/NAP 


Start 


14758 


End 


16138 


GI 


2282586 


Score 


624 


Exons 


14758. .15066, 15326 .. 15702 , 


15736. . 16138 


GI Descrip. 


(U82011) methyltransf erase [Prunus armeniaca] 


Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05.C5 


Gene No. 


63895 


Strand 




Start 


22208 


End 


26859 


Name 


OJ990529 36.9A05.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


4200 


End 


8125 


GI 


none 


Score 


152 " 


Exons 


4200.. 4304, 420i. .4314-, 4354 


..4395, 4479.. 4541, 5019'. .5135, 




5020.. 5133, 5021.. 5137, 5039 


..5134, 5207.. 5323, 5238.. 5333, 




5954.. 6043, 5955.. 6047, 6124 


..6294, 612 


!8. .6301, 6413. .6532, 




6606. .6686, 6614. .6685, 8054 


. .8125 


Seq. No. 


30878 


Seq. ID 


OJ990529_36. 9A05.C5 


Gene No. 


63895 


Strand 




Start 


22208 


End 


26859 


Name 


OJ990529 36.9A05.C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


4273 


End 


5334 


GI 


none 


Score 


57 


Exons 


4273. .4317, 4321. .4395, 4416 


..4544, 5026. .5133, 5031. .5129, 




5207.. 5323, 5236.. 5333, 5239 


. . b334 




Seq. No. 


30878 


Seq. ID 


OJ990529_36.9A05.C5 



30836 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



63895 
22208 

OJ99052 9_36 . 9A05 . C5 . o3 . ts 
5238 
none. 

5238.. 5333, 5954.. 6043, 5955, 
6413.. 6532, 6413.. 6523, 6605. 

30878 
63895 
22208 

OJ990529_36. 9A05.C5.o4 .tm 
5954 - 
none 

5954. .6043, 5967. .6047, 5982. 
6124. .6297, 6128. .6304, 6413. 
6620. .6685, 6654. .6686, 8048. .8119 



Strand 

End 26859 
Method . TBLASTX: Soybean 
End 6686 
Score 108 

.6047, 6118. .6171, 6128. .6301, 
.6685, 6606.. 6686 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 36.9A05.C5 



26859 

TBLASTX: Maize 
8119 
114 

6047, 5983.. 6048, 6123.. 6233, 
6532, 6425.-6523, 6606.. 6650, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30878 Seq. ID 

63895 Strand 

22208 End 

OJ990529_36. 9A05 . C5 . ol . tm Method 

8155 End 

none Score' 



OJ990529_36.9A05.C5 
26859 

TBLASTX : Maize 

9018 

80 



8155. .8208, 8157. .8219, 8168. .8215, 8305. .8499, 8308. .8469/ 
8309.. 8473, 8470/.8742, 8471 /?8725 , 8771.. 8830, 8917.. 9018, 
8917. .9009, 8919. .9017 



Seq. No. 30878 
Gene No. 63895 
Start 22208 

Name OJ990529_36 . 9A05 . C5 . o2 . tm 

Start 14753 
GI none 
Exons 14753 
15327 

15734. .15823, 15836 .. 15883, 158 63 .. 16111 , 15872 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_36. 9A05.C5 
26859 

TBLASTX: Maize 
16111 
98 



14863, 14755. . 14874, 14 965 .. 15078 , 15326. 
15419, 15404 .. 15535, 15405 .. 15536, 15563. 



15418, 
15664, 
16093 



Seq. No. 30878 Seq. ID 

Gene No. 63895 Strand 

Start 22208 End 

Name OJ990529_36 . 9A05 . C5 . o2 . tw ' Method 

Start 14755 . . . End 

GI none Score 

Exons 14755. .14916, 14756 .. 14860, 

15323. . 15409, 154 07. . 15538 



OJ990529_36.9A05.C5 
26859 

TBLASTX: Wheat 
15538 
67 

14945. .15076, 14 965 .. 15078 , 



Seq. No. 30878 

Gene No. 63895 

Start 22208 

Name OJ990529_36 . 9A05 . C5 . 

Start 15321 

GI none 

Exons 15321. . 15380, 15326. 

155 63 .. 15664 , 15576. 



ol.ts 



15400, 
15665, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15413 

15734 



OJ990529 36.9A05.C5 



26859 

TBLASTX: Soybean 
16120 
45 

15535, 15417. .15536, 
15808, 15896. . 16120 



Seq. No. 



30878 



Seq. ID OJ990529 36.9A05.C5 



30837 



Gene No. 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5 


. ol . tw 


Start 


15887 






GI 


none 






Exons 


15887 


..16093, 15890 


. .16138 


Seq. No. 


30878 






Gene No. 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5 


.ol.tc 


Start 


17942 






GI 


none 






Exons 


17942 


..18046, 17947 


. .18000, 




18013 


. .18306 




Seq. No. 


30878 






Gene No. 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5 


. o5 . ts 


Start 


19502 






GI 


none 






Exons 


19502 


.19642, 19508 


.19642, 


Seq. No. 


30878 






Gene No. 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5. 


06 . tm 


Start 


19505 






GI 


none 






Exons 


19505. 


.19642, 19513. 


.19638, 




20865. 


.20966, 20866. 


.20967, 


Seq. No. 


30878 






Gene No. 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5. 


o5 . gs • 


Start 


22208 




GI 


none 






Exons 


22208. 


.22261, 22587. 


.22699, 




25392. 


.25551, 26092. 


.26165, 


Seq. No.. 


" 30878 






Gene No . 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5. 


o5 . ap 


Start 


22339 




GI 


none 






Exons 


22339. 


.22699, 23853. 


.23960, 


Seq. No. 


30878 






Gene No. 


63895 






Start 


22208 






Name 


OJ990529 36.9A05.C5. 


o3 . tm 


Start 


22502 






GI 


none 






Exons 


22502. 


.22696, 22503. 


.22700, 



Strand 
End 

Method 

End 

Score 



26859 

TBLASTX: Wheat 

16138 

109 



Seq. ID OJ990529_36.9A05.C5 
Strand 

End 26859 

Method TBLASTX : Cress 

End 18319 

Score 65 
18008. .18304, 18011. .18319, 



Seq. ID OJ990529_36. 9A05.C5 
Strand 

End 26859 

Method TBLASTX : Soybean 

End 21006 

Score 149 
20863. .21003, 20866.. 21006 

Seq. r ID OJ990529_36.9A05.C5 
Strand 

End 26859 

Method TBLASTX: Maize 

End 20967 

Score 200 
19514 .. 19642, 19537. .19644, 
20866. .20967 

Seq. ID OJ990529_36. 9A05.C5 
Strand 

End 26859 

Method GENSCAN 

End 26832 

Score .87 
23853. .23961, 24048 .. 24 167 , 
26605. .26832 

* Seq. ID OJ990529_36. 9A05.C5 
Strand 

End 26859 
Method AAT/GAP 
End 24104 
Score 860 
24048 . .24104 

Seq. ID OJ990529_36. 9A05.C5 
Strand 

End 26859 

Method TBLASTX: Maize 

End 2 6647 

Score 233 
22506. .22700, 23854 .. 23961 , 



30838 




23855. .23962, 
24048. .24179, 
25392. .25553, 
26092. .26166, 



24031. .24177, 
25390. .25479, 
25392. .25478, 
26093. .26167, 



24031. .24168, 
25390. .25470, 
26088. .26165, 
26599. .26643, 




24047. .24169, 
25391. .25471, 
26091. .26165, 
26603. .26647 



Seq. No. 


30878 




■ Seq. ID 


OJ990529_36. 9A05.C5 


Gene No. 


63895 




' Strand 




Start 


22208 




End 


26859 


Name 


OJ990529 36.9A05.C5, 


. o4 . ts 


Method 


TBLASTX: Soybean 


Start 


22502 




End 


23949 


GI 


none 




Score 


74 


Exons 


22502. .22690, 22518, 


. .22700, 


22521. .22634, 22522 22 695, 




22543 .. 22755, 23846, 


. .23938, 


23854. .23949, 23855. .23941 


Seq. No. 


30878 




Seq. ID 


OJ990529_36. 9A05.C5 


Gene No. 


63895 




Strand 




Start 


22208 




End 


26859 


Name 


OJ990529 36.9A05.C5, 


,o5.np 


Method 


AAT/NAP 


Start 


22521 




End 


26790 


GI 


3293547 




Score 


233 


Exons 


22521. .22677, 23977, 


, .24167, 


25392. .25551, 26092 .. 26165, 




26605. .26790 








GI Descrip. 


(AF072709) putative 


oxidoreductase [Streptomyces lividans] 


Seq. No. 


30878 




Seq. ID 


OJ990529_36. 9A05.C5 


Gene No. 


63895 




Strand 




Start 


22208 




End 


26859 


Name 


OJ990529 36.9A05.C5. 


,06. ts 


Method 


TBLASTX : Soybean 


Start 


24048 




End 


26165 


GI 


none 




Score 


132 


Exons 


24048. .24179, 24055. 


.24168, 


25329. .255 


71, 25392. .25478, 



26091. .26165 



Seq. No. 


30878 




Seq. ID 


OJ990529_36. 9A05. 


C5 


Gene No. 


63895 




Strand 






Start 


22208 




End 


26859 




Name 


OJ990529 36.9A05.C5. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


26094 




End 


26835 




GI 


none 




Score 


62 




Exons 


26094 . .26165, 26095. 


.26166, 


26605. .26835, 26621.. 26833 




Seq. No. 


30878 




Seq. ID 


OJ99052 9_36. 9A05. 


C5 


Gene No. 


63895 




Strand 






Start 


22208 




End 


26859 




Name 


OJ990529 36.9A05.C5. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


26603 




End 


26859 




GI 


none 




Score 


202 




Exons 


26603. .26833, 26605. 


.26859 








Seq. No. 


30878 




Seq. ID 


OJ990529_36. 9A05. 


C5 


Gene No. 


63895 




Strand 






Start 


22208 




End 


26859 




Name 


OJ990529 36.9A05.C5. 


06 ,gp 


Method 


AAT/GAP 




Start 


26664 




End 


26832 




GI 


30343 1.R1084 




Score 


307 




Exons 


26664 . .26832 










GI Descrip. 


' 5042437/gb|AC007789 


.1IAC007789 3.0e-09 


> Oryza sativa BAC 


T49B20 



30839 



genomic sequence, complete sequence 1 

Seq. No. 30879 Seq. ID 

Gene No. 63896 Strand 

Start 623 End 

Name OJ990529_36 . 9A05 . C6 . ol . gs Method 

Start . 623 . End 

GI none Score 

Exons -623.. 826, 1615.. 1707 



OJ990529_36.9A05.C6 

1707 
GENSCAN 
1707 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30880 
63897 
1 

OJ990529_36 . 9A05 . C7 . ol . np 



6560771 
1..154, 259. 



.413 



Seq. ID OJ990529_36.9A05.C7 

Strand + 

End 1024 

Method AAT/NAP 

End 413 

Score 97 



(AC010155) F3M18.4 [Arabidopsis thaliana] 



Seq. No. 


30880 


Seq. ID 


OJ990529_36.9A05.C7 


Gene No. 


63897 


Strand 


+ 


Start 


1 


End 


1024 


Name 


OJ990529 36.9A05.C7.ol.gs 


Method 


GENSCAN 


Start 


5 


End 


1024 


GI 


none 


Score 


.49 


Exons 


5. .112,/- 241. .493, 899. .1024 






Seq. No. 


30880 


Seq. ID 


OJ990529_36. 9A05.C7 


Gene No. 


63897 


Strand 


+ 


Start 


1 


End 


. 1024 


Name 


OJ990529 36. 9A05 . C7 . ol . gp 


Method 


" AAT/GAP 


Start 


415 


End 


579 


GI 


2312036 


Score 


275 


Exons 


415. .579 






Seq. No. 


30881 


Seq. ID 


OJ990529_36.9A05.C8 


Gene No. 


63898 


Strand 


+ 


Start 


489 


End 


755 


Name 


OJ990529 36.9A05.C8.ol.np 


Method 


AAT/NAP 


Start 


489 


End 


755 


GI 


2498930 


Score 


74 


Exons 


489*. .552/ 719. .755 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN' SOG 


(SHORT "GASTRULATION 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30882 Seq. ID 

63899 Strand 
. 1 End 
OJ990529_35. 9A14 .Cl.ol.np Method 
1 End 
5725442 Score 
1..63, 1109. .1256, 2906. .3043 

(AL109787) putative protein [Arabidopsis thaliana] 



OJ990529_35 . 9A14 . CI 

5395 
AAT/NAP 
3043 
87 



Qon Ma 
a ■ 

Gene No. 
Start 



63899 
1 



Seq. ID 

Strand 

End 



OJ990529 35.9A14.C1 



5395 



30840 



Name 

Start 

GI 

Exons 



• 



OJ990529_35 . 9A14 . CI . ol . gs Method GEN SCAN 

555 End 5395 

none Score .51 

555.-659, 1022. .1264, 2899. .3049, 5217. .5395 



Seq. No. 30882 
Gene No. 63900 
Start 5979 

Name OJ990529_35 . 9A14 . CI . ol . gp 

Start 5979 

GI LIB3477-003-P1-K1-E9 
Exons 5979.. 6000, 6112.. 6206 

GI Descrip. ' 24 9858 6/sp I Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U3177L). Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990529_35 . 9A14 . CI 
Strand 

End 6206 

Method AAT/GAP 

End 6206 

Score 133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30883 
63901 
227 

OJ990529_35. 9A14 .C2.ol .np 
227 

4580475 
227. .730 

(AC006081) Ac-like transposase [Arabidopsis thaliana] 



Seq. ID OJ990529_35.9A14.C2 
Strand + 

730 

AAT/NAP 
730 
84 



End 

Method 

End 

Score 



30883 
63902 
2285 

OJ990529_35. 9A14 .C2.ol.gs 

2285 

none 

2285. .3049 



Seq. ID OJ990529_35.9A14.C2 

Strand + 

End 3049 

Method GENSCAN 

End 3049 

Score .79 



Seq. No. 30883 

Gene No. 63903 

Start 3288 

Name OJ990529_35 . 9A14 . C2 . ol . gp 

Start 3288 

GI ' 2310235 

Exons 3288.. 3325, 3780.. 3919 

GI Descrip. 5852182/emb | CAB55420 . 1 | 9. 
sativa] 



Seq. ID OJ990529_35. 9A14 . C2 

Strand + 

End 10477 

Method AAT/GAP 

End 3919 

Score 289 

Oe-13 (AL117265) zhb0012.1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
S t ar 4- 
Name 
Start 



30883 Seq. ID 

63903 Strand 

3288 End 

OJ990529_35 . 9A14 . C2 . o2 . np Method 

3799 End 

4680203 • Score 

3799. .5452, 5606. .5836, 9484. .10456 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990529_35.9A14.C2 

+ 

10477 
AAT/NAP 
10456 
3266 



30883 
63903 

~> o n n 

OJ990529 
7959 



35.9A14.C2.o2.gp 



Seq. ID OJ990529_35. 9A14 

Strand + 

fcnd 10477 

Method AAT/GAP 

End 8209 



C2 



30841 



# • 



GI 


101153 1.R1084 ' 


Score 


398 


Exons 


-7959. .8209 






GI Descrip. 


• 5852170/emblALl 17265. 1 IOST17804 1 . Oe 


-115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone : tl7804 ' 


Seq. No. 


30883 


Seq. ID 


OJ990529 35.9A14.C2 


Gene No. 


63903 


Strand 


+ ~~ 


Start 


3288 


End 


10477 


Name 


OJ990529 35.9A14 . C2 . o3 . gp 


Method 


AAT/GAP 


Start 


8225 


End 


8654 


GI 


2428185 


Score 


705 


Exons 


8225. .8654 






GI Descrip. 


5852170/emb| AL1172 65. 1 IOST17804 l.Oe- 


177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 


4, BAC clone:tl7804 


Seq. No. 


30883 


Seq. ID 


OJ990529_35.9A14.C2 


Gene No. 


63903 


Strand 


, + 


Start 


3288 


End 


10477 


Name 


OJ990529 35.9A14.C2.o4.gs 


Method 


GENSCAN 


Start 


9421 


End 


10477 


GI 


none 


Score 


.47 


Exons 


9421. .10141, 10191. .10477 






Seq. No. 


30883 


Seq. ID 


OJ990529_35.9A14 .C2 


Gene No. 


63904 


Strand 




Start 


6582 


End 


10402 


Name 


OJ990529 35.9A14.C2.o4.tw 


Method 


TBLASTX: Wheat 


Start 


4086 


End 


4481 


GI 


none 


Score 


58 


Exons 


4086. .4184, 4193. .4237, 4220. 


.4471, 4228. .4470, 4230:. 4481 


Seq. No. 


30883 


Seq. ID 


OJ990529_35.9A14.C2 


Gene No. 


63904 


Strand 




Start 


6582 


End 


10402 


Name 


OJ990529 35.9A14.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4402 


End 


4828 


GI 


none 


Score 


103 


Exons 


4402. .4485, 4403. .4477, 4478. 


.4540, 4535. .4828, 4589. .4813 


Seq. No. 


30883 


Seq. ID 


OJ990529_35.9A14.C2 


Gene No . 


63904 


Strand 




Start 


■6582 


:.End 


10402 


Name 


' OJ990529 35.9A14.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


4564 


End 


4912 


GI 


none 


Score 


304 


Exons 


4564. .4716, 4571. .4912, 4765. 


.4893 




Seq. No. 


30883 


Seq. ID 


OJ990529_35.9£14.C2 


Gene No. 


63904 


Strand 




Start 


6582 


End 


104 02 


Name 


OJ990529 35. 9A14 .C2.o2.tw 


' Method 


TBLASTX: Wheat 


Start 


4700 


End 


5169 


GI 


none 


Score 


71 


Exons 


4700. .4756, 4708. .4746, 4753. 


.4854, 4754. .4858, 4862. .4960, 



486/. .49^9, 48/0. .4962, 4940. .5164, 4960. .5169, 4961. .5164, 
4963. .5169 



30842 



Seq. No. 30883 Seq. ID 

Gene No. 63904 Strand 

Start 6582 End 

Name OJ990529_35 . 9A14 . C2 . ol . tm Method 

Start 4756 End 

GI none Score 

Exons 4756.. 4998, 4757.. 4999, 5009.. 5203 

Seq. No. 30883 Seq. ID 

Gene No. 63904 Strand 

Start 6582 End 

Name OJ990529_35 . 9A14 . C2 . o2 . ts Method 

Start 5039 End 

GI none Score 

Exons 5039.. 5275 



OJ990529_35.9A14.C2 
10402 

TBLASTX: Maize 

5203 

245 



OJ990529_35.9A14.C2 
10402 

TBLASTX: Soybean 

5275 

217 



Seq. No. 30883 

Gene No. 63904 

Start 6582 

Name OJ990529_35 . 9A14 . C2 . o3 . tw 

Start 5308 

GI none 

Exons 5308.. 5358, 5309.. 5371, 5357. 

5627. .5707, 5629. .5712, 5632. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 35.9A14.C2 



10402 

TBLASTX: Wheat 
5713 
87 

5599, 5392.. 5559, 5397. .5600, 
5712, 5633. .5713 



Seq. No. 30883 

Gene No. 63904 

Start 6582 

Name OJ990529_35 . 9A14 . C2 . ol . tw 

Start 5714 

GI none 
Exons 



OJ990529 35.9A14.C2 



^Seq. ID 
Strand 
End 

Method 
End 
Score 

5714. .5899, 5719. .6057, 5720. .6049, 9405. .9461, 9406. .9459, 
9450. .9815, 9457. .9978, 9459. .9977, 10001 .. 10048, 10003 .. 1004 7 , 
10050. .10112, 10054. .10113, 10133 .. 10234 , 10135 10245 , 
10136. .10234, 10240. . 10293, 1024 1 .. 10321, 10310 10402 , 
10314 . .10385, 10336.. 10401 



10402 

TBLASTX: Wheat 

10402 

415 



Seq. No. 


30883 








Seq. ID 


OJ990529_35.9A14 


.C2 


Gene No. 


63904 








Strand 






Start 


6582 








End 


10402 




Name 


OJ990529 35 


9A14 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5762 








End 


6054 




G.I 


none 








Score 


275 




Exons 


5762. . 6049, 


5779 


. . 6054 










Seq. No. 


30883 








Seq. ID 


OJ990529_35. 9A14 


,C2 


Gene No. 


63904 








Strand 






Start 


6582 








End 


10402 




Name 


OJ990529 35. 


9A14 


.C2.63. 


gs 


..Method 


GENSCAN 




Start 


6582 








*End 


8751 




GI 


none 








Score 


.58 




Exons 


6582. .7133, 


7138 


. .7604, 


8544 . 


.8751 






Seq. No. 


30883 








Seq. ID 


OJ990529_35. 9A14 


C2 


Gene No . 


63904 








Strand 






Start 


6582 








End 


10402 




Name 


OJ990529 35. 


9A14 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 





30843 



Start 


9405 






End 


9825 


GI 


none 






Score 


80 


Exons 


9405. . 9461, 


9406 


. . 9459, 9450. 


.9815, 9457. .9825, 9459. .9821 




9676. . 9825 










Seq. No. 


30884 






Seq. ID 


OJ990529_35.9A14.C3 


Gene. No. 


63905 






Strand 


+ 


Start 


1100 






End 


6165 


Name 


OJ990529 35 


.9A14 


C3 . ol . np 


Method 


AAT/NAP 


Start 


1100 






End 


4721 


GI 


4680204 






Score 


847 


Exons 


1100. .2444, 


2536. 


.3620, 3709. 


.3882, 3976. .4147, 4540. .4721 


GI Descrip. 


(AF114171) 


hypothetical protein [Sorghum bicolor] 


Seq. No. 


30884 






Seq. ID 


OJ990529 35.9A14.C3 


Gene No. 


63905 






Strand 


+ 


Start 


1100 






End 


6165 


Name 


OJ990529 35 


.9A14. 


C3 . ol . gs 


Method 


GENSCAN 


Start 


1313 






End 


6165 


GI 


none 






Score 


.74 


Exons 


1313. . 1583, 


1684. 


.2444, 2515. 


.3335, 3709. .3882, 3976. .4086 




4188 . . 4260, 


4356. 


.4454, 4551. 


.4715, 5700. .5786, 5831. .5927 




5975. . 6165 










Seq. No. 


30884 






Seq. ID 


OJ990529_35. 9A14 . C3 


Gene .-No. 


63906 






Strand 




Start 


8358 






End 


8567 


Name 


OJ990529 35 


. 9A14 . 


C3 o2 as 


Method 


GENSCAN 


Start 


8358 ~~ 






End 


8567 


GI 


none' 






Score 


.87 


Exons 


8358 . . 8385, 


8460. 


.8567 






Seq. No. 


30884 






Seq. ID 


OJ990529_35.9A14.C3 


Gene No. 


63907 






Strand 




Start 


8482 






End 


8629 


Name 


OJ990529 35 


. 9A14 . 


C3 ol tw 


Method 


TBLASTX: Wheat 


Start 


1653 ~~ 






End 


2054 


GI 


none 






Score 


209 


Exons 


1653. . 1883, 


1653. 


.1880, 1754. 


.1897, 1937. .2053, 1938. .2054 


Seq. No. 


30884 






Seq. ID 


OJ990529_35. 9A14 .C3 


Gene No. 


63907 






Strand - 




Start 


8482 






End 


8629 


Name 


OJ990529 35 


. 9A14. 


C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2055 ~ 






End 


2748 


GI 


none 






Score 


69 


Exons 


2055. .2135, 


2376. 


.2447, 2530. 


.2748 




Seq. No. 


30884 






Seq. ID- 


OJ990529_35.9A14.C3 


Gene No. 


63907 






Strand 




Start 


8482 






End 


8629 


Name 


OJ990529 35 


. 9A14. 


C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


3396 






End 


4054 


GI 


none 






Score 


139 


17, — 




3695 . 


.3895, 3707. 


.38y^i, 3973. .4047, 3974. .4054 


Seq. No. 


30884 






Seq. ID 


OJ990529J35.9A14.C3 



30844 



• # 



Gene No. 


63907 


Strand 




Start * 


8482 


End 


8629 


Name 


OJ990529 35.9A14.C3.ol.gp 


Method 


AAT/GAP 


Start 


8482 


End 


8629 


GI 


none 


Score 


254 


Exons 


8482. .8629 






Seq. No. 


30885 


Seq. ID 


OJ990529 35 . 9A14 C4 


Gene No. 


63908 


Strand 




Start 


1 


End 


659 


Name 


OJ990529 35.9A14.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


659 


GI 


5832838 


Score 


119 


Exons 


1..142, 220. .280, 531. .659 






GI Descrip. 


(AL117202) predicted using 


Genef inder 


[Caenorhabditis elegans] 


Seq. No. 


30885 


Seq. ID 


OJ990529_35.9A14.C4 


Gene No. 


63908 


Strand 




Start 


1 


End 


659 


Name 


OJ990529 35 . 9A14 . C4 ,ol . tc 


Method 


TBLASTX : Cress 


Start 


4 ~~ 


End 


290 


GI 


none 


Score 


143 


Exons 


4 . . 141, 5. . 145, 8 . . 151, 87 


. . 152, 202 . . 


276, 211. .270, 219. .290 


Seq. No. 


30885 


Seq. ID 


OJ990529_35.9A14.C4 


Gene No. 


63908 


Strand 




Start 


1 


End 


659 


Name 


<OJ990529 35.9A14.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


4 


End 


651 


GI 


none 


Score 


160 


Exons 


4. .141, 5. .145, 195. .275, : 


195. .278, 202. .294, 273. .347, 



276. .347, 412. .645, 416. .646, 514. .651 



Seq. No. 


30885 


Seq. ID 


OJ990529_35. 9A14 ,C4 


Gene No. 


63908 


Strand 




Start 


1 


End 


659 


Name 


OJ990529 35.9A14.C4.ol.gs 


Method 


GENSCAN 


Start 


7 


End 


639 


GI 


none 


Score 


.59 


Exons 


7. .142, 220. .326, 421. . 639 






Seq. No. 


30885' 


Seq. ID 


OJ990529_35. 9A14 .C4 - 


Gene No. 


63908 


. Strand 




Start 


1 


End 


659 


Name 


OJ990529 35.9A14.C4.ol.gp 


Method 


AAT/GAP 


Start 


494 


End 


659 


GI 


3762728 


Score 


328 


Exons 


494. .659 






Seq. No. 


30886 


Seq. ID 


OJ990529_35.9A14.C5 


Gene No. 


63909 


Strand 


+ 


Start 


3473 


End 


3623 


Name 


OJ990529 35. 9A14 .C5.o2.gp 


Method 


AAT/GAP 


Start 


3473 


End 


3623 


GI 


256806 


Score 


263 


Exons 


3473. .3623 






GI Descrip. 


54 41872/dbj | AP000366 . 1 1 AP000366 2.0e-21 


, Oryza sativa genomic 



30845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DNA, chromosome 2, clone : P0437H03 (contig a) 



30886 Seq. ID 

63910 Strand 

9205 End 

OJ990529_35 . 9A14 . C5 . o2 . gs Method 

9205 . End 

none ' Score 
9205.. 9289, 9498.. 9973 



OJ990529_35.9A14.C5 
+ 

9973 
GENSCAN 
9973 
.95 



30886 Seq. ID 

63911 Strand 

9933 End 

OJ990529_35. 9A14 .C5.o2.np Method 

9933 End 

6705984 Score 
9933.-9972, 13592.. 14528 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ990529_35.9A14.C5 
+ 

14528 
AAT/NAP 
14528 
1418 



Seq. ID 

Strand 
End 

Method 
End . 
Score 



OJ990529 35.9A14.C5 



30886 
63912 
1 

OJ990529_35. 9A14 . C5 . ol . gp 
1 

12998_2,.R1084 
1. .86 

'3367534 5.0e-63 (AC004392) Strong similarity to coatamer alpha 
subunit (HEPCOP) homolog gb_U24105 from Homo sapiens. 
[Arabidopsis thaliana] ' 



7412 
AAT/GAP 
86 
164 



30886 
63912 
1 

OJ990529_35 . 9A14 .C5.ol.np 
1 

3367534 



OJ990529 35.9A14.C5 



Seq. ID 
Strand 

End 7412 
Method AAT/NAP 
End 4510 
Score 4480 
1.-2466, 2869. .3363, 4303. .4510 

(AC004392) Strong similarity to coatamer alpha subunit (HEPCOP) 
homolog gb|U24105 from Homo sapiens. [Arabidopsis thaliana] 



30886 

'63912 : • 

1 ' 
OJ99052 9__35. 9A14 .C5.ol.ts 
2 

none 



Seq. ID OJ990529_35.9A14 .C5 

Strand .." -' */ *'■ 

End ' 7412 

Method TBLASTX: Soybean 

End 1330 

Score 135 



2. .502, 23. .328, 154. .441, 162. .497, 616. .894, 616. .870, 
669. .1328, 689. .1330, 720. .1325 



30886 
63912 
1 

OJ990529_35 . 9A14 . C5 . o2 . tm 
2 

none 

2. .349, 2. .499, 57. .497, 404, 
645. .680, 646. .681, 646. .684 



Seq. ID OJ990529_35.9A14.C5 
Strand 

End 7412 

Method TBLASTX : Mai ze 

End 684 

Score 344 

.649, 409. .537, 561. .638, 604. .648, 



30846 



Seq. No. . 30886 

Gene No. 63912 

Start 1 

Name OJ990529_35 . 9A14 . C5 . o4 . tc 

Start 2 

GI none 

Exons 2.. 238, 11.. 232, 60.. 239 



Seq. ID OJ990529_35. 9A14 .C5 
Strand 

End 7412 

Method TBLASTX : Cress 

End 239 

Score 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30886 
63912 
1 

OJ990529_35. 9A14 .C5.ol.gs 

115 

none 



Seq. ID OJ990529_35. 9A14 .C5 
Strand 

End 7412 

Method GENSCAN 

End 7412 

Score .76 



115. .2466, 2869.-3363, 4303. .4570, 6067. .6128, 6686. .6830, 
6870. .7033, 7391. .7412 



Seq. No. 30886 

Gene No. 63912 

Start 1 

Name OJ990529_35 . 9A14 . C5 . o5 . tm 

Start 686 

GI none 

Exons 686.. 838, 695.. 835, 718.. 837 



Seq. ID OJ990529_35.9A14.C5 
Strand 

End 7412 

Method TBLASTX : Mai ze 

End 838 

Score 179 



Seq. No. 30886 

Gene No. 63912 

Start 1 

Name OJ990529_35 . 9A14 . C5 . o2 . tc 

Start 734 

GI none 
Exons 



Seq. ID OJ990529_35. 9A14 .C5 
Strand 

End 7412 

Method TBLASTX : Cress 

End 1192 

Score 342 



734. .769, 764. .1192, 768. .1184, 785. .1192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30886 
63912 
1 

OJ990529_35 . 9A14 . C5 . ol . tm 

839 

none 



Seq. ID OJ990529_35.9A14.C5 
Strand 

End 7412 

Method TBLASTX: Maize 

End 1477 

Score 562 

839. .1240, 840. .1244, 1234. .1431, 1241. .1477, 1242. .1472, 
1273.. 1473 ■ 



Seq. No. 30886 

Gene No. 63912 

Start 1 

Name OJ99052 9_35 . 9A14 . C5 . o5 . tc 

Start 1193 

GI none 

Exons 1193.. 1375, 1194.. 1373 



Seq. ID OJ990529_35. 9A14 ,C5 
Strand 

End 7412 

Method TBLASTX : Cress 

End 1375 

Score "17 6 



Seq. No. 30886 

Gene No. 63912 

Start 1 

Name OJ99052 9__36 . b*A14 .C5.o2.ts 

Start 1385 

GI none 



Seq. ID OJ990529_35.9A14.C5 
Strand 

End 7412 

Method TBLASTX : Soybean 

End 1759 

Score 321 



30847 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 

Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1385. .1729, 1410. .1730, 1486. .1731, 1715. .1759 



30886 
63912 
1 • 

OJ990529_35. 
1425 . 
none 

1425. .1787, 

30886 
63912 
1 

OJ990529_35. 

1781 

none 

1781. .1951, 

30886 
63912 
1 

OJ990529_35. 
1955 . 
none 

' 1955. .2293, 

30886 
63912 
1 

OJ990529_35. 

2210 

none 

2210. .2485, 
2879. .2968, 
3104. .3364 



, 9A14 .C5.ol . tc 
1430. .1897, 1457, 

9A14 .C5.o8 . ts 
1802. . 1954 

9A14 .C5.o3. ts 
1955. .2296, 2022. 

9A14.C5.o7.tm 



2222.. 2449, 2246. 
3068.. 3367, 3074. 



Seq. ID OJ990529_35.9A14 .C5 
Strand 

7412 

TBLASTX: Cress 
1897 
386 



End 

Method 
End 
Score 
.1897 



Seq. ID OJ990529_35.9A14 . C5 
Strand 

End 7412 

Method TBLASTX : Soybean 

End 1954 

Score 85 



Seq. ID OJ990529_35.9A14.C5 
Strand 

7412 

TBLASTX: Soybean 
2300 
224 



End 

Method 
End 
Score 
.2300 



Seq. ID OJ990529_35.9A14.C5 
Strand 

End 7412 

Method TBLASTX: Maize 

End 3373 

Score 164 

.2443, 2864. .2986, 2879. .2974, 
.3184, 3080. .3373, 3080. .3307, 



•Seq. No. 
Gene No. 
Start 
Name 
Start 
GI " 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30886 
63912 
1 

OJ990529_35. 

2321 

none 

2321. .2404, 
3083. .3145, 

30886 
63912 
1 

OJ990529_35. 

2897 

none 

2897. .2965, 
4302. .4523 



9A14 ,C5.o4 .ts 



2342..2449, 2879. 
3209.. 3367 



Seq. ID OJ990529_35. 9A14.C5 
Strand 

End 7412 

Method TBLASTX : Soybean 

End 3367 

Score 257 / - ' 

.2977, 2999.. 3253, 3000.. 3251, 



Seq. ID OJ990529_35. 9A14 .C5 
Strand 

End 7412 

Method TBLASTX: Cress 

End 4523 

Score 243 
3083. .3148, 3104. .3286, 3230. .3349, 4301. .4510, 



9A14 .C5.o3.tc 



Seq. Mo. 
Gene No. 
Start 



3088 6 
63912 
1 



Seq. ID OJ990529_3b. yA14 ,C5 
Strand 

End 7412 



30848 




Name 


OJ990529 35.9A14.C5 


. o5 . ts 


Method 


TBLASTX * Sovbpan 




Start 


4301 




End 


4522 




GI 


none 




Score 


274 




Exons 


4301. .4513, 4302. .4514, 4391. 


. 4522 






Seq. No. 


30886 




Seq. ID 


OJ990529_35. 9A14 


.C5 


Gene No. 


63912 




Strand 






Start 


1 




End 


7412 




Name 


OJ990529 35.9A14.C5 


. o4 . tm 


Method 


TBLASTX • Mai ze 




Start 


4310 




End 


4523 




GI 


none 




Score 


213 




Exons 


4310. .4522, 4311. .4523 








Seq. No. 


30886 




Seq. ID 


OJ990529_35.9A14 


.C5 


Gene No. 


63913 




Strand 






Start 


13606 




End 


14246 




Name 


OJ990529 35.9A14-.C5 


.o7.ts 


Method 


TBLASTX • Sovbpfln 




Start 


13606 




End 


13965 




GI 


none 




Score 


341 




Exons 


13606. . 13965, 13725 


. . 13952 








Seq. No. 


30886 




Seq. ID 


OJ990529_35.9A14 


.C5 


Gene No. 


63913 . 




Strand 






Start 


13606 




End 


14246 




Name 


OJ990529 35.9A14.C5 


. o2.tw 


Mp1~ hod 


TBLASTX • Whp^t- 




Start 


13678 




End 


14079 




GI 


none . 




Score 


304 




Exons 


13678. .14079, 13725 


. . 14078 








Seq. No. 


30886 




Seq. ID 


OJ990529_35. 9A14 


,C5 


Gene No. 


63913 




Strand 






Start 


13606 




End 


14246 




Name 


OJ990529 35.9A14.C5 


o3 . tm 


Mpt h nd 


TBLASTX • Ma i ?p 




Start 


13726 




End 


14229 




GI 


none 




Score 


407 




Exons 


13726. . 14229, 13767 


.14147 








Seq. No. 


30886 




Seq. ID 


OJ990529_35.9A1'4' 


C5 


Gene No. 


63913 




Strand 






Start 


13606 




End 


14246 




Name 


OJ990529 35.9A14.C5. 


06 . ts 


Mpthod 


TBLASTX * Sovbpsn 




Start* " 


13989 




End 


14246 




GI 


none . 




S core 


34 5 




Exons 


13989. .14246, 13990. 


.14244 








Seq. No. 


30886 




Seq. ID 


OJ990529_35. 9A14 . 


C5 


Gene No. 


63914 




Strand 






Start 


14166 




End 


14528 




Name 


OJ99.0529' 35. 9A14 .C5. 


ol . tw 


Method 


TBLASTX • Wheat 




Start 


14166 




End 


14528 




GI 


none 




Score 


595 




Exons 


14166. .14528, 14167. 


. 14526 








Seq. No. 


30886 




Seq. ID 


OJ990529_35. 9A14 . 


C5 


Gene No . 


63914 




Strand 






Start 


14166 




End 


14528 




Name 


OJ99052 9_35 . 9A14 . C5 . 


o9. ts 


Method 


TBLASTX: Soybean 





30849 



Start 14251 End 14450 

GI none Score 161 

Exons 14251. .14355, 14265 .. 14 363, 14359 .. 14445, 14361.. 14450 



Seq. No. 


30886 


Seq. ID 


OJ990529 35.9A14 


. C5 


Gene No. 


63914 


Strand 






Start 


14166 


End 


14528 




Name 


OJ990529 35. 9A14 .C5.o6. tm 


Method 


TBLASTX : Maize 




Start 


14371 


End 


14526 




GI 


none 


Score 


200 




Exons 


14371. .14526, 14373.. 14525 








Seq. No. 


30887 


Seq. ID 


OJ990529_35. 9A14 


C6 


Gene No. 


63915 


Strand 


+ 




Start 


1 


End 


898 ' 




Name 


OJ990529 35.9A14.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


799 




GI 


6705984 


Score 


1269 




Exons 


1. .799 








GI Descrip. 


(AB033235) gag-pol polyprotei 


n [Oryza 


sativa] 





Seq. No. 30887 

Gene No. 63915 

Start 1 

Name OJ990529_35 .9A14.C6.o2, 

Start 2 

GI none 

Exons 2.. 373 



tm 



Seq. ID OJ990529_35.9A14.C6 

Strand + 

End 898 

Method TBLASTX : Mai ze 

End 373 

Score 247 



Seq. No. 30887 Seq. ID 

Gene No. 63915 Strand 

Start 1 End 

Name OJ990529__35 . 9A14 . C6 . o2 . tw Method 

Start 2 End 

GI none Score 

Exons . 2.. 211, 73.. 210 



OJ990529_35.9A14.C6 
+ 

898 

TBLASTX: Wheat 

211 

196 



Seq. No. .30887 Seq. ID 

Gene No. 63915 Strand 

Start 1 End 

Name OJ990529_35 . 9A14 . C6 . ol . tw Method 

Start 212 - ... " - End 

GI none . - Score 

Exons 212. .610, 214. .600 



OJ990529_35. 9A14 ,C6 
+ 

898 

TBLASTX: Wheat 
610 • • ' 
558 



Seq. No. 30887 Seq. ID 

Gene No. 63915 Strand 

Start 1 End 

Name OJ990529_35 . 9A14 . C6 . ol . gs Method 

Start 281 End 

GI none Score 

Exons 281.. 898 



OJ990529_35. 9A14 ,C6 
+ 

898 

GENSCAN 

898 

.55 



Seq. No. 

Start 
Name 



30887 



OJ990529 35. 9A14 .C6.ol.tm 



Seq. ID OJ990529_35.9A14.C6 

Strand + 

End 898 

Method TBLASTX : Mai ze 



30850 




Start 


377 


End 


651 




GI 


none 


Score 


345 




Exons 


377. .649, 379. .651 








Seq. No. 


30887 


Seq. ID 


OJ990529_35. 9A14 


.C6 


Gene No. 


63915 ■ 


Strand 


+ 




Start 


1 


End 


898 




Name 


OJ990529 35. 9A14 ,C6.o3. tm 


Method 


TBLASTX: Maize 




Start 


653 


End 


892 




GI 


none 


Score 


223 




Exons 


653. .841, 657. .815, 689. .829, 


854 . .892 






Seq. No. 


30888 


Seq. ID 


OJ990529 35.9A14 


.C7 


Gene No. 


63916 


Strand 


+ 




Start 


573 


End 


6087 




Name 


OJ990529 35.9A14.C7.ol.gs 


Method 


GENSCAN 




Start 


573 


End 


5878 




GI 


none 


Score * 


.44 




Exons 


573. .1173, 1212. .2182, 2443.. 


2635, 2918.. 3127, 3809.. 3961, 




4344. .4419, 5788. .5878 








Seq. No. 


30888 


Seq. ID 


OJ990529 35.9A14 


.C7 


Gene No. 


63916 


Strand 


+ 




Start 


573 


:End 


6087 




Name 


OJ990529 -35.9A14.C7.ol.np 


Method 


AAT/NAP 




Start 


1303 


End 


6087 




GI 


6691193 


Score 


293 




Exons 


1303. . 1909, 6043. .6087 








GI Descrip. 


(AC007534) F7F22.17 [Arabidop 


sis thaliana] 




Seq. No. 


30888 


Seq. ID 


OJ990529_35. 9A14 


.CI ' 


Gene No. 


63917 


Strand 






Start 


7003 


End 


7114 




Name 


OJ990529 35.9A14.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1349 


End 


1720 




GI 


none 


Score 


108 




Exons 


134 9. .14 92, . 1535. .1720, 1537. 


.1719 






Seq. No. 


30888 


Seq. ID 


OJ990529_35.9A14 


01 


Gene No. 


63917 


Strand 






Start 


7003 


End 


7114 




Name 


OJ990529 35.9A14 .C7.ol.gp 


Method 


AAT/GAP 




Start 


7003 


End 


7114 




GI - 


uC-osflcyp088bl2bl 


Score 


152 




Exons 


7003. .7114 








GI Descrip. 


'5257255/dbj IAP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


30889 


Seq. ID- 


OJ990529__35.9A14. 


€8 


Gene No. 


63918 


Strand 


+ 




Start 


1 


End 


817 




Name 


OJ990529 35.9A14.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


817 




GI 


6815109 


Score 


1236 




iL x o n s 


1 . .617 








GI Descrip. 


{AP001081) hypothetical protein [Oryza 


sativa] 





30851 




Seq. No. 


30889 


Seq. ID 


OJ990529 


J35. 9A14 


.C8 


Gene No. 


63919 


Strand 


+ 






Start 


5587 


End 


7883 






Name 


OJ990529 35.9A14.C8.o2.gs 


Method 


GENSCAN 






Start 


5587 


End 


7883 






GI 


none 


Score 


. 64 






Exons 


5587. .5601, 7017. .7581, 7747. .7883 








Seq. No. 


30889 


Seq. ID 


OJ990529 


35 . 9A14 


. C8 


Gene No. 


63920 


Strand 


+ 






Start 


10079 


End 


11435 






Name 


OJ990529 35. 9A14 .C8.o2.np 


Method 


AAT/NAP 






Start 


10079 


End 


11435 






GI 


6815109 


Score 


1798 






Exons 


10079. .11435 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


30889 


Seq. ID 


OJ990529_ 


_35. 9A14 


C8 


Gene No. 


63921 


Strand 


+ 






Start 


11825 


End 


13098 






Name 


OJ990529 35. 9A14 .C8.o4 .gs 


Method 


GENSCAN 






Start 


11825 


End 


13098 






GI 


none 


Score 


.74 






Exons 


11825. . 11834, 12333. .12536, 


13040. .13098 






Seq. No. 


30889 


Seq. ID 


OJ990529_ 


35 . 9A14 . 


C8 


Gene No. 


63922 


Strand 


+ 






Start 


21167 


End 


25448 






Name 


■ OJ990529 35. 9A14 .C8.o6.gs 


Method 


GENSCAN 






Start 


21167 


End 


25448 






GI 


none 


Score 


.58 






Exons 


21167. .21193, 21758. .21903, 


22087. .22156, 22769. 


. 22897, 






' 23635..237S8, 23837 .. 23971, 


25381. .25448 






Seq. No. 


30889 


Seq. ID 


OJ990529_ 


35. 9A14 . 


C8 


Gene No. 


63923 


Strand 








Start 


101 


End 


4906 






Name 


OJ990529 35.9A14.C8.ol.gs 


Method 


GENSCAN 






Start 


101 


End 


4906 






GI 


none 


Score 


.54 






Exons 


101. .381, 666. .773, 1449. .1508, 3187. .4097, 4206 


. . 4906 




Seq. No. 


30889 


Seq. ID 


OJ990529__ 


35 . 9A14 . 


C8 


Gene No. 


63924 


Strand 








Start 


6128 


End 


6559 






Name 


OJ990529 35.9A14.C8.ol.gp 


Method 


AAT/GAP 






Start 


6128 


End 


6559 






GI 


2428185 


Score 


729 






Exons 


6128.. 6559 










GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone:tl7804 




Seq. No. 


30889 


Seq. ID 


OJ990529_ 


35.9A14. 


C8 


Gene No. 


63925 


Strand 








r» j j_ 

o Lai t_ 


8597 


End 


8708 






Name 


OJ990529 35.9A14 .C8.o2.gp 


Method 


AAT/GAP 






Start 


8597 


End 


8708 







30852 



GI uC-osflcyp088bl2bl Score 154 

Exons 8597.. 8708 

GI Descrip. f 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


30889 


Seq. ID 


OJ990529 35.9A14 


C8 


Gene No. 


63926 


Strand 






Start 


17293 


End 


18732 




Name 


OJ990529 35. 9A14 .C8.o5.gs 


Method 


GENSCAN 




Start 


17293 


End 


18732 




GI 


none 


Score 


. 66 




Exons 


17293. .17508, 17596. .17728, 


18722. .18 


732 




Seq. No. 


30889 


Seq. ID 


OJ990529_35. 9A14 


C8 


Gene No . 


63927 


Strand 






Start 


26885 


End 


30295 




Name 


OJ990529 35. 9A14 .C8.o3.np 


Method 


AAT/NAP 




Start 


26885 


End 


30295 




GI 


4585974 


Score 


69 




Exons 


26885. .26935, 29751 .. 29812 , 


30084 . .30295 




GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30889 


Seq. ID 


OJ990529_35.9A14. 


C8 


Gene No . 


63927 


Strand 






Start 


26885 


End 


30295 




Name 


OJ990529 35. 9A14 .C8.o7.gs 


Method 


GENSCAN 




Start 


28559 


End 


29781 




GI 


none 


Score 


.87 




Exons 


28559. .29166, 29562. .29781 








Seq. No. 


30889 


Seq. ID 


OJ990529_35.9A14. 


C8 


Gene No. 


63927 


Strand 






Start 


26885 


End 


30295 




Name 


OJ990529 35.9A14.C8.o4.gp 


Method 


AAT/GAP 




Start 


29537 


End 


30190 




GI 


uC-osflcypl69e03bl 


Score 


721 




Exons 


29537. .29812, 30084. .30190 








GI Descrip. 


•4115371 7.0e-51 (AC005967) 


unknown protein [Arabidopsis 




thaliana] 1 








Seq. No. 


30889 


.Seq. ID 


OJ990529_35. 9A14 . 


C8 


Gene No. 


63927 


' Strand 






Start 


26885 


End 


30295 




Name 


OJ990529 35. 9A14 .C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


29635 


End 


29815 




GI 


none 


Score 


128 




Exons 


29635. .29814, 29636. .29815 








Seq. No. 


30890 


Seq. ID 


OJ990529_35. 9A14 . 


C1C 


Gene No. 


63928 


Strand 






Start 


1 


End 


148 




Name 


OJ990529 35. 9A14 .C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


148 




GI 


2801025 


Score 


248 




17 -r ~ ~ 
J_l W 1 1 o 


i -i a r\ 
X . . -LIO 








Seq. No. 


30890 


Seq. ID 


OJ990529_35.9A14. 


C1C 



30853 




Gene No. 


63929 


Strand 




Start 


426 


End 


1347 


Name 


OJ990529 35 . 9A14 . CIO . ol . gs 


Met hod 


GENSCAN 

VJ J—J LN V^rHi 


Start 


426 ~ 


End 


134 7 


GI 


none 


Score 


. 98 


Exons 


426. .547, 1314 . . 1347 






Seq. No. 


30891 


Seq. ID 


Ol7990529 35 9A1 4 


Gene No. 


.63930 


Strand 




Start 


1275 


End 


1775 


Name 


OJ990529 35.9A14.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1275 


End 


1775 


GI 


3768126 


Score 


979 


Exons 


1275. .1775 






GI Descrip. 


50424 37 /gb|AC00778 9.1 IAC00778 9 3.0e-09 


Oryza sativa BAC 




genomic sequence, complete 


sequence 





Seq. No. 


30892 


Seq. ID 


OJ990529_35.9A14.C1 


Gene No. 


63931 


Strand 


+ 


Start 


1 


End 


1097 


Name 


OJ990529 35.9A14.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1097 


GI 


2498930 


Score 


723 


Exons 


1..43, 457. .525, 693. .1097 






GI" Descrip . 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GAS T RU L AT I ON 




PROTEIN) gil 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


30892 


Seq. TD 


OJ990529_35.9A14.C1 


Gene No. 


63931 


Strand 


+ 


Start 


1 


End 


1097 


Name 


OJ990529 35.9A14.C12.ol.gs 


Method 


GENSCAN 


Start 


466 


End 


995 


GI 


none 


Score 


.47 


Exons 


466. .525, 693. . 995 







Seq. No. 30893 Seq. ID OJ990529 

Gene No. 63932 Strand + 

Start 59 ' End " 241 

Name OJ990529_35 . 9A14 . C13 . ol . gs Method GENSCAN 

Start 59 End 241 

GI none Score . 95 

Exons -59. .241 ■ 



35. 9A14 .C13 



Seq. No. 30893 Seq. ID OJ990529_35.9A14.C13 

Gene No. 63933 Strand 

Start 150 End 641 

Name OJ990529_35 . 9A14 . C13 . ol . gp Method AAT/GAP 

Start 150 End 641 

GI 2428185 Score 611 

Exons 150.. 572, 607.. 641 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17 804 1.0e-177 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 30894 Seq. ID OJ990529_35.9A14.C15 

Gene No. 63934 Strand 

Start 87 End 573 

Name OJ990529 35 . 9A14 . C15 . ol . tm Method TBLASTX: Maize 



30854 




Start 


78 


End 


316 


GI 


none 


Score 


124 


Exons 


78. .227, 82. .228, 180. .233, 


258. .314, 259. .315, 260. .316 


Seq. No. 


30894 


Seq. ID 


OJ990529_35.9A14.C15 


Gene No. 


63934 


Strand 


- 


Start 


87 


End 


573 


Name 


OJ990529 35 9A14 C15 ol as 


Method 


GENSCAN 


Start 


87 ~ 


End 


573 


GI 


none 


Score 


. 55 


Exons 


87 223. 552 573 






Seq. No. 


30894 


Seq. ID 


OJ990529_35 . 9A14 . C15 


Gene No. 


63934 


Strand 




Start 


87 


End 


573 


Name 


OJ990529 35 9A14 C15 ol ao 


Method 


AAT/GAP 


Start 


160 ~ 


End 


492 


GI 


3762728 


Score 


624 


Ex on <=; 


160 . .492 






Seq. No. 


30895 


Seq. ID 


OJ990529_33.9A19.C1 


Qgn.e No. 


63935 


Strand 


- 


Start 


179 


End 


1478 


Name 


OJ990529 33.9A19.Cl.ol.gp 


Method 


AAT/GAP 


Start 


179 


End 


1478 


GI 


1735 1 R1084 


Score 


1181 


Exon s 


179 _ 7 03. 1388 1478 






GI Desrrin 


1 2633727/emb 1 CAB13229 1 1 Oe- 


23 (Z99111) 


vkrT [Rari 1 1 no 




subt ilis 3 1 






Seq. No. 


30895 


Seq. ID 


OJ990529_33. 9A19.C1 


Gene No. 


63935 


Strand 


- 


Start 


179 


End 


1478 


Name 


OJ990529 33.9A19.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


525 


End 


1478 


GI 


none 


Score 


154 


Exons 


525. .704, 528. .653, 529. .705, 530. .706, 


1380. .1478, 1382. .1< 


Seq. No. 


30895 


Seq. ID 


OJ990529_33. 9A19.C1 


Gene No. 


63935 


Strand 


- 


Start 


179 


End 


1478 


Name 


OJ990529 33.9A19.Cl.ol.gs" 


Method 


GENSCAN " '■ ' ' 


Start 


529 


End 


1395 


GI 


none 


Score 




Exons 


529. .703, 1388. .1395 






Seq. No. 


30895 


Seq. ID 


OJ990529_33.9A19.C1 


Gene No. 


63935 


Strand 




Start 


179 


End 


1478 


Name 


OJ990529 33.9A19.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


541 


End 


711 


GI 


none 


Score 


79 


Exons 


541. .711, 559. .705, 560. .706 






— • ^ • 


nno n c 

■~t \J \J -/ \J 


Seq. ID 


Ojyy0529_33. 9A19.C2 


Gene No. 


63936 


Strand 




Start 


153 


End 


1518 



30855 



Name 



OJ990529_33. 9A19.C2.ol.gp 



Method AAT/GAP 



Start 


153 


End 


347 




GI 


1735 1.R1084 


Score 


303 




Exons 


153. . 347 








GI Descrip. 


1 2633727 /emb | CAB 1 322 9 | 1. 


0e-23 (Z99111) ykrT [Bacillus 






subtilis] 1 








Seq. No. 


30896 


Seq. - ID 


OJ990529_33. 9A19 


.C2 


Gene No. 


63936 


Strand 






Start 


153 


End 


1518 




Name 


OJ990529 33.9A19.C2.ol.gs 


Method 


GENSCAN 




Start 


157 ~ 


End 


1371 




GI 


none 


Score 


.83 




Exons 


157. .358, 438. .612, 761.. 


1070, 1156.. 1371 




Seq. No. 


30896 


Seq. ID 


OJ990529_33. 9A19 


.C2 


Gene No. 


63936 


Strand 






Start 


153 


End 


1518 




Name 


OJ990529 33. 9A19 . C2 . ol . np 


Method 


AAT/NAP 




Start 


162 


End 


1328 




GI 


2633727 


Score 


329 




Exons 


162. .358, 438. .612, 764.. 


1070, 1156. .1328 




GI Descrip. 


(Z99111) ykrT [Bacillus subtilis] 






Seq. No. 


30896 


Seq. ID 


OJ990529_33. 9A19, 


. C2 


Gene No . 


63936 


Strand 






Start 


153 


End 


1518 




Name 


OJ990529 33.9A19.C2.o2.gp 


Method 


AAT/GAP 




Start 


889 


End 


1518 




GI 


26361 1.R1084 


Score 


1018 




Exons 


889. . 1070, 1156. .1518 








GI Descrip. 


f 2633727/emb|CAB13229| 7. 


0e-13 (Z99111) 


ykrT [Bacillus 






subtilis] 1 






Seq. No. 


30896 


Seq. ID 


OJ990529_33. 9A19. 


,C2 


Gene No. 


63937 


Strand 






Start 


2775 


End 


3491 




Name 


OJ990529 33.9A19.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


128 


End 


827 




GI 


none 


Score 


222 




Exons 


128. .361, 157. .360, 161.. 


364, 300. .365, 


436. . 612, 438. . 617, 




440. . 613, 765. .827 








Seq. No. 


30896 


Seq. ID 


OJ990529_33. 9A19. 


C2 


Gene No. 


63937 


Strand 






Start 


2775 


End 


3491 




Name 


OJ990529 33. 9A1 9 . C2 . ol . tm 


Method 


TBLASTX: Maize 




Start 


157 


End 


1330 




GI 


. ; none 


Score 


255 





Exons 



157. .357, 158. .361, 162. .365, 435. .590, 437. .613, 438. .614, 
526. .615, 762. .1073, 762. .1073, 914. .1114, 1156. .1257, 
1157. .1234, 1252. .1329, 1289. .1330 



Seq. No. 30896 

Gene Nu. 63937 

Start 2775 

Name OJ990529 33 . 9A1 9 . C2 . ol . ts 



Seq; ID OJ990529_33. 9A19.C2 
Strand 

End 3491 

Method TBLASTX : Soybean 



30856 




Start 


828 


End 


1326 


GI 


none 


Score 


196 


Exons 


828.. 1073, 853.. 1071, 903.. 1073, 1156. 


. 1326, 1157 . . 1324 


Seq. No. 


30896 


Seq. ID 


OJ990529_33.9A19.C2 


Gene No. 


63937 


Strand 




Start 


2775 


End 


3491 


Name 


OJ990529 33.9A19.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


858 


End 


1326 


GI 


none 


Score 


203 


Exons 


858. .1073, 859. .1098, 1156.. 


1245, 1157 


. . 1234, 1255 . . 1326 


Seq. No. 


30896 


Seq. ID 


OJ990529_33. 9A19.C2 


Gene No. 


63937 


Strand 




Start 


2775 


End 


3491 


Name 


OJ990529 33. 9A19 . C2 . o2 . gs 


Method 


GENSCAN 


Start 


2775 


End 


3491 


GI 


none 


Score 


.58 


Exons 


2775.. 2931, 3365.. 3491 






Seq. No. 


30897 


Seq. ID 


OJ990529_33. 9A19.C3 


Gene No. 


63938 


Strand 


+ 


Start 


5207 


End 


6971 


Name 


OJ990529 33.9A19.C3.o3.gp 


Method 


AAT/GAP 


Start 


5158 


End 


6836 


GI 


20664 1.R1084 


Score 


842 


Exons 


5158.. 5258, 5346.. 5526, 6370 


..6511, 6632. .6701, 6817. .6836 


GI Descrip. 


'4662633/gb|AAD26905.1|AC007267 5 2.0e 


-10 (AC007267) 




hypothetical protein [Arabidopsis thaliana] 1 


Seq. No. 


30897 


Seq. ID 


OJ990529 33.9A19.C3 


Gene No. 


63938 


Strand 


+ 


Start 


5207 


End 


6971 


Name 


OJ990529 33.9A19.C3.o2.np 


Method 


AAT/NAP 


Start 


5189 


End 


6969 


GI 


6822058 


Score 


249 


Exons 


5189. .5258, 5346.. 5526, 6370 


..6511, 6632.. 6701, 6817.. 6969 


GI Descrip. 


(AL132957) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


30897 


Seq. ID 


OJ990529_33. 9A19.C3 


Gene No. 


63938 


Strand 


+ 


Start 


5207 


End 


6971 


Name 


OJ990529 33.9A19.C3.o2.gs 


Method 


GENSCAN 


Start 


5207 


End 


6971 


GI 


none 


Score 


.89 


Exons 


5207.. 5258, 5346.. 5526, 6370 


..6511, 6632. .6701, 6817. .6971 


Seq. No. 


30897 


Seq. ID 


OJ990529_33. 9A19.C3 


Gene No. 


63939 


Strand 


+ 


Start 


10094 


End 


10261 


Name 


OJ990529 33. 9A19 . C3 . o3 . gs 


Method 


GENSCAN 


Start 


10094 


End 


10261 


GI 


none 


Score 


.49 


Exons 


10094. .10261 






Seq. No. 


30897 


Seq. ID 


OJ990529_33. 9A19.C3 


Gene No. 


63940 


Strand 





30857 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



3897 
AAT/GAP 
1817 
1204 



OJ990529_33.9A19.C3.ol.gp 
1 

1735_1.R1084 
1..332, 771. . 985, .1625. .1817 

•2633727/emb|CAB13229| 1.0e-23 (Z99111) ykrT [Bacillus 
subtilis] 1 



Seq. No. 30897. 

Gene No. 63940 

Start 1 

Name OJ990529_33 . 9A19 . C3 . ol . tm 

Start 153 

GI none 
Exons 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method TBLASTX : Mai ze 

End 2798 

Score 211 



153. .332, 158. .334, 159. .335, 763. .987, 770. .988, 771. .992, 
1625. .1825, 1626. .1829, 1630. .1833, 1901. .2056, 1903. .2079, 
1904. .2080, 2228. .2539, 2229.-2537, 2279. .2539, 2380. .2580, 
2624. .2725, 2625. .2702, 2720. .2797, 2757. .2798 



Seq. No. 30897 

Gene No. 63940 

Start 1 

Name OJ99052 9_33 . 9A1 9 . C3 . ol . gs 

Start 158 

GI none 
Exons 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method GENSCAN 

End 3897 

Score .86 



158. .332, 646. .729, 771. .985, 1625. .1826, 1904. .2078, 
2227. .3024, 3780. .3897 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30897 
63940 
1 

OJ99052 9_33 . 9A1 9 . C3 . ol . np 
161 

2633727 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method AAT/NAP 

End 2796 

Score 393 



161. .332, 771. .826, 869. .985, 1652. .1826, 1904. .2078, 

2230. .2536, 2624. .2796 

(Z99111) ykrT [Bacillus subtilis] 



30897 
63940 
1 

OJ99052 9_33 . 9A1 9 . C3\ o3 . ts 

170 

none 

170. .340, 188. .334, 189. .335 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method ' TBLASTX : Soybean' 



End 
Score 



340 
78 



Seq. No. 30897 

Gene No. 63940 

Start 1 

Name OJ990529_33 . 9A19 . C3 . o2 . tc 

Start 176 

GI none 
Exons 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method TBLASTX: Cress 

End 982 

Score 99 



176. .334, 192. .344, 769. .981, 770. .982, 771. .980 



Gene No. 
Start 



63940 
1 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 



30858 



Name 

Start 

GI 

Exons 



0 J99052 9_33 . 9A1 9 . C3 . o2 . ts Method TBLASTX : Soybean 

878 End 2293 

none Score 87 

878.-988, 879. .992, 1596. .1829, 1625. .1828, 1629. .1832, 

1904.. 2083, 1906.. 2079, 2231.. 2293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30897 
63940 
1 

OJ990529_33.9A19.C3.ol.ts 

2294 

none 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method TBLASTX : Soybean 

End 2794 

Score 196 



2294. .2539, 2319. .2537, 2369. .2539, 2624. .2794, 2625. .2792 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30897 
63940 
1 

OJ990529_33 . 9A19 . C3 . ol . tc 

2324 

none 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method TBLASTX : Cress 

End 2794 

Score 203 



2324. .2539, 2325. .2564, 2624. .2713, 2625. .2702, 2723. .2794 



Seq. No. 30897 

Gene No. 63940 

Start 1 

Name OJ990529_33 . 9A19 . C3 . o2 . gp 

Start 2355 

GI 26361JL.R1084 

Exons 2355.. 2536, 2624.. 2961 

GI Descrip. ' 2 633727/emb | CAB1322 9 | 7.0e-13 (Z99111) ykrT [Bacillus 
subtilis] ' 



Seq. ID OJ990529_33. 9A19.C3 
Strand 

End 3897 

Method AAT/GAP 

End 2961 

Score 879 



Seq. No. 30897 

Gene No. 63941 

-Start 5341 

Name OJ990529_33 . 9A19 . C3 . o2 . tm 

Start 5341 

GI none 
Exons 



Seq. ID OJ990529_33.9A19.C3 
Strand 

End 6997 

Method TBLASTX : Maize 

End 6997 

Score 220 



5341. .5526, 5342. .5527, 6362. .6511, 6368.-6523, 6442. .6513, 
6625. .6705, 6631. .6702, 6657. .6791, 6813. .6971, 6815. .6985, 
6818. .6997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30898 Seq. ID OJ99052 9_33. 9A1 9 . C4 

63942 Strand + 

1 End 2864 

OJ990529_33.9A19.C4.ol.np Method AAT/NAP 

1 End 2864 

3157926 Score 422 

1.-.771, 2743. .2864 

(AC002131) Strong similarity to extensin-like protein gb|Z34465 

from Zea mays. [Arabidopsis thaliana] 



Seq. ID OJ990529_33. 9A19.C4 
Strand + 



30898 
63942 

1 End 28 64 

OJ990529_33. 9A19.C4 .ol.gs Method GENSCAN 

54 End 845 



30859 



GI none Score . 5 

Exons 54.. 296, 322.. 771, 807.. 845 



Seq. No. 


30898 








Seq. ID 


OJ990529 

*S _/ \J *J _« — ^ 


33 


9A19 


. C4 


Gene No. 


63943 








Strand 


+ 








Start 


5422 








End 


6280 








Name 


OJ990529 33 


. 9A19. 


C4.o3. 


OS 


Method 


GENSCAN 








Start 


5422 








End 


6280 








GI 


none 








Score 


. 42 








Exons 


5422. .5581, 


5710. 


.5785, 


6133. 


.6280 










Seq. No. 


30898 








Seq. ID 


OJ990529 


33. 


9A19 


. C4 


Gene No. 


63944 








Strand 


+ 








Start 


6609 








End 


9980 








Name 


OJ990529 33 


. 9A19. 


C4.o3. 


np 


Method 


AAT/NAP 








Start 


6609 








End 


9897 








GI 


6907089 








Score 


4937 








Exons 


- 6609. .7870, 


7966. 


.9897 














GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


30898 








Seq. ID 


OJ990529_ 


33. 


9A19 


,C4 


Gene No. 


63944 








Strand' 


+ 








Start 


6609 








End 


9980 








Name 


OJ990529 33 


. 9A19. 


C4.o4. 


gs 


Method 


GENSCAN 








Start 


6609 








End 


9980 








GI 


none 








Score 


.88 








Exons 


6609. .7870, 


7966. 


.9886, 


9951. 


:-9980 











Seq. No. 30898 Seq. ID OJ990529_33 . 9A1 9 . C4 

Gene No. 63945 Strand + 

Start 16755 End 17040 

Name OJ990529_33 . 9A19 . C4 . o5 . np Method AAT/NAP 

Start 16755 End 17040 

GI 5922623 Score 60 

Exons 16755. . 16840, 16982. .17040 

GI Descrip:- (AP000492) hypothetical protein [Oryza sativa] 

gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 30898 
Gene No. 63946 
Start * -1171 

Name OJ990529_33.9A19.C4.ol.gp 
Start 1171 
GI 559__1.R1084 

Exons 1171.. 1500, 1811.. 2278, 2355 

GI Descrip. ' 12 9232/sp | P25777 | ORYB_ORYSA 

PRECURSOR >gi_67 64 5_pir KHRZOB 

precursor - rice >gi_218 183_dbj 
precursor [Oryza sativa] 1 



Seq. ID OJ990529_33.9A19.C4 
Strand 

End; 4573 
Method AAT/GAP 
End 4 57 3 

Score 3352 

2495, 2592. .2830, 3960. .4573 
.0e+00 ORYZAIN BETA CHAIN 
oryzain (EC 3.4.22.-) beta 
BAA14403_ (D90407) oryzain 



beta 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30898 
63946 
1171 

OJ99052 9_33. 9A19.C4 . o2 . np 

1419 

129232 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33.9A19.C4 

4573 
AAT/NAP 
4446 
2365 



30860 




Exons 1419. . 1500, 1811. .2278, 2355.-2495, 2592. .2830, 3960. .44*46 

GI Descrip. ORYZAIN BETA CHAIN PRECURSOR gi | 67 64 5 | pir | | KHRZOB oryzain {EC 
3.4.22.-) beta precursor - rice gi | 218 183 | dbj | BAA144 03 . 1 1 
(D90407) oryzain beta precursor [Oryza sativa] 



Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19.C4 


Gene No. 


63946 




Strand 




Start 


1171 




End 


4573 


Name 


OJ990529 33. 9A19.C4 . o2 . 


gs 


Method 


GENSCAN 


Start 


1435 




End 


4446 


GI 


none 




Score 


.78 


Exons 


1435. .1500, 1811. .2278, 


2355. 


.2495, 2592. .2806, 3960. .4446 


Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19.C4 


Gene No. 


63947 




Strand 




Start 


10525 




End 


16183 


Name 


OJ990529_33. 9A19.C4 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


148 


GI 


none 




Score 


223 


Exons 


2. .148, 3. .143 








Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19.C4 


Gene No. 


63947 




Strand 




Start 


10525 




End 


16183 


Name 


OJ990529 33.9A19.C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5 




End 


744 


GI 


' none 




Score 


59 


Exons 


5. .46, 6. .47, 60. .281, 


65. .127, 363. .647, 364 . .636, 646. .744 


Seq. No. 


30898 




Seq. ID 


OJ990529_33.9A19.C4 


Gene No. 


63947 




Strand 




Start 


10525 




End 


16183 


Name 


OJ990529 33. 9A19.C4 .ol0 


. tw 


Method 


TBLASTX: Wheat 


Start 


30 




End 


5425 


GI 


none 




Score 


60 


Exons 


30. .137, 185. .280, 189. 


.281, 


279. .458, 


301. .459, 301. .369, 




5345.. 5425 








Seq. No. 


30898 ' 




Seq. ID 


OJ990529_33.9A19.C4 


Gene No. 


63947 




Strand 




Start 


10525 




End 


16183 


Name 


OJ99052 9_33 . 9A1 9 . C4 . o3 Y 


tm 


Method ' 


TBLASTX: Maize 


Start 


228 




End 


753 


GI 


none 




Score 


48 


Exons 


228. .281, 298.-579, 300 


. .578, 


403. .585, 


646. .753, 646. .750 


Seq. No. 


30898 




Seq. ID 


OJ990529_33.9A19.C4 


Gene No. 


63947 




Strand 




Start 


10525 




End 


16183 


Name 


. OJ990529 33.9A19.C4.o2. 


tc 


Method 


l TBLASTX : Cress 


Start 


279 




End 


642 


GI 


none 




Score 


73 


Exons 


279. .356, 298. .354, 363 


. .578, 


367. .579, 


382. .558, 592. .642 


O ~ *T - 


308 38 




Seq. ID 


OJyyUb^9_33. 9A19.C4 


Gene No. 


63947 




Strand 




Start 


10525 




End 


16183 



30861 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 

"NT — 

im aiuc 

Start 
GI 



OJ990529 33.9A19.C4.ol.tm 



Method TBLASTX : Mai ze 



1378 
none 
1378 
1814 
2355 
3941 
4076 

4309. .4374, 4328. .4396 



End 4396 

Score 39 

1440, 1424. .1501, 1425. .1502, 1426. .1539, 1813. .1998, 

1999, 1816. .2007, 2060. .2278, 2061. .2279, 2353. .2493, 

2495, 2355. .2495, 2592. .2831, 2593.-2832, 2593. .2832, 

4000, '3958. .4032, 4027. .4074, 4043. .4060, 4066. .4158, 

4144, 4159. .4242, 4181. .4264, 4267. .4317, 4267. .4317, 



Seq. No. 30898 Seq. ID 

Gene No. 63947 Strand 

Start 10525 End 

Name OJ9 9052 9_33 . 9A1 9 . C4 . o9 . tw Method 

Start 1450 End 

GI none Score 
Exons 



1450. .1500, 1799. .1972, 1810. .1977 



30898 
63947 
10525 

OJ99052 9_33 . 9A19 . C4 . ol . tc 
1451 



none 
1451. 
'2061. 
2589. 
2725. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529J33. 9A19.C4 
16183 

TBLASTX: Wheat 

1977 

94 



OJ990529 33.9A19.C4 



.1501, 1813. 

.2279, 2344. 

.2717, 2593. 

.2832, 3958. 



4181. .4240, 4342. 



16183 

TBLASTX: Cress 
4389 
65 

1980, 1817. .1990, 2052. .2216, 2060. .2278, 
2493/ 2353. .2493, 2355. .2495, 2355. .2495, 
2742, 2593. .2700, 2601. .2714, 2721. .2831, 
4068, 4072. .4155, 4085. .4138, 4174. .4323, 
4389, 4343. .4384 



Seq. No. 30898 
Gene No. 63947 
Start 10525 

Name OJ990529_33 . 9A19 . C4 . ol . ts 

Start 1817 
GI none 

Exons 1817.. 1996, 1819.'. 1914, 1893. 

2126.. 2284, 2129.. 2272, 2151. 
2589.. 2720, 2592.. 2720, 2593. 
3956. .3997, 3958. .4068, 4066. 
4181. .4243, 4345. .4389 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 33.9A19.C4 



16183 

TBLASTX : Soybean 
4389 
52 

.1997., 2060. .2125, 2061. .2126, 
.2300, 2355. .2495, 2371. .2493, 
.2760, 2724. .2831, 2725. .2832, 
.4155, 4073. .4141, 4168. .4242, 



30898 
63947 
10525 

OJ990529_33. 9A19.C4 .06. tw 

2138 

none 

2138.. 2200, 2138.. 2236V 2210. 
2730. .2828, 3967. .4035, 4096. 

30898 
63947 
10525 

0 J99052 5_33 . 9A19 .04 . o3 . tw 

8450 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 33.9A19.C4 



16183 

TBLASTX: Wheat 
4239 
61 

2290, 2382. .2480, 2601. .2714, 
4155, 4168. .4239 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33.9A19.C4 
16183 

TBLASTX: Wheat 

14893 

54 



30862 



Exons 


8450. .8527, 14407.. 


14892, 14438. .14698 


, 14720. .14893 




Seq. No. 


30898 




Seq. ID 


OJ990529_33.9A19 


.C4 


Gene No. 


63947 




Strand 






Start 


10525 




End 


16183 




Name 


OJ990529 33. 9A19. C4 


. o5 . gs 


Method 


GENSCAN 




Start 


10525 




End 


11826 




GI 


none 




Score 


. 95 




Exons 


10525. .11826 










Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 




Strand 






Start 


10525 




End 


16183 




Name 


OJ990529 33.9A19.C4 


.08 .tm 


Method 


TBLASTX: Maize 




Start 


10525 




End 


10668 




GI 


none 




Score 


129 




Exons 


10525. .10668, 10529 


. . 10663 








Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19 


. C4 


Gene No. 


63947 




Strand 






Start 


10525 




End 


16183 




Name 


OJ990529 33.9A19.C4 


. o4 . np 


Method 


AAT/NAP 




Start 


10528 




End 


16172 




GI 


6498441 




- Score 


6828 




Exons 


10528. .10809, 10903 


. .-12300, 


12472. .12854, 13047. .13386, 






13560. .13694, 13878 


. .14250;, 


14314. .14777, 15108. .16172 




GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


30898 






Seq. ID 


OJ990529_33.9A19 


.C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4, 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


10537 






End 


11116 




GI 


none 






Score 


75 




Exons 


10537. 


.10662, 10541, 


. .10663," 


10723. . 11091, 10855. .11115, 






10856. 


.11113, 10856, 


. .11116 








Seq. No. 


30898 






Seq. ID 


OJ990529_33.9A19 


.C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


O.J990529 33.9A19.C4, 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11120 






End 


11521 




GI 


none 






Score 


171 




Exons 


11120. 


.11419, 11140. 


. . 11520, 


11179. . 11520, 114 65. . 11521 




Seq. No. 


30898 






Seq. ID 


OJ990529_33.9A19 


,C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4. 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


11335 






End 


11658 




GI 


none 






Score 


214 




Exons 


11335. , 


.11658, 11348. 


, . 11629 








Seq. No. 


30898 






Seq. ID 


OJ990529_33.9A19 


.C4 


Gene No. 


63947 






Strand 







30863 




Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4 


.oil. tw 


Method 


TBLASTX: Wheat 




Start 


11851 






End 


12163 




GI 


none 






Score 


64 




Exons 


11851. 


.12120, 11987 


. . 12163 








Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11911 






End 


12477 




GI 


5666795 




Score 


68 




Exons 


11911. 


.12117, 12166 


.12303, 


12379. . 12477 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12166 






End 


12624 




GI 


none 






Score 


78 




Exons 


12166. 


.12315, 12167. 


.12304, 


12349. .12600, 12350. .12547, 






12370. 


.12624 










Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


13125 






End 


13594 




GI 


none 






Score 


80 




Exons 


13125. 


.13166, 13224. 


. 13454, 


13451. .13594, 134 52. .13577 




Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


13254 






End ' 


13673 




GI 


none 






Score 


117 




Exons 


13254 . 


.13460, 13261, 


.13434, 


13442. .13672, 134 4 3. .13673 




Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19 


C4 


.Gene No. 


63947 






Strand' 






'start 


10525 






■End- 


16183 




Name 


OJ990529 33.9A19.C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


13347 






End 


13730 




GI 


none 






Score 


198 




Exons 


13347. 


.13457, 13445. 


.13729, 


13446. .13730 




Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19. 


C4 


Gene No. 


63947 






Strand 






Start 


10525 






End 


16183 




Name 


OJ990529 33.9A19.C4. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


13757 






End 


14113 




GI 


none 






Score 


124 




EXOilS 


13757 , 


.140b2, 13/i)7. 


. 14113, 


13767. .14078 




Seq. No. 


30898 






Seq. ID 


OJ990529_33. 9A19. 


C4 



30864 



• # 



Gene No. 


63947 




Strand 






Start 


10525 




End 


16183 




Name 


OJ990529 33.9A19.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13781 




End 


14241 




GI 


none 




Score 


314 




Exons 


13781. . 14182, 13788 


. .14183, 


13801. . 14193, 14173. .14241 




Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 




Strand 






Start 


10525 




End 


16183 




Name 


OJ990529 33.9A19.C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15631 




End 


16183 




GI 


none 




Score 


86 




Exons 


15631. .15888, 15710 


. .15904, 


15871. .15969, 15872. .15964, 






15976. .16023, 16148 


. .16183 








Seq. No. 


30898 




Seq. ID 


OJ990529_33. 9A19 


.C4 


Gene No. 


63947 




Strand 






Start 


10525 




End 


16183 




Name 


OJ990529 33.9A19.C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


15733 




End 


16018 




GI 


none 




Score 


92 




Exons 


15733. .15981, 15734 


. .16018 








Seq. No. 


30899 




Seq. ID 


OJ990529_33. 9A19 


.C5 


Gene No. 


63948 




• Strand 


+ 




Start 


448 




End 


1129 




Name 


OJ990529 33.9A19.C5 


. ol . gs 


Method 


GENSCAN 




Start 


448 




End • 


1129 




GI 


none . 




Score 


. 66 




Exons 


448... 616, 943. .1129 










Seq. No. 


30899 




Seq. ID 


OJ990529_33.9A19 


,C5 


Gene No. 


63949 




Strand 


+ 




Start 


2574 




End 


2729 




Name 


OJ990529 33.9A19.C5 


o2 . gs 


Method 


GENSCAN 




Start 


2574 




End V 


2729 




GI 


none 




Score 


.51 




Exons 


2574 . .2729 










Seq. No. 


30899 




Seq. ID 


OJ990529_33.9A19 


.C5 


Gene No . 


63950 




Strand 






Start 


3061 




End 


3389 




Name 


OJ990529 33.9A19.C5. 


o3.gs • 


Method 


GENSCAN 




Start 


3061 




End 


3389 




GI 


none 




Score 


.83 




Exons 


3061. .3389 










Seq. No. 


30900 ■ 




Seq. ID 


OJ990529_33.9A19 


C6 


Gene No . 


63951 




•Strand 






Start 


1 




End 


2592 




Name 


OJ990529 33.9A19.C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2592 




GI 


5091513 




Score 


2900 




Exons 


1 CQC TOO 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 





30865 



Seq. No. 30901 Seq. ID 

Gene No. 63952 Strand' 

Start 203 End 

Name OJ990529_33. 9A19 . C7 . ol . gp Method 

Start 203 End 

GI 2797265 Score 

Exons 203.. 445 



OJ990529_33.9A19.C7 
445 

AAT/GAP 

445 

470 



Seq. No. 30902 Seq. ID 

Gene No. 63953 Strand 

Start 1 End 

Name OJ990529_33 . 9A19.C8 . ol . gp Method 

Start 1 End 

GI 2516_1.R1084 Score 

Exons 1..33, 132.. 694 

GI Descrip. » 4 5314 4 4 /gb I AAD22129 . 1 | AC006224_11 1.0e-160 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



OJ990529_33. 9A19.C8 
+ 

5021 
AAT/GAP 
694 
1040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30902 
63953 
1 

OJ99052 9_33. 9A19.C8.ol .np 
1 

4531444 
1..33, 132. .449 

(AC006224) putative amine oxidase [Arabidopsis thaliana] 



Seq. ID OJ990529_33.9A19.C8 

Strand + • 

End 5021 

Method AAT/NAP 

End 44 9 

Score 283 



30902 Seq. ID 

63953 Strand 

1 End 

OJ990529_33. 9A19 . C8 . ol . gs Method 

59 End 

none Score 

59. .239, 1520. .1820, 2051. .2188, 2539. 



3041. .3128, 3247. .3332, 
4498. .4809 



OJ990529_33.9A19.C8 
+ 

5021 
GENSCAN 
4809 
.81 

.2743, 2832. .2945, 



3438. .3540, 3688. .3785, 3949. .4378, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30902 Seq. ID 

63953 Strand 
1 End 
OJ99052 9_33 . 9A19 . C8 . o2 . gp Method 
1731 . End 

29451_1.R1084 Score 
1731. .2188, 2539.-2743, 2832. .2913 

'4531444/gb|AAD22129.1|AC006224_ll 6.0e-12 (AC006224) putative 
protein kinase [Arabidopsis thaliana] 1 



OJ990529_33.9A19.C8 
+ 

5021 
AAT/GAP 
2913 ' * ' 
1380 



Seq. No. 30902 

Gene No. 63953 

Start 1 

Name OJ990529_33 . 9A19 . C8 . o2 . np 

Start 1756 

GI 4531444 
Exons 



Seq. ID OJ990529 33.9A19.C8 



Strand 
End 

Method 

End 

Score 



+ 

5021 
AAT/NAP 
4806 
1323 



1756. .1814, 2558. .2743, 2832. .2945, 3041. .3128, 3247. .3332, 



GI Descrip. (AC006224) putative amine oxidase [Arabidopsis thaliana] 
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Seq. No. 


30902 


Seq. ID 


OJ990529 


33. 9A19 


,C8 


Gene No. 


63953 


Strand 


+ 






Start 


1 


End 


5021 






Name 


OJ990529 33.9A19.C8.o3.gp 


Method 


AAT/GAP 






Start 


4509 


End 


5021 






GI 


19075 1.R1084 


Score 


947 






Exons 


4509. .5021 










GI Descrip. 


'4531444/gb|AAD22129.1|AC006224 11 2.0e-09 (AC006224) putati 




protein kinase [Arabidopsis thaliana] 1 








Seq. No. 


30902 


Seq. ID 


OJ990529 


_33.9A19 


.C8 


Gene No. 


63954 


Strand 


+ 






Start 


6051 


End 


8140 






Name 


OJ990529 33.9A19.C8.o3.np 


Method 


AAT/NAP 






Start 


6030 


End 


8140 






GI 


6063552 


Score 


871 






Exons 


6030. .6407, 6753.-6936, 7377. .7649, 8000. .8140 






GI Descrip. 


(AP000615) ESTs AU065232 (E60855 ) , C23624 ( S1554 ) , 


AU078241 (E60 




correspond to a region of 


the predicted gene.; 


similar 


to 




putative adenylate kinase. 


(AC005896) 


[Oryza sativa] 




Seq. No. 


30902 


Seq. ID 


OJ990529_ 


_33. 9A19 


,C8 


Gene No. 


63954 


Strand 


+ 






Start 


6051 


End 


.8140 






Name 


OJ990529 33.9A19.C8.o2.gs 


Method 


GENSCAN 






Start 


6051 


End 


8140 






GI 


none 


Score 


.78 






Exons 


6051. .6128, 6263. .6523, 6796. .6936, 7377. .7649, 


8000. .8140 


Seq. No. 


30902 


Seq. ID 


OJ990529_ 


_33.9A19 


.C8 


Gene No. 


63954 


Strand 


+ 






Start 


6051 


End 


8140 






Name 


OJ990529 33. 9A19.C8.o4 .gp 


Method 


AAT/GAP 






Start 


6234 


End 


6944 






GI • 


2431503 


Score 


466 






Exons 


6234. .6353, 6796. .6944 










GI Descrip. 


4056480 4.0e-29 (AC005896) 


putative adenylate kinase 






[Arabidopsis thaliana] 










Seq. No. 


30902 


Seq. ID 


OJ990529_ 


_33.9A19 


.C8 


Gene No. 


63955 


Strand 


+ 






Start 


116,89 


End 


13724 






Name- 


OJ990529 33.9A19.C8.o4.gs 


Method 


GENSCAN 






Start 


11689 


End 


13724 






GI 


none 


Score 


.83 






Exons 


11689. .12523, 13387. .13724 










Seq. No. 


30902 


Seq. ID 


OJ990529_ 


_33.9A19 


.C8 


Gene No. 


63955 


Strand 


+ 






Start 


11689 


End 


13724 






Name 


OJ990529 33. 9A19.C8 .o4 .np 


Method 


AAT/NAP 






Start 


11833 


End 


13709 






GI 


6692131 


Score 


525 






Exons 


11833. .12516, 12902. .13024 


, 13387.. 13709 






T -- 


(AC007654) 119^23.10 [Arabidopsis thaliana] 






Seq. No. 


30902 


Seq. ID 


OJ990529_ 


33.9A19 


C8 



30867 



Gene No. 63956 Strand 

Start 22261 End 

Name OJ990529_33 . 9A19 . C8 . 06 . gs Method 

Start 22261 End 

.GI none Score 

Exons 22261. .22539, 22645.. 22776 



+ 

22939 
GENSCAN 
22776 
.63 



Seq. No. 30902 Seq. ID 

Gene No. 63956 Strand 

Start 22261 End 

Name OJ990529_33 . 9A19 . C8 . o5 . gp Method 

Start 22572 End 

GI none Score 

Exons 22572. .22939 



OJ990529_33. 9A19.C8 
+ 

22939 
AAT/GAP 
22939 
696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30902 
63957 
30215 

OJ990529_33. 9A19.C8 .o6.np 

30215 

5091619 

30215. .30830, 31662. .31915, 



Seq. ID OJ990529_33. 9A19.C8 

Strand + 

End 33573 

Method AAT/NAP 

End 33570 

Score 1339 
33022. .33570 



(AC007454) F23M19.7 [Arabidopsis thaliana] 



30902 Seq. ID 

63957 * Strand 

30215 End 

OJ990529_33 . 9A19 . C8 . 08 . gs Method 

33055 End 

none Score 
33055. .33573 



OJ990529J33.9A19.C8 
+ 

33573 
GENSCAN 
33573 
.43 



Seq. No. 30902 Seq. ID 

Gene No. 63958 Strand 

Start 36414 End 

Name OJ990529_33 . 9A1 9 . C8 . olO . gp Method 

Start 36414 End 

GI . LIB3477-003-P1-K1-E9 Score 

Exons ' 36414.. 36503 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990529_33.9A19.C8 
+ 

36503 
AAT/GAP 
36503 
103 



Seq. No. 30902 Seq. ID 

Gene No. 63959 Strand 

Start 934 6 End 

Name OJ990529_33 . 9A1 9 . C8 . o3 . gs Method 

Start 934 6 End 

GI none Score, 

Exons 9346.. 9537, 9854 .. 9952 



OJ990529_33. 9A19.C8 

9952 
GENSCAN 
9952 
.71 



Seq. No. 
Gene No. 
Start 

Start 
GI 



30902 
63960 
17079 



wu z> yvot. ^_^>0 . y . LO . OO . np 

17079 
2244781 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33.9A19.C8 

32211 
AAT/NAP 
28941 
404 



30868 



Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17079. .17126, 22825. .22991, 23072 .. 2338 1 , 25277 .. 25374 , 
25530. .25673, 26079 .. 26117, 26688 .. 26825 , 2837 1 .. 284 36, 
28681. .28755, 28837. .28941 

(Z97335) hypothetical protein [Arabidopsis thaliana] 



30902 
63960 
17079 

OJ9 9052 9_33 . 9A1 9 . C8 . o7 . gs 
22827 
none 
22827, 
25530. 
28639. 
32123. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33.9A19.C8 

32211 
GENSCAN 
32211 
.71 



.22991, 23072. .23346, 24833 .. 24877 , 25272 .. 25374 , 

.25673, 25871. .25969, 26688 .. 26850, 28369 .. 28477 , 

.28807, 28837. .29241, 2 94 54 .. 2 9659, 30166 .. 30833, 
.32211 



Seq. No. 30902 

Gene No. 63960 

Start 17079 

Name OJ990529_33 . 9A19 . C8 . 06 . gp 

Start 23161 

GI LIB34 31-052-P1-K1-E10 

Exons 23161. .23346, 25272 .. 25374 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33.9A19.C8 

32211 
AAT/GAP 
25644 
719 



25530. .25644 



, 224 4781/emb|CAB10204 . 1 | 
[Arabidopsis thaliana] 1 



5.0e-12 (Z97335) hypothetical protein 



Seq. No. 30902 Seq. ID 

Gene No. 63960 Strand 

Start 17079 ' End 

Name OJ990529_33 . 9A19 . C8 . o7 . gp Method 

Start 28710 End 

GI 2311047 Score 

Exons 28710. .28755, 28837.. 29073 



OJ990529_33. 9A19.C8 

32211 
AAT/GAP 
29073 
502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30902 
63961 
33964 

OJ990529_33. 9A19 . C8 . 08 . gp 

33964 

4715716 

33964 . .34218, 34305 .. 344 19, 
565652/dbj | D28 135 | HYMRUBSCO 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 33.9A19.C8 



35790 
AAT/GAP 
34863 
1018 

34545. .34660, 34746. .34863 
2.0e-10 Hydrogenovibrio marinus gene 



for ribulose-bisphosphate carboxylase, complete cds 



Seq. No. 30902 

Gene No. 63961 

Start 33964 

Name OJ990529_33 . 9A19 . C8 . o9 . gs 

Start 34020 

GI none 

Exons 34020. .34218, 34395 .. 344 19, 
35406. .35585 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33. 9A19.C8 

35790 
GENSCAN 
35585 
.97 



34545. .34660, 34746.-34942, 



Seq. No. 30902 Seq. ID 

Gene No. 63961 Strand 

Start 33964 End 

Name OJ990529_33 . 9A19 . C8 . o9 . gp Method 



OJ990529_33.9A19.C8 

35790 
AAT/GAP 



30869 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34987 End 35790 

LIB3432-014-P1-K1-E9 Score 798 

34987. .35036, 35406.. 35790 

1 565652/dbj | D28135 I HYMRUBSCO 2.0e-10 Hydrogenovibrio marinus 
gene for ribulose-bisphosphate carboxylase, complete cds 1 



30902 
63962 
37287 

OJ990529_33, 
1 

none 

1..33, 135., 
1884 . . 1988, 



2538. 
3043. 
3443. 
3947. 
4498. 



,2747, 
.3129, 
.3541, 
,4378, 
4809, 



9A19.C8 .ol.tm 



Seq. ID OJ990529_33. 9A19.C8 
Strand 

End 37676 
Method TBLASTX : Maize 
End 4826 
Score 50 

386, 137. .385, 143. .451, 404. .469, 1857. .1880, 
1885. .1968, 1956. .1988, 2537. .2743, 2538. .2744, 
2832. .2945, 2833. .2943, 3038. .3127, 3039. .3128, 
3244.. 3333, 3245.. 3337, 3254.. 3328, 3436.. 3540, 
3443. .3541, 3684. .3785, 3685.-3825, 3685. .3786, 
4012. .4377, 4496. .4600, 4497. .4808, 4498. .4809, 
4707. .4826 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30902 
63962 
37287 

OJ990529_33.9A19.C8.ol.ts 

131 

none 



Seq. ID OJ990529_33.9A19.C8 
Strand 

End 37676 

Method TBLASTX : Soybean 

End 4731' 

Score 296 



131. .373, 132. .395, 2565. .2747, 2578. .2760, 2628. .2744, 
2642. .2764, 2832. .2945, 2833. .2943, 3244. .3333, 3436. .3540, 
3685. .3786, 3947. .4381, 4015. .4290, 4019. .4357, 4501. .4731, 
4503. .4697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30902 
63962 
37287 

OJ99052 9_33. 9A1 9 . C8 . o4 . tc 

131 

none 



Seq. ID OJ990529_33.9A19.C8 
Strand 
End 

Method 
End 
Score 



37676 

TBLASTX: Cress 

4767 

289 



131. .382, 132. .383, 4298. .4381, 4473. .4748, 4501. .4767 



30902 
63962 
37287 " 

OJ990529_33 . 9A1.9 . C8 . ol . tw 

2537 

none 

2537. .2590, 2538. .2744, 2556. 
2833. .2943, 2838. .2945, 3038. 



Seq. ID OJ990529_33.9A19.C8 
Strand 

End 37676 ' 

Method TBLASTX : Wheat 
End 3279 
Score 197 

.2735, 2642. .2764, 2831. .2938, 
.3127, 3039. .3128, 3244. .3279 



Seq. No. - 30902 
Gene No. 63962 
Start 37287 

Name OJ990529_33 . 9A1 9 . C8 . ol . tc 

Start 2628 
GI none 

Exons 2626.. 2744, 2642.. 2743, 2832. 

2907.. 2930, 3039. .3089, 3090. 
3685. .3786, 3702. .3776, 3911. 



Seq. ID OJ990529_33. 9A19.C8 
Strand 

End 37676 
Method TBLASTX: Cress 
End 4296 
Score 169 

.2909, 2833. .2910, 2905. .2937, 
.3134, 3253. .3273, 3436. .3540, 
.4288, 3946. .4143, 3947. .4294, 



30870 



4015. .4290, 4231. .4296 



Seq. No. 30902 

Gene No. 63962 

Start 37287 

Name OJ990529_33 . 9A19 . C8 . o2 . ts 

Start 6203 

GI none . 

Exons 6203.. 6301, 
7377. .7649, 



6213.. 6302, 6793. 
7380. .7658, 8003, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 33.9A19.C8 



37676 

TBLASTX : Soybean 
8137 
143 

6936, 6795.. 6941, 7376.. 7591, 
8137, 8005.. 8136 



Seq. No. 30902 
Gene No. 63962 
Start 37287 

Name OJ990529_33 . 9A19 . C8 . o2 . tc 

Start 6216 
GI none 

Exons 6216.. 6359, 6218.. 6346, 6781. 

6841. .6936, 7365.-7643, 7375. 
8005. .8118 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 33.9A19.C8 



37676 

TBLASTX: Cress 
8118 
195 

6837, 6791. . 6835, 6835, 
7638, 7377.. 7649, 8003. 



.6936, 
.8110, 



Seq. No. 30902 
Gene No.. 63962 
Start 37287 

Name OJ990529_33 . 9A19 . C8 . o3 . tm 

Start 6766 
GI none 

Exons 6766.. 6936, 6793.. 6936, 6794, 

7377. .7649, 7377. .7649, 7974. 
8003. .8137, 8108. .8146, 8108. 
8307. .8411 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990529 33.9A19.C8 



37676 

TBLASTX: Maize 
8411 
203 

6940, 6795.. 6941, 7375. 
8096, 7998.. 8093, 8002. 
8149, 8246.. 8293, 8257. 



,7647, 
,8136, 
,8292, 



Seq. No. 30902 

Gene No. 63962 

Start 37287 

Name OJ990529_33 . 9A19 .C8 . o3 . tc 

Start 11866 

GI none 
Exons 



Seq. ID OJ990529_33. 9A19.C8 
Strand 
End 

Method 
End 
Score 



37676 

TBLASTX: Cress 

12141 

114 



118 66. .1194 6, 12003. .12080, 12004. .12141 



Seq. No. 30902 Seq. ID 

Gene No. 63962 " ' ' ' "■ Strand 

Start 37287 . • * End 

Name OJ990529_33 . 9A19 . C8 . 06 . tc Method 

Start 22812 End 

GI none Score 

Exons 22812. .22961, 22825 .. 22965, 
23069. .23173, 2307 6 .. 23144 , 



OJ990529_33. 9A19.C8 
37676 

TBLASTX: Cress 
23188 
71 

22944. .22994, 22945 .. 22992, 
23159. .23188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 



30902 
63962 
37287 

OJ990529_33 . 9A19 . C8 . o2 . 
22813 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990529_33.9A19.C8 
37676 

TBLASTX: Maize 

28951 

180 



22813. .22992, 22833 .. 22994 , 22834 .. 22 992 , 23069 .. 23212 , 
23070. .23147, 23072 .. 23236, . 23074 23244 , 2307 6 .. 23243, 



30871 






23261. 


23329 23261 


23326 


25255 25377 25259 25375 






25530. 


.25676, 25530 


. .25673, 


25622. .25684, 25622 .. 25675 , 






25852. 


.25935, 25856 


. .25939, 


25868. .25939, 25869 .. 2594 0 , 






26037 . 


.26117, 26038 


. . 26118, 


26041. .26118, 2 6042. .26119, 






26681 . 


.26842, 26688 


. .26843, 


26688. .2684 9, 2 668 9. .2684 7, 






28374 . 


28442, 28383 


. .28448, 


28428. .28 4 96, 284 40 .. 284 96, 






28510. 


.28632, 28696 


. .28770, 


28697. .28777, 28837 .. 28950 , 






28844. 


.28951 










Seq. No. 


30902 






Seq. ID 


OJ990529 33.9A19 


-C8 


Gene No. 


63962 






Strand 






Start 


37287 






End 


37676 




Name 


OJ990529 33.9A19.C8 


. o3 . ts 


Method' 


TBLASTX: Soybean 




Start 


22827 






End 


23206 




GI 


none 






Score 


169 




Exons 


22827. 


.22994, 23069 


. .23206 








Seq. No. 


30902 






Seq. ID 


OJ990529_33.9A19 


. C8 




63962 






Strand 






Start 


37287 






End 


37676 




Name 


OJ990529 33.9A19.C8 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


25306 






End 


26771 




GI 


none 






Score 


120 




P, von s 


25306. 


.25377, 25530 


25673, 


25531. .25665, 2554 9 .. 25674 , 






25868. 


.25939, 25869 


. .25940, 


26037. .26117, 26038 26118 , 






26688. 


.26771, 26689 


. .26766 








Qprr No 


30902 






Seq. ID 


OJ990529_33.:9A19 


. C8 


Gene No. 


63962 






Strand 






Start 


37287 






End 


37676 




Name 


OJ990529 33.9A19.C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


31694 






End 


33504 




GI 


none 






Score 


38 




F.xon ^ 

l—J *\. V_> 1 I o 


31694. 


.31729, 31781 


31834 , 


31871. .31909, 33019. .33411, 






33108. 


.33230, 33448 


. . 33504 








Seq. No. 


30902 






Seq. ID 


OJ990529_33.9A19 


,C8 


Gene No. 


63962 






Strand 






Start 


37287 






End 


37676 




Name 


OJ990529 33.9A19.C8 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


33021 






End 


33408 




GI 


none 






Score 


280 




Exons 


33021. 


.33230, 33022 


. .. 33408 








Seq. No. 


30902 






Seq. ID 


OJ990529_33.9A19 


.C8 


Gene No. 


63962 






Strand 






Start 


37287 






End 


37676 




Name 


OJ990529 33.9A19.C8 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


33022 






End 


33267 




GI 


none 






Score 


215 






33022. 


.33267, 33120 




33145. .33255 




Seq. No. 


30902 






Seq. ID 


OJ990529_33.9A19 


C8 


Gene No. 


63962 






Strand 






Start 








End 


37676 




Name 


OJ990529 33.9A19.C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


33039 






End 


33405 





30872 



GI 


none 




Score 


270 




Exons 


33039. . 33230, 33040 


. . 33405, 


33124 . .33357 




Seq. No. 


30902 




Seq. ID 


OJ990529_33. 9A19 




Gene No. 


63962 




Strand 


- 




Start 


37287 




End 


37676 




Name 


OJ990529 33.9A19.C8 


. o4 . t s 


Method 


TBLASTX: Soybean 




Start 


34041 




End 


34880 




GI 


none 




Score 


89 




Exons 


" "3*4 041 . . 34217, 34054 


. . 34218, 


34310. .344 


26, 34311. .34427, 






34746. . 34880, 34748 


. . 34879 








Seq. No. 


30902 




Seq. ID 


OJ990529_33. 9A19 


. C8 


Gene No. 


63962 




Strand 






Start 


37287 




End 


37676 




Name 


OJ990529 33.9A19.C8 


. o5 . tin 


Method 


TBLASTX: Maize 




Start 


34105 ~ 




End 


34659 




GI 


none 




Score 


115 




Exons 


34105. . 34221, 34107 


. . 34232, 


34304 . .34423, 34 308 . . 34 42 1 , 






34316. . 34426, 34472 


. . 34528, 


34543. .34659, 34543. .34659 




Seq. No. 


30902 




Seq. ID 


OJ990529_33.9A19 




Gene No. 


63962 




Strand 






Start 


37287 




End 


37676 




Name 


OJ990529 33.9A19.C8 


o 6 . tm 


Method 


TBLASTX : Maize 




Start 


34714 ~ 




End 


35039 ' 




GI 


none 




Score 


118 




Exons 


34714 . .34875, 34736 


. 34 906, 


34745. .348 


88, 34746. .34910, 






34 969 .. 35034 . 34969 


. 35037 , 


34 980. .35039, 34 98 9. .35039 




Seq. No. 


30902 




Seq. ID 


OJ990529_33.9A19 




Gene No. 


63962 




Strand 






Start 


37287 




End 


37676 




Name 


OJ990529 33.9A19.C8 


o7 . np 


Method 


AAT/NAP 




Start 


37276 




End 


37676 




GI 


129232 




Score 


214 




Exons 


37276. .37354, 37548. 


.37676 








GI Descrip. 


ORYZAIN BETA CHAIN PRECURSOR gi | 676451 


pir| | KHRZOB oryzain 




3.4.22.-) beta precursor - 


rice gi|218183|dbj IBAA14403.il 




(D90407) oryzain beta precursor [Oryza 


sativa] 




Seq. No. 


30902 ' 




** Seq. ID 


OJ990529_33.'9A19. 


C'8'- 


Gene No. 


63962 




. Strand 






Start 


37287 




End 


37676 




Name 


OJ990529 33.9A19.C8. 


olO . gs 


Method 


GENSCAN 




Start 


37287 




End 


37647 




GI 


none 




Score 


.98 




Exons 


.37287. .37354, 37548. 


.37647 








Seq. No. 


30902 




Seq. ID 


OJ990529_33. 9A19. 


C8 


Gene No. 


63962 




Strand 






Start 


. 37287 




End 


37676 




Name 


OJ990529 33.9A19.C8. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


37540 




End 


37676 




OX 


nuiie 




Score 


127 




Exons 


37540. .37671, 37551.. 


.37676, 


37553. .37675 





30873 



Seq. No. 30903 
Gene No. 63963 
Start 1 

Name OJ990529_33 . 9A19 . C9 . ol . np 

Start 1 
GI 129232 
Exons 1 . . 671 

GI Descrip. ORYZAIN BETA CHAIN PRECURSOR gi | 67 64 5 | pir | | KHRZOB oryzain (EC 
3.4.22.-) beta precursor - rice gi I 218183 | dbj | BAA14403 . 1 1 
(D90407) oryzain beta precursor [Oryza sativa] 



Seq. ID OJ990529_33.9A19.C9 
Strand 

End 695 

Method AAT/NAP 

End 671 

Score' 742 



Seq. No. 


30903 








Seq. ID 


OJ990529_33.9A19. 


C9 


Gene No . 


63963 








Strand 






Start 


1 








End 


695 




Name 


OJ990529 33.9A19 


.C9. 


ol . gs 




Method 


GENSCAN 




Start 


32 








End 


695 




GI 


none 








Score 


.63 




Exons 


32. .695 














Seq. No. 


30903 








Seq. ID 


OJ990529_33. 9A19. 


C9 


Gene No. 


63964 








Strand 






Start 


873 








End 


1335 




Name 


OJ990529 33.9A19 


.C9. 


ol . tm 




Method 


TBLASTX: Maize 




Start 


1 








End 


587 - 




GI 


-none 








Score 


231 




Exons 


1..282, 3. .194, 


195. 


.239, 


243 


..281, 270. .365, 292. .351, 






366. .446, 388. .447, 


495. .587, 


525. .548 






Seq. No. 


30903 








Seq. ID 


OJ990529_33.9A19. 


C9 


Gene No . 


63964 








Strand 






Start 


873 








End 


1335 




Name 


OJ990529 33.9A19 


.C9. 


ol.tc 




Method 


TBLASTX : Cress 




Start 


3 








End 


446 




GI 


none 








Score 


96 




Exons 


3. .47, 102. .206, 


103 


. .195, 


190. .345, 195. .362, 381. .446 




Seq. No. 


30903 








Seq. ID 


OJ990529_33.9A19. 


C9 


Gene No . 


63964 








Strand 






Start 


873 








End 


1335 




Name 


OJ990529 33.9A19 


.C9. 


ol.ts 




Method 


TBLASTX : Soybean 




Start 


3 








End 


539 




GI 


none' 








Score 


115 " 




Exons 


3.. 53, 102.. 206,* 


103 


.-.195, 


195. .239, 196. .-258, '292. .348, 






294. .362, 375. .4 


46, 


388. .447, 


498. .539 






Seq. No. 


30903 








Seq. ID 


OJ990529_33.9A19. 


C9 


Gene No. 


63964 








Strand 






Start 


873 








End 


1335 




Name 


OJ990529 33.9A19 


.C9. 


ol . tw 




Method 


TBLASTX: Wheat 




Start 


3 








End 


315 




GI 


none 








Score 


110 




Exons 


3. .47, 102. .206, 


103 


. .315, 


18 


9. .293 






Seq. No. 


30903 








Seq. ID 


OJ990529_33. 9A19. 


C9 


Gene Nu. 


63964 








Strand 






Start 


873 








End 


1335 




Name 


OJ990529_33.9A19 


.C9. 


o2 . gs 




Method 


GENSCAN 





30874 




Start 


873 




End 


1335 




GI 


none 




Score 


. 67 




Exons 


873. .1135, 1239. .1335 










Seq. No. 


30904 




Seq. ID 


OJ990529_33.9A19 


.C10 


Gene No. 


63965 




Strand 


+ 




Start 


158 




End 


1777 




Name 


OJ990529 33.9A19.C10.ol 


.gs 


Method 


GENSCAN 




Start 


158 




End 


1777 




GI 


none 




Score 


.87 




Exons 


158. .229, 564. .713, 1330. .1479, 1589.. 


L777 




Seq. No. 


30904 




Seq. ID 


OJ990529_33. 9A19, 


C10 


Gene No. 


63965 




Strand 


+ 




Start 


158 




End 


1777 




Name 


OJ990529_33. 9A19.C10.ol 


tm 


Method 


TBLASTX : Maize 




Start 


1142 




End 


1684 




GI 


none 




Score 


112 




Exons 


1142.. 1210, 1145.. 1207, 


1146. 


.1220, 1324. .1476, 1327. .1497, 




1579. . 1674, 1581. .1673, 


1589. 


.1684 






Seq. No. 


30905 




Seq. ID 


OJ990529_33. 9A19. 


Cll 


Gene No. 


63966 




Strand 


+ 




Start 


1 




End 


438 




Name 


. OJ990529_33 . 9A19 . Cll . ol . 


np 


Method 


AAT/NAP 




Start 


1 




End 


438 




GI 


5091513 




Score 


611 




Exons 


1 . . 438 










GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sat iva] 




Seq. No. 


30905 




Seq. ID 


OJ990529_33.9A19. 


Cll 


Gene No. 


63966 




Strand 


+ 




Start 


1 




End 


438 




Name 


OJ99052 9_33. 9A19.Cll.ol . 


gs 


Method 


GENSCAN 




Start 


79 


End 


391 




GI 


none 




Score 


.85 




Exons 


79 . . 391 










Seq. No. 


30906 




Seq. ID 


OJ990529_33. 9A19. 


C12 


Gene No. 


63967 




Strand 


+ 




Start 


1 




End 


204 




Name 


OJ990529 33.9A19.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


1 • *• 




End 


204 




GI 


1735 1.R1084 




Score 


314 




Exons 


1. .204 










GI Descrip. 


, 2633727/emb|CAB13229| 1 


.0e-23 (Z99111) 


ykrT [Bacillus 






subtilis] 1 










Seq. No. 


30906 . 




Seq. ID 


OJ990529_33.9A19. 


C12 


Gene No. 


63968 




Strand 






Start 


1 




End 


473 




Name 


OJ990529 33. 9A19.C12.ol. 


np 


Method . 


AAT/NAP 




Start 


1 


End 


460 




GI 


2633727 




Score 


14 9 




ITvnri o 


1 Ol C On ^ a /- r\ 










j-. ^ y ^± . . 4UU 










GI Descrip. 


(Z99111) ykrT [Bacillus 


subtilis] 







30875 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30906 
63968 
1 

OJ990529__33.9A19.C12.ol.ts 
3 

none 



Seq. ID OJ990529_33.9A19.C12 
Strand 

End 473 

Method TBLASTX : Soybean 

End 473 

Score 211 



3. .218, 14. .217, 18. -.221, 199. .468, 294. .473, 296. .469 



30906 
63968 
1 

OJ990529_33 . 9A1 9 . C12 . ol . gs 
14 

none. 

14. .215; 294. .442 



Seq. ID OJ990529_33.9A19.C12 
Strand 

End 473 

Method GENSCAN' 

End 442 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30906 
63968 
1 

OJ990529_33 . 9A1 9 . C12 . ol . tm 
14 

none 



Seq. ID OJ990529_33.9A19.C12 
Strand 

End 473 

Method TBLASTX : Maize 

End 470 

Score 242 



14. .214, 15. .218, 293. .469, 294. .470 



30907 
63969 
1 

OJ990529_33. 9A1 9 . C15 . ol . np 
1 

6539586 
1. .180 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990529_33.9A19.C15 

Strand + 

End 180 

Method . AAT/NAP 

End 180 

Score 284 



30907 
63970 
122 

OJ990529_33. 9A19 . C15 . ol . gs 

122 

none 

122. .175 



Seq. ID OJ990529_33.9A19.C15 
Strand 

End 175 

Method GENSCAN 

End 175 

Score .43 



Seq. ■ No.' 30908 

Gene No.' .' 63971 * ' ' " ' 1 - 

Start .13 

Name OJ990529_33 . 9A19 . C16 . ol . gp 

Start 13 

GI none 

Exons 13.. 563 



Seq."" ID ' OJ9'90529_33 . 9A19;C16 
.Strand + 
End 563 
Method AAT/GAP 
End 563 
Score 948 



Seq. No. 30908 

Gene No. 63972 

Start 93 

Name OJ990529_33. 9A19.C16.ol.gs 

Start 93 

GI none 

Exons 93.. 101, 255.. 503 



Seq. ID OJ990529_33.9A19.C16 
Strand 

End 563 

Method GENSCAN 

End 503 

Score .81 



30876 



Seq. No. 


30908 




Seq. ID 


OJ990529 


"3^ 






Gene No. 


63972 




Strand 










Start 


93 




End 


563 








Name 


OJ990529 33 


.9A19.C16.ol.np 


Method 


AAT/NAP 








Start 


261 ~~ 




End 


563 








GI 


2829922 




Score 


80 








Exons 


261 . .563 














GI Descrip. 


(AC002291) 


extensin [Arabidopsis thaliana] 








Seq. No. 


30909 




Seq. ID 


OJ990529_ 


33 . 


9A19 


. C17 


Gene No. 


63973 




Strand 


+ 








Start 


1 




End 


386 








Name 


OJ990529 33 


.9A19.C17.ol.np 


Method 


AAT/NAP 








Start 


1 ~ 




End 


386 








GI 


5091513 




Score 


472 








Exons 


1. .154, 186 


. .386 












GI Descrip. 


(AB023482) 


Hypothetical protein [Oryza 


sativa] 








Seq. No. 


30909 




Seq. ID 


OJ990529 


_33. 


9A19 


.C17 


Gene No. 


63973 




Strand 


+ 








Start 


1 




End 


386 








Name 


OJ990529 33 


.9A19.C17.ol.qs 


Method 


GENSCAN 








Start 


137 ~~ 




End 


318 








GI 


none 




Score 


.75 








Exons 


137 . . 318 














Seq. No. 


30910 




Seq. ID 


OJ990519_ 


_24. 


9A20 


C3 


Gene No. 


63974 




Strand 


+ 








Start 


120 




End 


218 








Name 


OJ990519 24 


. 9A20.C3.ol.gs 


Method 


GENSCAN 








Start 


120 ~ 




End 


218 








GI 


none 




Score 


.89 








Exons 


120 . . 218 














Seq. No. 


30911 




Seq. ID 


OJ990519 


_24 . 


9A20 


C5 


Gene No. 


63975 




.Strand 


+ 








Start 


2640 




End 


5541 








Name 


OJ990519 24 


. 9A20.C5.ol.gs 


Method 


GENSCAN 








Start 


2640 ~~ 




End 


5529 








GI 


none 




Score 


.85 








Exons 


2640. . 3387, 


4259. .4465, 4546 


..4682, 4768. .5529 








Seq. No. 


30911 


* • 


Seq. ID 


OJ990519_ 


24. 


9A20. 


C5 ' 


Gene No. 


63975 




Strand 


+ 








Start 


2640 




End 


5541 








Name 


OJ990519 24 


. 9A20.C5.o2.np 


Method 


AAT/NAP 








Start 


2841 




End 


5541 








GI 


6562315 




Score 


308 








Exons 


2841. .2872, 


3017.. 3345, 4280 


. .4425, 4554. .4682, 


4768. .5541 


GI Descrip. 


(AL133421) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


30911 




Seq. ID 


OJ990519_ 


24 . 


9A20. 


C5 


Gene No. 


63975 




Strand 


+ 








Start 


2640 




End 


5541 








Name 


OJ990519 24 


. 9A20.C5.o2.gp 


Method 


AAT/GAP 








Start 


4532 




End 


4908 








GI 


none 




Score 


514 









30877 



Exons 


4532. .4682, 4768. .4908 






Seq. No. 


30911 


Seq. ID 


OJ990519 24.9A20.C5 


Gene No. 


63976 


Strand 


+ 


Start 


10479 


End 


11039 


Name 


OJ990519 24 . 9A20 . C5 . o3 . gs 


Method 


GENSCAN 


Start 


10479 


End ■ 


11039 


GI 


none 


Score 


.7 


Exons 


104 79. . 10531, 10550. . 1067 4,. 


10709. .10786, 10933. .11039 


Seq. No. 


30911 


Seq. ID 


OJ990519_24 . 9A20.C5 


Gene No. 


63977 


Strand 




Start 


735 


End 


827 


Name 


OJ990519 24.9A20.C5.ol.gp 


Method 


AAT/GAP 


Start 


735 


End 


827 


GI 


5867 1.R1084 


Score 


130 


Exons 


735. .827 ' 






GI Descrip. 


'464986/sp|P35132|UBC9 ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi__421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 97884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


30911 






Seq. ID 


OJ990519_24.9A20:C5 


Gene No. 


63978 






Strand 




Start 


5058 






End 


5622 


Name 


OJ990519 24 


.9A20.C5.o3. 


gp 


Method 


AAT/GAP 


Start 


5058 






End 


5622 


GI 


jC-osleLIB3474 037e05al 




Score 


1130 


Exons 


5058. .5622 










GI Descrip. 


'5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 ' 




Seq. No. 


30911 






Seq. ID 


OJ990519_24.9A20.C5 


Gene No. 


63979 






Strand 




Start 


6462 






End 


7774 


Name 


OJ990519 24 


. 9A20.C5.o2. 


gs 


Method 


GENSCAN 


Start 


6462 






End 


7774 


GI 


none 






Score 


. 4 


Exons 


'6462. .6559," 


6671. . 6112) 


7 690. 


.7774 




Seq., No. 


30911 






Seq. ID 


OJ990519_24 . 9A20.C5 


Gene No. 


63980 






Strand 




Start 


12206 






End 


12514 


Name 


OJ990519 24 


. 9A20.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3062 






End 


4337 


GI 


none 






Score 


122 


Exons 


3062. .3154, 


3063. .'3155, 


3067. 


.3156, 3161. .3316, 3161. .3313, 




3162. .3323, 


3364. .3405, 


4254 . 


.4337, 4257. .4334 


Seq. No. 


30911 






Seq. ID 


OJ990519_24 . 9A20.C5 


Gene No. 


63980 






Strand 




Start 


12206 






End 


12514 


Name 


OJ990519 24 


. 9A20.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5209 






End 


5544 



30878 




GI 


none 


Score 


149 


Exons 


5209.. 5322, 5211.. 5309, 5307 


..5360, 5308.. 5385, 5313.. 5390, 




5323.. 5397, 5324.. 5407, 5425 


..5520, 5437. .5544, 5451. .5522 


Seq. No. 


30911 


Seq. ID 


OJ990519_24 . 9A20.C5 


Gene No. 


f o d o r\ 

63980 


Strand 




Start 


12206 


End 


12514 


Name 


OJ990519 24.9A20.C5.o4.gs 


Method 


GENSCAN 


Start 


12206 


End 


12514 


GI 


none 


Score 


1 


Exons 


12206. .12514 






Seq. No. 


30912 


Seq. ID 


OJ990519_24 . 9A20.C7 


Gene No. 


63981 


Strand 




Start 


1 


End 


333 


Name 


OJ990519 24.9A20.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


333 


GI 


2498930 


Score 


124 


Exons 


1..54, 222. .333 






GI Descrip. 


DORSAL- VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. .. 


30913 


Seq. ID 


OJ990519_24 . 9A20.C8 


Gene No. 


63982 


Strand 


+ 


Start if 


1 


End 


534 


Name 


OJ990519 24.9A20.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


534 


GI 


24 4 3320 


Score 


637 


Exons 


1. .534 






GI Descrip. 


(D85597) polyprotein [Oryza australiensis ] 


Seq. No. 


30913 


Seq. ID 


OJ990519_24. 9A20.C8 


Gene No. 


63982 


Strand 


+ 


Start 


1 


End 


534 


Name 


OJ990519 24 . 9A20.C8.ol. tw 


Method 


TBLASTX: Wheat 


Start' 


13 


End 


297 


GI 


none 


Score 


201 


Exons 


13. .294, 160. .297 






Seq. No. 


30914 


Seq. ID 


OJ990519_24. 9A20.C9 


Gene No. 


■ 63983 


Strand 




Start ' 


1 " ' 


End. . 


415 ' . 


Name 


. OJ990519 24 . 9A20.C-5.ol.gp 


Method- 


■\AAT/GAP 


Start 


•1 


End 


415 


GI 


2428323 


Score 


790 


Exons 


1. .415 






GI Descrip. 


5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


30915 


Seq. ID 


OJ990519_24 . 9A20.C10 


Gene No. 


63984 


Strand 




Start 


1 


End 


496 


Name 


OJ990519 24.9A20.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


496 


r T 

VJ J- 


*~) f JOOOU 


Score 


120 


Exons 


1..248, 360. .496 







GI Descrip. (AC007932) F11A17.16 [Arabidopsis thaliana] 



30879 



Seq. No. 30916 Seq. ID OJ990519_24.9A20.C13 

Gene No. 63985 Strand 

Start 338 End 749 

Name OJ990519_24 . 9A20 . C13 . ol . np Method AAT/NAP 

Start 338 End 749 

GI 6063554 Score 127 

Exons 338.. 510, 613.. 749 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 





protein [Oryza sativa] 






Seq. No. 


30916 


Seq. ID 


OJ990519_24 . 9A20 


Gene No. 


63985 


Strand 




Start 


338 


End 


749 


Name 


OJ990519 24.9A20.C13.o2.gp 


Method 


AAT/GAP 


Start 


498 


End 


749 


GI 


2428185 


Score 


457 


Exons 


498. .749 






GI Descrip. 


5852170/embl AL1172 65. 1 IOST17 


804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl780 


Seq. No. 


30917 


Seq. ID, 


OJ990519_24 . 9A20 


Gene No. 


63986 


Strand 


+ 


Start 


742 


End 


1026 


Name 


OJ990519 24. 9A20 . C14 . ol . gs 


Method 


GENSCAN 


Start 


742 


End 


1026 


GI 


none 


Score 


.44 


Exons 


742. .1026 






Seq. No. 


30917 


Seq. ID 


OJ990519_24.9A20 


Gene No. 


63987 


Strand 




Start 


760 


End 


982 


Name 


OJ990519 24. 9A20 . C14 . ol . np 


Method 


AAT/NAP 


Start 


760 


End 


982 


GI 


5295951 


Score 


193 


Exons 


760. .982 






GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog ge 




partial cds.(U23857) [Oryza 


sativa] 




Seq. No. 


30918 


Seq. ID 


OJ990519_24 . 9A20 


Gene No. 


63988 


Strand 


+ 


Start 


1 • • 


End 


655 


Name 


OJ990519 24 . 9A20 . C17 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


655 


GI 


4567249 


Score 


72 


Exons 


1. .93, 539. . 655 






GI Descrip. 


(AC007070) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


30918 


Seq. ID 


OJ990519_24 . 9A20 


Gene No. 


63989 


Strand 




Start 


123 


End 


609 


Name 


OJ990519 24 . 9A20 . C17 . ol . gs 


Method 


GENSCAN 


Start 


123 


End 


609 


/-> T 
Ui. 




Score 


. 63 


Exons 


123.. 226, 562.. 609 







30880 



Seq. No. 30919 
Gene No. 63990 
Start 1 

Name OJ990519_24 . 9A20 . C18 . ol . np 

Start 1 
GI 6498441 
Exons 1..191, 363. .1121 

GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990519_24.9A20.C18 

Strand + 

End 1121 

Method AAT/NAP 

End 1121 

Score 1380 



Seq. No. 30919 

Gene No. 63990 

Start 1 

Name OJ990519_24 . 9A20 . C18 . ol . tw 

Start 63 

GI none 
Exons 



Seq. ID OJ990519_24.9A20.C18 

Strand + 

End 1121 

Method TBLASTX : Wheat 

End 4 97 

Score 234 



63. .314, 63. .305, 128. .313, 182. .328, 348. .497, 357. .494, 
359. .496 



Seq. No. 30919 

Gene No. 63990 

Start 1 

Name OJ990519_24 . 9A20 . C18 . ol . gs 

Start 396 

GI none 

Exons 396.. 551, 618.. 1001 



Seq. ID OJ990519_24 . 9A20.C1S 

Strand + 

End 1121 

Method GENSCAN 

End 1001 

Score .73 



Seq. No. 30920 

Gene No. 63991 

Start 1 

Name OJ990519_24 . 9A20 . C19 . ol . np 

Start 1 

GI 4680179 

Exons 1..829 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990519_24.9A20.C19 

Strand + 

End 936 

Method AAT/NAP 

End 829 

Score 44 6 



Seq. No. 30920 

Gene No. 63991 

Start 1 

Name OJ990519_24 . 9A20 . C19 . ol . gs 
Start ' ' 158 

GI' none 

Exons 158. .936 



Seq. ID OJ990519_24.9A20.C19 

Strand + 

End 936 

Method GENSCAN 

End ' 936 ' ' 

Score .43 



Seq. No. 30920 

Gene No. 63991 

Start 1 

Name ' OJ990519_24 . 9A20 . C19 . ol . tm 

Start 229 

GI none 

Exons 229. .489, 243. .404, 454. .540 



Seq. ID OJ990519_24.9A20.C19 

Strand + 

End 936 

Method TBLASTX : Maize 

End 540 

Score 206 



Seq. No. 30920 

Gene No. 63991 

Start 1 

Name OJ990519 24 . 9A20 . C19 . ol . tw 



Seq. ID OJ990519 24.9A20.C19 

Strand + 

End 936 

Method TBLASTX : Wheat 



30881 



Start 229 

GI none 

Exons 229.. 489, 243.. 419, 458.. 523 

Seq. No. 30921 

Gene No. 63992 
Start " 1493 

Name OJ990519_24 . 9A20 . C20 . ol . gs 

Start 1493 

GI none 

Exons 1493.. 1817, 1822.. 1877 



End 
Score 



523 
248 



Seq. ID OJ990519_24.9A20.C20 
Strand 

End 2042 

Method GENSCAN 

End 1877 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30921 
63992 
1493 

OJ990519_24.9A20.C20.ol.np 
1567 
5852180 
1567. .2042 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990519_24.9A20.C20 
Strand 

End 2042 

Method AAT/NAP 

End 2042 

Score 306 



30922 
63993 
1 

OJ990519_24 .9A20.C22 .ol.np 

1 • 

6498441 
1. .600 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 



Seq. ID OJ990519_24.9A20.C22 
Strand + 
End 600 
Method AAT/NAP 
'End . 600 

Score 996 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


30922 


Seq. ID 


OJ990519_24 . 9A20 


.C22 


Gene No. 


63994 


Strand 






Start 


21 


End 


548 




Name 


OJ990519 24.9A20.C22.ol.gs 


Method 


GENSCAN ■ 




Start 


21 


End 


544 




GI 


none 


Score 


.72 




Exons 


21. .544 








Seq. No. 


30922 


Seq. ID 


OJ990519_24.9A20 


.C22 


Gene No. 


63994 ■ ' ' 


Strand 






Start ' 


21 


End 


'"548 ' " 




Name 


. OJ990519 24.9A20.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


30 


End 


392 




GI 


none 


Score 


355 




Exons 


30.. 353, 59.. 340, 345.. 392 








Seq. No. 


30922 


Seq. ID 


OJ990519_24 . 9A20, 


C22. 


Gene No. 


63994 


Strand 






Start 


21 


End 


548 




Name 


OJ990519 24.9A20.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


167 


End 


548 




GI 


none 


Score 


364 




Exons 


167. .223, 168. .^48, 168. .509, 269. .517 






Seq. No. 


30923 


Seq. ID 


OJ990519_24.9A20. 


C23 



30882 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



63995 Strand 

1 - End 103 

OJ990519_24 . 9A20 . C23 . ol . np Method AAT/NAP 

1 End 103 

5803259 Score 151 
1. .103 

(AP000399) hypothetical protein [Oryza .sativa] 



Seq. ID OJ990519_24.9A20.C24 

Strand + 

End 603 

Method AAT/NAP 

End 559 

Score 226 



30924 
63996 
1 

OJ990519_24 . 9A20 . C24 . ol . np 
1 

6562770 
1..267, 480. .559 

(AJ251535) putative cathepsin B-like protease [Pisum sativum] 



30924 
63996 
1 

OJ990519_24 . 9A20 . C24 . ol . tm 

110 

none 



Seq. ID OJ990519_24.9A20.C24 

Strand + 

End 603 

Method TBLASTX : Maize 

End 603 

Score 146 



110. .265,. 111. .272, 113. .265, 114. .266, 442. .603, 443. .559 



30924 . 
63996 
1 

OJ990519_24 . 9A20 . C24 . ol . gp 
111 

2981_1.R1084 
111. .269, 482. .559 

*21693/emb|CAA46810| 1.0e-152 (X66012) cathepsin B [Triticum 
aestivum] 1 



Seq. ID OJ990519_24.9A20.C24 

Strand + 

End 603 

Method AAT/GAP 

End 559 

Score 424 



Seq. No. 30924 

Gene No. 63996 

Start 1 

Name OJ990519_24 . 9A20 . C24 . ol . gs 

Start 111 

GI none 

Exons 111. .267 



Seq. ID OJ990519_24.9A20.C24 

Strand + 

End 603 

Method GENSCAN 

End 267 

Score .47 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



30925 
63997 
1 

OJ990519_24 . 9A20 . C25 . ol . np 
1 

21699 •'■ 
1..229 

(X66013) cathepsin B [Triticum aestivum] 



Seq. ID OJ990519_24.9A20.C25 
Strand + 

585 

AAT/NAP 
229 

128 • 



End 

Method 

End 

Score 



30925 
63997 
1 

OJ990519_24 . 9A20 . C25 . ol . gp 
104 



Seq. ID OJ990519_24.9A20.C25 

Strand + 

End 58 5 

Method AAT/GAP 

End 585 



30883 




GI 2981_1.R1084 Score 926 

Exons 104 . . 585 

GI Descrip. 1 21693/emb | CAA4 6810 | 1.0e-152 (X66012) cathepsin B [Triticum 
aestivum] 1 



Seq. No. 


30925 








Seq. ID 


OJ990519_24 . 9A20 


.C25 


Gene No. 


63997 








Strand 


+ 




Start . 


1 








End 


585 




Name 


OJ990519_24 


.9A20 


.C25.ol 


.gs 


Method 


GENSCAN 




Start 


104 . 








End 


238 




GI 


none 








Score 


.69 




Exons 


104 . .238 














Seq. No. 


30925 








Seq. ID 


OJ990519__24 . 9A20 


.C25 


Gene No. 


63998 








Strand 






Start 


738 








End 


1906 




Name 


OJ990519_24 


.9A20 


.C25.o2 


.gp 


Method 


AAT/GAP 




Start 


738 








End 


1487 




GI 


none 








Score 


1392 




Exons 


738 . . 1487 














Seq. No. 


30925 








Seq. ID 


OJ990519 24.9A20 


.C25 


Gene No. 


63998 








Strand 






Start 


738 








End 


1906 




Name 


OJ990519 24 


. 9A20 


.C25 .o2 


. as 


Method 


GENSCAN 




Start 


1066 








End 


1814 




GI 


none 








Score 


.77 




Exons 


1066. .1497, 


1570 


. 1814 










Seq. No. 


30925 








Seq. ID 


OJ990519_24 . 9A20 


.C25 


Gene No. 


63998 








Strand 






Start 


738 








End 


1906 




Name 


OJ990519 24 


. 9A20 


C25.o2 


np 


Method 


AAT/NAP 




Start 


1144 








End 


1906 




GI 


6957733 








Score 


566 




Exons 


1144 . . 1906 














GI Descrip. 


(AC021640) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


30925 








Seq. ID 


OJ990519_24.9A20 


C25 


Gene No. 


63'998 








Strand 






Start 


738 








End 


1906 




Name 


OJ990519 24 


. 9A20. 


C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start- . 


1159 








End 


1815 




GI • 


none 








Score 


251 




Exons 


1159. .1350, 


1411. 


.1728, 


1415. 


.1660, 1706. .1768, 1708. .1767, 




1774 . . 1815 














Seq. No. 


30925 








Seq. ID 


OJ990519_24 ..9A20. 


C25 


Gene No. 


63998 








Strand. , 






Start 


- 738 








End 


1906 




Name 


OJ990519 24 


. 9A20. 


C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1196 








End 


1816 




GI 


none 








Score 


766 




Exons 


1196. .1816, 


1197. 


.1307, 


1198. 


.1815, 1223. .1816 




Seq. No. 


30925 








Seq. ID 


OJ990519_24. 9A20. 


C25 


Gene No. 


63998 








Strand 







30884 



Start 


738 




End 


1906 


Name 


OJ990519 24 9A20 C25 ol 


. tc ' 


Method 


TBLASTX: Cress 


Start 


1330 ~ ' 




End 


1816 


GI 


none 




Score 


212 


Exons 


1330. 1392, 1406 1693. 


1408 


.1692, 1693.. 1815, 1715.. 1816 


Seq. No. 


30925 




Seq. ID 


OJ990519__24 . 9A20.C25 


Gene No. 


63998 




Strand 


- 


Start 


738 




End 


1906 


Name 


OJ990519 24 9A20 C25 o3 


an 


Method 


AAT/GAP 


Start 


1508 ~~ 




End 


1814 


GI 


none 




Score 


553 


Exons 


1508 . . 1814 








Seq. No. 


30926 




Seq. ID 


OJ990519_24.9A20.C26 


Gene No. 


63999 




Strand 


+ 


Start 


233 




End 


316 


Name 


OJ990519 24 9A20 C26 ol 


crs 
y ° 


Mp f hod 


GENSPAN 


Start 


233 ~~ 




End 


316 


GI 


none 




Score 


.52 


Exons 


233 . . 316 








Seq. No. 


30927 




Seq. ID 


OJ990519_24 . 9A20 . C27 


Gene No. 


64000 




Strand 


+ 


Start 


165 




End 


562 


Name 


OJ990519 24 9A20 C27 ol 




Method 


GENSCAN 


Start 


165 ~ 




End 


562 


GI 


none 




Score 


.62 


Exons 


165 . .236, 296 562 








Sea. No 


30928 




Seq. ID ' 


OJ990519_24.9A20.C29 


Gene No. 


64001 




Strand 




Start 


1 




End 


1273 


Name 


OJ990519 24 . 9A20.C29.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


103 


GI 


2280555 




Score 


145 


Exons 


1. .103 








GI Descrip. 


2506139/sp| P49661 ICOPD ORYSA 


3.0e-09 COATOMER DELTA SUBUNIT 




(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 




>gi_l 314 04 9_emb_CAA9 1901 


(Z67962) archain/delta-COP [Oryza 




sativa] 








Seq. No. * 


30928 ' ' " " 




Seq. ID 


OJ9905l9_24 . 9A20 . C2 9 


Gene No . 


64001 




Strand 




Start 


1 




End 


1273 


Name 


OJ990519 24.9A20.C29.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


1211 


GI 


none 




Score 


91 


Exons 


1..90, 3. .80, 172. .279, 


L75. . 


276, 176.. 


280, 367. .438, 368. .4 




369. .434, 787. .966, 796. 


.975, 


797. .976, 


798.. 1019, 1064.. "121 




1065. .1211, 1065. .1211 








Seq. No. 


30928 




Seq. ID 


OJ990519_24 . 9A20.C29 


Gene No. 


64001 




Strand 




r«j 

j Lai l 


1 




End 


1273 


Name 


OJ990519 24 . 9A20.C29.o2. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


1212 



30885 



GI 22086_1 .R1084 Score 798 

Exons 1..74, 178. .274, 367. .429, 799. .952, 1063. .1212 

GI Descrip. f 2506139/sp | P4 9661 | COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_131404 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



. 30928 
64001 
1 

OJ99051 9_24 . 9A20 . C29 . ol . np 
1 

2506139 



Seq. ID OJ990519_24.9A20.C29 
Strand 

End 1273 

Method AAT/NAP 

End 1273 

Score 651 



1..74, 178. .274, 367. .429, 799. .952, 1063. .1273 
COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi|1314049|emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



Seq. No. 


30928 


Seq. ID 


OJ990519_24.9A20.C29 


Gene No. 


64001 


Strand 




Start 


1 


End 




Name 


OJ990519 24. 9A20 . C2 9 . ol . ts 


Method 


TRT.A9TY • Cinuh^^n 


Start 


9 


End 


4 JO 


GI 


none 


Score 




F, x o n s 


9. .80, 153. .179, 155. .181, 16* 


5. . 276, 


170 ?R ^ 17^ 977 




367. .438, 368. .430, 369. .434 






Seq. No. 


30928 


Seq. ID 


OJ990519_24 . 9A20.C29 


Gene No . 


64001 


Strand 




Start 


1 


End 


1273 


Name 


OJ990519 24. 9A20 . C29 . ol . tc 


Method 


TBLASTX: Cress 


Start 


45 


End 


1210 


GI 


none 


Score 


84 


Exons 


45. .80, 175. .264, 176. .262, 367. .438, 


369. .434, 787. .948, 




796. .963, 798. .1010, 801. .950, 


1127. . 


1210 


Seq. No. 


30928 


Seq. ID 


OJ990519_24 . 9A20.C29 


Gene No. 


64001 


Strand 




Start 


1 


End 


1273 


Name 


OJ990519 24.9A20.C29.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


952 


GI 


none 


Score 


.91' 


Exons ' 


47.V74, 178. .274, 367. .429, 799. .952 




Seq. No. 


30928 


Seq. ID 


OJ990519_24 . 9A20.C29 


Gene No. 


64001 


Strand 




Start 


1 


End 


1273 


Name 


OJ990519 24 . 9A20 . C29 . o2 . ts 


Method 


TBLASTX: Soybean 


Start 


796 , .. 


End 


1165 


GI 


none 


Score 


151 


Exons 


796. .924, 796. .921, 798. .926, 


930. .1016, 1127. .1165 


Seq. No. 


30929 


Seq. ID 


OJ990519_24 . 9A20.C30 


Gene No. 


64002 


Strand 




Start 


i 

A. 


End 


441 


Name 


OJ990519 24 . 9A20 . C30 . ol . np 


Method 


AAT/NAP 


Start 


1 


End 


420 



30886 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2506139 Score 333 

1..47, 106. .420 

COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi | 13140491 emb|CAA91901 | (Z67962) archain/delta-COP 
[Oryza sativa] 



30929 
64002 
1 

OJ990519_24 . 9A20 . C30 . ol . tm 

106 

none 

106. .375, 113. .421, 116. . 4 IE 

30929 
64002 
1 

OJ990519_24. 9A20 . C30 . ol . tc 

110 

none 



Seq. ID OJ990519_24.9A20.C30 

Strand 

End 441 

Method TBLASTX: Maize 

End 434 

Score 254 

117. .434, 246. .434 

Seq. ID OJ990519_24.9A20.C30 
Strand 

End 441 

Method TBLASTX : Cress 

End 418 

Score 145 



110. .256, 113. .280, 257. .349, 288. .350, 353. .418 



30929 
64002 
1 

OJ990519_24 . 9A20 . C30 . ol . ts 

113 

none 



Seq. ID OJ990519_24.9A20.C30 

Strand 

End 441 

Method ' TBLASTX: Soybean 

End 4 34 

Score 84 



113. .277, 116. .271, 263. .421, 264. .434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30929 
64002 
1 

OJ990519_24. 9A20 . C30 . ol . gp 
116 

22086_1.R1084 
116. .441 

, 2506139/sp| P49661 |COPD_ORYSA 3.0e-09 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_1314 04 9__emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] f 



Seq. ID OJ990519_24.9A20.C30 
Strand 

End 4 41 

Method AAT/GAP 

End 4 41 

Score 572 



'30 930 
64003 
1 

OJ990519_24 . 9A20 . C31 . ol . gp 
1 

44408_1.R1084 
1..251, 629. .668, 789. .852 

'2506139/spl P49661 |COPD_ORYSA 3.0e-79 COATOMER DELTA SUBUNIT 
(DELTA-COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

>gi_131404 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 
sativa] 1 



Seq. ID." OJ990519_24.9A20.C31 

Strand 

End 852 

Method AAT/GAP 

End 8 52 

Score 540 



064. LMU . 

Gene No. 
Start 



64003 
1 



Seq. ID OJ990519_24.9A20.C31 
Strand 

End 852 



30887 




Name OJ990519_24 . 9A20 . C31 . ol . np Method AAT/NAP • 

Start 1 End 671 

GI " 2506139 Score 374 

Exons 1..251, 629.. 671 

GI Descrip. COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 

(ARCHAIN) gi| 1314049 |emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



Seq. No. 


30930 










Seq. ID 


OJ990519_24.9A20 


.C31 


Gene No. 


64003 










Strand 






Start 


1 










End 


852 




Name 


OJ990519 


24 


. 9A20.C31 


. ol . tc 




Method 


TBLASTX: Cress 




Start 


21 










End 


282 




GI 


none 










Score 


91 




Exons 


21. .209, 


24 


..248, 25 


. .240, 


25 


..282, 77 


. .247 




Seq. No. 


30930 










Seq. ID 


OJ990519_24.9A20 


.C31 


Gene No. 


64003 










Strand 






Start 


1 










End 


852 




Name 


OJ990519 


24 


. 9A20.C31 


.ol . ts 




Method 


TBLASTX : Soybean 




Start 


21 










End 


668 




GI 


none 










Score 


133 




Exons 


21. .224, 


24 


..245, 25 


. .240, 


25 


..282, 80 


. . 250, 630 . . 668 




Seq. No. 


30930 










Seq. ID 


OJ990519_24.9A20 


.C31 


Gene -No. 


64003 










Strand 






Start 


1 










End 


852 




Name 


OJ990519 


24 


. 9A20.C31 


. ol . tm 




Method 


TBLASTX ' Maize ■ 




Start 


25 










End 


669 




GI 


none 










Score 


254 




Exons 


25. .240, 


25 


..282, 77 


. .253, 


631. .669 






Seq. No. 


30930 










Seq. ID 


OJ990519_24.9A20 


X31 


Gene No. 


64003 










Strand 






Start 


1 










End 


852 




Name 


OJ990519 


24 


. 9A20.C31 


. ol ; gs 




Method 


GENSCAN 




Start 


615 










End 


852 




GI 


none 










Score 


.51 




Exons 


615. .668, 


789. .852 












Seq. No. 


30931 










Seq. ID 


OJ990519_24 .9A20. 


C32 


Gene No. 


64004 










Strand 


+ 




Start 


317 










End 


417 




Name 


OJ990519 


24 


. 9A20.C32 


.ol . gs 




Method 


GENSCAN 




Start 


317 








End 


417 




GI 


none 










Score 


.61 




Exons 


317. .417 
















Seq.. ( No. 


30932 










Seq. ID 


OJ990519_24 .9A20. 


C33 


Gene No. 


64005 










Strand 


+ 




Start 


522 










End 


623 




Name 


OJ990519 


24 


9A20.C33 


ol . gs 




Method 


GENSCAN 




Start 


522 








End 


623 




GI 


none 










Score 


.42 




Exons 


522 . . 623 
















Seq. No. 


30933 










Seq. ID 


OJ990519_24 .9A20. 


C35 



30888 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



64006 . 
1 

OJ99051 
1 

44408_1 
1. .304 
'250613 
( DELTA- 
>gi_131 
sativa] 



9_24.9A20.C35.ol.gp 
.R1084 



Strand 
End 

Method 

End 

Score 



+ 

307 

AAT/GAP 

304 

438 



9/sp| P4 9661 |COPD_ORYSA 3.0e-79 COATOMER DELTA SUBUNIT 
COAT PROTEIN) (DELTA-COP) (ARCHAIN) 

404 9_emb_CAA91901_ (Z67962) archain/delta-COP [Oryza 



30933 Seq. ID 

64006 Strand 
1 End 
OJ9905L9_24 . 9A20 . C35 . ol . np Method 
1 End 
2506139 Score 
1..304 

COATOMER DELTA SUBUNIT (DELTA-COAT PROTEIN) (DELTA-COP) 
(ARCHAIN) gi|1314049|emb|CAA91901| (Z67962) archain/delta-COP 
[Oryza sativa] 



OJ990519_24 . 9A20.C35 
+ 

307 

AAT/NAP 

304 

276 



Seq. No. 


30933 






Seq. ID 


OJ990519 24 9A20 


. C35 


Gene No .. 


64006 






Strand 


+ ~ 




Start 


1 






End 


307 




Name 


OJ990519 24 


.9A20.C35.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


40 






End 


307 




GI 


none 






Score 


56 




Exons 


40. .96, 60. 


.95, 83. .307, 


94. 


.207, 99. 


293, 107. .30? 




Seq. No. 


30933 






Seq. ID 


OJ990519_24.9A20 


.C35 


Gene No. 


64006 






Strand 


+ 




Start 


1 






End 


307 




Name 


OJ990519 24 


. 9A20.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


60 






End 


307 




GI 


none 






Score 


61 




Exons 


60. .95, 61. 


.96, 75. .293, 


77. 


.307, 95.. 


301 




Seq. No. 


30933 






Seq. ID 


OJ990519_24.9A20 


.C35 


Gene No. 


64006 






Strand 


+ 




Start 


1 






End 


307 




Name 


OJ990519 24 


. 9A20.C35.ol. 


ts 


Method 


TBLASTX : Soybean " 




Start 


60 ' ■ 






End ■ 


301 -. 




GI 


. none 






Score 


54 




Exons 


60. .95, 61. 


.96, 83. .307, 


93. 


.296, 95.. 


307 




Seq. No. 


30934 






Seq. ID 


OJ990519_24. 9A20 


.C37 


Gene No. 


64007 






Strand 


.+ 




Start 


1 






End 


5249 




Name 


OJ990519 24 


.9A20.C37.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


4680 




GI 


3980412 






Score 


755 




Exons 


1..35, 1747 


..1813, 1942. 


.2083, 2177. .2284, 3358. .3570, 






3663. .3770, 


3958. .4147, 


4456. 


.4680 







Descrip. (AC00456I) putative pumiiio/Mpt5 family RNA-binding protein 
[Arabidopsis thaliana] 



30889 



Seq. No. 30934 

Gene No. 64007 

Start 1 

Name OJ990519_24 . 9A20 . C37 . ol . gs 

Start 180 

GI none 
Exons 



Seq. ID OJ990519_24.9A20.C37 

Strand + 

End 5249 

Method GENSCAN 

End 5249 

Score .78 



180. .1813, 1942. .2083, 3358. .3570, 3663. .3770, 3958. .4167, 
4461. .4635, 5125. .5249 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30934 
64008 
5848 

OJ990519_24.9A20.C37.o2.gs 

5848 

none 

5848. .5926, 6010. .6147, 6212. 
7685. .8024, 8500. .8800 



Seq... ID OJ990519_24.9A20.C37 

Strand + 

End 10295 

Method GENSCAN 

End 8800 

Score . 67 

,6300, 6835. .6994, 7388. .7567, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30934 
64008 
5848 

OJ990519_24 . 9A20 . C37 . o2 . np 



OJ990519_2 4 . 9A20 . C37 
+ 



Seq. ID 
Strand 

End 10295 
_ Method AAT/NAP 

5848 End 10295 

6016874 1 Score 2258 

5848. .5926, 6010. .6147, 6212... 6444, 6835. .6994, 7388. .7567, 
7685. .8024, 8500. .8779, 9932. .10295 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R31 1 6 ) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

•GI Descrip. 



30934 Seq. ID 

64008 Strand 
5848 End 
OJ990519_24 . 9A20 . C37 . ol . gp Method 
6537 End 
uC-osflcypll0c07bl Score 
6537. .7045 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



OJ990519_24.9A20.C37 
+ 

10295 
AAT/GAP 
7045 
970 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



30934 
64009 
9778 

OJ990519_24 . 9A20 . C37 . o3 . ts 

1931 

none 



Seq. ID OJ990519_24.9A20.C37 
Strand 
End 

Method 
End 
Score 



12285 

TBLASTX: Soybean 

3638 

62 



1931. .2086, 1939. .2091, 1940. .2083, 1948. .2088, 2162. .2290, 
2182. .2304, 3346. .3477, 3349. .3456, 3355. .3465, 3457. .3567, 
3462.. 3566, 3514.. 3570, 3561.. 3638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30934 

64009 

9778 

OJ99C 

1939 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_24.9A20.C37 
12285 

TBLASTX: Maize 

4634 

154 



30890 




F! von s 


1939 2106, 


1940 


2083, 


2162 . 


.2290, 2207.. 2290, 3346.. 3570, 




3349 3570. 


3357 


. . 3566, 


3681 . 


.3770, 3955.. 4056, 3966.. 4055, 




4455 . . 4535, 


4457 


. . 4633, 


4584 . 


.4634 




Seq. No. 


30934 








Seq. ID 


OJ990519_24.9A20.C37 


Gene No. 


64009 








Strand 




Start 


9778 








End 


12285 


Name 


OJ990519 24 


. 9A20 


.C37.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


1961 ~ 








End 


4634 


GI 


none 








Score - 


61 


Exons 


1961 . . 2089, 


3955 


. .4134, 


3969. 


.4133, 4455. .4634, 4463. .4633 


Seq. No. 


30934 








Seq. ID 


OJ990519_24.9A20.C37 


Gene No. 


64009 








Strand 




Start 


9778 








End 


12285 


Name 


OJ990519 24 


. 9A20 


.C37.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


2213 ~ 








End 


3570 


GI 


none 








Score 


69 


Exons 


2213. .2290, 


2231 


. . 2290, 


3349. 


.3570, 3357.. 3569 


Seq. No. 


30934 








Seq. ID 


OJ990519_24 . 9A20 . C37 


Gene No. 


64009 








Strand 




Start 


9778 








End 


12285 


Name 


OJ990519 24 


. 9A20 


C37 . o4 


. ts 


Method 


TBLASTX: Soybean 


Start 


3955 ~~ 








End 


4134 


GI 


none 








Score 


183 


Exons 


3955 . . 4134, 


3972 


. 4133 








Seq. No. 


30934 








Seq. ID 


OJ990519_24.9A20.C37 


Gene No. 


64009 








Strand 




Start 


9778 








End 


12285 


Name 


OJ990519 24 


9A20 , 


C37 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6196 ~ 








End 


6642 


GI 


none 








Score 


69 


Exons 


6196 . . 6282, 


6267 . 


.6476, 


6268 . 


.6516, 6553.. 6609, .6604.. 6642 


Seq. No. 


30934 








Seq. ID 


OJ99051 9_24 . 9A20 . C37 


Gene No. 


64009 








Strand 




Start 


9778 








End 


12285 


Name 


OJ990519 24 


9A20 . 


C37 . o5 


. tm 


Method 


TBLASTX: Maize 


Start 


6736 ~ 








End 


7050 


GI" 


none 








Score 


65 


Exons 


6736 6810, 


6823 . 


. 7950, 


6831 


.7049 - 




Seq. No. 


30934 








Seq. ID 


OJ990519_24.9A20.C37 


Gene No. 


64009 








Strand 




Start 


9778 








End 


12285 


Name 


OJ990519 24 


9A20 . 


C37 . o7 


. tm 


Method ' 


TBLASTX : Maize 


Start 


7255 _ 








End 


7607 


GI 


none 








Score 


240 


F! von <5 


70CC 7S^fi 




7 607 








Seq. No. 


30934 








Seq. ID 


OJ990519_24 . 9A20.C37 


Gene No. 


64009 








Strand 






3 f f O 








End 


1^285 


Name 


OJ990519 24. 


9A20. 


C37.o4 


tm 


Method 


TBLASTX: Maize 


Start 


7719 








End 


7962 



30891 



GI none 

Exons 7719.. 7877, 7729.. 7962 

Seq. No. 30934 

Gene No. 64009 

Start 9778 

Name OJ990519_24 . 9A20 . C37 . o3 . gs 

Start 9778 

GI none 

Exons 9778.. 11838 



Score 282 



Seq. ID OJ990519_24.9A20.C37 
Strand 

End 12285 

Method GENSCAN 

End 11838 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30-934 Seq. ID OJ990519_24.9A20.C37 

64009 Strand 

9778 End 12285 

OJ990519_24 . 9A20 . C37 . o3 . np Method AAT/NAP 

9982 End 12285 

3193302 Score 1250 

9982. .11822, 12252. .12285 

(AF069298) contains similarity to a protein kinase domain (Pfam 
pkinase.hmm, score: 166.20) and to legume lectins beta domain 
(Pfam: lectin_legB . hmm, score: 139.32) [Arabidopsis thaliana] 



Seq. No. 30934. Seq. ID 

Gene No. 64009 Strand 

Start 9778 End 

Name OJ990519_24 . 9A20 . C37 . ol . tc Method 

Start 9994 End 

GI none Score 
Exons 



OJ990519_24 . 9A20.C37 
12285 

TBLASTX: Cress 

11715 

107 



9994. .10173, 10213. .10524/ 10268. .10456, 1054 9 .. 10734 , 
10559. .10594, 10661 .. 10732 , 10753 .. 1091 1 , 1107 1 .. 11172 , 
11230. . 11268, 11344. .11595, 1134 5 .. 11530 , 11608. .11715 



Seq. No. 30934 

Gene No. 64009 

Start 9778 

Name OJ990519_24 . 9A20 . C37 . ol . tm 

Start 10213 

GI none 

Exons 10213. .10545, 10271 .. 104 53, 
10547. .10594, 10637 .. 10738 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 24.9A20.C37 



12285 

TBLASTX: Maize 
10780 
111 

10366. .10530, 10546. .10734, 
10756. . 1077 9, 10757. . 10780 



Seq. No. 30934 ' - ~ * " Seq. ID 

Gene No. 64009 * Strand . 

Start 9778 End 

Name OJ990519_24 . 9A20 . C37 . ol . ts Method 

Start 10312 End 

GI none Score 

Exons 10312. .10524, 10313 .. 10366, 10408 .. 10503, 10549 

10550. .10741, 10732. .10836 



0 J99051 9_2 4 . 9A20 . C37 
12285 

TBLASTX: Soybean 
10836 
70 

10740, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30934 Seq. ID 

64009 , Strand 

9778 End 

OJ990519_24 . 9A20 . C37 . ol . tw Method 

10369 End 

none Score 



OJ990519_24.9A20.C37 
12285 

TBLASTX: Wheat 

10809 

88 



10369. . 10530, 1054 9. .1074 0, 10553. .10741, 10732. .10809 



30892 



Seq. No. 30934 

Gene No. 64009 

Start 9778 

Name OJ990519_24 . 9A20 . C37 . 08 . tm 

Start 11021 

GI none 

Exons ' 1 11021. . 11191, 11056.. 11181 



Seq. ID OJ990519_24.9A20.C37 
Strand 

End 12285 

Method TBLASTX : Maize 

End 11191 

Score 188 



Seq. No. 30934 

Gene No. 64009 

Start 9778 

Name OJ990519_24 . 9A20 . C37 . o2 . ts 

Start 11158 

GI none 

Exons 11158. .11181, 11230 11277 , 
11488. .11601, 11501. .11584, 



Seq. ID OJ990519__24.9A20.C37 
Strand 

End 12285 

Method TBLASTX : Soybean 

End 11721 

Score 142 
11344. . 114 81, 1134 5. .114 7 6, 
11554. .11721 



Seq. No. 30934 

Gene No. 64009 

Start 9778 

Name OJ990519_24 . 9A20 . C37 . o2 . tm 

Start 11344 

GI none 

Exons 11344. .11592, 1134 5 .. 11527 , 
11615. .11716 



Seq. ID OJ990519_24.9A20.C37 
Strand 

End 12285 

Method TBLASTX: Maize 

End 11716 

Score 164 
11395. .11535, 11608. .11715, 



Seq. No. 30935 

Gene No. 64010 

Start 1009 

Name OJ990519_24 . 9A20 . C38 . ol . gs 

Start 1009 

GI none 

Exons 1009.. 1121 



Seq. ID OJ990519_24.9A20.C38 

Strand + 

End 1121 

Method GENSCAN 

End 1121 

Score . 7 



Seq. No. 30935 Seq. ID 

Gene No.. 64011 Strand 

Start 1742 End 

Name OJ990519_24 . 9A20 .C38 . ol . gp Method 

Start 1742 End 

GI 5038930 Score 

Exons 1742.. 2115, 3696.. 4 024" ' 



OJ990519_24.9A20.C38 

4417 
AAT/GAP 
4024 
1354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

o -» — , „.u 

Name 
Start 



30935- 

64011 

1742 

OJ990519_24. 9A20 . C38 . ol . tm 

3776 

none* ' 

3776. .4030, 3785. .4006, 4060, 
4215. .4307, 4220. .4336, 4337. 

30935' 
64011 



1 / 1Z. 

OJ990519 
3785 



24.9A20.C38.o2.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4167, 



OJ990519 24.9A20.C38 



4417 

TBLASTX: Maize 
4417 

237 .. 
4061. .4225, 40'62. .4226, 



.4417, 4362. .4415 



Seq. ID 

Strand 

End 

Method 
End 



OJ990519_24 . 9A20.C38 

4 417 

GENSCAN 

4039 



30893 



GI 

Exons 



none 

3785. .4039 



Score 



,52 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30935 Seq. ID 

64011 Strand 

1742 End 
OJ990519_24 . 9A20 . C38 . ol . np Method 

3788 End 

4455179 Score 
3788. .4096, 4150. .4417 

(AL035521) hypothetical protein [Arabidopsis thaliana] 



OJ990519_24.9A20.C38 

4417 
AAT/NAP 
4417 
217 



30936 
64012 
7678 

OJ990519_24 . 9A20 . C39 . o2 . gp 
7611 

17750JL.R1084 
7611. .7764, 9694. .9885 
' 1184 323/gb|U4 6019|CVU4 6019 
Direct, complete sequence 1 

30936. 
64012 
7678 

OJ990519_24 . 9A20 . C39 . o3 . gs 
7678 
none 

7678. .7764, 9694. .9771 

30936 
64012 
7678 

OJ990519_24 . 9A20 . C39 . o3 . np 
7678 
6562318 
7678. .7764, 9694. .9768 

(AL133421) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990519_24.9A20.C39 

Strand + 

End 9885 

Method AAT/GAP 

End 9885 

Score 652 

7.0e-38 Cloning vector pCRSCRIPT 



Seq. ID OJ990519_24.9A20.C39 

Strand + 

End 9885 

Method GENS CAN 

End 9771 

Score .95 



Seq. ID OJ990519_24.9A20.C39 

Strand + 

End 9885 

Method AAT/NAP 

End 9768 

Score 11.9 



30936 Seq. ID 

64013 Strand 

656 End 
•OJ390519_24.9A20.C39.ol.gs - Method 

656 End 

none Score 

656. .763, 1353. .1469, 1554. .1653, 1778. 



OJ990519 24.9A20.C39 



5219 
GENSCAN 
5219 . 
.79 

1968, 2057, 



2647. .2752, 2952. .3066, 3216. .3283, 3453. .3776, 3960 
4293. .4376, 4673. .4788, 4880. .4985, 5112. .5219 



2150, 
. .4095, 



30936 
64013 
656 

OJ990519_24 . 9A20 . C39 . ol . np 
694 

3560144 



Seq. ID OJ990519_24.9A20.C39 
Strand 

End 5219 

Method AAT/NAP 

End 4672 

Score 190 



694. .763, 869. .925, 1353. .1469, 1554. .1653, 1778. .1968, 
2057 . .2150, 2647. .2752, 2885. .3032, 3501. .3753, 3985. .4092, 



30894 




4174. .4245, 4565.-4672 
GI 'Descrip. (AL031534) putative asparagine synthase [Schizosaccharomyces 
pombe] 



Seq. No. 


30936 








Seq. ID 


OJ990519 24.9A20.C39 


Qen@ No . 


64014 








Strand 




Start 


6112 








End 


7730 


Name 


OJ990519 24 


. 9A20 


.C39.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


878 . 








End 


1965 


GI 


none 








Score 


153 


Exons 


878. .937, 1349.. 


1471, 1350.. 


1472, 1351 


..1494, 1530. .1661, 




1553. .1648, 


1761 


. .1958, 


1774 


..1965, 17 


75. .1963 


Seq. No. 


30936 








Seq. ID 


OJ990519_24 . 9A20.C39 


Gene No . 


64014 








Strand 




Start 


6112 








End 


7730 


Name 


OJ990519 24 


. 9A20 


.C39.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1350 ~~ 








End 


2173 


GI 


none 








Score 


118 


Exons 


1350. .1487, 


1351 


. .1461, 


1551 


..1655, 1555. .1662, 1759. .1881, 




1763. .1882, 


1831 


. .1968, 


1886 


..1969, 2033. .2158, 2057. .2173 


Seq. No. 


30936 








Seq. ID 


OJ990519_24.9A20.C39 


Gene No . 


64014 








Strand 


- 


Start 


6112 








End 


7730 


Name 


OJ990519 24 


. 9A20 


. C39. o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3456 ~ 








End 


3744 


GI 


none 








Score 


177 


Exons 


3456. .3509, 


3532 


. .3744, 


3539 


. .3724 




Seq. No. 


30936 








Seq. ID 


OJ990519_24 . 9A20 .C39 


Gene No . 


64014 








Strand 




Start 


6112 








End 


7730 


Name 


OJ990519 24 


. 9A20 


,C39.ol 




Method 


AAT/GAP 


Start 


6112 ~~ 








End 


7114 


GI 


none 








Score 


1744 


Exons 


6112. .6848, 


6947 


. .7114 








Seq. No. 


30936 








Seq. ID 


OJ990519_24.9A20.C39 


Gene No . 


64014 








Strand 




Start 


6112 








End 


7730 


Name " 


OJ990519 24 


. 9A20 


. C3*9 . o2 


.gs 


' Method 


GENSCAN 


Start 


■■ 6411 








End 


7075 


GI 


none 








Score 


.88 


Exons 


6411. .6848, 


6947 


. .7075 








Seq. No. 


30936 








Seq. ID 


OJ990519_24.9A20.C39 


Gene No. 


64014 








Strand 




Start' 


6112 








-End 


7730 


Name 


OJ990519 24 


9A20 


C39.o2 


.np 


Method 


AAT/NAP 


Start 


6417 








End 


7730 


GI 


6562319 








Score 


375 


Exons 


6417 . . 6809, 


7650 


. 7730 









GI Descrip. (AL133421) putative protein [Arabidopsis thaliana] 

Seq. No. 30936 Seq. ID OJ990519_24.9A20.C39 

Gene No. 64014 Strand 



30895 



Start 
Name 
Start 
GI 

Exons 



6112 End 

OJ990519_24 . 9A20 . C39 . ol . tc Method 

6450 End 

none Score 
6450. .6530, 6609. .6803 



7730 

TBLASTX: Cress 

6803 

210 



Seq. No. 30936 

Gene No. 64014 

Start 6112 

Name OJ990519_24 . 9A20 . C39 .o2 . tm 

Start 6609 

GI none 
Exons 



Seq. ID OJ990519_24.9A20.C39 
Strand 

End 7730 

Method TBLASTX : Mai ze 

End 7105 

Score 55 



6609. .6812, 6783. .6848, 6796. .6849, 6969. .7001, 6970. .7002, 
7019. .7105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



30936 
64014 
6112 

OJ990519_24 . 9A20 . C39 .o2 . ts 

6609 

none 

6609. .6815, 6687. .6764 



Seq. ID OJ990519_24.9A20.C39 
Strand 

End 7730 

Method TBLASTX : Soybean 

End 6815 

Score 225 



30937 
64015 
3168 

OJ990519_24 . 9A20 . C40 . ol . gp 
3168 

17750_1.R1084 
3168. .3529 

, 1184323/gb|U46019|CVU46019 7.0e-38 Cloning vector pCRSCRIPT 
Direct, complete sequence' 



Seq. ID OJ990519_24.9A20.C40 

Strand + 

End 3529 

Method AAT/GAP 

End 3529 

Score 684 



30937 
64016 
7431 

OJ990519_24 . 9A20 . C4 0 . o3 . gp 
7431 

21474_1.R1084 
7431. .7574 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] f • . • . - 



Seq. ID OJ990519_24.9A20.C40 

Strand + 

End 7574 

t Method AAT/GAP 

'End 7574 

Score 250 



30937 
64017 
226 

OJ990519_24 . 9A20 . C40 . ol . np 
226 

4680179 
226. .3093 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990519_24.9A20.C40. 
Strand 

End 3093 

Method AAT/NAP 

End 3093 

Score 3698 



30937 
64017 

O O K 

t~ u 

OJ990519_24 . 9A20.C4 0.ol .gs 
255 



Seq. ID OJ990519_24.9A20.C40 
Strand 

_nd 3093 

Method GENSCAN 

End 3092 



30896 



(IT 


none 




9 S S 1 f)1 n "30Q9 


Oclj. LNU > 






64 oi ft 


Start 


4013 


Name 


OJ990519 24.9A20.C40.o2.gp 


Start 


3764 


o j- 


1 9 1 R1 0ft4 




?7 64 _ d^fift 




1 1 1 R4 191 /rrh I H4 601 7 I PVI74 60 1 7 




ij I\ [ ' J / L- WlLL^y XCLC OCv^UCllUC 


Seq. No. 


30937 


Gene No. 


64018 


Of- a r f 


4 m ? 


Name 


O.TQQ0S1 Q 94 QA90 P40 n9 rrQ 




d n i ^ — 




none 




4011 4321 


Seq. No. 


30937 


Gene No. 


64019 


Qf a r f 
u Ldl L. 


R4 Q0 

O *i _7 U j 


Name 


PTQQ0R1Q OA Q a 9 0 P A 0 nR i-ur 


oLdl L 


970 _ 


oX 


none 


IT 1 v f\ r\ o 
£j A (J I 1 o 


970 609 9Q1 ^fi? "^^4 60? 


Seq. No. 


30937 


Gene No. 


64019 


O L d i. L 


84 90 

O 1 .7 \J 


Name 


H.TQQOMQ 94 QA90 PAO r>£ -t-m 


o Lax L 


9ft ^ _ 


KJ X 


none 


F" vnn q 


9 8 S 44? 9ft 8 446 


JC^i IN L> * 




Gene No. 


64019 


Start 


8490 


IN diUC 


O.TQQ0S1 Q 94 QA90 P40 nl 

WU Z/ \J <J -L Zs Z. *± • y£\*L U . L*iU . Ul • LIU 


O L □! L 






none 


T* 1 von <2 

JjAUIlO 


4S? 8Q0 46? RQ1 70Q ft Q1 




RQ7 104Q Q01 10^0 


Seq. No. 


30937 


Gene No. 


64019 


o L dx L 


ft A QO 


Name 




OLdlL 


£0 ? ~ 
DUO 


GI 


none 


Exons 


603. .1229, 604. . 1173 


Seq. No. 


30937 


Gene No. 


64019 


Start 


8490 



Score 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 4388 

Method- AAT/GAP 

End 4388 

Score 1179 

.Oe-09 Cloning vector pCRSCRIPT 



Seq. ID OJ990519__24.9A20.C40 
Strand 

End 4388 

Method GENSCAN 

End 4321 

Score .83 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX : Wheat 

End 603 

Score 152 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX : Mai ze 

End 44 6 

Score 91 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 ' 

Method TBLASTX : Mai ze 

End 1050 . .. 

Score 244 

803. .892, 888. .1046, 895. .1041, 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX : Wheat 

End 1229 

Score 295 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 



30897 



Name 


OJ990519 24 


. 9A20 


. C40 . o4 


. tm 


Start 


1098 ~ 








GI 


none 








Exons 


1098 . .1388, 


1102 


. . 1377 




Seq. No. 


30937 








Gene No. 


64019 








Start 


.84 90 








Name 


OJ990519 24 


.9A20 


.C40 .o2 


. ts 


Start 


1188 ~ 








GI 


none 








Exons 


1188 . . 1316, 


1188 


. . 1436, 


1189 


Seq. No. 


30937 








Gene No. 


64019 








Start 


8490 








Name 


OJ990519 24 


. 9A20 


.C40 . ol 


. tc 


Start 


1212 ~ 








GI 


none 








Exons 


1212 . . 1355, 


1228 


. . 1353, 


1356 


Seq. No. 


30937 








Gene No. 


■ 64019 








Start 


8490 








Name 


OJ990519 -24 


. 9A20 


. C40 . o3 


. tw 


Start 


1236 ~~ 








GI 


none 








Exons 


1236. . 1760, 


1240 


. 1608 




Seq. No. 


30937 








Gene No. 


64019 








Start 


8490 








Name 


OJ990519 24 


. 9A20 


C40 . o2 


tm 


Start 


1803 _ 








GI 


none 








Exons 


1803. .2156, 


1855 


.2154 




Seq. No. 


30937 








Gene No. 


64019 








Start 


8490 








Name 


OJ990519 24 


. 9A20 . 


C40 . o2 , 


tw 


Start 


1803 ' ~~ 








GI 


none 








Exons 


1803. .2228, 


1805 . 


.2167, 


1818 


Seq. No. 


30937 








Gene No. 


64019 








Start 


8490 








Name •> 


OJ990519 24 


9A20 . 


C40 . o3 . 


t s 


Start 


1977 ~" 








GI 


none 








Exons 


1977. .2222 








Seq. No. 


30937 








Gene Nu . 


64019 








Start 


8490 








Name 


OJ990519 24. 


9A20. 


C40.O3. 


tm 



Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1443 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.1529, 14 

Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Maize 

1388 

223 



OJ990519_24 . 9A20.C40 
13644 

TBLASTX: Soybean 

1443 

61 



OJ990519_24 . 9A20.C40 
13644 

TBLASTX: Cress 
1529 
101 
10. .1508 

OJ990519_24.9A20.C40 

13644 

TBLASTX: Wheat 

1760 

260 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX: Maize 

End 2156 

Score 227 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX : Wheat 

End 2229 
Score . 131 
.2171, 1840. .2229 

Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX : Soybean 

End 2222 

Score 213 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method TBLASTX : Mai ze 



30898 



Start 2193* End 2693 

GI none Score 164 

Exons 2193.. 2528, 2514.. 2693 




Seq. No. 30937 Seq. ID 

Gene No. 64019 Strand 

Start 8490 . End 

Name OJ990519_24 . 9A20 . C4 0 . 06 . tw Method 

Start 2235 End 

GI none Score 

Exons 2235.. 2531, 2272.. 2487 



OJ990519_24 . 9A20.C40 
13644 

TBLASTX: Wheat 

2531 

173 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30937 
64019 
8490 

OJ990519_24 , 

2244 

none 

2244 . .2603, 
2607. .2639 



9A20.C40.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_24 . 9A20.C40 
13644 

TBLASTX: Soybean 

2639 

142 



2272.. 2487, 2295.. 2603, 2527.. 2622, 2595.. 2639, 



Seq. No. 


30937 




Seq. ID 


0 J 9 9 0 5 1 9_2 4 . 9 A2 0 . C 4 0 


Gene No. 


64019 




Strand 




Start 


8490 




End 


13644 


Name 


OJ990519 r ,24 . 9A20.C4 0.o4 


.tw ... 


Method 


TBLASTX : Wheat 


Start 


2580 




End 


3063 


GI 


none 




Score 


285 


Exons 


2580. .3062, 2608. .3063 








Seq. No. 


30937 




Seq. ID 


OJ990519_24 . 9A20.C40 


Gene No. 


64019 




Strand 




Start 


8490 




End 


13644 


Name 


OJ990519 24 .9A20.C40.o5 


tm 


Method 


TBLASTX: Maize 


Start 


2763 




End 


3051 


GI 


none 




Score 


96 


Exons 


2763. .3035, 2763.. 3050, 


2764. 


.3051 




Seq. No. 


30937 




Seq. ID 


OJ990519_24.9A20.C40 


Gene No. 


64019 




Strand 




Start 


8490 




End 


13644 


Name 


OJ990519 24 .9A20.C40.o4. 


gp 


Method 


AAT/GAP 


Start 


7704 




End 


8161 


GI 


LIB3432-059-P1-K1-D8 . 




Score 


755 


Exons 


7704. .8161 








GI Descrip. 


, 5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 30937 

Gene No. 64019 

Start 8490 

Name OJ990519_24 . 9A20 . C40 . o3 . gs 

Start 8490 

GI none 

Exons 8490.. 8675, 8956.. 9028, 9113. 
13500 . .13644 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_24.9A20.C40 

13644 
GENSCAN 
13644 
.67 



.94.93, 9603.. 10702, 10777 .. 12125, 



Seq. No. 30937 Seq. ID OJ990519_24.9A20.C4 0 

30899 



Gene No. 


64019 


Strand 






Start 


8490 


End 


13644 




Name 


OJ990519 24 . 9A20 . C40 . o2 . np 


Method 


AAT/NAP 




Start 


8511 


End 


12213 




GI 


4680204 


Score 


1050 




Exons 


8511.. 8645, 9004.. 9223, 9320 


..9493, 9603.. 10702, 10777. 


. 12213 


GI Descrip. 


(AF114171) hypothetical protein [Sorgh 


urn bicolor] „. . 




Seq. No. 


30937 


Seq. ID 


OJ990519_24.9A20 


. C40 


Gene No. 


64019 


Strand 






Start 


8490 


End 


13644 




Name 


OJ990519 24.9A20.C40.o7.tw 


Method 


TBLASTX: Wheat 




Start 


11167 


End 


11570 




GI 


none 


Score 


71 




Exons 


11167. .11337, 11168. .11242, 


11300. .114 67, 11332. .11568, 






11419. .11568, 11430. .11570, 


11454. .11570 





Seq. No. 30937 

Gene No. 64019 

Start 8490 

Name 0 J9 9 0 5 1 9_2 4 . 9 A2 0 . C 4 0 . o 5 . gp 

Start 12995 

GI LIB34 32-059-P1-K1-D8 

Exons 12995. . 13460 

GI Descrip. 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 



Seq. ID OJ990519_24.9A20.C40 
Strand 

End 13644 

Method AAT/GAP 

End 13460 

Score 731 





DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


30938 


Seq. ID 


OJ990519_ 


_24.9A20 


.C41 


Gene No. 


64020 


Strand 








Start 


1 


End 


-2100 






Name 


OJ990519 24.9A20.C41.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


1646 






GI 


342 1.R1084 


Score 


1996 






Exons 


1..32, 371. .1646 










GI Descrip. 


, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 


protein 


[Or; 




sativa] 1 










Seq. No. 


30938 


Seq. ID 


OJ990519_ 


_24 . 9A20 


.C41 


Gene No. 


64020 


Strand 








Start 


1 


End 


2100 . 






Name 


OJ990519 24.9A20.C41.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1650 






GI 


4680203 


Score 


1524 ■ 






Exons 


1..31, 370. .1650 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 






Seq. No. 


30938 


Seq. ID 


OJ990519_ 


_24 . 9A20, 


.041 


Gene No. 


64020 


Strand 








Start 


1 


End 


2100 






Name 


OJ990519 24.9A20.C41.ol.gs 


Method 


GENSCAN 






Start 


334 


End 


1650 






GI 


none 


Score 


. 96 






Exons 


334. .1133, 1191. .1650 










Seq. No. 


30938 


Seq. ID 


OJ990519_ 


24 .9A20. 


.C41 


Gene No. 


64020 


Strand 








Start 


1 


End 


2100 







30900 



Name 

Start 

GI 

Exons 



OJ990519_24 . 9A20 . C4 1 . ol . tw Method 

388 End 

none Score 
388. .729, 416. .730 



TBLASTX: Wheat 

730 

289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30938 
64020 
1 

OJ990519_24 . 9A20. C4 1 . ol . tm 

470 

none 

470. .730, 472. .753, 769. .858 

30938 
64020 
1 

OJ990519_24 . 9A20 . C4 1 . ol . tc 

517 

none 

517. .858, 536. .673, 713. .865 

30938 
64020 
1 

OJ9905 1 9_24 . 9A20 . C4 1 . o4 . gp 
574 

2310235 



Seq. ID OJ990519_24.9A20.C41 
Strand 

End 2100 

Method TBLASTX: Maize 

End 858 

Score 14 9 



Seq. ID OJ990519_24.9A20.C41 
Strand 

End 2100 

Method TBLAST.X : Cress 

End 8 65 

Score 90 



Seq. ID OJ990519__24.9A20.C41 
Strand 

End 2100 

Method AAT/GAP 

End 2100 

Score 302 



574. .634, 1511. .1650, 2063. .2100 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name ' 
Start 
GI 

Exons 



30938 
64020 
1 

OJ990519_24 . 9A20 . C41 . ol . ts 

598 

none 



Seq. ID OJ990519_24.9A20.C41 
Strand 

End 2100 

Method TBLASTX : Soybean 

End . 1027 

Score 113 



598. .894, 611. .862, 889. .951, 944. .1027, 952.. 1026 



30938 
64020 
1 

OJ990519_24 . 9A20 . C41 . o2 . tw 

948 

none 



Seq. ID OJ990519_24.9A20.C41 
Strand 

End 2100 

Method TBLASTX: Wheat 

End 1299 

Score 176 



948. .1199, 958. .1209, 959. .1201, 1192. .1299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30939 
64021 
1 

OJ990519_24 . 9A20 . C42 . o2 . np 
1 

4680183 



Seq. ID OJ990519_24.9A20.C42 

Strand + 

End 10930 

Method AAT/NAP 

End 10930 

Score 188 



1..46, 10163. . 10233, 10841. .10930 

(AFII1709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 



30939 



Seq. ID OJ990519_24.9A20.C42 



30901 




Gene No. 64021 

Start 1 

Name OJ990519_24 . 9A20.C42.ol 

Start 1066 

GI none 

Exons 1066.. 1369, 2897.. 3050, 

Seq. No. 30939 

Gene No. 64021 

Start 1 

Name OJ990519_24 . 9A20.C42.ol 

Start 6250 

GI 6907086 

Exons 6250.. 7002, 7060.. 7319, 
GI Descrip. (AP001129) hypothetical 




Strand + 

End 10930 

.gs Method GENSCAN 

End 3936 

Score . 67 
3055. .3307, 3381. .3524, 3820. .3936 

Seq. ID OJ990519_24.9A20.C42 

Strand + 

End 10930 

.np Method AAT/NAP 

End 8744 

Score 1162 
8703. .8744 

protein [Oryza sativa] 



Seq. No. 30939 Seq. ID 

Gene No. 64021 Strand 

Start 1 End 

Name OJ990519_24 . 9A20 .C42 . o2 . gs Method 

Start 6453 End 

GI none Score 

Exons 6453.. 7016 



OJ990519_24.9A20.C42 
+ 

10930 
GENSCAN 
7016 
.94 



Seq. No. 30939 

Gene No. 64021 

Start 1 

Name OJ990519_24 . 9A20 . C42 . ol . gp 

Start 9356 

GI 101153_1.R1084 

Exons 9356. . 9605 

GI Descrip. 1 5852170/emb | AL117265 . 1 | OST17804 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990519_24, 
+ 

10930 
AAT/GAP 
9605 
388 



9A20.C42 



1.0e-115 Oryza sativa 



indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. No. 


30939 


Seq. ID 


OJ990519_24.9A20. 


Gene No. 


64022 


Strand 




Start 


8194 


End . 


9081 


Name 


OJ990519 24.9A20.C42 


o3.gs Method 


GENSCAN 


Start 


8194 


End 


9081 


GI 


none 


Score 


.54 


Exons 


8194. .9081 






Seq. No. 


30939 


■ Seq. ID" 


OJ990519_24.9A20. 


Gene No. 


64023 


Strand 




Start 


9621 . 


End 


9941 


Name 


OJ990519 24.9A20.C42 


o2.gp Method 


AAT/GAP 


Start 


9621 


End 


9941 


GI 


2428185 


Score 


587 


Exons 


9621. .9941 






GI Descrip. 


5852170/emb IAL117265. 


1IOST17804 1.0e-177 Oryza sativa 




indica(GLA4) genomic 


DNA, chromosome 4 


, BAC clone :tl7804 



Seq. No. 30940 Seq. ID OJ990519_24 . 9A20 . C4 3 

Gene No. 64024 Strand 

Start 1 End 1924 

Name OJ990519_24 . 9A20 . C43 . ol . np Method AAT/NAP 

Start 1 End 1924 



30902 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 



5777623 Score 203 

1..205, 1484. .1703, 1899. .1924 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519 24.9A20.C43 



30940 
64024 
1 ■ ' ' 

OJ990519_24 . 9A20 . C4 3 . ol . gp 
1117 

61605_3.R1084 
1117. .1382 . 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



1924 
AAT/GAP 
1382 
406 



Seq. No. 30941 Seq. ID 

Gene No. 64025 Strand 

Start 1304 End 

Name OJ990519_21 . 9A20 . C2 . ol . gp Method 

Start 1304 End 

GI 10283_1.R1084 Score 

Exons 1304.. 1878 

GI Descrip. 1 2052354 /gb | U94 592 | HSU94592 4.0e-12 Human uncoupling protein 
homolog (UCPH) mRNA, complete cds ' 



OJ990519_21.9A20.C2 
+ 

1878 
AAT/GAP 
1878 
1086 



Qpn Mo 


3094 1 








Seq. ID 


OJ990519_ 


_21. 9A20.C2 


vJCliC ViKJ t 


64026 








Strand 






u Lai L 


J. *i _? *i 








End 


7060 




Name 


OJ990519 21 


.9A20 


.C2.ol. 


np 


Method 


AAT/NAP 




Start 


1054 








End 


7021 




GI 


4678310 








Score 


695 




Exons 


1054. .1075, 


1295 


. .1354, 


2809 


..2981, 3217.. 3352, 


3437. .3656, 




3757. .3937, 


4347 


. .4370, 


4978 


..5192, 5275. .5555, 


6837 . .7021 


GI Descrip. 


(AL049655) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


30941 








Seq. ID 


OJ990519_ 


_21.9A20.C2 


Gene No. 


64026 








Strand 






Start 


1494 








End 


7060 




Name 


OJ990519 21 


. 9A20 


C2.ol. 


gs 


Method 


GENSCAN 




Start 


1494 








End 


7060 




GI 


none 








Score 


.75 




Exons 


1494. .1706, 


1890 


. 1952, 


4347 


..4370, 49" 


8. .5192, 


5275. .5555, 




6837. .7060 














Seq. No. 


30941 








Seq. ID 


OJ990519_ 


_21. 5A20.C2 


Gene No, 


64026 








Strand 






Start 


1494 








End 


7060 




Name 


OJ990519 21 


. 9A20 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1543 








End 


3946 




GI 


none 








Score 


80 




Exons 


1543. . 1569, 


1688. 


.1783, 


1689 


..1781, 1887. .1958, 


1888. .1953, 




2803. .'2976, 


2823. 


.2972, 


2834 


..2989, 3102. .3134, 


3110. . 3133, 




3209. .3352, 


3214. 


.3354, 


3214 


..3351, 3431. .3658, 


3433. .3660, 




3437. .3658, 


3758. 


.3943, 


3760 


..3945, 3761. .3946 




Seq. No. 


30941 








Seq. ID 


OJ990519_ 


_21. 9A20.C2 


Gene No. 


64026 








Strand 






Start 


1494 








End 


7060 





30903 




Name 


OJ990519 21 


. 9A20 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2856 








End 


3589 


GI 


none 








Score 


76 




Exons 


2856 . . 2969, 


2856 


. .2972, 


2857 . 


.2976, 3102.. 3134, 


JJ.1U . . Jl JJ 




3209 . . 3286, 


3214 


3285, 


3289. 


.3351, 3290.. 3352, 


J 1 J U • • JJOO 




3431 . . 3589 












Seq. No. 


30941 








Seq. ID 


OJ990519 


91 Qz\?n C9 


Gene No. 


64026 








Strand 






Start 


1494 








End 


7060 




Name 


OJ990519 21 


. 9A20 


. C2 . ol . 


tc 


Method 


TBLASTX: 


v.* J. c o o 


Start 


2919 — 








End 


3660 




GI 


none 








Score 


93 




Exons 


2919. .2972, 


3110 


3127, 


3214 . 


.3366, 3215.. 3352, 


3445. .3660 




3476. . 3658 














Seq. No. 


30941 








Seq. ' ID 


OJ990519 




Gene No. 


64026 








Strand 






Start 


1494 








End 


7060 




Name 


OJ990519 21 


. 9A20 


. C2.o2. 


ts 


Method 


TBLASTX: 


kjuyjjcctii 


Start 


3755 — 








End 


6877 


GI 


none 








Score 


95 




Exons 


3755 . . 3796, 


3822 


. 3935, 


3824 . 


.3943, 3825.. 3938, 






4975 . .5160, 


4979 


. 5188, 


5273 . 


.5353, 5513.. 5557, 


UOJU. . u o / / 


Sea No 


30941' 








Seq. ID 


OJ990519 




Gene No. 


64026 








Strand 






Start 


1494 








End 


7060 




Name 


OJ990519 21 


9A20 . 


C2 . o2 . 


tm 


Method 


TBLASTX: 


^la i z e 


Start 


4973 ~ 








End 


5444 




GI 


none 








Score 


262 




Exons 


4973 . . 5200, 


4 975 . 


.5160, 


4 979. 


.5203, 5268.. 5441, 






5276 . . 5443, 


5277 . 


.5444 










Seq. No. 


30942 








Seq. ID 


OJ990519 


_21.9A20.C3 


Gene No. 


64027 








Strand 


+ 




Start ' 


7 








End 


446 




Name 


OJ990519 21 


9A20 . 


C3 . ol . 




Method 


GENSCAN 




Start 


7 ~ 








End 


446 




GI 


none 








Score 


.78 




Exons 


7 . .168, 228 . 


.446 












Seq. No. 


30943 








Seq. ID 


OJ990519 


__21.9A20.C4 


Gene No . 


64028 








Strand 


+ 




Start 


2640 








End 


3996 




Name 


OJ990519 21 


9A20 . 


C4 . o2 . 




Method 


GENSCAN 




Start 


2640 ~ 








End 


3996 




GI 


none 








Score 


.53 




Exons 


2640 2757. 


3406 . 


.34 8 9, 


377 9 . 


.3996 






OCV^ . IN \J . 


30943 








Seq. ID 


OJ990519_ 


91 G Zi 9 fl C A 


Gene No. 


64029 








Strand 


+ 




Start 


4781 








End 


5325 




Name 


OJ990519_21. 


9A20. 


C4 .ol. 


gp 


Method 


AAT/GAP 




O U Ci J- L. 


4 781 








End 


5325 




GI 


68587 1.R1084 






Score 


761 




Exons 


4781. .5325 















30904 




GI Descrip. '3193316 1.0e-37 (AF069299) contains similarity to nucleotide 
sugar epimerases [Arabidopsis thaliana] ' 



Seq. No. 


30943 




Seq. ID 


OJ990519 21 9A20 C4 


Gene No. 


64030 




Strand 


+ _ 


Start 


6145 




End 


6293 


Name 


OJ990519 21.9A20.C4 


. o3 . QD 


Method 


AAT /GAP 


Start 


6145 • ~ 




End 


6293 


GI 


4879909 




Score 


273 


Exons 


6145. .6293 








Seq. No. 


30943 




Seq. ID 


OJ990519_21.9A20.C4 


Gene No. 


64031 




Strand 




Start 


1 




End 


1035 


Name 


OJ990519 21.9A20.C4 


. ol . np 


Method 


AAT /NAP 


Start 


1 




End 


996 


GI 


3176674 




Score 


442 


Exons 


1..35, 171. .425, 826. . 996 






GI Descrip. 


(AC003671) Contains 


similarity to Ste20-like kinase homoloc 




A. thaliana chromosome 4 


contig gb|Z97336. [Arabidopsis 




thaliana ] 








Seq. No. 


30943 




Seq. ID 




Gene No . 


64031 




St rand 




Start 


1 




End 


1035 


Name 


OJ9 90519 21 9A2 0 CA 


ol rr c; 




o Cj In O ^rll\ 


Start 


171 




End 


1035 


GI 


none 




Score 


.87 


Exons 


171 425. 826 1035 








Seq. No. 


30943 




Qprr Tp) 
O CV^ . 1U 




Gene No. 


64032 




Strand 




Start 


5088 




End 


6293 


Name 


OJ990519 21.9A20.C4 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


169 




End 


906 


GI 


none 




Score 


74 


Exons 


169. .366, 170. .367, 


171. .< 


425, 172. .420 


, 778. .804, 814. .906 


Seq. No. 


30943 




Seq. ID 


OJ990519_21. 9A20.C4 


Gene No . 


64032 




Strand 




Start 


5088 




End 


6293 


Name 


OJ990519 21.9A20.C4. 


o3 . tc 


Method 


TBLASTX: Cress ■ 


Start 


171 




End 


311 


GI 


none 




Score 


179 . - 


Exons 


171. .311 








Seq. No. 


30943 




Seq. ID 


OJ990519_21. 9A20.C4 


Gene No . 


'64032 




Strand 




Start 


5088 




End 


6293 


Name 


OJ990519' 21. 9A20.C4 . 


o3 . gs 


Method 


GENSCAN 


Start 


5088 




End 


6290 


GI 


none 




Score 


.87 


Exons 


5088. .6290 








Seq. No. 


30943 




Seq. ID 


OJ990519_21. 9A20.C4 


Gene No. 


64032 




Strand 




Start 


5088 




End 


6293 



30905 



Name OJ990519_21 . 9A20 . C4 . o2 . np Method AAT/NAP 

Start 5094 End 6293 

GI 3193316 Score 1409 

Exons 5094.. 6293 

GI Descrip. (AF069299) contains similarity to nucleotide sugar epimerases 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30943 
64032 
5088 

OJ990519_21. 9A20.C4 .ol.tc 
5097 
none 

5097.. 5504, 5116.. 5370, 5407. 
5632.. 5985, 6028.. 6117, 6165. 

30943 
64032 
5088 

OJ990519_21. 9A20.C4 .ol.tm 
5103 
none 

5103. .5354, 5103. .5840, 5104. .5835 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5505, 5613 
6293, 6165 



OJ990519 21.9A20.C4 



6293 

TBLASTX: Cress 
6293 
280 

5648, 5631. .6113, 
6293 



Seq. ID OJ990519_21. 9A20.C4 



Strand 
End 

Method 
End 
Score 



6293 

TBLASTX: Maize 

5840 

350 



Seq. No. 30943 Seq. ID 

Gene No. 64032 Strand 

Start 5088 End 

Name OJ990519_21 . 9A20 . C4 . ol . ts Method 

Start 5103 End 

GI none Score 

Exons 5103.. 6113, 5104.. 5988, 6028.. 6117, 
6165. . 6293 



OJ990519_21.9A20.C4 
6293 

TBLASTX: Soybean 
6293 
823 

6154. .6291, 6165. .6293, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30943 
64032 
5088 

OJ990519_21. 9A20.C4 .o2.tc 
5505 
none 

5505.. 5612, 5506.'. 5610 

30943 
64032 
5088 

OJ990519_2 1 . 9A20 . C4 . o2 . gp 
5658 
3761584 
5658. .5982 

3193316 1.0e-37 (AF069299) 
sugar epimerases [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_21.9A20.C4 
6293 

TBLASTX: Cress 
5612 
124 



OJ990519_21.9A20.C4~ 

6293 
AAT/GAP 
5982 
607 



contains similarity to nucleotide 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30943 Seq. ID 

64032 Strand 

5088 End 

OJ9905I9_2i. 9A^U.C4 . o2 . tm Method 

5925 End 

none Score 



OJ990519_21.9A20.C4 
6293 

TBLASTX: Maize 

6293 

74 



30906 



Exons 



5925.. 5978, 5925.-6293, 5926.. 6291, 6165.. 6293 



Seq. No. 30944 

Gene No. 64033 

Start 1 

Name OJ990519_2 1 . 9A20 .C5.ol.gp 

Start 1 

GI 4879909 

Exons 1 . . 275 



Seq. ID OJ990519_21.9A20.C5 

Strand + 

End 6136 

Method AAT/GAP 

End 275 

Score 532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990519 21.9A20.C5 



30944 
64033 
1 

OJ990519_21 . 9A20 .C5.ol.gs 
55 

none 

55. .240, 2470. .2693, 4099.. 4242, 5220. .5316, 5966. .6136 



Strand + 

End 6136 

Method GENSCAN 

End 6136 

Score .58 



30944 
64034 
9107 

0 J9 9 0 5 1 9_2 1 . 9A2 0 . C5 . o2 . gp 
9107 

23001_1.R1084 

9107. .9216, 9445. .9533, 9743.. 
•4586449/dbj |BAA76393.1| 6.0e- 
subunit 6b-l [Oryza sativa] 1 



Seq. ID OJ990519_21.9A20.C5 

Strand + 

End 10934 

Method AAT/GAP 

End 10934 

Score 890 

9824, 10726.. 10934 

30 (AB025187) cytochrome c oxidase 



30944 
64034 
9107 

0 J9 9 0 5 1 9_2 1 . 9 A2 0 . C 5 . o 1 . np 
9445 
6518353 

9445. .9533, 9743. .9824, 10726. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.10779 

(AB035444) subunit 6b of cytochrome c oxidase [Arabidopsis 
thaliana] gi | 658784 3 | gb | AAF18532 . 1 | AC006551_18 (AC006551) 
Subunit 6b of cytochrome c oxidase [Arabidopsis thaliana] 



OJ990519_21.9A20, 
+ 

10934 
AAT/NAP 
10779 
190 



C5 



Seq. No. 


30944 






Seq. ID 


OJ990519_ 


21 


. 9A20 


.C5 


Gene No. 


64035 






Strand 










Start 


11153 






• End 


11627 








Name 


OJ990519 21.9A20.C5. 


o3 .gs 


Method 


GENSCAN 








Start 


11153 




End 


11627 








GI 


none 






Score 


.81 








Exons 


11153. 


.11230, 11487. 


. 11627 












Seq. No. 


30944 






Seq. ID 


OJ990519_ 


21 


. 9A20 


.C5 


Gene No. 


64036 






Strand 










Start 


13142 






End 


15225 








Name 


OJ990519 21. 9A20.C5. 


o4 . gs 


Method 


GENSCAN 








Start 


13142 






End 


13934 








GI 


none 






Score 


. 93 








Exons 


13142. 


.13170, 13331. 


. 13934 












Seq. No. 


30944 






Seq. ID 


OJ990519_ 


_21 


. 9A20 


.C5 


Gene No. 


64036 






Strand 











30907 



Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13142 End 15225 

OJ990519_21.9A20.C5.o2.np Method - AAT/NAP 

13347 End 15225 

4531440 Score 76 

13347. .13547, 1364 5 .. 13784 , 15172. .15225 
(AC006224) unknown protein [Arabidopsis thaliana] 



30944 Seq. ID 

64037 Strand 
17016 End 
OJ990519_21 . 9A20 . C5 . ol . tm Method 
1 End 
none Score 

1..219, 1..108, 3. .218 



OJ990519_21.9A20.C5 
19310 

TBLASTX: Maize 

219 

269 



Seq. No. 30944 

Gene No. 64037 

Start 17016 

Name OJ990519_21 . 9A20 . C5 . ol . tc 

Start 3 

GI none 

Exons 3. .125, 3. .125, 19. .126, 33. .197, 142. .201 



Seq. ID OJ990519_21.9A20.C5 
Strand 

End 19310 

Method TBLASTX : Cress 

End 201 

Score 117 



Seq. No. 30944 ' Seq. ID 

Gene No. 64037 Strand 

Start 17016 End 

Name OJ990519_21 . 9A20 . C5 . ol . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 125, 3.. 200, 19.. 201 



OJ990519_21.9A20.C5 
19310 

TBLASTX : Soybean 

201 

119 



Seq. No. 30944 

Gene No. 64037 

Start 17016 

Name OJ990519_21 . 9A20 . C5 . o5 . gs 

Start 17016 

GI none 
Exons 



Seq. ID OJ990519_21.9A20.C5 
Strand 

End 19310 

Method GENSCAN 

End 19310 

Score .56 



17016. .17029, 17784. .17880, 19086 19190, 1930S.-. 19310 



Seq. No. 30945 Seq. ID OJ990519_2 1 . 9A20 . C6 

Gene No. 64038 Strand 

Start' 3259 ' End 

Name OJ990519_21 . 9A20 . C6 . o2 . np Method 

Start 3259 End 

GI 6630699 Score 
Exons 3259.. 3606 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990519_21.9A20. 
+ 

3606 
AAT/NAP 
3606 
110 



Seq. No. 30945 Seq. ID 

Gene No. 64039 Strand 

Start 6614 End 

Name OJ990519_21 . 9A20 . C6 . o4 . np Method 

Start 6614 End 

GI 6630699 Score 

Exons 6614.. 6794, 7747.. 7915 



OJ990519_21.9A20.C6 
+ 

7915 
AAT/NAP 
7915 
75 



30908 




GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


30945 






Seq. ID 


OJ990519 21.9A20.C6 




Gene No. 


64040 






Strand 


+ 




Start 


8044 






End 


8495 




Name 


OJ990519 21 


.9A20 


..C6.o5.np 


Method 


AAT/NAP 




Start 


8044 






End 


8495 




GI 


6539570 






Score 


147 




Exons 


8044 . .8245, 


8436 


. .8495 








GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


.sativa] 




Seq. No. 


30945 






Seq. ID 


OJ990519_21.9A20.C6 




Gene No. 


64041 






Strand 






Start 


1 






End 


1995 




Name 


OJ990519 21 


.9A20 


. C6.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1995 




GI 


5734626 






Score 


392 




Exons 


1. .26, 575. 


.809, 


1018. .1139, 


1304. .1417, 1658. .1717, 1819.. 


1995 


GI Descrip. 


(AP000391) 


Similar to mouse 


ankyrin 3 


(AC005727) [Oryza sativa] 


Seq. No. 


30945 






Seq. ID 


OJ990519_21.9A20.C6 




Gene No . 


64042 






Strand 






Start 


2060 






End 


2631 




Name 


OJ990519 21 


.9A20 


. C6 . ol . gp 


Method 


AAT/GAP 




Start 


2060 






End 


2631 




GI 


2431406 






Score 


790 




Exons 


2060. .2212, 


2360 


.2631 








Seq. No. 


30945 






Seq. ID 


OJ990519_21. 9A20.C6 




Gene No. 


64043 






Strand 






Start 


3523 






End 


7790 




Name 


OJ990519 21 


. 9A20 


C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


470 




GI 


none 






Score 


88 




Exons 


1..90, 2. .61, 2. 


121, 302. .466, 304. .465, 311. .469, 312. .470 


Seq. No. 


30945 






Seq. ID 


OJ990519_21.9A20.C6 




Gene No. 


64043 






Strand 






Start 


3523 






End 


7790 




Name 


OJ990519 21 


. 9A20. 


C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


' 585 






End 


1393 




GI 


none . 






. Score 


74 




Exons 


585. .635, 706. .11 


J6, 725. .787 


, 990. .1157, 1035. .1115, 1036.. 


1143, 




1331. .1393 












Seq. No. 


30945 






Seq. ID 


OJ990519_21.9A20.C6 




Gene No. 


64043 






Strand ' 






Start 


3523 






End 


7790 




Name 


OJ990519 21 


. 9A20. 


C6.o2. tc 


Method 


TBLASTX: Cress 




Start 


1035 






End 


1573 




GI 


none 






Score 


75 




Exons 


1035. . 1154, 


1048. 


.1173, 1053 


..1115, 1313. .1417, 1359,. 1418, 






1484 . . 1573 , 


1492 . 


. 1^69 








Seq. No. 


30945 






Seq. ID 


OJ990519_21.9A20.C6 





30909 



Gene No. 64043 

Start 3523 

Name 0 J 9 9 0 5 1 9_2 1 . 9A2 0 . C 6 . o 1 . tm 

Start 1495 

GI none 

Exons 1495.. 1569, 1502.. 1570, 1508, 
1813. .2013, 1823. .2014 



Strand 
End 

Method 

End 

Score 



7790 

TBLASTX: Maize 

2014 

60 



,1570, 1658. .1702, 1662. .1703, 



Seq.. No. 30945 

Gene No. 64043 

Start 3523 

Name OJ990519_21 . 9A20 . C6 . ol . ts 

Start 1537 

GI none 

Exons 1537. .1581, 1658. .1717, 1659. 

Seq. No. 30945 

Gene No. 64043 

Start 3523 

Name 0 J 9 9 0 5 1 9_2 1 . 9 A2 0 . C 6. . o 1 . t c 

Start 1813 

GI none 

Exons 1813.. .2022, 1820.. 2008 



Seq. .ID OJ990519_21. 9A20.C6 
Strand 

End 7790 

Method TBLASTX : Soybean 

End 1995 

Score 57 

.1721, 1807. .1995, 1817. .1993 

Seq. ID OJ990519_21.9A20.C6 
Strand 

End 7790 

Method TBLASTX : Cress 

End 2022 

Score 141 



Seq. No. 30945 

Gene No. 64043 

Start 3523 

Name OJ990519_21 . 9A20 . C6 . o2 . gp 

Start 3523 

GI LIB347 9-006-Q6-K1-B11 

Exons 3523.. 3950 

GI Descrip. ? 5734 616/dbj | AP000391 . 1 | AP000391 1 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519_21. 9A20.C6 

7790 
AAT/GAP 
3950 
642 



0e-110 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30945 
64043 
3523 

OJ990519_21. 9A20.C6.o3.np 
3746 
5922620 

3746..3876, 6596 
(AP000492) EST 
predicted gene, 
gi | 6016853|dbj 
corresponds to 
protein [Oryza 



Seq. ID 
" Strand 
End 

Method 
End 
Score 



OJ990519 21.9A20.C6 



7790 
AAT/NAP 
7777 
590 

6892, 7123.. 7208, 7543.-7698, 7739.. 7777 
D15357 (C0514 ). corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



30945 
64043 
3523 

OJ990519_21 . 9A20 . C6 . o2 . gs 

5865 

none 



Seq. ID OJ990519_21. 9A20.C6 
Strand 

End 7790 

Method GENSCAN 

End 7790 

Score .42 



5865. .6052, 6657. .6822, 7045. .7208, 7514. .7538, 7585. .7698, 



Seq. No. 



30946 



Seq. ID OJ990519_21. 9A20.C7 



30910 



Gene No. 64044 Strand 

Start 1858 End 2049 

Name OJ990519_21 . 9A20 . C7 . ol . gs Method GENSCAN 

Start 1858 End 2049 

GI none Score . 67 

Exons 1858.. 2049 



Seq. No. 30947 Seq. ID 

Gene No. 64045 Strand 

Start 1 End 

Name OJ990519_21 . 9A20 . C8 . ol . np Method 

Start 1 End 

GI 4972071 Score 

Exons 1..21, 443.. 661 

GI Descrip. (AL078467) hypothetical protein [Arabidopsis thaliana] 



OJ990519_21. 9A20.C8 

+ 

661 

AAT/NAP 
661 
53 



Seq. No. 30947 

Gene No. 64046 

Start 6554 

Name OJ99051 9_21 . 9A20 . C8 . o2 . np 

Start 6536 

GI 4185131 

Exons 6536.. 7500, 7570.. 7840 
GI Descrip. 



Seq. ID OJ990519_21. 9A20.C8 

Strand + 

End 7840 

Method AAT/NAP 

End 7840 

Score 504 



(AC005724) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 30947 Seq. ID 

Gene No. 64046 Strand 

Start 6554 End 

Name OJ990519_21 . 9A20 . C8 . o3 . gs Method 

Start 6554 End 

GI none Score 

Exons 6554.. 7840 



OJ990519_21.9A20.C8 
+ 

7840 
GENSCAN 
7840 
1 



Seq. No. 


30947 




Seq. ID 


OJ990519_21.9A20.C8 


Gene No. 


64047 




Strand 


+ 


Start 


8605 




End 


10149 


Name 


OJ990519 


_21.9A20.C8.o4.gs 


Method 


GENSCAN 


Start 


8605 




End 


10149 


GI 


none 




Score 


.41 


Exons 


8605. .8647, 9171. .9261, 9528.. 


9585, 9852. .9972, 10094. .10149 


Seq. No. 


.30947 . 




Seq. ID 


.OJ990519_21.9A20.C8 


Gene No. 


64048 




Strand 




Start 


2572 




End 


2982 


Name 


OJ990519 


_21.9A20.C8.ol.gp 


Method 


AAT/GAP 


Start 


2572 




End 


2982 


GI 


5056147 




Score 


348 


Exons 


2572. .28 


15, 2954.. 2982 






GI Descrip. 


5231209/gb|AF159061 .1 IAF159061 


2.0e-68 


Oryza sativa subsp. 



indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A) gene, complete cds 



Seq. No. 30947 Seq. ID OJ990519_21 . 9A20 . C8 

Gene No. 64 04C Strand 

Start 2572 End 2982 

Name OJ990519_21 . 9A20 . C8 . o2 . gp Method AAT/GAP 



30911 




Start 


2572 End 


2980 




GI 


5056147 Score 


352 




Exons 


2572. .2815, 2954. .2980 






GI Descrip. 


5231209/gb|AF159061.1 IAF159061 2.0e-68 


Oryza sativa subsp. 




indica serine/threonine protein phosphatase PP2A-3 catalyt 




subunit (PP2A) gene, complete cds 






Seq. No. 


30947 : " Seq. ID 


OJ990519 21.9A20 


.C8 


Gene No. 


64049 Strand 






Start 


3328 End 


4022 




Name 


OJ990519 21.9A20.C8.o2.gs Method 


GENSCAN 




Start 


3328 End 


4022 




GI 


none Score 


.64 




Exons 


3328. .3506, 3768. .3946, 3952. .4022 






Seq. No. 


30947 Seq. ID 


OJ990519_21. 9A20 


.C8 


Gene No. 


64050 Strand 






Start 


10881 End 


12862 




Name 


OJ990519 21. 9A20.C8.o5.gs Method 


GENSCAN 




Start 


10881 End 


12862 




GI 


none Score 


.41 




Exons 


10881. .10991, 11123. .11222, 12801. .12862 




Seq. No. 


30947 Seq. ID 


OJ990519_21. 9A20 


.C8 


Gene No. 


64051 Strand 






Start 


14266 End 


18062 




Name 


OJ990519 21.9A20.C8.o3.tm Method 


TBLASTX: Maize 




Start 


6628 End 


7098 




GI 


none Score 


158 




Exons 


6628. .6702, 6781. .6873, 6782. .6904, 6784. .6837, 6824. .6877 




6878. .7045, 6908. .7063, 7078. .7098 






Seq. No. 


30947 Seq. ID 


OJ990519_21. 9A20 


.C8 


Gene No. 


64051 Strand 






Start 


14266 End 


18062 




Name 


OJ990519 21.9A20.C8.o3.ts Method 


TBLASTX: Soybean 




Start 


67 61 ■ End 


7066 




GI 


none Score 


148 




Exons 


6761. .6889, 6793. .6870, 6905. .7066 






Seq. No. 


30947 Seq. ID 


OJ990519__21. 9A20 


C8 


Gene No. 


64051 " ' ' Strand 






Start 


14266 End 


18062 




Name . 


OJ990519 21.9A20.C8..o3.tc Method 


TBLASTX: Cress 




Start 


6917 End 


7099 




GI 


none Score 


196 




Exons 


6917. .7099 






Seq. No. 


30947 Seq. ID 


OJ990519_21. 9A20. 


C8 


Gene No. 


64051 Strand 






Start 


14266 End 


18062 




Name 


OJ990519 21.9A20.C8.o6.gs Method 


GENSCAN 




Start 


14266 End 


18062 




GI 


none Score 


.86 




Exons 


14266. .14421, 14/9/. .15084, I^46^..iti7^b, 16117. .180 62 




Seq. No. 


30947 Seq. ID 


OJ990519_21. 9A20. 


C8 



30912 



# 



Gene No. 64051 Strand 

Start 14266 End 18062 

Name OJ990519_21 . 9A20 . C8 . o3 . gp Method AAT/GAP 

Start 14491 End 15662 

GI 13915_1.R1084 Score 1486 

Exons 14491. .15084, 15485.. 15662 

GI Descrip. ! 3176687 3.0e-67 (AC003671) Strong similarity to 

trehalose-6-phosphate synthase homolog from A. thaliana 
chromosome 4 contig gb_Z97344. ESTs gb_H37594 / gb_R65023, 
gb_H37578 and gb_R64855 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 30947 

Gene No. 64051 

Start 14266 

Name OJ990519_21.9A20.C8.o2. 

Start 14654 

GI none 

Exons 14654. .14686, 14773.. 14 
14810. .14962, 14822. .14 

Seq. No. 30947 
Gene No. 64051 
Start 14266 

Name OJ990519_21 . 9A20 . C8 . o4 . 

Start 14748 
GI none 

Exons 14748. .14798, 14749.. 14 

14810. .14953, 14837. .14 
14941. .15030 



Seq. ID OJ990519_21. 9A20.C8 
Strand 

End 18062 
tw Method TBLASTX: Wheat 

End 14993 

Score 37 
811, 14774. .14812, 14 806 14 97 9, 
992, 14868.. 14993 

Seq. ID OJ990519_21.9A20.C8 
Strand 

End 18062 
tm Method TBLASTX : Maize 

End 15030 

Score 65 
796, 14762. .14851, 14806 .. 14 952, 
953, 14918. .15028, 14 940 .. 1502 9, 



Seq. No. 30947 

Gene No. 64051 

Start 14266 

Name OJ990519_21 . 9A20 . C8 . o3 . np 

Start 14797 

GI 6553894 

Exons 14797. .15084, 15485 .. 15758 , 16117.. 18062 

GI Descrip. (AC012563) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519 21.9A20.C8 



18062 
AAT/NAP 
18062 
2450 



putative trehalose-6-phosphate synthase [Arabidopsis 



Seq. No. 30947 
Gene No. 64051 
Start 14266 - 

Name OJ990519_21 . 9A20 . C8 . ol . ts 

Start 14803 
GI none 
Exons 14803. 

15483. 

16114. 

16681. 



,14994, 14804. 

,15704, 15485. 

,16326, 16116. 

,17046, 16692. 



14944, 
15715, 
16691, 
17195 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14962 

15485 



OJ990519 21;9A20.C8 



18062 

TBLASTX: Soybean 
17195 
111 

15087, 14968 
15760, 15489 



16122. .16634, 16357, 



15021, 
15761, 
16698, 



Seq. No. 30947 Seq. ID 

Gene No. 64051 Strand 

Start 14266 hind 

Name OJ990519_21 . 9A20 . C8 . o2 . tc Method 

Start 14812 End 



OJ990519_21. 9A20.CE 
18062 

TBLASTX: Cress 
17711 



30913 



GI 

Exons 



none 



Score 



104 



14812. .14913, 15554. .15718, 16818 .. 17219, 1724 4 174 92 , 
17245. . 17412, 17640. .17711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30947 Seq. ID 

64051 Strand 

14266 End 

OJ990519_21 . 9A20 . C8 . ol . tm Method 

15036 End 

none Score 



OJ990519_21.9A20.C8 
18062 

TBLASTX: Maize 

16976 

83 



15036. .1508 6, 15036. .15101, 15037. .15087, 15485. .15736, 
15485. . 15760, 15489 .. 15761, 154 96 .. 15774 , 16112 .. 16693 , 
16114 .. 16704, 16116. .16703, 16686. . 16976, 16693. . 16974 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30947 
64051 
14266 

OJ990519_21 . 9A20 . C8 . o3 . tw 
15485 
none 

15485. . 15754, 15489 .. 15761, 16122. .16184 



Seq. ID OJ990519_21. 9A20.C8 
Strand 
End 

Method 
End 
Score 



18062 

TBLASTX: Wheat 
16184 
209 



OJ990519_21. 9A20.C8 

18062 
AAT/GAP 
16669 
1066 



30947 Seq. ID 

64051 Strand 
14266 End 
OJ99051 9_21 . 9A20 . C8 . o4 . gp Method 
16126 End 
4880934 Score 
16126. . 16669 

3176687 3.0e-67 (AC003671) Strong similarity to 
trehalose-6-phosphate synthase homolog from A. thaliana 
chromosome 4 contig gb_Z97344. ESTs gb_H37594, gb_R65023, 
gb_H37578 and gb_R64855 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene .No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30947 Seq. ID 

64051 Strand 

14266 End 

OJ990519_21. 9A20.C8.ol. tc Method 

16198 End 

none Score 



OJ990519_21.9A20.C8 
18062 

TBLASTX: Cress 

16778 

348 



16198.. .16701, 16200. .16700, 16695. .16778 



30947 
64051 
14266 

OJ990519_21. 9A20.C8 .ol.tw 
16425 
•none 

16425. . 16709, 16428 .. 16643, 
16701. .16745 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_21. 9A20.C8 
18062 

TBLASTX: Wheat 

16745 

161 



16582. .16710, 16697. .16735, 



Seq. No. 30947 

Gene No. 64051 

O-i . v> A- 1 a >~\ s~ /" 

U L.O.J- L. 

Name OJ990519_21 . 9A20 . C8 . o2 . tm 

Start 16995 



Seq. ID 

Strand 

hind 

Method 
End 



OJ990519_21 . 9A20 . C8 
18062 

TBLASTX: Maize 
17885 



30914 




GI 


none 


Score 


662 


Exons 


16995. .17570, 17017. .17601, 


17625 . . r 7E 


319. 17635 17859 




17637 . . 17885 




Seq. No. 


30947 


Seq. ID 


OJ990519_21. 9A20.C8 


Gene No. 


64051 


Strand 




Start 


14266 


End 


180.62 


Name 


OJ990519 21.9A20.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


17196 


End 


17570 


GI 


none 


Score 


200 


Exons 


17196. . 17507, 17197 .. 17 4 69, 


17514. .17570 


Seq. No. 


30948 


Seq. ID 


OJ990519_21. 9A20.C9 


Gene No. 


64052 


Strand 


+ 


Start 


10756 


End 


11008 


Name 


OJ990519 21. 9A20.C9.ol.gp 


Method 


AAT/GAP 


Start 


10756 ~ 


End 


11008 


GI 


2310968 


Score 


394 


Exons 


10756. . 11008 






Seq. No. 


30949 


Seq. ID 


OJ990519_21. 9A20.C10 


Gene No. 


64053 


Strand 




Start 


35 


End 


2184 


Name 


OJ990519 21 9A20 C10 ol ts 


Method 


TBLASTX :,Soybean 


Start 


10 " ~~ 


End 


1567 


GI 


none 


Score 


135 


Exons 


10. .333, 14. .340, 69 338- 


1205. .1567, 


1206. .1481, 1217. .1567 


Seq. No. 


30949 


Seq. ID 


OJ990519_21.9A20.C10 


Gene No. 


64053 


Strand 




Start 


35 


End 


2184 


Name 


OJ990519 21.9A20.C10.ol.np 


Method 


AAT/NAP 


Start 


35 


End 


2184 


GI 


729273 


Score 


1524 


Exons 


35. .331, 1217. .2184 






GI Descrip. 


CYPR04 PROTEIN gi | 322804 | pir || S28592 cypro4 protein - cardoon 




gi| 17959 | emb | CAA4 9354 | (X69672) cypro4 


[Cynara cardunculus] 


Seq. No. 


30949 


Seq. ID 


OJ990519_21.9A20.C10 


Gene No. 


64053 


Strand 




Start 


35 


End 


2184 


Name 


OJ9 90519 '21. 9A20.Cl"0.ol.gs- ' 


Method 


GENSCAN 


Start 


44 


End • 


2120 


GI 


none 


Score 


. 91 


Exons 


44. .331, 1217. .2120 






Seq. No. 


30949 


Seq. ID 


OJ990519_21.9A20.C10 


Gene No. 


64053 


Strand 




Start. 


35 


End 


,2184 


Name 


OJ990519 21.9A20.C10.ol.tc 


Method 


' TBLASTX : Cress 


Start 


50 


End 


317 


GI 


none 


Score 


71 


Exons 


50. .136, 51. .122, 131. .184, 


141. .191, 


176. .289, 195. .290, 




281. .316, 285. .317 






Seq. No. 


30949 


Seq. ID 


OJ990519_21. 9A20.C10 


Gene No. 


64053 


Strand 





30915 




Start 


35- 






End 


2184 


Name 


OJ990519 21 


.9A20.C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


56 ~~ 






End 


1295 


GI 


none 






Score 


318 


Exons 


56. . 340, 57 


..341, 1205. 


. 1294, 


1206. .1295 


Seq. No. 


30949 






Seq: ID 


0 J 9 9 0 5 1 9_2 1 . 9 A2 0 . C 1 0 


Gene No. 


64053 






Strand 


— 


Start 


35 






End 


2184 


Name 


OJ990519 21 


. 9A20.C10.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


89 ~ 






End 


241 


GI 


none 






Score 


175 


Exons 


89. .241, 90 


. .239, 104 . . 


241 






Seq. No. 


30949 






Seq. ID 


OJ990519_21. 9A20.C10 


Gene No. 


64053 






Strand 


— 


Start 


35 






End 


2184 


Name 


OJ990519 21 


. 9A20.C10.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


242 






End 


1518 


GI 


none 






Score 


65 


Exons 


242. .307, 243. .308, 243 


. .338, 


244 . .312 


, 298. .339, 299. .340, 




300. .341, 1205. .1513, 1206. .1484, 1207 


..1518, 1213. .1518 


Seq. No. 


'30949 






Seq. ID 


OJ990519_21.9A20.C10 


Gene No. 


64053 






Strand 


- 


Start 


35 






End 


2184 


Name 


OJ990519 21 


9A20 C10 ol 




Method 


AAT/GAP 


Start 


430 






End 


680 


GI 


2797338 






Score 


414 


Exons 


430. . 680 










Seq. No. 


30949 






Seq. ID 


OJ990519_21 . 9A20 . C10 


Gene No. 


64053 






Strand 




Start 


35 






End 


2184 


Name 


OJ990519 21 


. 9A20.C10.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1296 






End 


1857 


GI 


none 






Score 


297 


Exons 


1296. . 1484, 


1296. . 1724, 


1297. 


.1857, 1298.. 1852 


Seq. No. 


30949 






Seq. ID 


OJ990519_21.9A20.C10 


Gene No. 


64053 






Strand 




Start 


' 35 






End . 


2184 


Name 


OJ990519 21 


9A20.C10.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1670 






End 


2020 


GI 


none 






Score 


63 


Exons 


1670. .1927, 


1672. . 1752, 


1698. 


.1928, 1958. .2020 


Seq. No. 


30949 






Seq. ID 


OJ990519_21. 9A20.C10 


Gene No. 


64053 






Strand 




Start 


35 






End 


2184 


Name 


OJ990519 21. 


9A20.C10.o3 


tm 


Method 


TBLASTX: Maize 


Start 


1862 






End 


2101 


GI 


none 






Score 


77 


Exons 


1862. .1945, 


1865. .1948, 


1866. 


1949, 1904. .2080, 1944. .2081, 




1947. .2081, 


194 9. .2101 








Seq. No. 


.30950 






Seq. ID 


OJ990519_21 . 9A20 .Cll 



30916 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ■ 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip, 



•64054 
2342 

OJ990519_21 . 9A20 . Cll . o2 . gs 

2342 

none 

2342.. 2430, 2912. .3000, 3195. 



Strand 
End 

Method 

End 

Score 



+ 

12900 
GENSCAN 
12711 
.48 



,3247, 3556. .3795, 4189. .4454, 



7560. .7726, 8372. .8382, 9097. .9257, 9557. .9675, 9714. .9780, 
10335. . 10486, 10550 10833, ' 1 1702 .. 11925, 12600. .12711 



30950 Seq. ID 

64054 Strand 
2342 1 End 
OJ990519_21 . 9A20 . Cll . o2 . np Method 
2342 End 
3281869 Score 
2342. .2430, 2912. .3000, 4223. .4454, 4725. .4869 
(AL031004) RSZp22 splicing factor- [Arabidopsis thaliana] 
gi|3435094|gb|AAD12769.1| (AF033586) 9G8-like SR protein 
[Arabidopsis thaliana] 



OJ990519_21.9A20.C11 
+ 

12900 
AAT/NAP 
4869 
419 



30950 
64054 
2342 

OJ990519_21.9A20.Cll.ol.gp 
2904 

7792_1.R1084 

2904. .3000, 4223. .4454, 4725. 



Seq. ID OJ990519__21. 9A20.C11 

Strand + 

End 12900 

Method AAT/GAP 

End 5203 

Score 1191 
.4835, 4940. .5203 



f 4572'679/gb|AAD23894. 1 |AC006954_15 2.0e-10 (AC006954) RSZp22 
splicing factor; contains RNA recognition motif [Arabidopsis 
thaliana] 1 



Seq. No. 30950 Seq. ID 

Gene No. 64054 Strand 

Start 2342 End 

Name OJ990519_21 . 9A20 . Cll . o2 . gp Method 

Start 9544 End 

GI none '* Score 

Exons 9544.. 9721 



OJ990519_21.9A20.C11 
+ 

12900 
AAT/GAP 
9721 
323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 



30950 Seq. ID OJ99051 9_21 . 9A20 .Cll 

64054 Strand + 

2342 - . End' 12900 

OJ990519_21 . 9A20 . Cll . o3 . np Method AAT/NAP 

10366 • End 12900 

4572671 Score 950 

10366. .10833, 
12796. .12900 

(AC006954) putative cyclic nucleotide-regulated ion channel 
protein [Arabidopsis thaliana] . 



11702. . 11914, 12064. .12350, 12600 .. 12711 , 



30950 
64055 
1 

OJ990519_21 . 9A20 . Cll . ol . np 

T 
J. 

2190419 
1. .420 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_21.9A20.C11 

1383 
AAT/NAP 

178 



30917 



GI Descrip. (Y13632) dem [Lycopersicon esculentum] 



Seq. No. 30950 

Gene No. 64055 

Start 1 

Name OJ99051 9_21 . 9A20 . Cll . ol . gs 

Start 95 

GI none 

Exons 95. . 463, 801. .884, 1142. .1383 



Seq. ID OJ990519_21.9A20.C11 
Strand 

End 1383 

Method GENSCAN 

End 1383 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30950 Seq. ID 

64055 Strand 

1 End 

OJ990519_21. 9A20.Cll.o3.tm Method 

127 End 

none Score 



OJ990519_21. 9A20.C11 
1383 

TBLASTX: Maize 

531 

183 



127. .336, 137. .316, 400. .483, 404. .433, 472. .531 



Seq. No. 30950 
Gene No. 64056 
Start 2283 

Name OJ990519_21 . 9A20 . Cll . o5 . tm 

Start 2283 
GI none 
Exons 2283. .2429., 

4207. .4335, 

4394. .4456, 

4941. .5021, 

5130. .5192 



2330. .2428, 2881. 
4208. .4324, 4216. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519 21.9A20.C11 



5192 

TBLASTX: Maize 
5192 
151 

3006, 2894.. 3001, 2910.. 3002, 
4347, 4221. .4346, 4227. .4385, 



4400. .4438, 4727. .4828, 4736. .4804, 4900. .4980, 
5030. .5125, 5031. .5105, 5112. .5165, 5119. .5178, 



Seq. No. 


30950 






Gene No. 


64057 






Start 


10425 






Name 


OJ990519 21.9A20.C11 


. ol . tm 


Start 


10425 






GI 


none 






Exons 


10425. 


.10490, 10426. 


.10488, 




10531. 


.10836, 10535. 


.10831, 




11698. 


.11751, 11699. 


. 11752 


Seq. No. 


30950 






Gene No. 


64057 






Start 


10425 






Name 


* OJ990519 21.9A20.C11 


.ol. ts ■ 


Start 


10452 






GI 


none 






Exons 


10452. 


.10703, 10453. 


.10701 


Seq. No. 


30 95-p 






Gene No. 


64057 






Start 


10425 






Name 


OJ990519 21.9A20.C11 


ol.tc 


Start 


10468 






GI 


none 






Exons 


10468 . 


.i0b/b, 10471. 


10605, 




10726. 


.10836, 10728. 


10832, 




12064 . 


.12132, 12229.. 


12333, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10530. .10583, 
10601. .10867, 



OJ990519 21.9A20.C11 



12900 

TBLASTX: Maize 
11752 
76 

10530. .10583, 
10611. . 10832, 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519__21.9A20.C11 
12900 

TBLASTX : Soybean 

10703 

270 



OJ990519_21. 9A20.C11 
12900 

TBLASTX: Cress 

12746 

117 



12348, 12598, 



,10719, 
,11919, 
12711, 



30918 




12618. . 12746 



Seq. No. 


30950 






Seq. ID 


OJ990519_21.9A20 


.Cll 


Gene No. 


64057 






Strand 






Start 


10425 






End 


12900 




Name 


OJ990519 21.9A20.C11. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


11699 






End 


12138 




GI 


none 






Score 


218 




Exons 


11699. . 


11914, 11707.. 


11910, 


11756. .11914, 12067.. 12138 




Seq. No. 


30950 






Seq. ID 


OJ990519_21.9A20 


.Cll 


Gene No. 


64057 






Strand 






Start 


10425 






End 


12900 




Name 


OJ990519 21.9A20.C11. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


11753 






End 


11917 




GI 


none 






Score 


65 




Exons 


11753. . 


11917, 11754.. 


11801, 


11783. . 11917 




Seq. No. 


30950 






Seq. ID 


OJ990519_21.9A20 


Cll 


Gene No. 


64057 






Strand 






Start 


10425 






End 


12900 




Name 


OJ990519 21.9A20.C11. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12064 






End 


12900 




GI 


none 






Score 


100 




Exons 


12064 . . 


12129, 12110.. 


12190, 


12124 .. 12249, 12238 .. 12348, 






12240. . 


12350, 12243.. 


12353, 


12598. .12729, 12599 .. 12703, 






12606. . 


12707, 12794.. 


12895, 


12794 . .12£ 


95, 12804. .12899, 






12805. . 


12900 










Seq. No. 


30951 






Seq. ID 


OJ990519_21.9A20. 


C12 


Gene No. 


64058 






Strand 


+ 




Start 


518 






End 


2275 




Name 


OJ990519 21.9A20.C12. 


ol . np 


Method 


AAT/NAP 




Start 


518 






End 


2275 




GI 


4572671 






Score 


711 




Exons 


518. .1063, 2253. .2275 











GI Descrip. (AC006954) putative cyclic nucleotide-regulated ion channel 



protein [Arabidopsis thaliana] 



Seq. No. 


30951 




Seq. ID 


OJ990519_ 


_21 


. 9A20 


.C12 


Gene No. 


64059 




Strand 


+ 








Start 


2222 




End 


6748 








Name 


OJ990519 21 


. 9A20.C12.o2.gs 


Method 


GENSCAN 








Start 


2222 




End 


3794 








GI 


none 




Score 


.44 








Exons 


2222. .2323, 


2350. .2610, 3170. 


.3366, 3671.. 3794 








Seq. No. 


30951 




Seq. ID 


OJ990519_ 


_21 


. 9A20 


C12 


Gene No. 


64059 




Strand 


+ 








Start 


2222 




End 


6748 








Name 


OJ990519 21 


. 9A20.C12.o2.np 


Method 


AAT/NAP 








Start 


3175 




End 


4738 








GI 


4680186 




Score 


191 








Exons 


3175. .3410, 


4708. .4738 












T r-\ — 


(AFI11709) 


unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


30951 




Seq. ID 


OJ990519_ 


21 


. 9A20, 


C12 



30919 




Gene No. 


64059 




Strand 


+ 


btart 


o o o o 




End 


6748 


Name 


OJ990519 21.9A20.C12.o3 


.np 


Method 


AAT/NAP 


Start 


4549 




End 


6748 


GI 


6069653 




Score 


1219 


Exons 


4549. .4616, 5139. .6113, 


6139. 


.6748 




GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


30951 




Seq. ID 


OJ990519_21.9A20.C12 


Gene No. 


64060 




Strand 




Start 


1256 




End 


1679 


Name 


OJ990519 21.9A20.C12.ol. 


gp 


Method 


AAT/GAP 


Start 


1256 




End 


1679 


GI 


37999 1.R1084 




Score 


786 


Exons 


1256. .1679 








GI Descrip. 


1 5852170/embl AL1172 65. 1 


OST17804 2.0e- 


10 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 


Seq. No. 


30951 




Seq. ID 


OJ990519_21.9A20.C12 


Gene No. 


64061 




Strand 




Start 


4721 




End 


6573 


Name 


OJ990519 21 . 9A20 . C12 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


523 




End 


1032 


GI 


none 




Score 


614 


Exons 


523 . . 1032, 531 . . 1028 








Seq. No. 


30951 




Seq. ID 


OJ990519_21.9A20.C12 


Gene No. 


64061 




Strand 




Start 


4721 




End 


6573 


Name 


OJ990519_21 . 9A20 . C12 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


529 




End 


1191 


GI 


' none 




Score 


768 


Exons 


529. .1032, 531. .878, 532 


. .915 


, 866. .988, 918. .1028, 1144. .1191 


Seq. No. 


30951 




Seq. ID' 


OJ990519_21.9A20.C12 


Gene No. 


64061 




Strand 




Start 


4721 




End 


6573 


Name 


OJ990519 21.9A20.C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


529 




End 


729 


GI 


none 




Score 


232 


Exons 


529. .729, 531. .716 








Seq. No. 


3*0951 




Seq. ID 


OJ990519_21.9A20.C12 


Gene No. 


64061- 




Strand 




Start 


4721 




End 


6573 


Name 


OJ990519 21.9A20.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


560 




End 


1191 


GI 


none 




Score 


137 


Exons 


560. .817, 561. .1121, 562 


..1119, 1138.. 


1191 


Seq. No. 


30951 




Seq. ID 


OJ990519_21.9A20.C12 


Gene No. 


64061 




Strand 




Start 


4721 




End 


6573 


Name 


OJ990519 21.9A20.C12.o3. 


gs 


Method 


GENSCAN 


Start 


4721 


End 


6573 


GI 


none 




Score 


.58 


Exons 


4721.. 4792, 5319.. 5810, 


6153. 


.6227, 6304. .6407, 6498. .6573 



30920 




Seq. No. 


30952 




Seq. ID 


OJ990519_21.9A20.C13 


Gene No. 


64062 




Strand 


+ 


Start 


613 




End 


675 


Name 


OJ990519 21.9A20.C13.o2 




Method 


AAT/GAP 


Start 


613 




End 


675 


GI 


LIB34 32-007-P1-K1-E2 




Score 


103 


Exons 


613. .675 








GI Descrip. 


M4 68813/emb|CAB38214 | 


2.0e- 


10 (AL035601) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


30952 




Seq. ID 


OJ990519_21 . 9A20 . C13 


Gene No. 


64063 




Strand 




Start 


1 




End 


1475 


Name 


OJ990519 21.9A20.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


472 


GI 


4714679 




Score 


722 


Exons 


1. .472 








GI Descrip. 


5852170/emb|AL117265. 1 IOST17 


804 2.0e-10 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


- BAC clone:tl7804 


Seq. No. 


30952 




Seq. ID 


OJ990519 21 9A?0 Ci^ 


Gene No. 


64063 




Strand 




Start 


1 




End 


1475 


Name 


OJ990519 21.9A20,C13.ol 


.gs 


Method 


GENSCAN " 


Start 


8 




End 


456 


GI 


none 




Score 


.49 


Exons 


8. .214, 411. .456 








Seq. No. 


30952 




Seq. ID 


OJ990519_21.9A20.C13 


Gene No. 


64063 




Strand 




Start 


1 




End 


1475 


Name 


OJ990519 21.9A20.C13.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


340 




End 


672 


GI 


none 




Score 


72 


Exons 


340. .672, 346. .594 








Seq. No. 


30952 




Seq. ID 


OJ990519_21.9A20.C13 


Gene No. 


64063 




Strand 




Start 


1 




End 


1475 


Name 


OJ990519 21. 9A20.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4 03 




End 


874 ' • " • 


GI 


none 




Score 


71 


Exons 


403. .489, 407. .484, 502, 


. .840, 


, 725. .841, 


818. .874 


Seq. No. 


30952 




Seq. ID 


OJ990519_21 . 9A20 . C13 


Gene No. 


64063 




Strand 




Start 


1 




End 


1475 


Name 


OJ990519 21. 9A20.C13.ol, 


,tw 


Method 


TBLASTX: Wheat 


Start 


772 




End 


1325 


GI 


none 




Score 


76 


Exons 


772. .807, 917. .955, 962. 


..1042, 997. .1116, 1020. .1178, 1020.. 


Seq. No. 


30952 




Seq. ID 


OJ990519_21 . 9A20 . CI 3 


Gene No . 


64063 




Strand 




Start 


1 




End 


1475 


Name 


OJ990519_21.9A20.C13.ol. 


.ts - 


Method 


TBLASTX: Soybean 



30921 




Start 


947 


End 


1475 


GI 


none 


Score 


59 


Exons 


947.. 1042, 1020.. 1133, 1122.. 


1475, 1150. .1239, 1318. .1359, 




1417. .1464 






Seq. No. 


30952 


Seq. ID 


OJ990519_21.9A20.C13 


Gene No. 


64063 


Strand 




Start 


1 


End 


1475 


Name 


OJ990519 21.9A20.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


1063 


End 


1380 


GI 


none 


Score 


102 


Exons 


1063. .1242, 1077. .1379, 1101. 


.1346, 1303.. 1380 


Seq. No. 


30953 


Seq. ID 


OJ990519_21 . 9A20.C14 


Gene No. 


64064 


Strand 


+ 


Start 


185 


End 


454 


Name 


OJ990519 21.9A20.C14.ol.gs 


Method 


GENSCAN 


Start 


185 


End 


454 


GI 


none 


Score 


. 82 


Exons 


185. .329, 404. .454 






Seq. No. 


30954 


Seq. ID 


OJ990519 25.9A03.C2 


Gene No. 


64065 


Strand 


+ 


Start 


1411 


End 


2242 


Name 


OJ990519 25.9A03.C2.ol.gs 


Method 


GENSCAN' ' 


Start 


1411 . 


End 


2242 


GI 


none 


Score 


. 63 


Exons 


1411. .1434, 2034. .2242 






Seq. No. 


30955 


Seq. ID 


OJ990519_25.9A03.C3 


Gene No. 


64066 


Strand 


+ 


Start 


1 


End 


4853 


Name 


OJ990519 25.9A03.C3.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


4853 


GI 


LIB3477-003-P1-K1-E9 


Score 


125 


Exons 


1..24, 2703. .2743, 4789. .4853 






GI Descrip. 


f 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


30955 


Seq. ID 


OJ990519_25. 9A03.C3 


Gene No. 


64067 


Strand 




Start 


27 . 


End 


2325 


Name 


OJ990519 25.9A03.C3.ol.gs 


Method 


GENSCAN 


Start 


27 


End 


2325 


GI 


none 


Score 


. 92 


Exons 


27. .401, 1115. .1650, 1761. .2325 




Seq. No. 


30955 


Seq. ID 


OJ990519_25. 9A03.C3 


Gene No. 


64067 


Strand 




Start 


27 


End 


2325 


Name 


OJ990519 25. 9A03 . C3 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1193 


End 


1631 


GI 


none 


Score 


95 


17 ~ 


1193. .1309, 1196. .1312, 1319.. 


144/, 132^. .1450, 1505. .1627, 



1506. .1631 



30922 




Seq. No. 


30956 


Seq. ID 


OJ990519_ 


_25.9A03 


.C4 


Gene No. 


64068 


Strand 


+ 






Start 


6986 


End 


8791 






Name 


OJ990519 25.9A03.C4.o2.gs 


Method 


GENSCAN 






Start 


6986 ~~ 


End 


8791 






GI 


none 


Score 


. 74 






Exons 


6986. .8791 










Seq. No. 


30956 


Seq. ID 


OJ990519 


25. 9A03 


,C4 


Gene No . 


64069 


Strand 


+ 






Start 


9756 


End 


15056 






Name 


OJ990519 25. 9A03. C4 .o3.gs 


Method 


GENSCAN 






Start 


9756 


End 


14855 






GI 


none 


Score 


.6 






Exons 


9756. . 10255, 10550. .10660, 


10838. . 10947, 11130. 


.11217, 






11732.. 118 11, 12 485. . 12 58 7, 


12684. .12840, 12961 


. . 13089, 






14120. .14206, 14368. .14412, 


14694. .14855 






Seq. No. 


30956 


Seq. ID 


OJ990519_ 


_25. 9A03 


C4 


Gene No. 


64069 


Strand 


+ 






Start 


9756 


End 


15056 






Name 


OJ990519 25 . 9A03 ,C4 . ol . gp 


Method 


AAT/GAP 






Start 


11116 ~ 


End 


11838 






GI 


none 


Score 


279 






Exons 


11116. .11217, 11732. .11838 










Seq. No. 


30956 


Seq. ID 


OJ990519_ 


25 9A03 


C4 


Gene No. 


■ 64069 


Strand 


+ 






Start 


9756 


End 


15056 






Name 


OJ990519 25. 9A03.C4 .o2.gp 


Method 


AAT/GAP 






Start 


12982 


End 


15056 






GI 


LIB3431-055-P1-N1-D7 


Score 


1130 






Exons 


12982. .13089, 14120. .14206, 


14368. .14412, 14694. 


. 15056 




GI Descrip. 


1 38 61104/emb|CAA15004 | 3. Oe 


-21 (AJ235272) HEMOLYSIN (tlyA) 




[Rickettsia prowazekii] 1 










Seq, No. 


30956 


Seq. ID 


OJ990519_ 


_25. 9A03. 


C4 


Gene No. 


64070 


Strand 


+ ... 






Start 


184'5'3 ' 


End 


20520 






Name 


OJ990519 25. 9A03.C4 .o5.gs 


Method 


GENSCAN 






Start 


18453 ~ 


End 


20520 






GI ' ' 


none 


Score 


.55 ' 






Exons 


18 4 53. . 184 96, 18 67 6. . 1907 2, 


19364. .19532,. 20354. 


.20520 




Seq. No. 


30956 


Seq. ID 


OJ990519_ 


25. 9A03. 


C4 


Gene No. 


64071 


Strand 


+ 






Start 


27070 


End 


28075 






Name 


OJ990519 25. 9A03..C4 .o6.gs 


Method 


GENSCAN 






Start 


27070 " 


End 


28075 






GI 


none 


Score 


.69 " 






Exons 


27070. .27156, 28058. .28075 










Seq. No. 


30956 


Seq. ID 


OJ990519_ 


25.9A03. 


C4 


Gene No. 


64072 


Strand 








Start 


565 


End 


967 






Name 


OJ990519 25. 9A03.C4 .ol.gs 


Method 


GENSCAN 






Start 


565 


End 


967 







30923 




GI 


none 






Score 


A 6 




Kxnn s 

i-J x-/ 1 X O 


565. . 


967 










Sea No 

kj x^ * Ll x*/ • 


30956 






Seq. ID 


OJ990519_25. 9A03 


CA 


CJpne No 

\J 1 1 w l-N X^ i 


64073 






Strand 






Start 


16531 






End 


19093 




Name 


. OJ990519 25. 9A03.C4 


. o2.tc 


Method 


TBLASTX: Cress 




Start 


11730 






End 


13097 




GI 


none 






Score 


117 




Exons 


11730 


..11813, 12465 


. 12587 , 


124 68. .12 608, 12478. . 12588, 






12490 


..12615, 12682 


1284 6, 


12735. . 12* 


303, 12743. . 12841, 






12957 


..13097, 12958 


13080 








Sea No 


30956 






Seq. ID 


OJ990519_25.9A03 




Gene No. 


64073 






Strand 






Start 


16531 






End 


19093 




Name 


OJ990519 25.9A03.C4 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


11730 






End 


12774 




GI 


none 






Score 


121 




Ex on s 


11730 


..11813, 11732 


.11812, 


12478. .12588, 12483. .12587, 






12682 


..12774 










Sea No 


30956 






Seq. ID 


OJ990519_25. 9A03 


r*A 




64073 






Strand 






Start 


16531 






End 


19093 




Name 


OJ990519 25.9A03.C4 


o2. tm 


Method 


TBLASTX : Mai ze 




Start 


12742 






End 


14418 




GI 


none 






Score 


184 




R von s 


12742 


.12846, 12743 


. J. tJ H _L , 


12940. .13089, 12958. .13092, 






12960 


.13091, 14104 


1 4 1 7R 

. ill / o , 


14120. .14209, 14120. .14221, 






14364 


.14414, 14365 


.14 418, 


14365. .14415 




Seq. No. 


30956 






Seq. ID 


OJ990519_25. 9A03. 


C4 


Gene No. 


64073 






Strand 






Start 


16531 






End 


19093 




Name 


OJ990519 25.9A03.C4. 


o 3 * tm 


Method 


TBLASTX: Maize 




Start 


14700 






End 


14842 




GI 


none 






Score 


230 




Exons 


14700. 


.14837, 14700. 


.14819, 


14702. .148 


39, 14702. .14842 




Seq. No. 


30956 






Seq. ID 


OJ990519_25.9A03. 


C A 


Gene No . 


64073 






Strand 






Start ' 


16531 






End' 


19093 




Name 


OJ990519 25.9A03.C4. 


o3 . gp 


Method 


AAT/GAP 




Start 


16264 






End 


19093 




GI 


331 1. 


R1084 




Score 


3277 




J— l *\ \S 11 J 


16264. 


.17187, 17300. 


.17670, 


17757. .17 991, 18884. .19093 




GI Descrip. 


, 1136122/emb|CAA62917 | 0 . Oe 


+00 (X91807) alfa-tubulin [Oryza 




sativa] 1 










Seq. No. 


30956 






Seq. ID 


OJ990519_25.9A03. 


C4 


Gene No. 


64073 






Strand 






Start 


16531 






End 


19093 




Name 


OJ990519 25.9A03.C4. 


ol . tw 


Method 


TBLASTX: Wheat 




S cart 


16450 






End 


17160 




GI 


none 






Score 


45 




Exons 


16450. 


.16485, 16453. 


.16485, 


16570. .16914, 16591. . 17157, 





30924 






16664. 


.17158, 16987 


. .17160 










Seq. No. 


30956 






Seq. ID 


OJ990519 


_25.9A03 


.C4 


Gene No. 


64073 






Strand 








Start 


16531 






End 


19093 






Name 


OJ9905 


19_25.9A03.C4 


. o4 . gs 


Method 


GENSCAN 






Start 


16531 






End 


17979 






GI 


none 






Score 


.96 






Exons 


16531. 


.17187, 17300 


. .17670, 


17757. . 17979 






Seq. No. 


30956 






Seq. ID 


OJ990519 


_25. 9A03 


.C4 


Gene No. 


64073 






Strand 








Start 


16531 






End 


19093 






Name 


OJ9905 


19_25.9A03.C4 


. ol . np 


Method 


AAT/NAP 






Start 


16534 






End 


18976 






GI 


1136122 




Score 


2269 






Exons 


16534. 


.17187, 17300 


. .17670, 


17757. .17991, 18884 


. . 18976 




GI Descrip. 


(X91807) alfa-tubulin [Oryza sativa] 








Seq. No. 


30956 






Seq. ID 


OJ990519 


_25. 9A03 


.C4 


Gene No. 


64073 






Strand 








Start 


16531 






End 


19093 






Name 


OJ990519 25.9A03.C4 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


16573 






End 


18986 






GI 


none 






Score 


248 






Exons 


16573. 


.16911, 16591 


. 17205, 


16664. .17191, 17294 


. . 17674, 






17304. 


.17525, 17309 


. 17671, 


17577. .17672, 17758 


. . 17997, 






17759. 


.17992, 17759, 


. 17998, 


17788. .17994, 18884 


. . 18976, 






18884 . 


.18985, 18888, 


.18986 










Seq. No. 


30956 






Seq. ID 


OJ990519 


25. 9A03 


C4 


Gene No. 


64073 






Strand 








Start 


16531 






End 


19093 






Name 


OJ990519 25.9A03.C4. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


16573 






End 


18958 




GI 


none 






Score 


204 






Exons 


16573. 


.16893, 16591. 


.16914, 


16664 . . 1691 


5, 16897 


. . 16956, 






16898. 


.16954, 16954. 


.17145, 


16958. . 1714 


6, 17143 


. . 17205, 






17144. 


.17206, 17294. 


. 17677, 


17299. .1765 


8, 17773 


. . 17826, 






17774. 


.17827, 17824. 


.17925, 


17825. .1792 


0, 17937 


. . 17957, 






17953. 


.17991, 17954. 


.17992, 


18888. .1890 


8, 18908 


. . 18958, 






18909. 


.18956 












Seq'. No. 


30956 






Seq. ID 


OJ990519_ 


_25.9A03. 


C4 


Gene No. 


64073 






Strand 








Start 


16531 






End 


19093 






Name 


OJ9905 


19_25.9A03.C4. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


16582 






End 


18988 






GI 


• none 






Score 


191 , 






Exons 


16582. 


.16917, 16591. 


17076, 


16664. .17077, 16987 


. . 17082, 






17077. 


.17205, 17078^ 


.17206, 


17294. .17674, 17298 


. . 17525, 






17300. 


.17671, 17756. 


. 17992, 


17758. .17997, 17788 


. . 17997, 






18884. 


.18976, 18884. 


. 18988, 


18888. . 18977 






C M _ 

kJ . L\W . 


30956 






Seq. ID 


OJ990519_ 


_25.9A03. 


C4 


Gene No. 


64073 






Strand 








Start 


16531 






End 


19093 







30925 




Name 


OJ990519 25.9A03.C4 


. o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


17162 




End 


17479 






GI 


none 




Score 


41 






Exons 


17162. . 17206, 17294 


. . 17479, 


17299. . 17472, 17300 


. . 17473 




Seq. No. 


30956 




Seq. ID 


. OJ990519 


25 . 9A03 


. C4 


Gene No. 


64073 




Strand 








Start 


16531 




End 


19093 






Name 


OJ990519 25.9A03.C4 


.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


17480 




End 


19073 






GI 


none 




Score 


48 






Exons 


17480. . 17512, 17481 


. . 17513, 


17495. .17671, 17508 


. . 17669, 






17756. . 17992, 17758 


. . 17997, 


17788. .17997, 18884 


. . 18976, 






18884 . . 18982, 18888 


. . 18983, 


19044. .19073 






Seq. No. 


30957 




Seq. ID 


OJ990519 


_25. 9A03 


.C5 


Gene No. 


64074 




Strand 


+ 






Start 


1825 




End 


2394 






Name 


OJ990519 25.9A03.C5 


. ol . gs 


Method 


GENSCAN 






Start 


1825 




End 


2394 






GI 


none 




Score 


.95 






Exons 


1825. .2117, 2278. .2394 










Seq. No. 


30957 




Seq. ID 


OJ990519 


25 9 AO 3 


. C5 


Gene No. 


64075 




Strand 


+ 






Start 


8386 




End 


9872 






Name 


OJ990519 25.9A03.C5 


. ol . np 


Method 


AAT /NAP 






Start 


8386 




End 


9872 






GI 


5852093 




Score 


83 






Exons 


8386. .8412, 9766. . 9872 










GI Descrip. 


(AL117264) zwhl6. 1 


[Oryza sativa] 








Seq. No. 


30957 




Seq. ID 


OJ990519_ 


_25. 9A03. 


.C5 


Gene No. 


64076 




Strand 


+ 






Start 


10335 




End 


11156 






Name 


OJ990519 25.9A03.C5 


.ol.gp 


Method 


AAT /GAP 






Start 


10335 




End 


11156 






GI 


none 




Score 


1137 






Exons 


10335. . 10624, 10822, 


. .11156 










Seq. No. 


30957 




Seq. ID 


OJ990519_ 


_25.9A03. 


■ C5 


Gene No. 


64077 ' 




Strand 








Start ' 


'2888. 




End 


4244 






Name 


OJ990519 25.9A03.C5, 


. o2 . gs 


Method 


GENSCAN- . 






Start 


2888 




End 


4244 






GI 


none 




Score 


.76 






Exons 


2888. .3474, 3576. .3614, 4043 


. .4244 








Seq. No. 


30957 




Seq. ID 


OJ990519_ 


_25.9A03. 


C5 


Gene No. 


64078 




Strand 








Start 


5955 




End 


11288 






Name 


OJ990519 25.9A03.C5. 


. o3 . gs 


Method 


GENSCAN 






Start 


5955 




End 


11288 






GI 


none 




Score 


.51 






Exons 


5955. . 6075, 10338 10369, 11023. . 11083, 


11157. .11288 




Seq. No. 


30957 




Seq. ID 


OJ990519_ 


_25.9A03. 


C5 



30926 



Gene No. 


64079 




Strand 




Start 


14625 




End 


18209 


Name 


OJ990519 25.9A03.C5 


. o2 . gp 


Method 


AAT/GAP 


Start 


14181 




End 


16849 


GI 


1171 1.R1084 




Score 


3094 


Exons 


14181. .15419, 16499 


. .16849 






GI Descrip. 


'3212865 1.0e-146 (AC004005) unknown protein [Arabidops 




. thaliana] 1 








Seq. No. 


30957 




Seq. ID 


OJ990519_25. 9A03 


Gene No. 


64079 




Strand 




Start 


14625 




End 


18209 


Name 


OJ990519 25.9A03.C5 


. o2 . np 


Method 


AAT/NAP 


Start 


14610 




End 


17637 


GI 


3212865 




Score 


1758 


Exons 


14610. .15419, 16499 


. .16931, 


17080. . 17423, 17484. .17637 


GI Descrip. 


(AC004005) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


30957 




Seq. ID 


vU Z> y \J -~J -L HP *J m ZP r\\J «_) 


Gene No. 


64079 




Strand 




Start 


14625 




End 


18209 


Name 


OJ990519 25.9A03.C5 


o3 . ts 


Method 


TBLASTX: Soybean 


Start 


14616 




. End 


14882 


GI 


none 




Score 


228 


Exons 


;;14616. .14882, 14632 


.14880 






Seq. No. 


30957 




Seq. ID 


OJ990519_25.9A03 


Gene No . T , . 


64079 




Strand 




Start 


14 625 




End 


18209 


Name 


OJ990519 25.9A03.C5 


o4 . gs 


Method 


GENSCAN 


Start 


14625 




End 


18209 


GI 


none 




Score 


.81 


Exons 


14625. .15419, 16499 


.16931, 


17080. . 173 


53, 17371. .17522, 




17560. .17668, 18024. 


. 18209 






Seq. No. 


30957 




Seq. ID 


OJ990519_25.'9A03 


Gene No. 


64079 




Strand 




Start 


14625 




End 


18209 


Name 


OJ990519 25. 9A03.C5. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


14698 




End 


14946 .. 


GI 


none 




Score 


179 


Exons 


14698. . 14946, 14709. 


.14945 






Seq. No. 


30957 




Seq. ID 


OJ990519_25. 9A03 


Gene No . 


64079 




Strand 




Start 


14625 




End 


18209 


Name 


OJ990519 25.9A03.C5. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


14766 




End 


17312 


GI 


none 




Score 


411 


Exons 


14766. . 15419, 14767. 


.15123, 


14769. .15425, 15074 .. 154 30, 




15212. . 15424, 16473. 


.16565, 


16496. . 16567, 16503 .. 1 6568 , 




17271. .17312 








Seq. No. 


30957 




Seq. ID 


OJ990519_25.9A03 


Gene No . 


64079 




Strand 




Start 


14625 




End 


18209 


Name 


OJ990519__25.9A03.C5. 


ol.ts 


Method 


TBLASTX: Soybean 



30927 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14886 
none 

14886. .15083, 14 896 .. 15084 , 
15187. .15420, 16496. .16702, 

30957 
64079 
14625 

OJ990519_25 . 9A03 .C5.ol.tw 

15165 

none 

15165. .15425, 1518 1 .. 15429, 
164 96. .16657, 164 99 .. 16651, 



End 16703 

Score 131 
15075. .15419, 15181. . 15420, 
16503. .16703 ■ 

Seq. ID OJ990519__25. 9A03.C5 
Strand 

End 18209 

Method TBLASTX : Wheat 

End 16657 

Score 321 
15184. .15300, 15213. . 15419, 
16503. .16652 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30957 
64079 
14625 

OJ990519_25.9A03.C5.o2.tc 
15187 
none 

15187. .15420, 15213. . 15425, 15213. .15419 



Seq. ID OJ990519__25. 9A03.C5 
Strand 

18209 

TBLASTX: Cress 
15425 
228 



End 

Method 

End 

Score 



30957 
64079 
14625 

OJ990519__25 . 9A03 .C5.ol.tc 

16496 

none 

16496. .16933, 16503. .16934 



Seq. ID OJ990519_25. 9A03.C5 
Strand 

End 18209 

Method TBLASTX: Cress 

End 16934 

Score 394 



30957 
64079 
14625 

OJ990519_25 . 9A03 . C5 . o2 . tm 
16569 
none 

16569. .16931, 16569 .. 16916,, 16573 .. 16917 , 16604. .16930 



Seq. ID OJ990519_25. 9A03.C5 
Strand 

18209 

TBLASTX: Maize 
16931 
547 



End 

Method 

End 

Score 



30957 
64079 
14625 

OJ990519_25. 9A03.C5.o2. ts 

16704 

none 

16704. .16937, 1670 6 .. 16942 , 

30957 
64079 
14625 

OJ990519_25 . 9A03 . C5 . o4 . ts 

17211 

none 

17211. .17 414, 17257. .17385 



Seq. ID OJ990519_25. 9A03.C5 
Strand 

End 18209 

Method TBLASTX: Soybean 

End 16942 

Score 215 
16706. .16936, 16813. .16938 

Seq. ID OJ990519_25. 9A03.C5 
Strand 

End 18209 

Method TBLASTX : Soybean 

End 17414 

Score 96 



oeq. ino . 
Gene No. 
Start 



64080 
7835 



Seq. ID OJ990519_25. 9A03.C6 
Strand + 
End 7 94 9 



30928 



Name OJ990519_25.9A03.G6.ol.gp Method AAT/GAP 

Start 7835 End 7949 

GI LIB3477-003-P1-K1-E9 Score 104 

Exons 7835.-7949 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 30958 Seq. ID 

Gene No. 64081 Strand 

Start 3674 End 

Name OJ990519_25 . 9A03 ,C6.o2 .gs Method 

Start 3674 End 

GI none Score 

Exons 3674.. 3819, 3970.. 4081 



OJ990519_25.9A03.C6 

4081 
GENSCAN 
4081 
.7 



Seq. No. 30958 Seq. ID 

Gene No. 64082 Strand 

Start 6645 End 

Name OJ990519_25 . 9A03 . C6 . o3 . gs Method 

Start 6645 End 

GI none Score 

Exons 6645.. 6952, 7535.. 7586 



OJ990519_25. 9A03.C6 

7586 
GENSCAN 
7586 
. 9 



Seq. No'. 30959 *v Seq. ID 

Gene No. 64083 Strand 

Start 1 - End 

Name OJ99051 9_25 . 9A03 . C7 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..138 



OJ990519_25. 9A03.C7 
138 

AAT/GAP 

138 

232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seiq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI Descrip^ 



30959 Seq. ID 

64084 Strand 

772 End 

OJ990519_25. 9A03.C7.ol.np Method 

772 End 

6006359 Score 
772. .891, 1100. .1168 

(AP000559) hypothetical protein [Oryza sativa] 



OJ990519_25.9A03.C7 

1168 
AAT/NAP 
1168 
55 



30960 
64085 
3253 ■ 

OJ990519_25. 9A03 . C8 . ol . gp 
3253 

12650_1.R1084 
3253. .3321 

' 5803242 /dbj | AP000399 . 1 | AP000399 2 
DNA, chromosome 6, clone : P0535G04 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990519_25.9A03.C8 
+ 

3321 
AAT/GAP 
3321 
112 



Oe-24, Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 
\i 

Start 
GI 



30960 
64086 
2667 



uJyyuoiy_zo . yA03 . Cb.ol.gs 

2667 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_25.9A03.C8 

2799 
GENSCAN 
2799 
.68 



30929 



Exons 


2667. .2799 






Seq. No. 


30961 


Seq. ID 


OJ990519 25.9A03.C9 


Gene No . 


64087 


Strand 




Start 


1 


End 


58 


Name 


OJ990519 25. 9A03.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


58 . 


GI 


2338 1.R1084 


Score 


88 " 


Exons 


1..58 






GI Descrip. 


, 5803242/dbj | AP000399 . 1 | AP000399 2.0e- 


■40 Oryza sativa genomi 




DNA, chromosome 6, clone : P0535G04 1 




Seq. No. 


30961 


Seq. ID 


OJ990519_25.9A03.C9 


Gene No. 


64088 


Strand 




Start 


138 


End 


4552 


Name 


OJ990519 25.9A03.C9.ol.gs 


Method 


GENSCAN 


Start 


138 


End 


3788 


GI 


none 


Score 


.7 


Exons 


138. .254, 382. .474, 727. .847 


, 2571. .2761, 3691. .3788 


Seq. No. 


30961 


Seq. ID 


OJ990519_25.9A03.C9 


Gene No. 


64088 


Strand 




Start 


138 


End 


4552 


Name 


OJ990519 -25. 9A03 . G9 . ol . np 


Method 


AAT/NAP 


Start 


286 


End 


4552 


GI 


5870865 


Score 


214 


Exons 


286. .479, 732. .865, 2571. .2713, 4458.. 


4552 


GI Descrip. 


(AF020760) serine protease [Homo sapiens] 


Seq. No. 


30961 


Seq. ID 


OJ990519_25.9A03.C9 


Gene No. 


64088 


Strand 




Start 


138 


End 


4552 


Name 


OJ990519 25. 9A03 . C9 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


2582 


End 


4541 


GI 


none 


Score 


143 


Exons 


2582.. 2713, 2583.. 2714, 4461 


. . 4541 




Seq. No. 


30962 


Seq. ID 


OJ990519__25.9A03.C11 


Gene No . 


64089 


Strand 




Start 


1 ' 


End 


636 


Name 


OJ990519 25.9A03.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End ■ 


636 ' 


GI 


2498930 


Score 


721" 


Exons 


1. .405, 573. .636 






GI Descrip. 


DORSAL -VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


30962 


Seq. ID 


OJ990519_25.9A03.C11 


Gene No. 


64089 


Strand 




Start 


1 


End 


636 


Name 


OJ990519 25.9A03.Cll.ol.gs 


Method 


GENSCAN 


Start 


11 


End 


632 


GI 


none 


Score 


1 


Exons 


11. .405, 573. .632 






Seq. No. 


30963 


Seq. ID 


OJ990519__25.9A03.C12 


Gene No. 


64090 


Strand 


+ 



30930 




Start 


222 


End 


4179 






Name 


OJ990519 25. 9A03 . C12 . ol . gs 


Method 


GENSCAN 






Start 


222 


End 


2835 






GI 


none 


Score 


. 8 






Exons 


222. .341, 1020. .1067, 1164. 


.1232, 2394 


. . 2537, 2617 


. .2835 


Seq. No . 


30963 


Seq. ID 


OJ990519 25 


. 9A03. 


C12 


Gene No. 


64090 


Strand . 


+ ~~ . 






Start 


222 


End 


4179 






Name 


OJ990519 25. 9A03.C12.ol.gp- 


Method 


AAT/GAP 






Start 


245 


' End 


352 






GI 


3768153 


Score 


173 






Exons 


245. .352 










GI Descrip. 


3212854 4.0e-29 (AC004005) 


unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


30963 


Seq. ID 


OJ990519_25 


. 9A03. 


C12 


Gene No. 


64090 


Strand 


+ 






Start 


222 


End 


4179 






Name 


OJ990519 25.9A03.C12.ol.np 


Method 


AAT/NAP 






Start 


1159 


End 


3790 






GI 


3212854 


Score 


198 






Exons 


1159. .1247, 2394. .2524, 3422. .3647, 3692. .3790 






GI Descrip. 


(AC004005) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


30963 


Seq. ID 


OJ990519_25 


. 9A03. 


C12 


Gene No. 


64090 


Strand 


+ 






Start 


222 


End 


4179 






Name 


OJ990519 25. 9A03 . C12 . o2 . gp 


Method 


AAT/GAP 






Start 


1163 


End 


4179 






GI 


22664 1.R1084 


Score 


1807 






Exons 


1163. .1232, 2394. .2537, 3435. .4179 








GI Descrip. 


'3212854 4.0e-29 (AC004005) 


unknown protein [Arabidopsis 




thaliana] ' 










Seq. No. 


30963 


Seq. ID 


OJ990519_25 


9A03. 


C12 


Gene No. 


64091 


Strand 


+ 






Start 


13968 


End 


17351 






Name 


OJ990519 25. 9A03 . C12 . o5 . gs 


Method 


GENSCAN 






Start 


13968 


End 


17351 






GI 


none 


Score 


.64 






Exons 


13968. . 14 093, 17073. .17351 










Seq. No. 


30963 


Seq. ID 


OJ990519_25 


9A03. 


C12 


Gene No. 


64092 


Strand 


+ 






Start 


27372 


End 


27709 






Name 


OJ990519 25. 9A03 . C12 . o7 . gs 


Method 


GENSCAN 






Start 


27372 


End 


27709 






GI 


none 


. Score 


. 62 






Exons 


27372. .27447, 27597. .27709 










Seq. No. 


30963 


Seq. ID 


OJ990519_25. 


9 AO 3. 


C12 


Gene No. 


64093 


Strand 








Start 


3394 


End 


3852 






\i 


GJ9905I9 25 . 9A03 . C12 . o2 . gs 


Method 


GENSCAN 






Start 


3394 


End 


3852 






GI 


none 


Score 


.97 







30931 



Exons 3394.. 3852 



Ciprr No 


30963 




Seq. ID 


v_/ <J J Zs \J *J A- 1/ Zs t\ \J _/ 




npn p No 


64094 










Start 


4857 




End 


Jt, JO 




Nam© 


OJ990519 25 9A03 C12 


o3 • Cfs 


Mpt h on 1 


\J I—i LN l_> V^rtlN 




C j- a v-f 


4857 ~ 




End 


sJ z. >J o 




ox 


none 




Score 


1 






4857. .5258 










Seq. No. 


30963 




Seq. ID 


OJ990519_25.9A03 


C12 


cprip No 


64095 




Strand 






O l_ a. J- L. 


7295 




End 


8807 






OJ990519 25.9A03.C12 


. o2 . np 


Method 


AAT/NAP 




Start 


7295 




End 


8807 




GI 


4206204 




Score 


97 




F 1 von ^ 


7295..7324, 8412. .8807 








ri T Dpcprin 

OX UCO UJ. x u • 


(AF071527) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


30963 




Seq. ID 


OJ990519_25. 9A03, 


C12 


Hpnp No 


64096 




Strand 






J Lul L 


19420 




End 


26352 






OJ990519 25.9A03.C12 


,o6.gs 


Method 


GENSCAN 




Q4-a rt 


19420 




End 


26352 






none 




Score 


.81 




Ej AUl 1 O 


19420. .20019, 20095. 


.20142, 


20444 . .20642, 22975 .. 2304 1 , 






23137. .24602, 24692. 


.25736, 


25927. .26081, 26195. .26352 




Seq. No. 


30963 




Seq. ID 


OJ990519_25. 9A03. 


C12 


flpTiP No 


64096 




Strand 






Start 


19420 




End 


26352 




Name 


OJ990519 25.9A03.C12 


o3 . np 


Method 


AAT/NAP 




Start 


23150 




End 


25629 




GI 


4063770 




Score 


1353 




F!von 


23150. .24602, 24692. 


25629 








GI Descrip. 


(AB004 906) transposase [Ipomoea purpurea] 




Sea No 


30963 




Seq. ID 


OJ990519__25. 9A03. 


n 7 


flfa-np NO 


64096 




Strand 






Start 


19420 




End 


26352 




Name 


OJ990519 25.9A03.C12. 


o2. tm 


Method 


TBLASTX: Maize 




Start ' 


23198 " ' 




End 


23626 




GI 


none 




Score 


144 




TT von <2 


23198. -.23626, 23222'.. 


23494, 


23271.. 23603 




Seq. No. 


30963 




Seq. ID 


OJ990519_25. 9A03. 


C12 


Cpnp No 


64096 




Strand 






u Lai L 


19420 




End 


26352 






OJ990519 -25.9A03.C12. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


24098 




End 


24502 




GI 


none 




Score 


113 




Exons 


24098. .24190, 24102.. 


24191, 


24168. .24491, 24 1 94 . . 24 502 , 






24258. .24491 










Seq. No. 


30963 




Seq. ID 


OJ990519_25. 9A03. 


CI 2 


Gene No. 


64096 




Strand 






Start 


19420 




End 


26352 





30932 



Name 

Start 

GI 

Exons 



OJ99051 9_25 . 9A03 . C12 . o3 . tm Method TBLASTX : Maize 

24931 End 25401 

none Score 48 

24931. .24993, 24 991 .. 25230, 25081 .. 25230, 2524 4 25339, 

25249. .25341, 25360 .. 25401 , 25364.. 25399 



Seq. No. 30964 Seq. ID 

Gene No. 64 097 Strand 

Start 256 ' End 

Name OJ990519_25 . 9A03 . C13 . ol . gs Method 

Start 256 End 

GI none Score 

Exons 256. . 657 



OJ990519_25.9A03.C13 
657 

GEN SCAN 

657 

.89 



Seq. No. 30965 Seq. ID 

Gene No. 64098 Strand 

Start 365 End 

Name OJ990519_25 . 9A03 . C14 . ol . gs Method 

Start 365 End 

GI none Score 

Exons 365.. 436, 603.. 722 



OJ990519_25.9A03.C14 
+ 

722 

GENSCAN 

722 

.78 



Seq. No. 30965 Seq. ID 

Gene No. 64099 Strand 

Start 3312 End 

Name OJ990519_25 . 9A03 . C14 . o3 . gs Method 

Start 3312 End 

GI none Score 

Exons 3312.. 4084, 4495.. 4876, 5179.. 5250 



OJ990519_25.9A03.C14 
+ 

5250 
GENSCAN 
5250 
.9 



Seq. No. 30965 

Gene No. 64100 

Start 5838 

Name OJ990519_25 . 9A03 . C14 . o3 . gp 

Start 5838 

GI , uC-osroM202012f04al 

Exons 5838.. 6410 

GI Descrip. '3212854 4.0e-29 (AC004005) 
thaliana] 1 



Seq. ID OJ990519_25.9A03.C14 

Strand + 

End 6410 

Method AAT/GAP 

End 6410 

Score. 1099 

unknown protein [Arabidopsis 



Seq. No. 30965 Seq. ID OJ990519_25.9A03.C14 

Gene No.' 64101. ' / .Strand 

Start 1121 ' > ' End 1608 

Name OJ990519_25 . 9A03 . C14 . ol . gp Method AAT/GAP. 

Start 1121 End 1608 

GI LIB3433-039-P1-K1-C11 Score 802 

Exons 1121.. 1262, 1283.. 1608 

GI Descrip. ' 4 176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 

O J — A. 

ijuai l 

GI 

Exons 



30965 
64102 
6020 

OJ990519_ 
387 6 
none 



25.9A03.C14.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_25.9A03.C14 
8783 

TBLASTX: Wheat 

4085 

144 



3876. .3992, 3881. .3988, 4020. .4085 



30933 



Seq. No. 30965 

Gene No. 64102 

Start 6020 

Name OJ990519_25 . 9A03 . C14 . o4 

Start 6020 

GI none 

Exons 6020.. 6105, 6510.. 6587, 
8356. .8783 



Seq. ID OJ990519_25.9A03.C14 
Strand 

End 8783 

gs Method GENSCAN ' 

End 8783 

Score .87 
6823.. 7087, 7166.. 7623, 7767.. 8113, 



Seq. No. 30965 

Gene No. 64102 

Start 6020 

Name OJ990519_25.9A03.C14.ol, 

Start 7271 

GI none 

Exons 7271.. 7633, 7293.. 7448, 



Seq. ID OJ990519_25.9A03.C14 
Strand 

8783 

TBLASTX: Wheat 
7633 
44 



End 

tw Method 
End 
Score 

7539. .7625 



Seq. No. 30965 

Gene No. 64102 

Start 6020 

Name OJ990519_25 . 9A03 . C14 . ol . 

Start 7304 . 

GI none 

Exons 7304.. 7633, 7754.. 7939, 



Seq. ID OJ990519_25.9A03.C14 
Strand 

8783 

TBLASTX: Soybean 
7977 
147 



End 

ts Method 
End 
Score 

7756. .7977 



Seq. No. 30965 

Gene No. 64102 

Start 6020 

Name OJ990519_25 . 9A03 . C14 . ol . 

Start 7511 

GI none 

Exons 7511.. 7624, 7760.. 8026, 



Seq. ID OJ990519_25.9A03.C14 
Strand 

End 8783 

tm Method TBLASTX : Maize 

End 8037 

Score 187 
7762. .8037, 7763. .8035, 7804. .8037 



Seq. No. 30966 

Gene No. 64103 

Start 1 

Name OJ990519_25 . 9A03 . C17 . ol . 

Start 1 

GI 6742729 

Exons 1 . . 350 

GI Descrip-. "(AF121139) RIM2 protein 



np 



Seq. ID OJ990519_25.9A03.C17 
Strand 

End 350 

Method AAT/NAP 

End 350 

Score 285 



[Oryza sativa] 



Seq. No. 30966 

Gene No. 64103 

Start 1 

Name OJ990519_25 . 9A03 . C17 . ol . 

Start 7 

GI none 

Exons 7. .231, 13. .90, 50. .187 



tw 



Seq. ID OJ990519_25.9A03.C17 
Strand 

End 350 

Method TBLASTX : Wheat 

End 231 

s'core 48 , 



Seq. No. 30967 

Gene No. 64104 

Start 1 

Name OJ9905I9_25 . 9A03 . Ci8 . ol . 

Start 1 

GI LIB347 7-003-P1-K1-E9 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990519_25.9A03.C18 
75 

AAT/GAP 

75 

123 



30934 



Exons * 1 . . 75 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 30968 

Gene No. 64105 

Start 1 

Name . OJ990519_25 . 9A03 . C20 . ol . gp 

Start 1 

GI 72524_1.R1084 

Exons 1 . .260 

GI Descrip. 1 5091496/dbj | ABQ23482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. ID OJ990519_25.9A03.C20 

Strand + 

End 260 

Method AAT/GAP 

End 260 

Score 317 



Seq. No. 


30969 






Seq. ID 


OJ990519 25 9A03 C21 


Gene No . 


64106 






Strand 




Start 


101 






End 


600 


Name 


OJ990519 25.9A03.C21 


.ol 


.gs 


Method 


GENSCAN 


Start 


101 






End 


600 


GI 


none 






Score 


. 4 


Exons 


101 . . 600 










Seq. No. 


30970 






Seq. ID 


OJ990519 25 9A03 C22 


Gene No . 


64107 






Strand 




Start 


479 






End 


1095 


Name 


OJ990519 25.9A03.C22 


.ol 


.np 


Method 


AAT/NAP 


Start 


453 






End 


1095 


GI 


4680203 






Score 


289 


Exons 


453. .1095 










GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 


Seq. No. 


30970 






Seq. ID 


OJ990519_25. 9A03.C22 


Gene No. 


64107 






Strand 




Start 


479 






End 


1095 


Name 


OJ990519 25.9A03.C22 


.ol 


gs 


Method 


GENSCAN 


Start 


479 






End 


952 


GI 


none 






Score 


.91 


Exons 


479.. 952 










Seq. No. 


30970 






Seq. ID 


OJ990519_25.9A03.C22 


Gene No. . ' 


64107 * * 






Strand ' 




Start 


479 






End 


1095 


Name 


. OJ990519 25.9A03.C22 


.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


533 






End 


1036 


GI 


none 






Score 


78 


Exons 


533. .652, 653. .757, 


554. 


.761, 


776. .829 


, 777. .830, 829.-873, 



830. .880, 896. .1036, 897. .1022 



Seq. No. 30970 

Gene No. 64107 

Start 479 

Name OJ990519_25 . 9A03 . C22 . ol . t s 

Start 596 

r* t 

vjj. nunc 

Exons 596.. 844, 660.. 842 



Seq. ID OJ990519_25.9A03.C22 
Strand 

End 1095 

Method TBLASTX :'Soybean ■ 

End 84 4 

Score 97 



30935 




Seq. No. 


30971 




Seq. ID 


OJ990519 25 


. 9A03 




Gene No. 


64108 




Strand 








Start 


1 




End 


842 






Name 


OJ990519 25.9A03.C23 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 




End 


729 






GI 


4680203 




Score 


355 






Exons 


1 . . 72 9 












GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


30971 




Seq. ID 


OJ990519_25 


. 9A03 


,C23 


Gene No. 


64108 




Strand 








Start 


1 




End 


842 






Name 


OJ990519 25.9A03.C23 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


2 ~ 




End 


274 






GI 


none 




Score 


111 






Exons 


2. .274, 6. .239 












Seq. No. 


30971 




Seq. ID 


OJ990519_25 


9 AO 3 


.C23 


Gene No. 


64108 




Strand 








Start 


1 




End 


842 






Name 


OJ990519 25.9A03.C23 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


5 ~ 




End 


298 






GI 


none 




Score 


155 






Exons 


5. .244, 12. -.245, 27. 


245, 243 


..293, 251. .298 






Seq. No. 


30971 




Seq. ID 


OJ990519_25. 


zftwj j 


.C23 


Gene No. 


64108 




Strand 








Start 


1 




End 


842 






Name 


OJ990519 25.9A03.C23 


ol . gs 


Method 


GENSCAN 






Start 


68 




End 


842 






GI 


none 




Score 


.66 






Exons 


68. .319, 551. .729, 830. .842 










Seq. No. 


30972 




Seq. ID 


OJ990519_25. 


9 AO 3 


.C24 


Gene No. 


64109 




Strand 


+ 






Start 


79 




End 


209 






Name 


OJ990519 25.9A03.C24. 


61 . gs 


Method 


GENSCAN 






Start 


79 


End 


209 






GI 


none 




Score 


.78 






Exons 


79. .209 












Seq.* No. 


30973"- . - \ 




Seq. ID 


OJ990519_25. 


9A03. 


C2'6 


Gene No. 


64110 




Strand 


+ 






Start 


193 




End 


680 






Name 


OJ990519 25.9A03.C26. 


ol . gs 


Method 


GENSCAN 






Start 


193 




End 


680 






GI 


none 




Score 


.87 






Exons 


193. .431, 510. .680 












Seq. No. 


30974 




Seq. ID 


OJ990519_25. 


9A03. 


C27 


Gene No. 


64111 




Strand 








Start 


19 




End 


257 






Name 


OJ990519 25.9A03.C27. 


ol . gs 


Method 


GENSCAN 






Start 


19 




End 


257 






x 


nuiie 




Score 


.82 






Exons 


19. .68, 193. .257 













30936 



Seq. No. 


30975 


Seq. ID 


OJ990519 25.9A03 


Gene No. 


64112 


Strand 




Start 


1 


End 


687 


Name 


OJ990519 25.9A03.C28.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


687 


GI 


4680203 


Score 


651 


Exons 


' 1. . 687 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


30975 


Seq. ID 


OJ990519 25.9A03 


Gene No. 


64112 


Strand 




Start 


1 


End 


687 


Name 


OJ990519 25. 9A03 . C28 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


88 


End 


322 


GI 


none 


Score 


70 


Exons 


88. .321, 161. .322 






Seq. No. 


30975 


Seq. ID 


OJ990519 25.9A03 


Gene No. 


64112 


Strand 




Start 


1 


End 


687 


Name 


OJ990519 25.9A03.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


157 


End 


601 


GI 


none 


Score 


84 


Exons 


157. .348, 173. .349, 358. .600, 


374. .436, 


476. . 601 


Seq. No. 


30975 


Seq. ID 


OJ990519 25.9A03 


Gene No. 


64112 


Strand 




Start 


1 


End 


687 


Name 


OJ990519 25. 9A03 . C28 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


346 


End 


658 


GI 


none 


Score 


120 


Exons 


346. .642, 346. .657, 386. .658 






Seq. No. 


30975 


Seq. ID 


OJ990519 25.9A03 


Gene No. 


64112 


Strand 




Start 


1 


End 


687 


Name 


OJ990519 25.9A03.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


445 


End 


687 


GI 


none 


Score 


96 


Exons 


445. .687, 470. .598, 638. .673 






Seq-; ' No . " 


30976 •' ' . • - ; " 


Seq. ID 


OJ990709^13; 9A2T 


Gene No. 


64113 


Strand 


+ 


Start 


. 70 


End 


558 


Name 


OJ990709 13.9A21.C3.ol.gs 


Method 


GENSCAN 


Start 


70 


End 


558 


GI 


none 


Score 


.54 


Exons 


70. .558 






Seq. No. 


30977 


Seq. ID 


OJ990709JL3.9A21. 


Gene No. 


64114 


Strand 


+ 


Start 


6716 


End 


17340 


Name 


OJ990709 13.9A21.C4.ol.np 


Method 


AAT/NAP 


Start 


6716 


End 


16487 


n t 


/T t o t r r i 


Score 


yyy 


Exons 


6716. .6788, 1534 8 .. 15524 , 15597 .. 15655 , 


15725. . 16487 


GI Descrip. 


(AP001073) EST AU082058 (C1297 


6) corresponds to a region 



30937 



predicted gene.; hypothetical protein [Oryza sativa] 

gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 

corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 30977 Seq. ID OJ990709_13 . 9A21 . C4 

Gene No. 64114 Strand + 

Start 6716 End 17340 

Name OJ990709_13 . 9A21 . C4 . o4 . gs Method GENSCAN 

Start 12858 End 17340 

GI none Score .82 

Exons 12858. .12933, 13156 13190, 13856 .. 13929, 13963 .. 14039, 

14348. .14452, 14 54 9 14 753, 14787 .. 15073, 15154 .. 1527 8 , 

15390. .15524, 15597 15655, 15725 .. 164 62 , 16606 .. 16751 , 
16824. .17005, 1704 4. .1734 0 

Seq. No. 30977 Seq. ID OJ990709_13 . 9A21 . C4 

Gene No. 64115 Strand + 

Start 24151 End 24887 

Name OJ990709_13 . 9A2 1 . C4 . ol . gp Method AAT/GAP 

Start 24151 End 24887 

GI 101153_1.R1084 Score 398 

Exons 24151. .24188, 24637 . .24887 

GI Descrip. ■ 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 

Seq. No. 30977 Seq. ID OJ990709_13 . 9A21 . C4 

Gene No. 64116 Strand + 

Start 31976 End 34941 

Name OJ990709_13 . 9A2 1 . C4 . 08 . gs Method GENSCAN 

Start 31976 End 34941 

GI none Score .41 

Exons 31976. . 31989, 3424 3 .. 34 4 66, 34913. .34941 

Seq. No. 30977 Seq. ID OJ9907 09_13 . 9A21 . C4 

Gene No. • 64117 Strand + ■ 

Start 36825 End 37970 

Name OJ990709_13 . 9A2 1 . C4 . o9 . gs Method GENSCAN 

Start 36825 End 37970 

GI none Score .94 

Exons 36825. .37275, 37372.. 37970 

Seq. No. - 30977 Seq. ID OJ990709_13 . 9A21 . C4 " 

Gene No. 64117 Strand . +. . 

Start 36825 End 37970 

Name OJ990709_13 . 9A21 . C4 . o4 . np Method AAT/NAP 

Start 36831 End 37964 

GI 2224810 Score 958 

Exons ' 36831. .37275, .37372. .37964 

GI Descrip. {Z97022) cysteine proteinase [Hordeum yulgare] 

Seq. No. 30977 Seq. ID OJ990709_13 . 9A21 . C4 

Gene No. 64118 Strand + 

Start 39646 End 40210 

Name OJ990709_I3.9A2I.C4.ol0.gs Method GENSCAN 

Start 39646 End 40210 

GI none Score .83 



30938 




Exons 


39646. .39883, 39891. .40210 










Seq. No. 


30977 


Seq. ID 


OJ990709_ 


JL3.9A21 


.C4 


Gene No . 


64119 


Strand 


+ 






Start 


41144 


End 


41583 






Name 


OJ990709 13 . 9A21 . C4 . o5 ,gp 


Method 


AAT/GAP 






Start 


41144 ~ 


End 


4 1583 






GI 


none 


Score 


835 






Exons 


41144 . .41583 










Seq. No. 


30977 


Seq. ID 


OJ990709_ 


_13. 9A21 


,C4 


Gene No. 


64120 


Strand 








Start 


1446 


End 


2599 






Name 


OJ990709 13. 9A21.C4 .ol.gs 


Method 


GENSCAN 






Start 


1446 ~~ 


End 


2599 






GI 


none 


Score 


. 47 






Exons 


1446. .1655, 2453. .2599 










Seq. No. 


30977 


Seq. ID 


OJ990709_ 


_13. 9A21, 


.C4 


Gene No. 


64121 


Strand 








Start 


3634 


End 


4655 






Name 


OJ9907 09 13. 9A21.C4.o2.gs 


Method 


GENSCAN 






Start 


3634 ~ 


. End 


4655 






GI 


none 


Score 


.87 






Exons 


3634. .3941/ 4001. .4138, 4156 


..4355, 4513. .4655 






Seq. No. 


30977 


Seq. ID 


OJ990709__ 


13.9A21, 


.C4 


Gene No. 


64122 


Strand 








Start 


5388 


End 


8794 






Name 


OJ990709 13. 9A21.C4.o3.gs 


Method 


GENSCAN 






Start 


5388 ~~ 


End 


8794 






GI 


none 


Score 


. 68 






Exons 


5388. .5634, 5821. .5978, 6697 


. . 6764, 7013. .7079, 


7297. .7417, 




7720. .8266, 8362. .87 94 










Seq. No. 


30977 


Seq. ID 


OJ990709__ 


13.9A21. 


,C4 


Gene No. 


64123 


Strand 








Start 


.17 956 


End 


30913 






Name 


OJ990709 13.9A21.C4.o5.gs 


Method 


GENSCAN 






Start 


17956 


End 


24131 






GI 


none 


Score 


.52 






Exons' 


17956. .19067, 1 9099 . .19999, 


200.42.; .207* 


38, 21038. 


.21088, 






21257. .21462, 21616. .21741/ 


21870. .21924, 21986. 


.22903, 






23871 . . 24131 










Seq. No. 


30977 


Seq. ID 


OJ990709_ 


13. 9A21. 


C4 


Gene No. 


64123 


Strand 








Start 


17956 


End 


30913 






Name 


OJ990709 13. 9A21.C4 .o2.np 


Method 


AAT/NAP 






Start 


17959 


End 


21079 






GI 


5902445 


Score 


3137 







Exons 17959. .19201, 19241.. 21079 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 

Seq. No. 30977 Seq. ID <JJ yyu/09_13 . 9A21 . C4 

Gene No. 64123 Strand 

Start 17956 End 30913 



30939 



Name - OJ990709_13 . 9A21 . C4 . o3 . np Method AAT/NAP 

Start 21146 End 30913 

GI 5902444 Score 1047 

Exons 21146. .22808, 26277 26414 28211 . . 28310, 30822.. 30913 

GI DescTrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 30977 Seq. ID 

Gene No. 64123 Strand 

Start ■•"* 17956 End 

Name OJ990709__13 . 9A21 . C4 . 06 . gs Method 

Start 26117 End 

GI none Score 

Exons 26117. .27292 



OJ990709J.3.9A21.C4 

30913 
GENS CAN 
27292 
.96 



Seq. No. 30977 Seq. ID 

Gene No. 64123 Strand 

Start 17956 . End 
Name ' OJ990709_13 . 9A21 . C4 . o7 . gs ■ Method 

Start 27851 End 

GI none ' Score 

Exons 27851. .27991, 28740.. 28784 



OJ990709_13.9A21.C4 

30913 
GENSCAN 
28784 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30977 Seq. ID 

64124 Strand 

37797 End 

OJ990709_13. 9A21.C4 .o4 . gp Method 

37797 End 

51324JL.R1084 Score 
37797. .38164 

f 535454 6.0e-21 (U13940) cysteine proteinase [Alnus glutinosa] T 



OJ990709_13. 9A21.C4 

38164 
AAT/GAP 
38164 
716 



30977 
64125 
41349 

OJ990709_13.9A21.C4.ol.ts 
7672 
none 
7672. 
7891. 
8561. 
37053 
37371 



860, 
965, 
686, 



7680. .7868, 7680. 
8040. .8162, 8166. 
8564. .8689, 8577. 
37157, 37088. .37123, 37209 
37472, .37476V. 37757, '37767 



Seq. ID OJ990709_13.9A21.C4 
Strand 

End 48384 

Method TBLASTX : Soybean 

End 37970 

Score 95 

7904, 7684. .7872, 7887. .8030, 
8267, 8369. .8578, 8370. .8549, 
8693, 36936. .37064, 3694 1 37054 , 
37289, 37211. .37267, 
37970/ 37775. .37966' ' ' ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30977 
64125 
41349 
OJ99070 
7672 
none 
7672. .7 
8188. 
8576. 
37134 
37473 



9 13.9A21.C4.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709. 13. 9A21.C4. 



968, 

274, 

722, 

37277 

37766 



48384 

TBLASTX: Cress 
37969 
222 

8165, 8038. .'8094, *8157. .8267, 
8459, 8501.. 8563, 8502.. 8558, 
8600. .8698, 36936 .. 37175, 36941 .. 37141 , 
, 37178. .37315, 37370 .. 37435, 37371 .. 37475, 
37520. .37573, 37 694 .. 377 68 , 37776 .. 37964, 



7674. .8021, 8037, 
8360. .8458, 8361, 



Seq. No. 



30977 



Seq. ID OJ990709_13.9A21.C4 



30940 



Gene No . 


64125 


Strand 




Start 


41349 


End 


48384 


Name 


OJ990709 13.9A21.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


7681 


End 


37964 


GI 


none 


Score 


66 


Exons 


7681. .7818, 7686. .7820, 7824 


..8015, 7825. .7965, 7830. .8012, 




8010. .8267, 8037. .8267, 8358 


..8435, 8 


360. .8434, 8468. .8572, 




8510. .8578, ' 8579. .8 68 6, 36942. .37187, 


36944. .37186, 




37200. . 37277, '37201, . 37275, 


37205. .37294, 37206 .. 37277 , 




37370. .37432, 3737 1 .. 37769, 


37520. .37573, 37694. .37765, 




37767. .37820, 37775 .. 37825 , 


37824 . .37964, 37830. .37 964 


Seq. No. 


30977 


Seq. ID 


OJ990709JL3.9A21.C4 


Gene No. 


64125 


Strand 




Start 


41349 


End 


48384 


Name 


OJ990709 13.9A21.C4.o4.tw 


Method 


TBLASTX: Wheat 


Start 


7749 


End 


37901 


GI 


none 


Score 


67 


Exons 


7749. .7817, 7762. .7818, 7824 


..7907, 8007. .8150, 8037. .8165, 




8163. .8267, 8163. .8261, 8369 


..8440, 8 


370. .8435, 8505. .8558, 




8510. .8575, 36939. .37049, 37077 .. 37124 , 37211 .. 37270 , 




37212. .37289, 3734 1 .. 37403, 


37377. .37475, 37 4 88 37724 , 




37 776.. 37 823, 37824.. 37901, 


37832. .37 


891, 37833. .37901 


Seq. No. 


30977 


Seq. ID 


OJ990709_13.9A21.C4 


Gene No. 


64125 


Strand 




Start 


41349 


End 


48384 


Name 


OJ990709 13 9A21 C4 o3 tw 


Method 


TBLASTX: Wheat 


Start 


17968 ~ 


End 


18576 


GI 


none 


Score 


75 


Exons 


17968. .18099, 17969 18094 , 


18124. .18576, 18320 .. 18427 , 




18473. .18562 






Seq. No. 


30977 


Seq. ID 


OJ990709_13.9A21.C4 


Gene No. 


64125 


Strand 




Start 


41349 


End ... 


48384 


Name 


OJ990709 13.9A21.C4.o5.tm 


Method 


TBLASTX: Maize 


Start 


18004 


End 


18252 


GI 


none 


Score 


152 


Exons 


18004. .18087, 18088. .18252 






Seq." No; ' 


30977.;;" - " ' ' ~ 


Seq'. ID 


.OJ990709_13..'9A2'1VC4 \ 


Gene No. 


• 64125 


■ Strand 




Start 


41349 


End 


48384 


Name 


OJ990709 13.9A21.C4.o5.tw 


Method 


TBLASTX: Wheat 


Start 


18598 


End 


18952 


GI 


none 


Score 


173 


Exons 


18598. .18951, 18608 .. 18850, 


18706. .18 948, 18896. .18952 


Seq. No. 


30977 


Seq. ID 


OJ990709_13. 9A21.C4 


Gene No. 


64125 


Strand 




Start 


41349 


End 


48384 


Name 


OJ990709 13. 9A21.C4.o3. tm 


Method 


TBLASTX: Maize 


Start 


18778 


End 


19071 


GI 


none 


Score 




Exons 


18778. .19071, 1877 9. .19066 







30941 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



30977 
64125 
41349 

OJ990709_13.9A21.C4.o7.tw 

19829 
none 

19829. .20074, 19847. .20.074 

30977 
64125 
41349 

OJ990709_13.9A21.C4.o2.ts 

20084 

none 

20084. .20482, 20325.. 20483 



Seq. ID OJ990709_13.9A21.C4 

Strand 

End 48384 

Method TBLASTX : Wheat 

End 20074 

Score 100 



Seq. ID OJ990709_13.9A21.C4 
Strand 

End 48384 

Method TBLASTX : Soybean 

End 20483 

Score 104 



30977 
64125 
41349 

OJ990709_13. 9A21.C4 . o2 . tw 
20139 
none 

20139. .20516, 2014 1 20563, 2034 4 .. 20523 , 21259. .21357 



Seq. ID OJ990709_13.9A21.C4 
Strand 

48384 

TBLASTX: Wheat 
21357 
277 



End 

Method 

End 

Score 



30977 

64125' 

41349 

OJ990709_13. 9A21 ,C4 .o4 . tm 

20237 

none 

20237. .20620, 20238 .. 2051 6, 

30977 
64125 
41349 

OJ990709_13 . 9A21 . C4 . o2 . tm 

20648 

none 

20648. .21004, 2064 9 .. 20942 , 
30977 

64125 : \ . • • 

41349 

OJ9907 0 9_13 . 9A2 1 . C4 . ol . tw 

20678 

none 

20678. .21133, 20679 .. 21125 , 

30977 
64125 
41349 

OJ990709_JL3. 9A21.C4 .o3. ts 

20729 
none 

20729. .20863, 2U870. .21094 



Seq. ID OJ990709_13. 9A21.C4 
Strand 

End 48384 

Method ' TBLASTX : Maize 

End 20620 

Score 147 
20491. .20586 

Seq. ID OJ990709_13.9A21.C4 
Strand 

End 48384 

Method TBLASTX: Maize 

End 21004 

Score 232 
20684 . .20950 

Seq. ID OJ990709_13. 9A21.C4 
Strand 

End 48384 

Method TBLASTX : Wheat 

End 21133 

Score 375 
20696. .21133 

Seq. ID OJ990709_13. 9A21.C4 
Strand 

End 48384 

Method TBLASTX : Soybean 

End 21094 

Score 108 



Seq. No. 



30977 



Seq. ID OJ990709_13.9A21.C4 



30942 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



64125 Strand 

41349 End 

OJ990709__13 . 9A21 . C4 . 06 . tw Method 

21359 End 

none Score 



48384 

TBLASTX: Wheat 

21781 

148 



21359. .21562, 21375 21560, 21599 21781 , 21672. .21773 

OJ990709 13.9A21.C4 



30977 Seq. ID 

64125 Strand 

41349 End 

OJ990709_13 . 9A21 . C4 . o9 . tw Method 

22412 End 

none Score 

22412. .22687, 224 13 .. 22 64 0, 22 64 6.-22759, 22698. .2274 
22760. .22810 



48384 

TBLASTX: Wheat 

22810 

74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

EjXons 



30977 
64125 
41349 

OJ990709_13. 9A21.C4.o6.np 

41251 

6016874 

41251. .41281, 43301. .43484, 



OJ990709 13.9A21.C4 



Seq. ID 
Strand 

End 48384 
Method AAT/NAP 
End 47846 
Score 117 
43932. .4 4037, 4 77 64. .4 784 6 
(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R311 6 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



30977 
64125 
41349 

OJ990709_13.9A21.C4 .oll.gs 
41349 
none 
41349. 
43886. 
47367. 



.41726, 41827. .41970, 
.43974, 44629. .44766, 
.47630, 47684. .47827, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

42106 

45244 



OJ990709 13.9A21.C4 



48384 
GENSCAN 
48357 
.44 

43176, 43367. .43519, 
45288, 46301. .46394, 



47926. .48357 



30977 
64125 
41349 

OJ990709_13.9A21.C4 .o5.np 
'41352 
6505722 

41352. .41726, 41830. . 41978, 



OJ990709 13.9A21.C4 



Seq. ID 
Strand 

End 48384 
Method AAT/NAP 
End 43062 * ' 

Score 497 
42108. .42734, 427 98. .4 3062 
(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 651384 9 | dbj | BAA87876 . 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



30977 Seq. ID 

64125 Strand 

41349 End 

OJ990709_13 . 9A21 .C4 . 08 . tw Method 

41609 End 

none Score 



OJ990709_13.9A21.C4 
48384 

TBLASTX: Wheat 

48010 

37 



41 60 9. . 4 17 25, 41 62 I. . 4 1728, 41821.. 41994, 41827.. 419 67, 
41849.. 419 68, 42 14 4.. 421 91, 47478.. 475 88, 47479. .4 7535, 
47 554. .4 758 9, 4 7 68 6 .. 4 7820, 4 7 687 .. 47821, 47 687 .. 4 7821, 



3094.3 



47924. .48010 



Seq. No. 


30977 


Seq. ID 


OJ990709 


1 3 . 9 A2 1 


. C4 


Ppne No 


64125 


St rand 








Start 


41349 


End 


48384 






Nam© 


OJ990709 13 . 9A21 . C4 . 06 . gp 


Met hod 


AAT /GAP 






Start 


42741 ~~ 


End 


43194 






GI 


none 


Score 


888 






Exons 


42741 . .43194 










Seq. No. 


30977 


Seq. ID 


OJ990709_ 


13. 9A21 


C4 


Gene No. 


64125 


Strand 








Start 


41349 


End 


48384 






Name 


OJ990709 13.9A21.C4.o7.np 


Method 


AAT /NAP 






Start 


47220 


End 


48384 






GI 


6505722 


Score 


320 






Exons 


47220. .47585, 47684 .. 47822, 


47915. .48384 






GI Descrip. 


(AB032123) ribosomal RNA apurinic site 


specific 


lyase [Triticum 




aestivum] gi | 6513849|dbj |BAA87876.1| (AB032124) 


ribosomal RNA 




apurinic site specific lyase 


[Triticum 


aestivum] 






Seq. No. 


30978 


Seq. ID 


OJ990709_ 


13. 9A21. 


p ^ 


npnp Mo 


1 9 fi 


Strand 








Start 


42 


End 


269 






Name 


OJQ^070Q 1^ QA91 PS nl rr<=: 


Method 


GENSCAN 






Start 


4 9 _ 


End 


269 






GI 


none 


Score 


. 94 






Exons 


42. .269 










Sea. No. 


j u y f o 


Seq. ID 


OJ990709_ 


13.9A21. 


PR 




fid 1 97 

O fi X ^1 / 


Strand 








Start 


3055 


End 


4879 






Name 


OJ990709 13.9A21.C5.o2.gs 


Method 


GENSCAN 






Start 


3055 


End 


4879 






GI 


none 


Score 


.59 






Exons 


3055. .3468, 3863. .4879 










Seq . No . 


30978 


. Seq. ID 


OJ990709_ 


13. 9A21. 


C5 




64128 


Strand 








Start 


7791 


End 


11093 






Name 


OJ990709 13.9A21.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3595 . 


End 


3949 . 






GI 


none > 


Score 


145 . 






Exons 


3595.. 3747, 3603.. 3743, 3604 


..3750, 3860. .3949 






Seq. No. 


30978 


Seq. ID 


OJ990709_ 


13.9A21. 


C5 


Genp No 


64128 


Strand 








Start 


7791 


End 


11093 






Name 


OJ990709 13. 9A21.C5.o3.gs 


Method 


GENSCAN 






Start 


7791 


End 


9665 






GI 


none 


Score 


.41 






Exons 


7791.. 7967, 8492.. 8680, 9273 


. .9665 








Seq. No. 


30978 


Seq. ID 


OJ990709_ 


13. 9A21. 


C5 


Gene No . 


64128 


Strand 








Start 


7791 


End 


11093 






Name 


OJ990709_13 . 9A21 . C5 . ol . gp 


Method 


AAT /GAP 







30944 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8520 End 8847 

25792_1.R1084 Score 582 
8520. .8847 

'4512233/dbj IAB014743. 1 IAB014743 0.0e+00 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence' 

30978 Seq. ID OJ990709_13 . 9A21 . C5 

64128 Strand 

7791 End 11093 

OJ99070 9_13. 9A21.C5.o2.gp Method AAT/GAP 

9022 End 9407 

2312718 Score 720 

9022.. 9407 

4512233/dbj | AB014743. 1 IAB014743 1.0e-176 Oryza sativa copia-type 

retrotransposon RIRE7 DNA, partial sequence 



Seq. No. 


30978 




Seq. ID 


OJ990709' 13 9A21 


C5 


Gene No. 


64128 




Strand 






Start 


7791 




End 


11093 




Name 


OJ990709 13. 


9A21.C5.ol.np 


Method 


AAT/NAP 




Start 


9366 




End 


11093 




GI 


6705984 




Score 


2874 




Exons 


9366. . 11093 










GI Descrip. 


(AB033235) gag-pol polyprote 


in [Oryza 


sativa ] 




Seq. No. 


30978 




Seq. ID 


OJ990709__13.9A21. 


C5 


Gene No. 


64128 




Strand 






Start 


7791 




End 


11093 




Name 


OJ990709 13. 


9A21.C5.o2.tm 


Method 


TBLASTX : Maize 




Start 


9390 




End 


9636 




GI 


none 




Score 


199 




Exons 


9390. .9635, 


9390.. 9635, 9391 


. . 9636 






Seq. No. 


30978 




Seq. ID 


OJ990709 13.9A21. 


C5 


Gene No. 


64128 




Strand 






Start 


7791 




End 


11093. 




Name 


OJ990709 13. 


9A21.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9555 




End 


9953 




GI 


none 




Score 


307 




Exons 


9555. .9953, 


9561.. 9929, 9562 


. .9951 






Seq." No. 


30978- . 




Seq. .ID 


OJ990709_13. 9A21. 


C5 


Gene No. 


64128 




* Strand 






Start 


7791 




End 


11093 




Name 


OJ990709 13. 


9A21.C5.o4 .tm 


Method 


TBLASTX: Maize 




Start 


9792 




End 


10085 




GI 


none 




Score 


217 




Exons 


9792. .10085 










Seq. No. 


30978 




Seq. ID 


OJ990709_13.9A21. 


C5 


Gene No. 


64128 




Strand 






Start 


7791 




End 


11093 




Name 


OJ990709 13. 


9A21.C5.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9984 




End 


10343 




r> t 


none 




Score 


196 




Exons 


9984. .10343, 


9990. .10301, 9994. . 10338 







30945 



Seq. No. 


30978 






Seq. ID 


OJ990709_13. 9A21 


.C5 


Gene No. 


64128 






Strand 






Start 


7791 






End 


11093 




Name 


OJ990709 13.9A21.C5 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


10020 






End 


10295 




GI 


none 






Score 


53 




Exons 


10020. 


.10175, 10020 


. . 10202, 


10215. .10289, 10230. .10295 




Seq. No. 


30978 






Seq. ID 


OJ990709_13.9A21 


.C5 


Gene No. 


64128 






Strand 






Start 


7791 






End 


11093 




Name 


OJ990709 13.9A21.C5 


. ol . tm 


Method 


TBLASTX :Maize 




Start 


10088 






End 


10437 




GI 


none 






Score 


247 




Exons 


10088. 


10252, 10092 


. .10430, 


10092. .104 36, 10093. .104 37 




Seq. No. 


30978 






Seq. ID 


OJ990709_13. 9A21 


.C5 


Gene No. 


64128 






Strand 






Start 


7791 






End 


11093 




Name 


OJ990709 13.9A21.C5 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10155 






End 


10524 




GI 


none 






Score 


141 




Exons 


10155. . 


10448, 10155 


. .10517, 


10156.. 10524 




Seq. No. 


30978 






Seq. ID 


. OJ990709_13. 9A21 


.C5 


Gene No. 


64128 






Strand 






Start 


7791 






End 


11093 




Name 


OJ990709 13.9A21.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10470 






End 


10896 




GI 


none 






Score 


376 




Exons 


10470. . 


10895, 10470. 


.10895, 


104 71. . 108 96, 10471. . 108 96 




Seq. No. 


30978 






Seq. ID 


OJ990709_13.9A21, 


C5 


Gene No. 


64128 






Strand 






Start 


7791 






End 


11093 




Name 


OJ990709 13.9A21.C5. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


10612 






End 


10904 




GI 


none 






Score 


63 




Exons 


10612. . 


10701, 10617. 


.10703, 


10686. .10883, 10699. .108 84, 






10707. . 


10904 










Seq. No.' ~ 


30978 ' 






Seq. ID- 


OJ990709_13. 9A21 . 


C5 


Gene No. 


64128 ' 






Strand 






Start 


7791 






End 


11093 




Name 


OJ990709 13.9A21.C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


10656 






End 


11009 




GI 


none 






Score 


61 




Exons 


10656... 


11009, 10669. 


. 10758 








Seq. No. ' 


30979 






Seq. ID 


OJ990709_13.9A21. 


C6 


Gene No. 


64129 






Strand 






Start 


1 






End 


2085 




Name 


OJ990709 13.9A21.C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


2085 




GI 


an A IZ AO A 






Score 


3412 




Exons 


1. .2085 












GI Descrip. 


(AB033235) gag-pol polyprote 


in [Oryza 


sativa] 





30946 



Seq. No. 30979 

Gene No. 64129 

Start 1 

Name OJ990709_13 . 9A21 . C6 . o2 . tw 

Start 9 

GI none 

Exons 9.. 467, 13.. 372 



Seq. ID OJ990709_13.9A21.C6 
Strand 

End 2085 

Method TBLASTX : Wheat 

End' 1 4 67 

Score' 190 



Seq. No. 30979 

Gene No. 64129 

Start 1 

Name OJ9907 09_13 . 9A21 . C6 . ol . tc 

Start 18 

GI none 

Exons 18 . .314 



Seq. ID OJ990709_13. 9A21.C6 
Strand 

End 2085 

Method TBLASTX : Cress 

End 314 

Score 183 



Seq. No. 30979 

Gene No. 64129 

Start 1 

Name OJ990709_13 . 9A21 . C6 . ol . gs 

Start 85 

GI none 

Exons 85.. 313, 353.. 536, 1109.. 1726 



Seq. ID OJ990709_13.9A21.C6 
Strand 

End 2085 

Method GENSCAN 

End 1726 

Score .62 



Seq. No. ' 30979 

Gene No. 64129 

Start 1 

Name OJ9907 09_13 . 9A21 . C6 . ol . tm 

Start 90 

GI none 

Exons 90. .512, 507. .572 



Seq. ID OJ990709_13. 9A21.C6 
Strand 

End '2085 

Method TBLASTX :Maize 

End 572 

Score 61 



Seq. No. 30979 

Gene No. 64129 

Start 1 

Name O J9 9 0 7 0 9_1 3 . 9A2 1 . C 6 . o 2 . tm 

Start 769 

GI none 
Exons 



Seq. ID OJ990709_13.9A21.C6 
Strand 

End 2085 

Method TBLASTX: Maize 

End 1033 

Score 106 



769. .855, 836. .1024, 842. .1033, 849. .1028 



Seq. No. 30979 

Gene No. 64129 

Start 1 

Name OJ990709_13 . 9A21 . C6 . ol . tw 

Start 787 

GI none 
Exons 



Seq. ID OJ990709_13. 9A21.C6 
Strand 

End 2085 

Method TBLASTX : Wheat 

End 1270 

Score 123 



787 . .858, 849. .971, 852. .971, 854. .982, 862. .972, 987. .1196, 
989.. 1270, 1002.. 1268 



Seq. No. 30979 

Gene No. 64129 

Start 1 

Name OJ9907 09_13 . 9A21 . C6 . ol . ts 

Start 851 

GI none 

Exons 851. .958, 950. .1219, 954. .1187 



Seq. ID OJ990709_13. 9A21.C6 
Strand 

End 2085 

Method TBLASTX : Soybean 

End 1219 

Score 67 



30947 



Seq. No. 


• 30979 


Seq. ID 


OJ990709_13 


.9A21.C6 


Gene No. 


64129 


Strand 






Start 


1 


End 


2085 




Name 


OJ990709 13. 9A21.C6.o3. tw 


Method 


TBLASTX: Wheat 


Start 


1650 ~ 


End 


2084 




GI 


none 


Score 


60 




Exons 


1650. .1754, 1655. .1807, 1719 


..200-9, 1722.. 2000, 1723.. 2028, 




1849.. 20 13,, 20 37.. 20 84, 2037 


. .2084 






Seq. No. 


30980 


Seq. ID 


OJ990709_13. 


9A21.C7 


Gene No. 


64130 


Strand 


+ 




Start 


6755 


End 


7739 




Name 


OJ990709 13 . 9A21 .C7 . o2 .gs 


Method 


GENSCAN 




Start 


6755 ~~ 


End 


7739 




GI 


none 


Score 


.69 




Exons 


6755. .6835, 7144. .7430, 7485 


.7533, 7539.. 7739 




Seq. No. 


30980 


Seq. ID 


OJ990709_13. 


9A2 1 . C7 


Gene No . 


64131 


Strand 


+ 




Start 


12668 


End 


13009 




Name 


OJ990709 13. 9A21.C7.o3.gs 


Method 


GENSCAN 




Start 


12668 ~ 


End 


13009 




GI 


none 


Score 


.95 




Exons 


• 12668 . . 13009 








Seq. No. 


30980 


Seq. ID 


OJ990709_13. 


9A21 . C7 


Gene No. 


64132 


Strand 






Start 


1 - 


End 


4666 




Name 


OJ990709 13. 9A21.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


409 




GI 


6705984 


Score 


590 




Exons 


1. . 409 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


30980 


Seq.' ID 


OJ990709_13. 


9A21 . C7 


Gene No. 


64132 


Strand 






Start 


1 


End 


4666 




Name 


OJ990709 13. 9A21.C7.ol.gs 


Method 


GENSCAN 




Start 


50 


End 


4666 




GI 


none 


Score 


.52 




Exons 


50.. 402, 1511.. 1774, 2286.. 2i 


>78, 3071. 


.3173, 3258.. 


3420,- 




4519. .4608, 4644. .4666 








Seq. No. 


30980 


Seq. ID 


OJ990709_13. 


9A21.C7 


Gene No. 


64132 


Strand 






Start 


1 


End 


4666 




Name 


OJ990709 13. 9A21.C7.ol.gp 


Method 


AAT/GAP 




Start 


1422 . 


End 


1846 




GI 


25792 1.R1084 


Score 


725 




Exons 


1422. . 1846 








GI Descrip. 


'4512233/dbj IAB014743. 1 IAB014743 0.0e+00 Oryza sativa copia 



retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 
Gene No. 
Start 



30980 
64133 
15073 



Seq. ID OJ990709_13.9A21.C7 
Strand 

End 184 67 



30948 




Name 


OJ990709 13.9A21.C7.o4.gs 


Method 


GENSCAN 


Start 


15073 


End 


18467 


GI 


none 


Score 


.69 


Exons 


1507 3. .15134, 15751. .16089, 


16222. .16298, 174 04. .17426, 




1755 6. . 17582, 18019.. 18181, 


18403. .18467 


Seq. No. 


30980 


Seq. ID 


OJ990709_13. 9A21.C7 


Gene No. 


64134 


Strand 


- 


Start 


20498 


End 


21029 


Name 


OJ990709 13.9A21.C7.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1891 


End 


2406 


GI 


none 


Score 


126 


Exons 


1891. .2055, 2122. .2406 






Seq. No. 


30980 


Seq. ID 


OJ990709_13. 9A21.C7 


Gene No. 


64134 


Strand 




Start 


20498 


End 


21029 


Name 


OJ990709 13. 9A21.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


2137 ~ 


End 


2740 


GI 


none 


Score 


64 


Exons 


2137. .2721, 2138. .2287, 2347 


..2481, 2354. .2740 


Seq. No. 


30980 


Seq. ID 


OJ990709_13.9A21.C7 


Gene No. 


64134 


Strand 




Start 


20498 


End 


21029 


Name 


OJ990709 13. 9A21.C7 . o2 . tw 


Method 


TBLASTX: Wheat 


Start 


2266 ~~ 


End 


2676 


GI 


none 


Score 


50 


Exons 


2266..2346, 2338. .2487, 2354 


..2473, 2500. .2676, 2507. .2644 


Seq. No. 


30980 


Seq. ID 


OJ990709_13. 9A21.C7 . 


Gene No. 


64134 


Strand 




Start 


20498 


End 


21029 


Name 


OJ9907 09 13. 9A21.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


14248 ~~ 


End 


14616 


GI 


none 


Score 


137 


,Exons 


14248. .14439, 14 257. .14 616, 


14491. .14616 


Seq. No. 


30980 


Seq. ID 


OJ990709_13.9A21.C7 


Gene No . 


64134 


Strand 




Start 


20498 


End 


21029 


Name 


"OJ990709 13 . 9A21 . C7 . o5 . gs 


Method 


GENSCAN 


Start 


20498 ~ 


End 


21029 


GI 


none 


Score 


.57 


Exons 


204 98 .. 20728, 20967 .. 21029 






Seq. No. 


30981 


Seq. ID 


OJ990709_13.9A21.C8 


Gene No. 


64135 


Strand 




Start 


1084 


End 


1147 


Name 


OJ990709 13.9A21.C8.ol.gp 


Method 


AAT/GAP 


Start 


1084 


End 


1147 


GI 


uC-osflcypl58c04al 


Score 


77 


Exons 


1084. .1147 






GI Descrip. 


'4 581164 /gb|AAD24 647.1 |AC006220_3 2 . Oe 


-17 (AC006220) putative 



poiyprotein LArabidopsis thaliana] 1 



Seq. No. 30982 Seq. ID OJ99070 9_13 . 9A21 . C9 



30949 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



64136 
2075 
OJ9907 
2073 
none 
2073. . 
3243. . 
3423. . 
4530. . 
4931. . 
5631. . 
7619. . 



09 13.9A21.C9.ol.ts 



2177, 
3323, 
3731, 
4832, 
5092, 
5807, 
7825, 



2096. . 
3257. . 
3977. , 
4582. , 
5409. , 
5632. , 
11127, 



2179, 2343. 

3322, 3419. 

4198, 3977. 

4812, 4922. 

5534, 5421. 

5808, 5916. 
.11276 



Strand 

End 12764 

Method TBLASTX : Soybean 

End 11276 

Score 98 

.2594, 2346.. 2591, 2350.. 2592, 
.3727, 3421. .3567, 3423. .3731, 
.4198, 3978. .4199, 3994. .4200, 
.5026, 4927. .5091, 4927. .5094, 
.5618, 5425. .5538, 5631. .5807, 
.6038, 5916.. 6032, 5935.. 6042, 



Seq. No. 30982 

Gene No. 64136 

Start 2075 

Name OJ990709_13 . 9A21 . C9 . o2 . gs 

Start 2075 

GI none 

Exons 2075.. 2175, 2351.. 2590, 3250. 

4526. .4820, 4927. .5091, 5766, 



Seq. ID OJ990709_13.9A21.C9 
Strand 

End 12764 
Method GENSCAN 
End 12700 
Score .82 

.3313, 3419. .3724, 3983. .4149, 
.6047, 6840. .6926, 7622. .7942, 



J381. .8554, 11136. .12281, 122 90. .12700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI . 
Exons 



30982 
64136 
2075 

OJ990709_13. 9A21.C9.ol.np 

2078 
2959767 



Seq. ID OJ990709_13.9A21.C9 
Strand 

End 12764 

Method AAT/NAP 

End 12764 

Score 3528 



2078. .2175, 2351. .2590, 3250. .3313, 3419. .3724, 3983. .4197, 
4526. .4820, 4927. .5091, 5421. .6047, 6840. .6926, 7622. .7942, 
11136. .11279, 11370.. 12764 
(AJ002584) AtMRP4 [Arabidopsis thaliana] 

gi | 3738292 | gb | AAC63634 . 1 | (AC005309) glutathione-conjugate 
transporter AtMRP4 [Arabidopsis thaliana] 



30982 
64136 
2075 

OJ990709_13 . 9A21 . C9 . ol . tc 
2346 



none . " 
2346.. 2591, 2347. 
3417.. 3665, 3422. 
4576.-4824, 4933. 
5934.. 6056, 5935. 
7622. .7951, 11125. . 
11370. .11408, 11454 
12512. . 12547 



Seq. ID OJ990709_13.9A21.C9 
Strand - v; - 
End 12764 
Method TBLASTX : Cress 
End 12547 
. ."' Score * 134 " ~ 
2592, 3254.. 3322, 3258.. 3323, 3408.. 3710, 
3748, 3452. .3727, 3977. .4189, 4533. .4829, 
5094, 5418. .5615, 5419. .5538, 5724. .5801, 
6048, 6837.. 6935, 7608.. 7940, 7620.. 7952, 
.11253, 11127. .11270, 11133 .. 11258 , 
11864, 11940. .12158, 12266. . 12451, 



Seq. No. 

Gene No. 

Start 

Name 
pj — — j- 

j Lai L 

GI 

Exons 



30982 
64136 
2075 

OJ990709_13. 9A21.C9.o2.tm 

2367 

none 



Seq. ID OJ990709_13. 9A21.C9 
Strand 
End 

Method 
End 
Score 



12764 

TBLASTX: Maize 

11261 

172 



2367. .2594, 2368. .2592, 3243.-3323, 3254. .3322, 3403. .3630, 



30950 



3414. .3722, 3415. .3702, 3419. .3745, 3426. .3746, 3977. .4051, 
7619. .7831, 11127. .11261 



Seq. No. 30982 Seq. ID 

Gene No. 64136 Strand 

Start 2075 End 

Name OJ990709_13 . 9A21 . C9 . ol . tw Method 

Start 2415 End 

GI none Score 
Exons 



OJ990709_13.9A21.C9 
12764 

TBLASTX: Wheat 

7831 

75 



2415. .2561, 2415. .2591, 2416. .2592, 3254. .3334, 3408. .3575, 
3422. .3571, 7622. .7831, 7641. .7793 



Seq. No. 30982 Seq. ID 

Gene No. 64136 Strand 

Start 2075 End 

Name OJ990709_13 . 9A21 . C9 . ol . tm Method 

Start 4100 End 

GI none Score 

Exons 4100. .4198, 4527. .4802, 4530. .4832, 4567. .4815, 4927 

4931. .5092, 5421. .5528, 5425. .5538 



OJ990709_13.9A21.C9 
12764 

TBLASTX: Maize 
5538 
174 

.5094, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30982 
64136 
2075 

OJ990709_13.9A21.C9.o2.ts 
11370 



none . 
11370. 



Seq. ID OJ990709_13.9A21.C9 
Strand 

End 12764 

Method TBLASTX: Soybean 

End 11678 

Score 75 
11426, 11433. .11678, 11500.. 11661 



30982 
64136 
2075 

OJ990709_13 . 9A21 . C9 . o3 . tm 

11721 

none 

11721. .11864, 1194 0. .12134. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_13.9A21.C9 
12764 

TBLASTX: Maize 

12134 

133 



OJ990709 13.9A21.C10 



30983 Seq. ID 

64137 Strand 
145 End 740 

OJ990709_13 . 9A21 . C10 . ol . np Method AAT/NAP 
145. . . • End 740 

10762Q5 : . Score 86 ■ ' 

145.. 740 - 

hypothetical protein WP6 - Chlamydomonas eugametos gi 1530878 
(L29028) amino acid feature: N-glycosylation sites, aa 41 .. 
46 .. 48, 51 .. 53, 72 .. 74, 107 .. 109, 128 .. 130, 132 
134, 158 .. 160, 163 165; amino acid feature: Rod protein 
domain, aa 169 .. 340; amino acid feature: globular pro... 



43, 



30984 
64138 
1091 

OJ990709_13. 9A21.Cll.ol.np 

1091 

5852093 

1091. .1197, 2778. .2937 



Seq. ID OJ990709_13.9A21.C11 

Strand + 

End 2 937 

Method AAT/NAP 

End 2937 

Score 56 



30951 



GI Descrip. 


(AL117264) 


zwh!6. 


1 [Oryza sativa] 






Seq. No. 


30984 






Seq. ID 


OJ990709_ 


_13.9A21.C11 


Gene No. 


64138 






Strand 


+ 




Start 


1091 






End 


2937 




Name 


OJ990709 13 


.9A21. 


Cll.ol.gs 


Method 


GENSCAN 




Start 


1406 






End 


2905 




GI 


• hone 






Score 


.92 




Exons 


1406. .1416, 


2695. 


.2905 








Seq. No. 


30984 






Seq. ID 


OJ990709 


13.9A21.C11 


Gene No. 


64139 






Strand 






Start 


1 






End 


3129 




Name 


OJ990709 13 


. 9A21. 


Cll.o2.np 


Method 


AAT/NAP 




Start 


1 






End 


3129 




GI 


5852093 






Score 


55 




Exons 


1..50, 1631 


..1749, 3111. .3129 








GI Descrip. 


(AL117264) 


zwhl 6 . 


1 [Oryza sativa] 






Seq. No. 


30984 






Seq. ID 


OJ990709_ 


13. 9A21.C11 


Gene No. 


64140 






Strand 






Start 


3163 






End 


7941 




Name 


OJ990709 13 


. 9A21. 


Cll.o3.np 


Method 


AAT/NAP 




Start 


3163 






End 


7941 




GI 


. 2959767 






Score - 


2333 




Exons 


3163. .3260, 


3426. 


.3664, 3754.. 


3817, 3918.. 4223, 


4319. .4533, 




5071. .5365, 


5495. 


.5659, 5746.. 


6381, 6692.. 6778, 


7621. .7941 


GI Descrip. 


(AJ002584) AtMRP4 


[Arabidopsis 


thaliana] 





gi I 3738292 | gb | AAC63634 . 1 1 (AC005309) glutathione-con jugate 
transporter AtMRP4 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30984 
64140 
3163 

OJ990709_13. 

3166 

none 

3166. .3261, 
3442. .3666, 
3918. .4226, 
4313. .4534, 
5691. .5735, 
5750. .5866, 



9A21.Cll.ol.ts 



3172.. 3264, 3173. 

3761.. 3820, 3762. 

3922.. 4230, 3922. 

5075.. 5371, 5079. 

5730... 5855,. 5736. 

5956.. 6150, 5957* 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 13.9A21.C11 



7941 

TBLASTX : Soybean 
6213 
62 

.3262, 3441. .3650, 3441. .3665, 
.3815, 3900. .4103, 3902. .4039, 
.4227, 4306. .4485, 4308. .4535, 
.5354, 5490. .5609, 5495. .5662, 
.5852, 5741..5896, 5746. .5946, 
.6130, 6169.. 6213 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Start 
Name 



30984 
64140 
3163 

OJ990709_13. 9A21.Cll.o2.gs 

3438 

none 

3438.. 3664, 3754.. 3817, 3918. 



Seq. ID 

Strand 

End . 

Methb'd 

End 

Score 



OJ990709_13.9A21.C11 

7941 
GENSCAN 
7941 
.74 



4223, 4319. .4452, 5071. .5365, 



5495.. 5659, 5746.. 6381, 6692.. 6778, 7621.. 7805, 7838.. 7941 



30984 

/- a i a r\ 

3163 

OJ990709 13.9A21.Cll.ol.tc 



Seq. ID 

Strand 

End 

Method 



OJ990709__13.9A21.C11 
7941 

TBLASTX: Cress 



30952 




Start 


3441 








End 




7941 




GI 


none 








Score 




113 




Exons 


3441 . . 3665, 


3442 


. . 3714, 


3758 


. .3820, 


3918. .4103, 


3918 4226 




3931. .4230, 


4313 


. . 4546, 


5129 


. .5371, 


5145. .5177, 


5235 5360 




5495. .5662, 


5746 


. .5934, 


5750 


. .5851, 


5959. .6126, 


5960. . 6097, 




6211 . . 6381, 


7621 


. .7941 












Seq. No. 


30984 








Seq. ID 


OJ990709_ 


13. 9A21.C1-1 


Gene No. 


64140 








Strand 








Start 


3163 








End 




7941 




Name 


OJ990709 13. 


9A21 


.Cll.ol. 


tm 


Method 




TBLASTX: Maize 


Start 


3441 ~~ 








End 




4384 




GI 


none 








Score 




145 




Exons 


3441 . .3650, 


3441 


. 3665, 


3442 


. .3666, 


3758. .3820, 


3759. .3824, 




3916. .4044, 


3918 


.4103, 


3918 


. .4220, 


3919. .4221, 


4313. . 4384 


Seq. No. 


30984 








Seq. ID 


OJ990709_ 


13.9A21.C11 


Gene No. 


64140 








Strand 








Start 


3163 








End 




7941 




Name 


OJ990709 13. 


9A21 


Cll .ol . 


tw 


Method 




TBLASTX: Wheat 


Start 


3489 ~ 








End 




7830 




GI 


none 








Score 




86 




Exons 


3489 . . 3665, 


3490 


. 3687, 


3756 


. .3869, 


3758. .3820, 


3918. .4070, 




7591 7830 
















Seq. No. 


30984 








Seq. ID 


OJ990709_ 


13.9A21.C11 


Gene No. 


64140 








Strand 








Start 


3163 








End 




7941 




Name 


OJ990709 13. 


9A21. 


Cll.ol. 


gp 


Method 




AAT/GAP 




Start 


3741 








End 




4463 




GI 


uC-osflcyp002f02bl 




Score 




964 




Exons 


3741. .3817, 


3918. 


.4223, 


4319 


. 4463 








GI Descrip. 


'2959767/emb 


ICAA05625I 2 


.Oe-71 (AJ002584) At MRP 4 


[Arabidopsis 



thaliana] >gi_37 38292 (AC005309) glutathione-con jugate 
transporter AtMRP4 [Arabidopsis thaliana] 1 



Seq. No. 


30984 








Seq. ID 


OJ990709_13. 9A21.C11 


Gene No. 


64140 








Strand 




Start 


3163 








End 


7941 


Name 


OJ990709 13. 


9A21 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4436 








End 


5863 


GI " 


none . 








Score 


71 


Exons 


4.436, .4534,. 


4 44 0 


. .4535, 


507.5. 


.5371, 5082.. 5351, 5487.. 5660, 




■5495.. .5662,. 


5496 


. .5660, 


5746. 


.5856, 5750. .5863 


Seq. No. 


30984 








Seq. ID 


OJ990709_13.9A21.C11 


Gene No. 


64140 








Strand 




Start 


3163 








End 


7941 


Name 


OJ990709 13. 


9A21 


.Cll.o2 


.gp 


Method 


AAT/GAP 


Start 


5123 








End 


5523 


GI 


3106494 








Score 


304 


Exons 


5123. .5365, 


5495 


.5523 








Seq. No. 


30984 








Seq. ID 


OJ990709_13.9A21.C11 


Gene No . 


64140 








Strand 




Start 


3163 








End 


7941 


Name 


OJ990709_13. 


9A21 


Cll.o2 


. ts 


Method 


TBLASTX: Soybean 



30953 



Start 6283 End 7935 

GI none Score - 228 

Exons 6283.. 6381, 6689.. 6781, 7618.. 7932, 7619.. 7933, 7621.. 7935 



Seq. No. 30984 Seq. ID 

Gene No. 64140 Strand 

Start 3163 End 

Name OJ990709_13 . 9A21 . Cll . o3 . tm Method 

Start 7608 End 

GI none Score 

Exons 7608.. 7739, 7615.. 7872, 7621.. 7872 



OJ990709_13.9A21.C11 
7941 

TBLASTX : Maize 

7872 

86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30985 



Seq. ID OJ990709 13.9A21.C12 



64141 Strand + 

4094 End 5042 

OJ990709_13. 9A21.C12.o2.np Method AAT/NAP 
4094 End 5042 

6069646 Score 1069 

4094. .5042 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30985 Seq. ID OJ990709_13.9A21.C12 

64142 Strand 

369 End 2473 

OJ990709_13 . 9A21 . C12 . ol . np Method AAT/NAP 

369 End 2473 

2959767 Score 1023 

369. .518, 582. .2473 

(AJ002584) AtMRP4 [Arabidopsis thaliana] 

gi | 3738292 | gb| AAC63634 . 1 | (AC005309) glutathione-conjugate 
transporter At MRP 4 [Arabidopsis thaliana] 



Seq. No. 


30985 








Seq. ID 


OJ990709_13.9A21.C12 


'Gene No . 


64142 








Strand 




Start 


369 








End 


2473 


Name 


OJ990709 13 


.9A21 


.C12.ol 


.gs 


Method 


GENSCAN 


Start 


375 








End 


2471 


GI 


none . 








' Score 


.97 


Exons 


375. .1184, 


1217. 


.2363, 


24.22. , 


.2471 




Seq. No. 


30985 








Seq. ID 


OJ990709_13.9A21.C12 


Gene No. 


64143 








Strand 




Start 


4328 








End 


6995 


Name 


OJ990709 13 


.9A21 


.C12.o2 


.gs 


. Method 


GENSCAN 


Start 


4328 








End 


6995 


GI 


none 








Score 


.69 


Exons 


4328. .4478, 


4856 


. .4907, 


6263. 


,.6394, 6430.. 6649, 6906.. 6995 


Seq. No. 


30985 








Seq. ID 


OJ990709_13.9A21.C12 


Gene No. 


64144 








Strand 




Start 


7 682 








End 


11606 


Name 


OJ990709 13 


.9A21 


.C12.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


366 








End 


1783 



30954 



GI 


none 






Score 


82 




Exons 


366.. 497, 366.. 500, 370 


456, 


582. .617 


, 654.. 1082, 1182 


1 711 

. ■ J. f If 




1280. .1450, 


1472. .1585, 


1595. 


.1696, 1712. .1783 




Seq. No. 


30985 






Seq. ID 


OJ990709_13. 9A21 


.C12 


Gene No. 


64144 






Strand 


— 




Start 


7682 






End 


11606 




Name 


OJ990709 13 


.9A21.C12.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


372 






End 


884 




GI 


none 






Score 


86 




Exons 


372. .485, 373. .459, 529 


. . 867, 


582. .884 






Seq. No. 


30985 






Seq. ID 


OJ990709_13.9A21 


.C12 


Gene No. 


64144 






Strand 






Start 


' 7682 






End 


11606 




Name 


OJ990709 13 


.9A21.C12.o7 


. ts 


Method 


TBLASTX : Soybean 




Start 


1367 






End 


1738 




GI 


none 






Score 


49 




Exons 


1367. . 1459, 


1454 . . 1618, 


1616. 


.1696, 1709.. 1738 




Seq. No. 


30985 






Seq. ID 


OJ990709_13.9A21 


C12 


Gene No. 


64144 






Strand ' 






Start 


7682 






End 


11606 




Name 


OJ990709 13 


9A21.C12.o7 


..tm 


Method 


TBLASTX: Maize 




Start 


1469 






End 


1766 




GI 


none 






Score 


82 




Exons 


1469. . 1597, 


1473. . 1598, 


1475 . 


.1600, 1613. .1696, 1617. .1697, 




1709. . 1765, 


1713. . 1766 










Seq. No. 


30985 






Seq. ID 


OJ990709_13.9A21. 


C12 


Gene No. 


64144 






Strand 






Start 


7682 






End 


11606 




Name 


OJ990709 13. 


9A21.C12.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


4482 






End 


4786 




GI 


none 






Score 


242 




Exons 


4482. .4772, 


4505. .4786 











Seq. No. 
Gene No. 
Start 
Name 
Start .' 
GI 

Exons * 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

jjj x o n s 



30985 Seq. ID OJ990709_13.9A21.C12 

64144 Strand 

7682 End 11606 

OJ990709__13. 9A21.C12.o3.np Method AAT/NAP 

7682 End 11500 ' 

6630696* ' • score 6264 

7682. .11500 - 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



30985 
64144 
7682 

OJ990709_13. 9A21.C12.o2.tw 

7818 

none 

7818. .7943, 7616.. 7931, 7820. 
7936. .8211, 7939.. 8205, 8220. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990709 13.9A21.C12 



11606 

TBLASTX: Wheat 
8294 
146 

.7939, 7932. .8198, 7932. .8204, 
.8294, 8221. .8289, 8234. .8293 



30955 



Seq. No. 


30985 








Seq. ID 


OJ990709_13. 9A21 


.C12 


Gene No. 


64144' 








Strand 






Start 


7682 








End 


11606 




Name 


OJ990709 13 


. 9A21 


.C12.o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


7947 








End 


8288 




GI 


none 








Score 


86 




Exons 


7947. .8156, 


8026 


. .8151, 


8175. 


.8288, 8 


185.. 8253 




Seq. No. 


30985 








Seq. ID 


OJ990709_13. 9A21 


-C12 


Gene No. 


64144 








Strand 






Start 


7682 








End 


11606 




Name 


OJ990709 13 


9A21 


.C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


8150 








End 


8522 




GI 


none 








Score 


95 




Exons 


8150. .8398, 


8151 


. .8522, 


8152. 


.8499 






Seq. No. 


30985 








Seq. ID 


OJ990709_13. 9A21 


.C12 


Gene No. 


64144 








Strand 






Start 


7682 








End 


11606 




Name 


OJ990709 13. 


9A21 


.C12.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


8310 








End 


8649 




GI 


none 








Score 


68 




Exons 


8310. .8489, 


8317 


. .8490, 


8485. 


.8649, 8 


490. .8648 




Seq. No. ' 


30985 








Seq. ID 


OJ990709_13. 9A21 


C12 


Gene No. 


64144 








Strand 






Start 


7682 








End 


11606 




Name 


OJ990709 13. 


9A21 


C12.o3 


tw 


Method 


TBLASTX: Wheat 




Start 


8502 








End 


9047 




GI 


none 








Score 


85 




Exons 


8502. .8708, 


8703 


. 9047, 


8755. 


. 9030 






Seq. No. 


30985 








Seq. ID 


OJ990709_13. 9A21 


C12 


Gene No. 


64144 








Strand 






Start 


7682 








End 


11606 




Name 


OJ990709 13. 


9A21 


C12.o2 


tm ■ 


Method 


TBLASTX: Maize 




Start 


8583 








End 


9047 




GI 


none 








Score 


85 




Exons 


8583. . 9047, 


8698, 


. 8892, 


8975. 


. 9034 






Seq. No. 


30985 








Seq. ID- 


OJ990709 13.9A21. 


C12 


Gene No. 


64144 " 








Strand 






Start " 


7682 








End ■• 


11606 




Name 


OJ990709 13. 


9A21. 


C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


8718 








End 


9176 




GI 


5509260 








Score 


46 




Exons 


8718 . . 9176, 


8863. 


.8895, 


8956. 


. 9087 






GI Descrip. 
















Seq. No. 


30985 








Seq. ID 


OJ990709 13.9A21. 


C12 


Gene No. 


64144 








Strand 






Start 


7682 








End 


11606 




Name 


OJ990709 13. 


9A21. 


C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8829 








End 


9092 




GI 


11V11C 








Score 


103 




Exons 


8829. . 9092, 


8917. 


.9087 











30956 




Seq. No. 30985 

Gene No. 6414 4 

Start 7682 

Name OJ990709_13 . 9A21 . C12 . ol 

Start 9102 

GI none 

Exons 9102.. 9260, 9106.. 9267, 
9260. .9832 

Seq. No. 30985 

Gene No. 64144 

Start 7682 

Name OJ990709_13 . 9A21 . C12 . o3 

Start 9481 

GI none 

Exons 9481.. 9681, 9685.. 9831, 




Seq. ID OJ990709_13.9A21.C12 
Strand 

End 11606 

,tw • Method TBLASTX: Wheat 

End 9852 

Score 143 
9107. .9277, 9258. .9584, 9259. .9852, 



Seq. ID OJ990709_13.9A21.C12 
Strand 

End 11606 

,ts Method TBLASTX : Soybean 

End 9907 

Score 86 
9689. .9823, 9830. .9907 



Seq. No. 30985 Seq. ID 

Gene No. 64144 Strand 

Start 7682 End 

Name OJ990709_13 . 9A21 . C12 . o5 . tm Method 

Start 9694 End 

GI none Score 

Exons 9694.. 9840, 9830.. 10159 



OJ990709_13.9A21.C12 
11606 

TBLASTX: Maize 

10159 

177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30985 * Seq. ID 

64144 Strand 

7682 End 

OJ990709_13. 9A21.C12.o5. tw Method 

9853 End 

none Score 



OJ990709_13.9A21.C12 
11606 

TBLASTX: Wheat 

10052 

131 



9853. .10044, 9853. .10044, 9854. .10051, 9855. .10052 



Seq. No. 30985 Seq. ID 

Gene No. 64144 Strand 

Start 7682 End 

Name OJ990709_13 . 9A2 1 . C12 . 06 . ts Method 

Start-- 9917 End 

GI none Score 

Exons 9917.. 10165, 10148 .. 10297 



OJ990709_13.9A21.C12 
11606 

TBLASTX: Soybean 
10297 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

r> 4 ~j_ 

GI 

Exons 



30985 
64144 
7682 • 

OJ990709_13. 9A21.C12.ol . tm 

10245 

none 

10245. .10310, 10247. .10339, 
10343. .10630, 10343. .10654, 

30985 
64144 
7682 

OJ990709_13. 9A21.C12.ol.gp 

-l t\ i- r- s- 

101595JL.R1084 

10556. .10630, 10746. .11458 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10274. .10339, 10338 
10347... 10631 



OJ990709_13 9A21 . C1'2 
11606 

TBLASTX: Maize 

10654 

46 

10634, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990709_13.9A21.C12 

11606 
AAT/GAP 
11458 
1393 



30957 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 



30985 Seq. ID 

64144 Strand 

7682 End 
OJ990709_13 . 9A21 . C12 . o4 . tm Method 

11153 End 

none Score 
11153. 



OJ990709_13.9A21.C12 
11606 

TBLASTX: Maize 

11458 

137 



,11344, 11153. .11458, 11215 11358, 11229. .11411 



30985 
64144 
7682 

OJ990709_13.9A21.C12.o4.tw 
11209 



none 

11209. 

11508. 



Seq. ID OJ990709_13.9A21.C12 
Strand 

End 11606 

Method TBLASTX: Wheat 

End 11606 

Score 157 

,11370, 11210. .11494, 11229 .. 11420, 11471 .. 11605, 
11606 



Seq. No. 30986 Seq. ID 

Gene No. 64145 Strand 

Start 50 End 

Name OJ990709_13 . 9A2 1 . C15 . ol . gs Method 

Start 50 End 

GI none Score 

Exons 50.. 126, 160.. 233 



OJ990709_13.9A21.C15 
233 

GENSCAN 

233 

.42 



Seq. No. 30987 Seq. ID 

Gene No. 64146 Strand 

Start 1184 End 

Name OJ99070 9_12 . 9A1 1 . CI . ol . gs Method 

Start 1184 End 

GI none Score 
Exons 



OJ990709_12.9A11.C1 
+ 

11158 
GENSCAN 
11158 
. 61 



1184. .1250, 1401. .1617, 1676. .1768, 1879. .2021, 3311. .3336, 
3408. .3542, 6014. .6166, 6847. .7911, 7934. .8083, 8151. .8432, 
11021. .11158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30987 . 
64146 
1184 

OJ990709__12 . 9All.Cl.o2.gp 
7126 
6025145 
7126. .7465 

4104056 5.0e-51 (AF031194) S276 [Triticum aestivum] 



Seq. ID OJ990709_12.9A11.C1 

Strand + 

End 11158 

Method AAT/GAP 

End 7465 

Score 563 



30987 Seq. ID 

64147 .. Strand 

11666 End 

OJ990709_12 . 9A11 . CI . o2 . gs Method 

11666 End 

none Score 

11666. .11828, 118 91. .12084 



OJ990709_12.9A11.C1 
+ 

12084 
GENSCAN 
12084 
.78 



Seq. No. 
Gene No. 



30987 
64148 



Seq. ID 
Strand 



OJ990709 12.9A11.C1 



30958 




Start 


6755 






End 


14559 




Name 


OJ990709 12 


. 9A11 


.Cl.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


6613 






End 


7918 




GI 


none 






Score 


67 




Exons 


6613. .6633, 


6624 


..6707, 6625 


..6702, 6690.. 6722, 


6760 . . 6783, 




6862. . 6900, 


6902 


..6964, 6972 


. .7250, 6978. .7070, 


6979. .7653, 




6980. .7648, 


7654 


..7917, 7655 


. .7918 




Seq. No. 


30987 






Seq. ID 


OJ990709 


12. 9A11.C1 


Gene No. 


64148 






Strand 






Start 


6755 






End 


14559 




Name 


OJ990709 12 


.9A11 


. CI . ol . gp 


Method 


AAT/GAP 




Start 


6755 






End 


7212 




GI 


11988 1.R1084 




Score 


773 




Exons 


6755. .7212 












GI Descrip. 


'4104056 5. 


0e-51 


(AF031194) S276 [Triticum aestivum] 1 


Seq. No. 


30987 






Seq. ID 


OJ990709 


_12.9A11.C1 


Gene No. 


64148 






Strand 






Start 


6755 






End 


14559 




Name 


OJ990709 12 


. 9A11 


.Cl.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


6982 • 






End 


8311 




GI 


none 






Score 


48 




Exons 


6982. .7023, 


6988 


..7023, 7037 


..7633, 7048.. 7653, 


7087. .7641, 




7645. .7686, 


7657 


.'.7920, 7661, 


..7795, 7847. .7942, 


8003. .8092, 




8135. .8311 












Seq. No. 


30987 






Seq. ID 


OJ990709 


_12. 9A11.C1 


Gene No. 


64148 






Strand 






Start 


6755 






End 


14559 




Name 


OJ990709 12 


. 9A11 


.Cl.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


6985 






End 


8333 




GI 


none 






Score 


57 




Exons 


6985. .7038, 


6985 


..7038, 7036, 


..7647, 7037. .7648, 


7657. .7920, 




7670. .7795, 


8009 


..8092, 8096- 


. .8323, 8097. .8333 . 




Seq. No. 


30987 






Seq. ID 


OJ990709 


_12. 9A11 .CI 


Gene No.- 


64148. 






Strand 






Start 


6755 






End 


14559 




Name 


OJ990709 12 


. 9A11, 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


6988 






End 


8389 




GI' 


4104056 






.Score 


1988 . 




Exons 


6988. .8389 












GI Descrip. 


(AF031194) S276 


[Triticum aestivum] 






Seq. No. 


30987 






Seq. ID 


OJ990709_ 


_12. 9A11.C1 


Gene No. 


64148 






Strand 






Start 


6755 






End 


14559 




Name 


OJ990709 12.. 


. 9A11. 


,Cl.o2.np 


Method 


AAT/NAP 




Start 


7763 






End 


13886 




GI 


425682 






Score 


119 





Exons 7763.. 7813, 8330.. 8498, 12505 .. 12606, 13865.. 13886 

GI Descrip. extensin=nodule-specif ic proline-rich protein {clone Vf NDS-E } 
[Vicia faba=broadbeans, root nodules, Peptide Partial, 116 aa] 

Seq. No. 30987 Seq. ID OJ990709_12 . 9A11 . CI 

Gene No. 64148 Strand 



30959 



Start 
Name 
Start 
GI 

Exons 



6755 End 

OJ990709_12 . 9A11 . CI . o2 . tm Method 

8153 End 

none Score 
8153. .8347, 8154. .8315 



14559 

TBLASTX: Maize 

8347 

208 



Seq. No. 30987 . Seq. ID 

Gene No. 64148 Strand 

Start 6755 End 

Name OJ990709_12 . 9A11 . CI . o3 . gs Method 

Start 12428 End 

GI none Score 

Exons 12428. .12565, 14500.. 14559 



OJ990709_12.9A11.C1 

14559 
GENSCAN 
14559 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30987 Seq. ID OJ990709_12 . 9A11 . CI 

64148 Strand 

6755 End 14559 

OJ990709_12 . 9A11 . CI . o3 . gp Method AAT/GAP 

13855 End 14157 

89067_1.R1084 Score 554 

13855.. 14157 

, 2827713/emb|CAA16686| 6.0e-47 (AL021684) 

pyridoxal-phosphate-dependent aminotransferase - like protein 
[Arabidopsis thaliana] 1 



30988 Seq. ID 

64149 Strand 

4 601 . End 

.OJ990709_12. 9All.C2.o2.gp Method 

4601 End 

61605_3.R1084 Score 
4601. .4909 



OJ990709_12.9A11.C2 
+ 

4909 
AAT/GAP 
4909 
437 



1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 30988 

Gene No. 64150 

Start 4824 

Name OJ990709_12 . 9A11 . C2 . o2 . gs 

Start 4824 

GI none 
Exons 



Seq. ID OJ990709_12.9A11.C2 



Strand 
End 

Method 

End 

Score 



+ 

6747 
GENSCAN 
6747 
.84 



4824.. 4861, 5419.. 5540, 6185;. .6364, 6380.. 6747' 



Seq. No. 30988 Seq. ID 

Gene No. 64151 Strand 

Start 1979 End 3355 

Name OJ990709_12 . 9A11 . C2 . ol . gp Method AAT/GAP 

Start 1914 End 2311 

GI -p9067_l.R1084 -Score 761 

Exons 1914.. 2311 

GI Descrip. 1 2827713/emb | CAA1 6686 | 6.0e-47 (AL021684) 

pyridoxal-phosphate-dependent aminotransferase 
[Arabidopsis thaliana] ' 



OJ990709 12.9A11.C2 



like protein 



ocq. wu. 
Gene No. 
Start 



64151 
1979 



Seq. ID 

Strand 

End 



OJ990709 12.9A11.C2 



3355 



30960 



Name 


OJ990709 12 


9A11 C? ol n<? 








Start 


1979 ~~ 


End 


33^S 




GI 


none 




Score 


1 




1—1 x\ 1 1 O 


1979 3355 










Seq. No. 


30988 




Seq. ID 


OJ990709 12 9A11 


. C2 


Gene No. 


64151 




Strand 






Start 


1979 




End 


3355 ■ 




Name 


OJ990709 12 


.9All.C2.ol.np 


Method 


AAT/NAP 




Start 


1982 




End 


3349 




GI 


2827713 




Score 


1685 






1982. .3349 










W -2- U \^ *J V_« X -X. £j . 


(AL021684) 


pyridoxal-phosphate-dependent aminotransferase 




protein [Arabidopsis thaliana 


] gi|6686815|emb|CAB64727. 


11 




\ rt.O l1 JJ ^ J ] 


11J-.LO XI JS.C pi U Lclll 


[Arabidopsis thaliana] 




Seq. No. 


30988 




Seq. ID 


OJ990709_12.9A11 


,C2 


Gene No. 


UT J. J6 




Strand 






Start 


6700 




End 


15997 




Name 


OJ990709 12 


. 9All.C2.ol. tm 


Method 


TBLASTX: Maize 




Start 


1967 




End 


2936 




GI 


none 




Score 


702 




Exons 


1 967 ?7^1 


1 967 9 Q^S ?4 *3Q 


.2936 






Seq. No. 


30988 




Seq. ID 


OJ990709_12.9A11 


.C2 


Gene No. 


64 1 S? 




Strand 






Start 


6700 




End 


15997 




Name 


OJ990709 12 


.9All.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


1974 




End 


2412 




GI 


none 




Score 


271 




Exons ■ 


1 974 9^94 


1 Q7 4 9 ??7 1Q7Q 


.2410, 1979. .2410, 2026. .2412 


Seq. No. 


30988 




Seq. ID 


OJ990709_12.9A11 


.C2 


Gene No. 


64 152 




Strand 






Start 


6700 




End 


15997 




Name 


OJ990709 12 


.9All.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1977 




End 


2410 




GI 


none 




Score 


304 




Exons 


1977. .2333, 


1979. .2410, 1979. 


.2410 






Seq. No. 


30988 




Seq. ID 


OJ990709__12. 9A11 


.C2 


Gene No. 


64152 




Strand ' 






Start 


6700 




End 


15997 




Name 


OJ990709 12 


.9All.C2..ol.ts 


Method 


TBLASTX: Soybean 




Start 


2660 




End 


3215 




GI 


none 




Score 


566 




Exons 


2660. .3208, 


2661. .3215 








Se,q. No. 


30988 




Seq. ID 


OJ990709_12. 9A11 


.C2 


Gene No. 


64152 




Strand 






Start 


6700 




End 


15997 




Name 


OJ990709 12 


. 9All.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


2945 




End 


3212 




GI 


none 




Score 


297 




ExCus 


2945 . .3208, 


2946. . 3212 








Seq. No. 


30988 




Seq. ID . 


OJ990709_12.9A11 


.C2 



like 



30961 




Gene No. 


64152 


Strand 






Start 


6700 


End 


15997 




Name 


OJ990709 12. 9All.C2.o2. tc 


Method 






Start 


3053 


End 


3215 




GI 


none 


Score 


45 




Exons 


3053.. 3208, 3063.. 3098, 3123.. 3215 






Seq. No. 


30988 


Seq. * ID 


OJ990709_12. 9A11 


. C2 


Gene No . 


64152 


Strand 






Start 


6700 


End 


15997 




Name 


OJ990709 12. 9All.C2.o2.np 


Method 


AAT/NAP 




Start 


6700 


End 


15973 




GI 


4680204 


Score 


913 




Exons 


67 00. .6737, 11366. .11530, 11934. .12069, 1312 6. .13305, 






13394. .14 450, 14542. .15973 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


30988 


Seq. ID 


OJ990709JL2.9A11 


.C2 


Gene No. 


64152 


Strand 






Start 


6700 


End 


15997 




Name 


OJ990709 12. 9All.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


7764 


End 


8043 




GI 


none 


Score 


103 




Exons 


7764.. 8036, 7834.. 8043 








Seq. No. 


30988 


Seq. ID 


OJ990709_12.9A11 


.C2 


Gene No . 


64152 


Strand 






Start 


6700 


End 


15997 




Name 


OJ990709 12.9All.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7983 


End 


8375 




GI 


none 


Score 


69 




Exons 


7983. .8135, 7989. .8123, 8235 


. .8375 






Seq. No. 


30988 


Seq. ID 


OJ990709_12.9A11 


. C2 


Gene No . 


64152 


Strand 






Start 


.6700 


End 


15997 




Name 


OJ990709 12.9All.C2.o4.gp 


Method 


AAT/GAP 




Start 


10777 


End 


10876 




GI. 


LIB3477-003-P1-K1-E9 


Score 


154 




Exons 


10777. .10876 








GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I).>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Sea. No 


30988 


Seq. ID 


OJ990709_12. 9A11, 


C2 


Gene No. 


64152 


Strand 






Start 


6700 


End 


15997 




Name 


OJ990709 12. 9All.C2.o5.gs 


Method 


GENSCAN 




Start 


12612. 


End 


15997 




GI 


none 


Score 


. 6 




Exons 


12612. .12753, 12758 .. 12817 , 


13126. .13299, 13550. .14073, 






1430 9. .14 413, 14542. .14 661, 


14770. .15342, 1547 0. .15997 




Seq. No. 


30988 


Seq. ID 


OJ990709_12. 9A11. 


C2 






Strand 






Start 


6700 


End 


15997 




Name 


OJ990709 12. 9All.C2.ol.tw 


Method 


TBLASTX: Wheat 





30962 



Start 14932 End 15333 

GI none Score 81 

Exons 14932. .15102, 14 933 .. 1504 9, 15097 15333, 15139.. 15234 

Seq. No. 30989 Seq. ID OJ990709_12 . 9A11 . C3 

Gene No. 64153 Strand 

Start 1 End 4098 

Name OJ990709_12 . 9A11 . C3 . ol . gp Method AAT/GAP 

Start 1 End 34 97 

GI 342_1.R1084 Score 5531 

Exons 1..34 97 

GI Descrip. 1 4 574 406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 

Seq. No. 30989 Seq. ID OJ990709__12 . 9A11 . C3 

Gene No. 64153 Strand 

Start 1 End 4098 

Name OJ990709_12 . 9A11 . C3 . ol . gs Method GENSCAN 

Start 158 End 3501 

GI none Score .66 

Exons 158. .1213, 1586. .1764, 1896. .2182, 2237. .2536, 3218. .3501 

Seq. No. 30989 Seq. ID OJ990709_12 . 9A11 . C3 

Gene No. 64153 Strand 

Start 1 End 4098 

•"Name OJ990709_12 . 9A11 . C3 . ol . np Method AAT/NAP 

Start 179 - End 4098 

GI 4680203 Score 3110 

Exons 179.. 1168, 1445.. 1675, 1829.. 3494, 3995.. 4098 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

Seq. No. 30989 Seq. ID OJ990709_12 . 9A1 1 . C3 

Gene No. 64153 Strand 

Start 1 End 4098 

Name OJ9907 09_12 . 9A11 . C3 . ol . tw Method TBLASTX : Wheat 

Start 233 End 1567 

GI none Score 4 2 

Exons 233. .325, 250. .321, 314. .394, 399. .518, 401. .517, 419. .520, 
423. .521, 495. .590, 527. .586, 592.'. 657, 593. .637, 632. .979, 
664. .987, 665. .964, 994. .1062, 1022. .1561, 1023. .1562, 
1382. .1567 



Seq. No. 30989 Seq. ID OJ990709_12 . 9A11 . C3 

Gene No. 64153 Strand 

Start 1 End 4098 

Name OJ990709_12 . 9A11 . C3 . ol . tc Method TBLASTX : Cress 

Start 815 End 1278 

GI none Score 105 

Exons 815. .964, 815. .979, 819. .968, 1022. .1264, 1038. .1274, 
1044. .1274, 1132. .1278 

Seq. No. 30989 Seq. ID OJ990709_12 . 9A11 . C3 

Gene No. 64153 Strand 

Start 1 End 4098 

Name OJ9 30709^1 2 . 9AI1 . C3 . o2 . tm Method TBLASTX : Maize 

Start 1205 End 1519 

GI none Score 122 



30963 




Exons 


1205. . 1519, 


1233 


. .1508 








Seq. No. 


30989 








Seq. ID 


OJ990709_12. 9A11.C3 


Gene No. 


64153 








Strand 




Start 


1 








End 


4098 


Name 


OJ990709 12 


. 9A11 


. C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


1568 








End 


1972 


GI 


none 








Score 


72 


Exons 


1568. .1648, 


1569 


. .1649, 


1569. 


.1652, 1574. .1654, 1682. .1867, 




1682. . 1879, 


1722 


. .1877, 


1861. 


.1923, 1909. .1971, 1919. .1972, 




1922. . 1972 












Seq. No. 


30989 








Seq. ID 


OJ990709_12. 9A11.C3 


Gene No. 


64153 








Strand 




Start 


1 








End 


4098 


Name 


OJ990709 12 


. 9A11 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2005 








End 


2247 


GI 


none 








Score 


183 


Exons 


2005. .2247 












Seq. No. 


30989 








Seq. ID 


OJ990709_12. 9A11.C3 


Gene No. 


64153 








Strand 




Start 


1 








End 


•4 098 


Name 


OJ990709 12 


. 9A11 


C3.ol. 


tm 


Method . 


TBLASTX: Maize 


Start 


2077 . 








End 


2535 


GI 


none 








Score 


98 


Exons 


2077. .2271, 


2281 


.2535, 


2281. 


.2523 




Seq. No. 


30989 








Seq. ID 


OJ990709_12.9A11.C3 


Gene No. 


64153 








Strand 




Start 


1 








End 


4098 


Name 


OJ990709 12 


. 9A11, 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2111 








End 


2580 


GI 


none 








Score 


124 


Exons 


2111. .2317, 


2111. 


.2320, 


2113. 


.2340, 2312. .2413, 2318. .2410, 




2320. .2415, 


2320. 


.2418, 


2422. 


.2526, 2426. .2527, 2524. .2580, 




2528. .2572 












Seq. No. 


30989 








Seq. ID 


OJ990709_12.9A11.C3 


Gene No. 


64153 








Strand 




Start 


1 








End 


4098 


Name • ' " ' ' " 


" OJ990709 12. 


9A11. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2368 








End ■ 


2716 


GI 


none 








Score 


70 


Exons 


2368. .2709, 


2387. 


.2515, 


2564. 


.2716 




Seq. No. 


30989 








Seq. ID 


OJ990709_12. 9A11.C3 


Gene No. 


64153 








Strand 




Start 


1 








End 


4098 


Name 


OJ990709 12. 


9A11. 


C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2449 








End 


2878 


GI 


none 








Score 


100 


Exons 


2449. .2745, 


2467. 


.2691, 


2740. 


.2802, 2795. .2878, 2803. .2877 


V-/ \^ ^ . J.X w . 


o r\ na n. 








Seq. iu 


UJ990 /09_I2. 9A11 . 


Gene No. 


64153 








Strand 




Start 


1 








End 


4098 



30964 



Name 

Start 

GI 

Exons 



OJ990709_12 .9All.C3.o4. tw 

2799 

none 

2799.. 3041, 2807.. 3049, 2809. 
3057. .3119 



Method TBLASTX : Wheat 
End 3186 
Score 183 

.3060, 2810. .3052, 3043.. 3186, 



Seq. No. 30990 ' ■/ -' Seq. ID 

Gene No. 64154 Strand 

Start 27884 End 

Name OJ990709_12 . 9A11 . C4 . o4 . np Method 

Start 27884 End 

GI 6630696 Score 

Exons 27884. .31299 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990709_12.9A11.C4 
+ 

31299 
AAT/NAP 
31299 
5341 



Seq. No. 


30990 




Seq. ID 


OJ990709 12.9A11 


.C4 


Gene No. 


64154 * 




Strand 


+ 




Start 


27884 




End 


31299 




Name 


OJ990709 12.9A11 


.C4 .ol .gp 


Method 


AAT/GAP 




Start 


27926 




End 


28620 




GI 


101595 1.R1084 




Score 


1243 




Exons 


. 27926. .28620 










GI Descrip. 


T 3047066 3.0e-15 


(AF058825) 


contains similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] 


Seq. No. 


30990 




Seq. ID 


OJ990709_12.9A11 


C4 


Gene No. 


64155 




Strand 






Start 


2668 




End 


14664 




Name 


OJ990709 12.9A11 


.C4 .ol .gs 


Method 


GENSCAN 




Start 


2668 




End 


14664 




GI 


none 




Score 


.56 




Exons 


2668.. 4001, 6339 


.6446, 7403. .7838, 7995. .8078, 8328. .9360 




9487.. 9616, 9794 


. 10285, 10691. . 10825, 


11145. . 12003, 






12613. .12816, 13618. . 13672, 


14061. . 141E 


39, 14195. .14664 




Seq. No. 


30990 




Seq. ID 


OJ990709_12. 9A11. 


C4 


Gene No. 


64155 




Strand 






Start 


2668 




End 


14664 




Name 


OJ990709 12.9A11. 


C4.ol.np 


Method 


AAT/NAP 




Start 


2684' 




" End' " 


3352 




GI 


6862923 




Score 


258 




Exons 


2684. .3352- 










GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


30990 




Seq. ID 


OJ990709_12.9A11. 


C4 


Gene No. 


64155 




Strand 






Start 


2668 




End 


14664 




Name 


OJ990709 12.9A11. 


C4.o2.np 


Method 


AAT/NAP 




Start 


7266 




End 


12044 




GI 


4206306 




Score 


1410 




Exons 


7266. .8585, 8787. 


.10768, 10965. .11415, 


11831. . 12044 




GI Descrip. 


(AF049110) prpol 


[Zea mays] 








Seq. No. 


30990 




Seq. ID 


OJ990709_12.9A11. 


C4 


Gene No. 


64156 




Strand 







30965 




Start 


16550 






End 


19042 


Ma mo 

IN CUUC 


OJ990709 1 ? 9A1 1 

\_/ <J Zs Z/ \J 1 \J Z/ JL • Z7r\ -L X 


. C4 . o2 . 




Method 


GENSCAN 


Start 


16550 ~~ 






End 


19042 


GI 


none 






Score 


. 65 


P, von s 


16550 16733. 18 


378 . . 18 


552 li 


3554 . .18 651, 19032. .19042 


Seq. No. 


• 30990 






Seq. ID 


OJ990709__12. 9A11 


Gene No. 


64157 






Strand 




Start 


21452 






End 


30235 


Name 


OJ990709 12.9A11 


.C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2803 






End 


22049 


GI 


none 






Score 


70 


Exons 


2803.. 3054, 3067 


. .3297, 


21554 


. .21775, 


21845. .21925, 



21953. .22048, 21954. .22049 



C carr Mo 








Seq. ID 


OJ990709_12. 9A11 


.C4 


Gene No. 


64157 






Strand 






Start 


21452 






End 


30235 




Name 


OJ9907 0 9 12 


9A11.C4 .o3.tm 




Method 


TBLASTX: Maize 




Cfav-f 
OLClI L 


?r rn ~ 

t. O V J 






End 


22048 




yj ± 


IlUi it. 






Score 


105 




V von 




3055.. 3351, 21554 


..21775, 21845. .21916, 21953. 


Cp« Vfo 
OCLJ . IN {J ■ 


J u Z* Z* U 






Seq. ID 


OJ990709_12. 9A11 


.C4 




64 1 S7 






Strand . 






Start 


21452 






End 


30235 




Name 


OJ990709 12. 


9A11 .C4 .o4 . ts 




Method 


TBLASTX : Soybean 




Start 


72 60 






End 


7505 






none 






Score 


51 






/ £~ \J\J t . 1 -J \J *J f 


7264..7299, 7375. 


.7461 






9orr Mo 


^D9Qn 






Seq. ID 


OJ990709_12. 9A11 


.C4 




64157 






Strand 






Start 


21452 






End 


30235 




Name 


OJ990709 12. 


9All.C4.o8.tm 




Method 


TBLASTX : Maize 




Start 


7773 






End 


29645 




GI 


none 






Score 


80 




Exons 


7773. .7940, 


29210. .29344, 


29355. .29645, 


29462. .29638 




Seq. No. 


30990 






Seq. ID 


OJ990709__12.9A11 


• C4 


Gene No. 


64157 






Strand 






Start 


21452 






End 


30235 




Name 


OJ990709 12. 


9All.C4.ol.tw 




Method 


TBLASTX: Wheat 




Start 


7776 






End 


30235 




GI 


none 






Score 


372 




Exons 


7776. .7853, 


29488. .29760, 


29489. .29767, 


29496. ,29759, 






29500. .29760 


, 29756. .30235, 29762. .30229 




Seq. No. 


30990 






Seq. ID 


OJ990709_12 V .9A11 


.C4 


Gene No. 


64157 






Strand 






Start 


21452 






End 


30235 




Name 


OJ990709 12. 


9All.C4.o5.ts 




Method 


TBLASTX : Soybean 




Start 


7848 






End 


8243 




GI 


none 






Score 


80 




Exons 


7848 . . S243, 


7948. .8142, 7965. 


.8210 







Seq. No. 30990 Seq. ID OJ990709_12.-9A11.C4 



30966 




Gene No. 


64157 








Strand 






Start 


21452 








End 


30235 




Name 


OJ990709 12 


9A11 


. C4 . o9 . 


tm 


L JC L. 1 1 KJ\JL 


TRT.A^TX * i 

± LD J-jxiO J. /\ • I la J_ " 




Start 


8097 ~~ 








End 


84 SO 




GI 


none 








Score 


210 




Exons 


8097 . .8450 














Seq. No. 


30990 








.Seq. ID 


OJ990709_12.9A11 


.C4 


Gene No. 


6415.7 








Strand 






Start 


21452 








End 


30235 




Name 


OJ990709 12. 


9A11 


.C4 .o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8901 ~~ 








End 


9335 




GI 


none 








Score 


36 




Exons 


8901 . . 9194, 


8986 


. . 9087, 


9118 


. .9192, 9246. .9335 




Qprr No 


30990 








Seq. ID 


OJ990709_12.9A11 


.C4 


Gene No. 


64157 








Strand 






Start 


21452 








End 


30235 




Name 


OJ990709 12. 


9A11 


.C4 . ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


8964 ~~ 








End 


9381 




GI 


none 








Score 


81 




F, v n n q 


8964 9206- 


8968 


9081, 


9121 


..9207, 9243. .9380, 9243. .9380 




9265 9381 














Seq. No. 


30990 








Seq. ID 


OJ990709_12.9A11 


P4 


Gene No. 


64157 








Strand 






Start 


21452 








End 


30235 




Name 


OJ990709 12 


9A11 


C4 . 06 . 


t s 


Method 


TBLASTX : Soybean 




Start 


9532 ~~ 








End 


10001 




GI 


none 








Score 


66 




Exons 


9532 . . 9678, 


9712 


. 9966, 


9720 


..10001, 9849.. 9971 




Seq. No. 


30990 








Seq. ID 


OJ990709_12.9A11 


.C4 


Gene No. 


64157 








Strand 






Start 


21452 








End 


30235 




Name 


OJ990709 12 


9A11 


C4 . 08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9622 ~~ 








End,, 


9999 




GI 


none 








Score 


60 




Exons 


9622 9717, 


9642 


.9719, 


9687 


..9998, 9736.. 9999 




Seq. No. 


30990 








. Seq. ID 


OJ990709_12.9A11 


.C4 


Gene No. 


64157 ' • 








Strand' 






Start 


21452 








■ End 


30235 




Name 


OJ990709 12 


9A11 . 


C4 .ol . 


tm 


Method 


TBLASTX-: Maize 




Start 


9687 ~~ 








End 


10148 




GI 


none 








Score 


412 




Exons 


9687 10148. 


968£ 


J. .10146 








Seq. No. 


30990 








Seq. ID 


QJ990709_12.9A11 


.C4 


Gene No. 


64157 








Strand 






Start 


21452 








End 


30235 




Name 


OJ990709 12. 


9A11. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


10015 








End 


10424 




GI 


none 








Score 


423 




Exuns 


10015. . 10407 


, 10015. . 10416, 10017. .10424 




Seq. No. 


30990 








Seq. ID 


OJ990709_12. 9A11 


.C4 



30967 



Gene No. 64157 Strand 

Start 21452 . End 

Name OJ990709JL2 . 9A11 . C4 .'oS.tm Method 

Start 10149 End 

GI none ., Score 

Exons 10149. .10364, 10150.. 10362 



30235 

TBLASTX: Maize 

10364 

208 



Seq. No. 30990 

Gene No. 64157 

Start 21452 

Name OJ990709_12 . 9A1 1 . C4 . o7 . ts 

Start 11068 

GI none 

Exons 11068. . 11430 



Seq. ID OJ990709_12. 9A11.C4 
Strand 

End 30235 

Method TBLASTX : Soybean 

End 11430 

Score 208 



Seq. No. 30990 

Gene No. 64157 

Start 21452 

Name OJ990709_12 . 9A11 . C4 . olO . tm 

Start 12643 

GI none 

Exons 12643. . 12768, 12653 .. 127 63, 

Seq. No. 30990 

Gene No. 64157 

Start 21452 

Name OJ990709_12 . 9A1 1 . C4 . o3 . gs 

Start 21452 

GI none 

Exons 21452. .22699 



Seq. ID OJ990709_12.9A11.C4 
Strand 

End 30235 

Method TBLASTX : Maize 

End 12918 

Score 50 
12793. .12918, 12794. .12901 

Seq. ID OJ990709_12. 9A11.C4 
Strand 

End 30235 
Method * GENSCAN 

End 22699" 

Score .58 



Seq. No. 30990 
Gene No. 64157 
Start 21452 

Name OJ9907 0 9_12 . 9A1 1 . C4 . o3 . tw 

Start . 27776 
GI none 

Exons 27776. .27886, ■ 27779. .27913, 

27993. .28175 



Seq. ID OJ990709_12. 9A11.C4 
Strand 

End 30235 

Method TBLASTX : Wheat 

End ' 28175 

Score 124 
27953. ;28174, 27 964 28155, 



Seq. No. 30990 

Gene No. 64157 

Start 21452 

Name OJ990709_12 . 9A11 . C4 . 06 . tm 

Start 27950 

GI none 

Exons 27950. .28231, 27973 .. 28155 , 

Seq. No. 30990 

Gene No. 64157 

Start 21452 

Name OJ990709_12 . 9A11 . C4 . o2 . tm 

Start 28732 

GI none 

Exons 28732. .28764, 2G755 .. 28997 , 
28757. .29035, 28 999 .. 29094 , 



Seq. ID OJ990709_12.9A11.C4 
Strand 

End 30235 
. Method . TBLASTX: Maize 

End 28231 

Score 284 
28020. .28169, 28040. .28231 

-i Seq. ID OJ990709_12.9A11.C4 

Strand 

End 30235 

Method TBLASTX : Mai ze 

End 29094 

Score 196 
287 56. .26 998, 26756. . 2«yyb, 
29027. .29092 



30968 




Seq. No. 


30990 






Seq. ID 


OJ990709_12.9A11 


.C4 


Gene No. 


64157 






Strand 






Start 


21452 






End 


30235 




Name 


OJ990709 12.9A11.C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


29287 






End 


29486 




GI 


none 






Score 


104 




Exons 


29287. 


.29358, 29288 


. .29359, 


29358. .29486, 29358. .29486 




Seq. No. 


30990 






Seq. ID 


OJ990709JL2.9A11 


.C4 


Gene No. 


64157 






Strand 






Start 


21452 






End 


30235 




Name 


OJ990709 12.9A11.C4 


. o9 . ts 


Method 


TBLASTX: Soybean 




Start 


29433 






End 


29830 




GI 


none 






Score 


191 




Exons 


29433. 


.29654, 29435 


. .29650, 


29768. .29830 




Seq. No. 


30990 






Seq. ID 


OJ990709_12. 9A11 


. C4 


Gene No.. 


64158 






Strand 






Start 


30155 






End 


31299 




Name 


OJ990709 12.9A11.C4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


30155 






End 


30620 




GI 


5509260 




Score 


139 




Exons 


30155. 


.30358, 30250 


. . 30354, 


30339. .30620, 30375. .30506 




GI Descrip. 














Seq. No. 


30990 






Seq. ID 


OJ990709_12.9A11 


C4 


Gene No. 


64158 






Strand 






Start 


30155 






End 


31299 




Name 


OJ990709 12.9A11.C4 


. ol ._-tc 


Method 


TBLASTX: Cress 




Start 


30248 






End 


30509 




GI 


none 






Score 


143 




Exons 


30248. 


.30358, 30250 


. .30357, 


30339. .30509 




Seq. No. 


30990 






Seq. ID 


OJ990709_12.9A11. 


C4 


Gene No. 


64158 






Strand 






Start 


30155 






End 


31299 




Name 


OJ990709 12.9A11.C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start - ' 


30290 






End' 


30835 




GI 


none 






Score 


62 




Exons 


30290. 


.30358, 30363 


. .30635, 


30630. .30767, 30764.. 30835 




Seq. No.. 


30990 






Seq. ID 


OJ990709_12. 9A11. 


C4 


Gene No. 


'64158 






Strand 






Start . 


30155 






End 


31299 




Name 


OJ990709 12.9A11.C4 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


30300 






End 


30755 




GI 


none 






Score 


45 




Exons 


30300. 


.30347, 30303 


.30359, 


30357. .30755, 30426 .. 30506, 






30542. 


.30640 











Seq. ID OJ990709_12.9A11.C4 
Strand 

End 31299 

Method TBLASTX : Soybean 

End 3IU39 

Score 81 
30758. .30847, 3084 8 .. 31036, 



Seq. No. 30990 

Gene No. 64158 

Start 30155 

Name OJ990709_12 . 9A11 . C4 . 08 . ts 

Start 30CG3 

GI none 

Exons 30689. .30781, 30690 .. 30776, 



30969 



30857. .31039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30990 Seq. ID 

64158 Strand 

30155 End 

OJ990709_12 . 9A1 1 . C4 . o4 . tm Method 

30839 End 

none Score 



OJ990709_12.9A11.C4 
31299 

TBLASTX: Maize 

31187 

310 



30839. .31186, 30853 .. 31185, 30939. .31187 



30990 
64158 
30155 

OJ9907 09_12.9A11.C4 .o5.tw 

31043 

none 



Seq. ID OJ990709_12. 9A11.C4 
Strand 
End 

Metftod 
End 
Score 



31299 

TBLASTX: Wheat 

31299 

105 



31043. .31117, 31044. .31103, 3104 8 .. 31116, 31126 .. 31287, 
31133. .31294, 31139 .. 31294 , 31168. .31299 



Seq. No. 30991 Seq. ID OJ990709_12 . 9A11 . C5 

Gene No. 64159 Strand + 

Start 1 End 177 

Name OJ990709_12 . 9A11 . C5 . ol . np Method AAT/NAP 

Start 1 End 177 

GI 6630696 Score 237 

Exons 1..177 

GI Descrip. (AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



30991 
64160 
201 

OJ9907 0 9_12 . 9A1 1 . C5 . ol . gs 

201 

none 



Seq. ID OJ990709 12.9A11.C5 



Strand 
End 

Method 

End 

Score 



+ 

2388 
GENSCAN 
2388 
.9 



201. .252, 1632. .1664, 1970. .2014, 2246. .2388 



30991 Seq. ID 

64161 Strand 

4 641 End 

OJ990709_12.9All.C5'.o2.gs. Method ' 

4641 End 

none Score 
4641. .5945 



OJ990709_12.9A11.C5 

5945 
GENSCAN 
5945 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



30991 
64162 
6699- 

OJ990709_12 .9All.C5.ol. tw 

320 
none 

320. .349, 326. .352, 357. .458, 
523. .636, 535. .648 

30991 
64162 



Seq. ID OJ990709_12 . 9A11 . C5 
Strand 
End 

Method 
End 
Score 
397. .459, 



7570 

TBLASTX: Wheat 
648 
35 

459. . 536, 463. :537, 



Seq. ID 
Strand 



OJ990709 12.9A11.C5 



30970 



Start 


6699 


End 


7570 






Name 


OJ990709 12.9A11 C5 o3 as 


Mpt h nH 

LiC L11UU 


GENSCAN 






Start 


6699 ~~ 


End 


7570 






GI 


none 


Score 


.89 






Exons 


6699. .6816, 7503. .7570 










Seq. No. 


30992 


Seq. ID 


OJ990709_ 


JL2.9A11 


.C6 


Gene No. 


64163 


Strand 


+ 






Start 


24 


End 


559 






Name 


OJ990709 12 . 9A11 .C6 . ol . gs 


Mp t hod 


GENS CAN 






Start 


24 ~~ 


End 


559 






GI 


none 


Score 


. 71 






Exons 


24. .82, 167. .354, 393. .559 










Seq. No. 


30992 


Seq. ID 


OJ990709_ 


_12.9A11 


,C6 


Gene No. 


64164 


Strand 


+ 






Start 


1188 


End 


2367 






Name 


OJ990709 12 9A11 C6 o2 as 


Method 


GENSCAN 






Start 


1188 ~~ 


End 


2367 






GI 


none 


Score 


.42 






Exons 


1188.. 1256, 1296.. 1395, 1430 


..1555, 2231. .2367 






Seq. No. 


30992 


Seq. ID 


OJ990709_ 


12.9A11 


.C6 


Gene No. 


64165 


Strand 


+ 






•Start 


5781 


End 


15436 






Name 


OJ990709 12 9A11 C6 ol an 


Method 


AAT/GAP 






Start 


5781 ~~ 


End 


8827 






GI 


none 


Score 


940 






Exons 


5781.. 5961, 6125.. 6253, 8515 


. .8635, 8714. .8827 






Seq. No. 


30992 


Seq. ID 


OJ990709_ 


12.9A11 


.C6 


Gene No . 


64165 


Strand 


+ 






Start 


5781 


End 


15436 






Name 


OJ990709 12 . 9All.C6.o4 . gs 


Method 


GENSCAN 






Start 


8521 


End 


14481 






GI 


none 


Score 


.55 






Exons 


8521. .8635, -8716. .8963, -9093 


. .9161, 9360. .9452, 


9737. .10054, 




10 67 5.. 10866, 11788.. 12 05 9, 


12199. .1225.1, 13022. 


. 13675, 






13985 14199 14353 14481 










Seq. No. 


30992 


Seq. ID 


OJ990709_ 


12.9A11 


.C6 


Gene No . 


64165 V; ' " ' . 


Strand 


+ 






Start 


5781 


End 


15436 






Name 


•OJ990709 12.9All.C6.o2.np 


Method 


AAT/NAP 






Start 


10675 


End 


11546 






GI 


4680186 


Score 


161 






Exons 


10675. .10866, 11434. .11546 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


30992 


Seq. ID 


OJ990709_ 


12.9A11 


.C6 


Gene No. 


64165 


Strand 


+ 






Start 


5781 


End 


15436 






Name 


OJ990709 12.9All.C6.o3.np 


Method 


AAT/NAP 






Start 


12613 


End 


15436 






GI 


6069653 


Score 


211 






Exons 


12613. . 12783, 12857 .. 13117 , 


13332. .14102, 15355. 


.15436 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 







30971 



Seq. No. 


30992 








Seq. ID 


OJ990709_12. 9A11 


.C6 


Gene No. 


64166 








Strand 






Start 


4336 








End 


7497 




Name 


OJ990709 12 


. 9A11 


.C6.o3 


. as 


Method 


GENSCAN 




Start 


4336 






End 


7431 




GI 


none 








Score 


.75 




Exons 


4336. .5124, 


5200 


. . 5287, 


5366. 


.5561, 6156. .6310, 6581. .6749 




6823. . 6975, 


7314 


. .7431 










Seq. No. 


30992 








Seq. ID 


OJ990709_12. 9A11 


.C6 


Gene No. 


64166 








Strand 






Start 


4336 








End 


7497 




Name 


OJ990709 12 


.9A11 


.C6.ol 


np 


Method 


AAT/NAP 




Start 


5545 








End 


7497 




GI 


5911167 








Score 


1677 




Exons 


5545. .6423, 


6581 


. .7497 










GI Descrip. 


(AF136221) 


putative transposase protein [Zea mays] 




Seq. No. 


30992 








Seq. ID 


OJ990709_12. 9A11 


.C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12 


. 9A11 


.C6..0I. 


tw 


Method 


TBLASTX: Wheat 




Start 


4711 ~ 








End 


6042 




GI 


none 








Score 


105 




Exons 


4711. .4875, 


487 9 


5136, 


5638 . 


.6042, 5642. .5944 




Seq. No. 


30992 








Seq. ID 


OJ990709__12.9A11 


C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12 


. 9A11 


C6.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


5651 








End 


6129 




GI 


none 








Score 


190 




Exons 


5651. .6100, 


5653 


.6129 










Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11. 


C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12 


. 9A11. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5701 








End 


6105 




GI 


none 








Score 


155 




Exons . 


5701. .5943,' 


5702. 


.5947, 


5956. 


.6105, 5974. .6090 




Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11. 


C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12 


. 9A11. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6175 








End 


6408 




GI 


none 








Score 


135 




Exons 


6175. . 6408, 


6191. 


.6406 










Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11. 


C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




ia 

name 






Ub.oJ. 


ts 


Method 


TBLASTX : Soybean 




Start 


6647 








End 


6884 




GI 


none 








Score 


114 





30972 




Exons 


6647. .6877, 


6702 


. .6884 










Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11 


.C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12 


. 9A11 


.C6.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6716 








End 


7165 




GI 


none r * 








Score 


253 


- 


Exons 


6716. .7159, 


6717 


. .7154, 


6719. 


.7165 






Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11 


.C6 


Gene No. 


64167 








Strand 






Start 


15227 








' End 


15348 




Name 


OJ990709 12. 


9A11 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6914 








End 


7213 




GI 


none 








Score 


159 




Exons 


6914 . .7213, 


6915 


. .7208 










Seq. No. 


30992 








Seq. ID 


OJ990709_12. 9A11 


.C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12. 


9A11 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7001 








End 


7333 




GI 


none 








Score 


66 




Exons 


7001. .7333, 


7005 


. .7157, 


7194. 


.7331 






Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11 


.C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12. 


9A11 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7082 








End 


7489 




GI 


none 








Score 


73 




Exons 


7082. .7324, 


7086 


. .7247, 


7385. 


.7489 






Seq. No. 


30992 








Seq. ID 


OJ990709_12.9A11 


C6 


Gene No. 


64167 








Strand 






Start 


15227 








End 


15348 




Name 


OJ990709 12. 


9A11 


C6.o5. 


as 


Method 


GENS CAN 




Start 


15227 








End 


15348 




GI 


none 








Score 


.99 




Exons 


15227. . 15348 














Seq. No. 


30993 








Seq. TD 


OJ990709_12.9A11. 


C7 


Gene No. 


64168 








Strand 






Start 


393 








End 


1785 




Name 


OJ990709 12. 


9A11. 


C7 .ol . 


QS 


Method 


GENSCAN 




Start 


393 








End 


1785 




GI 


none 








Score 


. 55 




Exons 


393. .1025, 1147.. 


1785 










Seq. No. 


30994 








Seq. ID 


OJ990729__13.9A05. 


CI 


Gene No. 


64169 . 








Strand 


+ 




Start 


253 








End 


936 




Name 


OJ990729 13. 


9 AO 5. 


Cl.ol. 


gp 


Method 


AAT/GAP 




Start 


253 






End 


936 




GI 


none 








Score 


1117 





Exons 253.. 936 



30973 



Seq. No. 30994 

Gene No. 64170 

Start 16264 

Name OJ990729_13 . 9A05 . CI . ol . 

Start 16264 

GI 4204281 

Exons 16264. .16290, 17437.. 17 



GI Descrip. (AC004146) Hypothetical 



Seq. ID OJ990729_13.9A05.C1 

Strand + 

End 18193 
np Method AAT/NAP 

End 1819.3 

Score 183 
849, 18063. . 18193 
protein [Arabidopsis thaliana] 



Seq. No. 


30994 


Seq. ID 


OJ990729 


13.9A05 


.CI 


Gene No. 


64171 


Strand 


+ 






Start 


21172 


End 


25855 






Name 


OJ990729 13. 9A05 .CI .o5 - gp 


Method 


AAT/GAP 






Start 


21172 


End 


25855 






GI 


1901 1.R1084 


Score 


2727 






Exons 


21172. .21292, 22534 .. 22695 , 


22898.-22948, 23478. 


.23542, 






23767. .23842, 2398 6 .. 24 163, 


24554. .24736, 24819. 


.24932, 






25010. .25119, 25209. .25287, 


25418. .258 


55 






GI Descrip. 


'1488297 1.0e-110 (U63530) 


osRAD23 [Oryza sativa] 1 




Seq. No. 


30994 


Seq. ID 


OJ990729_ 


13.9A05 


CI 


Gene No. 


64171 


Strand 


+ 






Start 


21172 


End 


25855 






Name - 


OJ990729 13.9A05.Cl.o2.np 


Method 


AAT/NAP 






Start 


21227 


End 


25543 






GI 


1488297 


Score 


1043 






Exons 


21227. .21292, 22534 .. 22695 , 


22895. .229 


48, 23478. 


.23542, 






23765. .23833, 23986 .. 24163, 


24554 . .245 


86, 24632. 


.24736, 






24819. .24932, 25010 .. 251 19, 


25206. .252 


87, 25418. 


.25543 




GI Descrip. 


(U63530) osRAD23 [Oryza sat 


iva] 









Seq. No. 


30994 






Seq. ID 


OJ990729_ 


_13. 9A05 


Gene No. 


64171 






Strand 


+ 




Start 


21172 






End 


25855 




Name 


OJ990729 13.9A05.C1. 


o5 . gs 


Method 


GENSCAN 




Start 


22349 






End 


25555 




GI 


none 






Score 


.91 




Exons 


22349. 


.22357, 22534. 


.22695, 


22898. .22948, 23485 


.23542, 




23767. 


.23842, 23986. 


.24163, 


24554. .24736, 24819. 


.24932, 




25010. 


.25119, 25209. 


.25287, 


25418. .25555 




Seq. No. 


30994 






Seq. ID 


OJ990729_ 


_13. 9A05 


Gene No. 


- 64172 






Strand 


+ 




Start 


33185 






End 


35295 




Name 


OJ9907 


29_13.9A05.C1. 


o7 . gs 


Method 


GENSCAN 




Start 


33185 






End 


35295 




GI 


none 






Score 


.53 




Exons 


33185. 


.33236, 33272. 


.33346, 


33464 . .337 


45, 34429. 


.34596, 




34847. 


.35295 











Seq. No. 30994 Seq. ID OJ990729_13 . 9A05 . CI 

Gene No. 64172 Strand + 

Start 33185 End 35295 

Name GJ 390729_13 . 3A05 . Ci . o3 . np Method AAT/NAP 

Start 33637 End 35022 

GI 6539555 Score 1151 



30974 




Exons 33637. .34114, 34447 .. 3464 6, 34713.. 35022 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 


30994 








Seq. ID 


OJ990729 


_13 


. 9A05 


.CI 


Gene No . 


64173 








Strand 










Start 


609 








End 


7666 








Name 


OJ990729 13. 


9 AO 5 


.CI 


. ol . gs 


Method 


GENSCAN 








Start 


609 








End 


7666 








GI 


none 








Score 


.91 








Exons 


609. .1920, 2034. 


.46 


48, 4742. 


.5086, 5243. .5337, 


5603. .5729, 




5804 . .5975, 


6274 


..6496, 7627 


. .7666 










Seq. No. 


30994 








Seq. ID 


OJ990729 


13 


. 9A05 


. CI 


Gene No. 


64173 








Strand 










Start 


609 








End 


7666 








Name 


GJ990729 13. 


9 AO 5 


.CI 


. o2 . gp 


Method 


AAT/GAP 








Start 


794 








End 


1497 








GI 


none 








Score 


1288 








Exons 


794 . .1497 


















Seq. No. 


30994 








Seq. ID 


OJ990729 


13 


9A05 


. CI 


Gene No . 


64173 








Strand 










Start 


609 








End 


7666 








Name 


OJ990729 13. 


9 AO 5 


.CI 




Mpt hod 


AAT/GAP 








Start 


2929 








End 


3386 








GI 


none 








Score 


908 








Exons 


2929. . 3386 


















Seq. No. 


30994 








Seq. ID 


OJ990729 


13 


9A05 


CI 


Gene No . 


64174 








Strand 










Start 


18511 








End 


18962 








Name 


OJ990729 13. 


9 AO 5 


CI 


. o4 . gp 


Met hod 


AAT /GAP 








Start 


18511 








End 


18962 








GI 


none 








Score 


896 








Exons 


18511 . . 18962 


















Seq. No. 


30994 








Seq. ID 


OJ990729_ 


13 . 


9A05 . 


CI 


Gene No . 


64175 








Strand 










Start 


20171 








End 


20695 








Name 


'. ' OJ99072 9 13. 


9 AO 5, 


CI 


o3.gs 


Method 


GENSCAN 








Start 


• 20171 ' 








End 


20695 








GI 


none 








Score 


.77 








F.xnns 


20171. .20244 


, 20635. 


.20695 












Seq. No. 


30994 








Seq. ID 


OJ990729_ 


_13. 


9A05. 


CI 


Gene No. 


64176 








Strand 










Start 


20924 








End 


21763 








Name 


OJ990729 13. 


9A05. 


CI. 


o4 .gs 


Method 


GENSCAN 








Start 


20924 








End 


21763 








GI 


none 








Score 


.98 








Exons 


20924 . .21052 


, 21363. 


.21635, 21746. .21763 








O ~ \T _ 

U O *4 . IN U . 


-> r\ r\ r\ a 








Seq. ID 


OJ990729_ 


_13. 


9A05. 


CI 


Gene No. 


64177 








Strand 










Start 


26830 








End 


32366 









30975 



Name 


OJ990729 13. 9A05 . CI . 06 . gs 


Method 


GENSCAN 




Start 


26830 


End 


32366 




GI 


none 


Score 


.61 




Exons 


26830. .26885, 27056 .. 2727 6, 


27381. .27466, 27 698 .. 27788 , 






27882.. 281 90, 28271.. 28368, 


29154. .29407, 304 09 30523, 






31771.. 31817, 32108. .32229, 


32287. .32366 




Seq. No. 


30994 


Seq. ID 


OJ990729_13. 9A05 


.CI 


Gene No. 


64177 , 


Strand 






Start 


26830 


End 


32366 




Name 


OJ990729 13 . 9A05 . CI . 06 . gp 


Method 


AAT/GAP 




Start 


28095 ~ 


End 


29374 




GI 


none 


Score 


748 




Exons 


28095. .28190, 28271. .28368, 


29154. .29374 




Seq. No. 


30994 


Seq. ID 


OJ990729_13. 9A05 


PI 


Gene No. 


64178 


Strand 






Start 


35963 


End 


48584' 




Name 


OJ990729 13.9A05.Cl.o8.tm 


Method 


TBLASTX: Maize 




Start 


372 


End 


824 




GI 


none 


Score 


67 




Exons 


372. .461, 396. .461, 465. .536, 466. .531 


, 617. .673, 628.. 


O £. f 




670. .822, 675. .824 








Seq. ""No. 


30994 


. Seq. ID 


OJ9.90729_13.9A05 


n 


Gene No. 


64178 


Strand 






Start 


35963 


End 


48584 




Name 


OJ990729 13. 9A05 . CI . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


966 


End 


1302 




GI 


none 


Score 


113 




Exons 


966. .1112, 969. .1106, 970. .1113, 973.. 


1113, 977.. 1123, 






1109.. 1216, 1113. .1205, 1126 


..1206, 1214. .1240, 1279. .1302 


Seq. No. 


30994 


Seq. ID 


OJ990729_13. 9A05 


.CI 


Gene No. 


64178 


Strand 






Start 


35963 


End 


48584 




Name 


OJ990729 13.9A05.Cl.o6.tm 


Method 


TBLASTX : Maize 




Start 


1587 


End 


1893 




GI 


none 


Score 


240 




Exons 


1587.. 1808, 1602.. 1808, 1630 


..1824, 1630. .1812, 1809. .1 


392, 




1810. .1893 








Seq. No. 


30994 ■ 


■ Seq. ID 


OJ990729_13. 9A05 


.CI 


Gene No. 


. 64178 


Strand 






Start 


35963 


End 


48584 




Name 


OJ990729 13. 9A05 . CI . olO . tm 


Method 


TBLASTX: Maize 




Start 


2152 


End 


2513 




GI 


none 


Score 


94 




Exons 


2152.. 2256, 2153. .2332, 2156 


..2272, 2250.. 2375, 2264.. 2392, 




2432. .2488, 2433. .2513 








Seq. No. 


30994 


Seq. ID 


OJ990729_13. 9A05 


CI 


Gene No. 


64178 


Strand 






Start 


35963 


End 


48584 




Name 


OJ990729 13. 9A05 . CI . o'Z . tm 


Method 


TBLASTX: Maize 




Start 


17316 


End 


17744 




GI 


none 


Score 


503 





30976 



Exons 


17316 


.17615, 17328 


. . 17744, 


17426. .17740 




Seq. No. 


30994 






Seq. ID 


OJ990729_13. 9A05 


. CI 


Gene No. 


64178 






Strand 






Start 


35963 






End 


48584 




Name 


OJ990729 13.9A05.C1 


. o3 . t s 


Method 


TBLASTX: Soybean 




St.a.rt" 


17340 






End 


18184 




GI 


none 






Score 


53 




Exons 


17340. 


.17393, 17437 


. . 17520, 


17499. .17861, 17 651 .. 17755, 






18066. 


.18182, 18071 


. . 18184 








Seq. No. 


30994 






Seq. ID 


OJ990729 13.9A05 


. CI 


Gene No . 


64178 






Strand 






Start 


35963 






End 


48584 




Name 


OJ990729 13.9A05.C1 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


17745 






End 


18631 




GI 


none 






Score 


117 




Exons 


17745. 


.17909, 17748 


. . 17861, 


18071. . 18 


211, 18072. . 18215, 






18291. 


.18362, 18292 


. . 18366, 


18293. .18 


367, 18364. .18399, 






18365. 


.18409, 18391 


. .18453, 


18392. .18 


463, 18395. .18466, 






18538. 


.18555, 18599 


. . 18631 








Seq. No. 


30994 






Seq. ID 


OJ990729_13.9A05 




Gene No. 


64178 






Strand 






Start 


35963 






End 


48584 • 




Name 


OJ990729 13.9A05.C1 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21211 






" End 


22689 




GI 


none 






Score 


75 




Exons 


21211. 


.21294, 21220 


. . 21294, 


21221. .21295, 22531 .. 2268 9, 






22531. 


.22686, 22533 


. .22688 








Seq. No. 


30994 






Seq. ID 


OJ990729_13.9A05 


.CI 


Gene No. 


64178 






Strand 






Start 


35963 






End 


48584 




Name 


OJ990729 13.9A05.C1 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


21218 






End 


22701 




GI 


none 






Score 


68 - 




Exons 


21218. 


.21286, 22534 


.22701, 


22539. .22691 




Seq. No. 


30994 






Seq. ID 


OJ990729_13.9A05 


CI 


Gene No. 


64178 






Strand 






Start 


35963 






End " 


48584 ' ' " - 




Name 


' OJ990729 13. 9A05.C1 


o7 . tm " 


Method 


TBLASTX: Maize 




Start 


21226 






End 


24163 




GI 


none 






Score 


94 




Exons 


21226. 


.21294, 21227. 


.21295, 


22531. .22689, 22533 .. 22688 , 






23973. 


.24140, 23984. 


.24163, 


23986. .24159 




Seq. No. 


30994 






Seq. ID 


OJ990729_13.9A05. 


n 


Genp No 


64178 






Strand 






Start 


35963 






End 


48584 




Name 


OJ990729 13.9A05.C1. 


o4 . tc 


Method 


TBLASTX: Cress . 




Start 


21227 






End 


22695 




GI 


none 






Score 


67 




Exons 


O 1 O ~l 
X C £- 1 . 




. 2267 9, 


2253 J. . 2268b, 22534 .. 22695, 






22534 . 


.22686 











30977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30994 Seq. ID 

64178 Strand 

35963 End 

OJ990729_13 . 9A05 . CI . o2 . ts Method 

23989 End 

none Score 



OJ990729_13.9A05.C1 
48584 

TBLASTX: Soybean 

25525 

271 



23989. .24168, 23990 .. 24 163, 23996 24190, 24001.^24165, 

24682. .24732, 24686. . 24745, 24834 24932, 24 835 .. 24 930, 

24842. .24937, 25004 .. 25129, 25006 .. 25122, 25007 .. 2512 9, 

25207. .25269, 25210 .. 25299, 25415 .. 25525, 25420.. 25506 



Seq. No. 30994 Seq. ID 

Gene No. 64178 Strand 

Start 35963 End 

Name OJ990729_13 . 9A05 . CI . o2 . tc Method 

Start 24041 End 

GI none Score 
Exons 



OJ990729_13. 9A05.C1 
48584 

TBLASTX: Cress 

25525 

171 



24041. .24190, 24 04 6 .. 24 159, 24062 .. 24190, 24 695.-24 745, 

24700. .24732, 24 822 .. 24 932 , 24824 .. 24 937 , 25004 .. 25135 , 

25006. .25131, 25209 .. 25310, 25210 .. 25290, 254 15 .. 25525 , 
25417. .25506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30994 

64178 

35963 

OJ990729_ 

24041 

none 



13. 9A05.Cl.o7.tw 



Seq. ID OJ990729_13. 9A05.C1 
Strand 
End 

Method 
End 
Score 



48584 

TBLASTX: Wheat 

24745 

189 



24041. .24163, 24 043 .. 24 159, 24676 .. 2474 1, 24686. .24745 



Seq. No. 30994 
Gene No. 64178 
Start 35963 

Name OJ990729_13 . 9A05 . CI . o3 . tm 

Start 24697 
GI none 
Exons 24697, 

25004. 

25406, 



,24738, 24698. 
.25117, 25006. 
,25525, 25418. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 13.9A05.C1 



.24745, 24821. 
.25125, 25231. 
.25492, 25420. 



48584 

TBLASTX: Maize 
25525 
82 

24931, 24822. .24932, 
25290, 25245. .25286, 
25506, 25428.. 25517 



Seq. No. 30994 Seq. ID 

Gene No. ' 64178 Strand 

Start 35963 End 

Name OJ990729_13 . 9A05 . CI . o3 . tw Method 

Start 24829 End 

GI none Score 
Exons 



OJ990729_13. 9A05.C1 
48584 

TBLASTX: Wheat 

25525 

102 



24829. .24930, 24 831 .. 24 932 , 24842 .. 24 937 , 25002 .. 25088 , 
25004. .25120, 25005 .. 2507 9, 25006 .. 251 19, 25209 .. 25310, 
25210. .25290, 254 15 .. 25525, 25417... 25506 



Seq. No. 30994 Seq. ID 

Gene No. 64178 Strand 

Start 35963 End 

Name OJ99072 9_13 . 9A05 . CI . 08 . tw Method 

StarL 34601 End 

GI none Score 

Exons 34801. .35079, 34879.. 35025 



OJ990729_13. 9A05.C1 
48584 

TBLASTX: Wheat 

35079 

188 



30978 



Seq. No. 30994 
Gene No. 64178 
Start 35963 

Name OJ990729_13 . 9A05 . CI . 08 . gs 

Start 35963 
GI none 

Exons 35963. .36216, 3684 3 .. 368 94 , 

38083. .38161, 38250 38629, 

42348. .42419, 42528 42635, 

44216. .44447, 44471 .. 44 642, 

4 6294 . .4 6350, 4 64 32 .. 4 6542, 

48040. .48158, -4 8265 .. 4 8325, 



Seq. ID OJ990729_13.9A05.C1- 
Strand 

End 48584 

Method GENSCAN 

End 48531 

Score .71 
37208. .37324, -37777 .. 378 99, 
39699. .4 0030, 42017. .42122, 
42709. .4 2783, 4 3091. .43178, 
4 5418. .45433, 45523. .45653, 
4 667 6. .4 6729, 4 7116. .47328, 
48422. .48531 



Seq. No. 30994 

Gene No. 64178 

Start 35963 

Name OJ990729_13 . 9A05 . CI . o7 . gp 

Start 36708 

GI 358_1.R1084 

Exons 36708. .37114, 37208 .. 37324 , 
38250. .38661, 39699.. 39780 

GI Descrip. , 1519251 1.0e-142 (U65957) GF14-C protein [Oryza sativa]. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_13. 9A05.C1 

48584 
AAT/GAP 
39780 
2281 



37777..37899, 38083 .. 38 161 , 



Seq. No. 30994. 

Gene No. 64178 

Start 35963 

Name OJ990729_13 . 9A05 . CI . ol . tm 

.Start 37046 

GI none 
Exons 



Seq. ID OJ990729_13. 9A05.C1 
Strand 

End 48584 

Method TBLASTX : Maize 

End 38650 

Score 172 



37046. .37144, 37206 .. 37337 , 37208 .. 37339, 37777 .. 378 99, 
37778. .37900, 38068 .. 38 163, 38082 .. 38 165 , 38083 .. 38163, 
38247. .38633, 38248 38643, 38249. .38650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30994 
64178 
35963 

OJ99072 9_13. 9A05 . CI . ol . tc 
37058 
none 

37 058. .37114, 37206. .37337, 
37777 . .37899, 37778 V. 37 900, 
38082'. .38162, 38083 .. 38 163, 
38250. .38510, 38344 .. 38643, 

30994 
64178 
35963 

OJ99072 9_13 . 9A05 . CI . o4 .np 
-37058 
1519251 

37058. .37114, 37208 .. 37324 , 37777, 
38250. . 38641 



Seq. ID OJ990729_13.9A05.C1 
Strand 

End 48584 
Method TBLASTX : Cress 
End 38643 
Score 137 
37211. .37327, 37215. .37328, 
377 90. .37 900, 3808 Iv. 38164 , 
3824 7. .38 636, 3824 9. .38 638, 
38431.. 38637 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729_13.9A05.C1 

48584 
AAT/NAP 
38641 
1170 



,37899, 38083. .38161,. 



GI Descrip. (U65957) GF14-C protein [Oryza sativa] 



Seq. No. 
Gene No. 



30994 
64178 



Seq. ID 
Strand 



OJ990729 13.9A05.C1 



30979 



Start 


35963 




End 


48584 


Name 


OJ990729 13.9A05.C1 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


37206 




End 


38666 


GI 


none 




Score 


140 


Exons 


37206. . 37337, 37208 


. . 37339, 


37777. .37899, 37778 .. 37 900, 




38081 . . 38164 , 38082 


. . 38162, 


38083. .38163, 38247 .. 3851 9, 




38249* . 38638, 38250 


. . 38639, 


38476. .38658,. 38544.. 38666 


Seq. No. 


30994 




Seq. ID 


OJ990729_13.9A05 


Gene No . 


64178 




Strand 




Start 


35963 




End 


48584 


Name 


OJ990729 13.9A05.C1 


06 . tw 


Method 


TBLASTX: Wheat 


Start 


37214 




End 


37921 


GI 


none 




Score 


135 


Exons 


37214 . . 37327, 37215 


37325, 


37216. .37326, 37218 .. 3734 0, 




37775 . . 37873, 37776 


. 37874, 


37777. .37908, 37777 .. 378 99, 




37781 . . 37921 








Seq. No. 


30994 




Seq. ID 


OJ990729_13.9A05 


Gene No. 


64178 




Strand 




Start 


35963 




End 


48584 


Name 


OJ990729 13.9A05.C1. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


38247 ~~ 




End 


38638 


GI 


none 




Score 


327 


Exons 


38247. 38630. 38249 


38638 


38251. .38631, 38252 38632 , 




38256 . . 38636 








Seq. No. 


30994 ' 




Seq. ID 


OJ990729JL3.9A05 


Gene No. 


64178 




Strand 




Start 


35963 




End 


48584 „ 


Name 


OJ990729 13.9A05.C1. 


o5 .np 


Method 


AAT/NAP 


Start 


41838 




End 


42965 


GI 


2191138 




Score 


269 


Exons 


41838. .41900, 42348. 


. 42419, 


42528. .42635, 42709. .42965 


GI Descrip. 


(AF007269) A_IG002N01 . 18 gene product 


[Arabidopsis thai 


Seq. No. 


30994 




Seq. ID 


OJ990729_13. 9A05 


Gene No. 


64178 




Strand 




Start 


35963 




End 


48584 


Name 


OJ990729 13.9A05.C1. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


41838 




End 


' 42665 


GI ' 1 


none ' • 




Score 


"73 


Exons 


41838. .41915, 42337. 


. 42420, 


42348. .424 


19, 4252S..42638, 




42532. .42636, 42534. 


.42665 






Seq. No. 


30994 




Seq. ID 


OJ990729_13.9A05 


Gene No. 


64178 




Strand 




Start 


35963 




End 


48584 


Name 


OJ990729 13.9A05.C1. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


42337 




End 


42668 


GI 


none 




Score 


67 


Exons 


42337. .42420, 42348. 


.42419, 


42525. .42668, 42532.. 42636 


Seq. No. 


30994 




Seq. ID. 


OJ990729_13. 9A05 




64178 




Strand 




Start 


35963 




End 


48584 


Name 


OJ990729 13. 9A05.C1. 


o9. tm 


Method 


TBLASTX: Maize 



30980 



Start 
GI 

Exons 



42337 
none 



End 
Score 



42659 
83 



42337. .42420, 4234 8 .. 424 19, 42525 .. 42659, 4 2532 .. 42636, 
42540. .42638 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT- 

Exons 



30994 Seq. ID 

64,178 - Strand 

35963 End 

OJ99072 9_13 . 9A05 . CI . 08 . gp Method 

42531 End 

uC-osf Icyp017g02bl Score 
42531. .42635, 42709 .. 42809, 
, 2191138 8.0e-09 (AF007269) 
[Arabidopsis thaliana] 1 

30994 Seq. ID 

64178 Strand 

35963 End 

OJ990729JL3. 9A05 . CI . o9 . gp Method 

45329 End 

uC-osf Icyp029c03bl ' Score 
4 532 9. .4 5653, 4 6294. .4 6350, 



OJ990729_13.9A05.C1 

48584 
AAT/GAP 
44532 
722 

44216. . 44368, 44471. .44532 
A_IG002N01. 18 gene product 



OJ990729_13.9A05.C1 

48584 
AAT/GAP 
46548 
938 



46432. .46548 

'4557026/ref | NP_003913 . 1 | pHERCl | 8.0e-18 guanine nucleotide 
exchange factor p532 >gi_1477565 (U50078) p532 [Homo sapiens] ■ 



30994 
64178 
35963 ' 

OJ990729_13.9A05.Cl.o4.ts 
45420 
none 
45420. 
46674 . 
47114. 
47414. 



.45533, 45499. .45573, 

,46730, 47112. .47288, 

,47299, 47115. .47294, 

,47479, 47417. .47479, 



Seq. ID OJ990729_13.9A05.C1 
Strand 

End 48584 

Method TBLASTX : Soybean 

End 48323 

Score 68 
46504 . .46590, 4 6670 .. 4 6729, 
47113. .47292, 4 7 113 .. 47292 , 
47179. .47265, 4 7251 .. 47307 , 
48257. .48322, 48258. .48323 



30994 
64178 
35963 

OJ990729_13. 9A05.Cl.o4 .tm 
45456 

none" ■ - - 

45456. .45536 
45567. .45653 
46295. .46387 
46429. .46590 
46674. .46739 



Gene No. 
Start 



47137, 
47207 , 
47414, 
48038. 
48264 . 
48455. 



64178 
35963 



.47319, 
.47320, 
.47479, 
.48160, 
.48329, 
,48529, 



45457, 
45568, 
46298. 
46498. 
47104. 
47170. 
47393. 
47414 . 
48143. 
48264 . 
48467 . 



.45540, 
.45639, 
.46354, 
.46578, 
.47316, 
.47265, 
.47479, 
.47479, 
.48178, 
.48329, 
.48529, 



Seq. ID OJ990729 
Strand 

End 48584 
Method TBLASTX 
End 48534 
". ' Score 7 9 ' .". 
45486. .45518, 45499 
45573. .45653, 45618 
46300. .46356, 46386 
46670. .46729, 46671 
47113. .47316, 47114 
47179. '.47298, 47179 
47394. .47480, 47399 
48031. .48102, 48034 
48257. .48322, 48263 
48265. .48330, 48422 
48469. .48534, 48490 



13. 9A05.C1 



Maize 



. .45540, 
. .45653, 
. .46553, 
. .46730, 
. .47317, 
. .47262, 
. . 47419, 
. .48159, 
. .48328, 
. .48463, 
. .48531 



Seq. ID 

Strand 

End 



OJ990729 13.9A05.C1 



48584 



30981 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

..GI Descrip. 



Seq. No. 
Gene No. 

c+- ^ 

l_> l_ 1-4. J_ l_ 

Name 
Start 



OJ990729_13. 9A05 . CI . 06 . np Method AAT/NAP 

45462 End 48584 

6957714 Score 761 

4 54 62. .45653, 4 64 32 . . 4 6542 , 4 667 6. .46729, 47116. .47313, 

48254 . .48325, 48422. .48584 

(AC021640) hypothetical protein [Arabidopsis thaliana] 



30994 
64178 
35963 

OJ99072 9_13. 9A05.Cl.o4 .tw 
45471 
none 
45471 
45499 
45573 
46295 
46429 



45554, 45471, 

45570, 45541. 

45653, 45618. 

46357, 46298. 

46590, 46498. 

46674 . .46742, 47170. 

48257. .48322, 48258. 



.45533, 
.45612, 
.45653, 
.46354, 
.46578, 
.47265, 
.48323 



Seq. ID 
Strand 
End 

Method 
End 
Score 

45475 

45548 

46293 

46300 

46670 

47414 



OJ990729 13.9A05.C1 



48584 

TBLASTX: Wheat 
48323 
70 

45570, 45480. .45518, 
45637, 45549. .45653, 
46352, 46294. .46356, 
46356, 46386. .46547, 
46729, 46671. .46730, 
47479, 47414. .47479, 



30995 
64179 
5 

OJ99072 9_13 . 9A05 .,C2 . ol . gs 
5 

none 



Seq. ID OJ990729_13. 9A05.C2 

Strand + 

End 7753 

Method GENSCAN 

End 7753 

Score . 65 



5. .160, 1732. .1814, 3413. .3611, 3618. .3794, 3882. .3944, 
3994. .4120, 4918. .5048, 5657. .5759, 6217. .6519, 7584. .7753 



30995 Seq. ID 

64180 Strand 

13698 End 

OJ990729_13. 9A05 . C2 . o2 . np Method 

13698 End 

6630699 Score 
13698. .13781 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990729_13. 9A05.C2 
+ 

13781 
AAT/NAP 
13781 
78 



30995 ' ~ • . Seq. ID 

64181 Strand 
18 607 .rr End 

OJ990729_13 . 9A05 . C2 . o4 . np Method 
18607 End 
6630699 Score 
18607. .18690 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990729_13. 9A05.C2 
+ 

18690 
AAT/NAP 
18690 
85 



30995 
64182 

o c ~> r 

OJ990729_13.9A05.C2.o3.gs 
23535 



Seq. ID 

Strand 

End 

Method 
End 



OJ990729_ 
+ 

23/74 

GENSCAN 

23774 



13. 9A05.C2 



30982 



GI none Score .41 

Exons 23535. .23774 



Seq. No. 


30995 




^fsrr T H 

JCl^ • X u 


O.TQQD7 0 Q 


x o 




no 


fZpnf 1 No 


64183 




O l_ i. Ct i 1U 










Start 


1 




End 










Name 


OJ990729 13 


9A0 5 C? oT an 


Mp f- H ptH 


AAT /HAP 








Start 








ji ? 








GI 


2312025 

t~ \J ~J 




Score 










Exons 


1..34, 127. 


.319 












Seq. No. 


30995 




Seq. ID 


OJ990729_ 


13. 


9 AO 5 


C2 


Gene No. 


64184 




Strand 










Start 


2078 




End 


3503 








Name 


OJ990729 13 


. 9A05.C2.ol.np 


Method 


AAT /NAP 








Start 


2078 




End 


3503 








GI 


5852084 




Score 


73 








Exons 


2078. .2165, 


3482. .3503 












GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30995 Seq. ID 

64185 Strand 

6373 End 

OJ990729_13 . 9A05 . C2 . o2 . gp Method 

6373 End 

uC-osflM202085g09al Score 
6373.. 6743 

1 1420932/gb|U61383|ORU61383 7.0e-21 
4-coumarate-CoA ligase gene, intron 



OJ990729_13. 9A05.C2 

6743 
AAT /GAP 
6743 
742 



Oryza rufippgon 
1, partial sequence 1 



OJ990729 13.9A05.C2 



30995 Seq. ID 

64186 Strand 
13920 End 18552 

OJ990729_13. 9A05 . C2 . o3 . np Method AAT /NAP 

13920 End • 18552 

5922620 Score 337 

13920. .14072, 14350 .. 14406, 15322 .. 15565 , 15853 15961 , 
18391.. 18552 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a * region of "the" predicted" gene "hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729 13.9A05.C2 



20600 
AAT /NAP 
20600 ' 
137 



30995 
64187 
18829 

OJ99072 9_13. 9A05 . C2 . o5 . np 
18829 
5922620 
18829. .18963, 20576.. 20600 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



30983 



Seq. No. 30995 

Gene No. 64188 

Start 22499 

Name OJ990729_13 . 9A05 . C2 . o3 . gp 

Start 22499 

GI 2312838 

Exons 22499. .22557 

GI Descrip. 14 20932/gb | U61383 | ORU61383 7 
4-coumarate-CoA ligase gene, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729_13. 9A05.C2 

22557 
AAT/GAP 
22557 
73 



, Oe-21 Oryza rufipogon 
intron 1, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30996 
64189 
428 

OJ99072 9_13.9A05.C3.ol.gs 
428 
none 

428. .477, 1567. 
3935. .3982, 
6186. .6349 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1632, 2167. .2221, 2813. 



OJ990729_13. 9A05.C3 
+ 

11409 
GENSCAN 
6349 
.64 

.3529, 3616.. 3760, 



4058. .4434, 5194. .5219, 5589. .5706, 5775. .5856, 



Seq. No. 30996 Seq. ID 

Gene No. 64189 Strand 

Start ■ 428 ■ End 

Name OJ990729_13 . 9A05 . C3 . ol . gp - Method 

Start 2123 End 

GI 4969157 Score 

Exons 2123.. 2221, 2328.. 2460 



OJ990729_13. 9A05.C3 
+ 

11409 
AAT/GAP 
?■ 24 60 
361 



Seq. No. 30996 

Gene No. 64189 

Start 428 

Name OJ990729JL3 . 9A05 . C3 . ol . np 

Start 2365 

GI 5734720 

Exons 2365.. 2410, 
GI Descrip. (AC008075) 



2839.. 3524, 3608 
Contains PF| 01426 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3826, 



OJ990729 
+ 

11409 
AAT/NAP 
5143 
560 
3935. .4332, 



13. 9A05.C3 



5060. .5143 



BAH (bromo-adj acent homology) 



domain. ESTs gb|N96349, gb|T42710, gb|H77084, gb|AA395147 
gb|AA605500 come from this gene. [Arabidopsis thaliana] 



and 



Seq. No. 30996 Seq. ID 

Gene No. 64189 Strand 

Start * ' 428 • / -• • • End 

Name OJ99072 9_13.9A05.C3.o2.gp Method 

Start 3088 End 

GI 4951JL.R1084 Score 

Exons 3088.. 3529, 3616.. 3826, 3935.. 4160 
GI Descrip. 



OJ990729_13.9A05.C3 
+ 

11409 
AAT/GAP 
4160 
1646 



*5734720/gb|AAD49985.1 |AC008075_18 6.0e-45 (AC008075) Contains 
PF_01426 BAH (bromo-adj acent homology) domain. ESTs gb_N96349, 
gb_T42710, gb_H77084, gb_AA395147 and gb_AA605500 come from this 
gene. [Arabidopsis thaliana] 1 



Seq. No. 30996 Seq. ID 

Gene No. 64189 Strand 

Start 428 * End 

Name OJ990729__I3 . 9A05 . C3 . o2 . np Method 

Start 4297 End 

GI 6503010 Score 



OJ990729_13. 9A05.C3 
+ 

11409 
AAT/NAP 
11409 
705 



30984 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4297. .4382, 7503. .7697, 8507. .8769, 8856. .9052, 9140. .9375, 
9450. .9670, 9698. .10155, 11377. .11409 

(AF174427) formin-like protein AHF1 [Arabidopsis thaliana] 



OJ990729 13.9A05.C3 



30996 
64190 
1 

OJ990729_13 . 9A05 . C3 . o4 . np 
1 

5080823 

1..36, 13555. .13917, 14062 .. 14 315 , 15301 .. 15514 , 17060. 
(AC007258) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17081 
AAT/NAP 
17081 
96 



17081 



Seq. No. 
Gene No. 
Start 
Name 
Start 



30996 
64190 
1 

OJ990729 13. 9A05.C3.o4 .tm 



OJ990729 13.9A05.C3 



Seq. ID 
Strand 
End 

_ Method 
2330 End 
none - Score 

2330.. 2455, 2331.. 2456, 2352.. 2489, 2353.. 2460, 2801 
2806.. 3036, 2811.. 3035, 2812.. 3036 



17081 

TBLASTX: Maize 

3036 

134 



,3034, 



Seq. No. 30996 . 

Gene No. 64190 
Start 1 

Name OJ990729JL3 . 9A05 . C3 . o3 . ts 

Start 2961 
GI none 

Exons 2961.. 3074, 2966.. 3196, 2968. 

3388. .3513, 3610. .3693, 3614. 
3726. .3794, 3727. .3864, 3922. 

Seq. No. 30996 
Gene No. 64190 
Start 1 

Name OJ990729_13 . 9A05 . C3 . ol . tm 

Start 3083 
GI none 

Exons 3083.. 3295, 3092 .. 328 9, 3094 . 

3374.. 3529, 3382.. 3531, 3594. 
3932.. 4096, 3932.. 4078, 4124. 
' 4214 . ;4291,'- 4221. .4322, 4 337". 
441?.. 4458, 4498.. 4536, 4516. 

Seq. No. 30996 

Gene No. 64190 

Start 1 

Name OJ990729_13 . 9A05 . C3 . o4 . tc 

Start 3392 

GI none 
Exons 



Seq. ID OJ990729_13.9A05.C3 . 
Strand 

End " 17081 

Method TBLASTX : Soybean 

End 4032 

Score 101 

.3114, 2969. .3214, 3380. .3508, 
.3697, 3615. .3692, 3711. .3827, 
.4032 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3321, 3195 
.3827, 3610 
.4186, 4159 
.4435, 4338 
.4539, 4523 



OJ990729 13.9A05.C3 



17081 

TBLASTX: Maize 
4540 
275 

3326, 3373. 
3828, 3922. 
4236, 4184. 
4418, 4342. 
4540 



,3531, 
,4056, 
, 4285, 
:442V 



Seq. ID OJ990729__13.9A05.C3 
Strand 

End 17081 

Method TBLASTX : Cress 

End 3782 

Score 141 

3392. .3529, 3400. .3531, 3610. .3693, 3705. .3782, 3733. .3780 



30996 
64190 

OJ99072 9_13 . 9A05 . C3 . o3 . gp 
4354 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17 081 

Method AAT/GAP 

End 4881 



30985 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



3113_1.R1084 - Score 1029 

4354. .4881 

'5881963/gb|AAD55139.1|AF066079_l 1.0e-12 (AF066079) 
dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana] ' 



30996 
64190 
1 

OJ990729_13.9A05.C3.o3.tm 

9165 

none 



Seq. ID OJ990729_13.9A05.C3 
Strand 

End 17081 

Method TBLASTX : Maize 

End 9665 

Score 202 



9165. .9392, 9166. .9381, 9452. .9661, 9453. .9665 



Seq. No. 30996 

Gene No. 64190 

Start 1 

Name OJ990729_13 . 9A05 . C3 . o3 . tc 

Start 9196 

GI none 
Exons 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method TBLASTX : Cress 

End 9676 

Score 117 



9196. .9381, 9448. .9660, 9452. .9661, 9453. .9668, 9482. .9676 



Seq. No. 30996 

Gene No. 64190 

Start 1 

Name OJ990729_13 . 9A05 . C3 . o4 . ts 

Start 9452 

GI ' none 

Exons 9452.. 9724, 9453.. 9701 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method TBLASTX : Soybean 

End 9724 

Score 255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30996 
64190 
1 

OJ990729_13 . 9A05 . C3 . o5 . ts 
9827 
none 

9827. .994 9, 9828. .1007 6, 9924. .10076 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method TBLASTX : Soybean 

End 10076 

Score 227 



30996 
64190 
1 

OJ99072 9__13 . 9A05 . C3 . o4 . gp 
10783 . .. - 
3768201 
10783. .11128, 12427. .12473 

5881963/gb|AAD55139. 1|AF066079_1 1.0e-12 (AF06607 9) 
dihydrolipoamide S-acetyltransf erase [Arabidopsis thaliana] 



Seq. ID . OJ990729_13. 9A05.C3 
Strand 

End 17081 
Method AAT/GAP 
End 12473 " 

Score • 7 00 



30996 
64190 
1 

OJ99072 9_13.9A05.C3.ol.tw 

10945 

none 



Seq. ID OJ990729_13.9A05.C3 
Strand 

End 17081 

Method TBLASTX : Wheat 

End 12798 

Score 162 



10945. . 11124, 11009. . 11128, 11010 .. 11129, 124 15 .. 12513 , 
12421. .12513, 12 605. .12 676, 12607. .12693, I2bUH. .12694, 
12757. .127 98, 12762. .127 97 
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Seq. No. 30996 
Gene No. 64190 
Start 1 

Name OJ990729_13 . 9A05 . C3 . ol . tc 

Start 11007 
GI none 

Exons 11007. . 11129, 11021 .. 1 1128 , 

12425. . 12514, 12606 12 653, 
12760. .12852, 12762. .12854, 
12984 . .13133, 12986 13132, 
13279. . 13362 



Seq. ID " OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method TBLASTX : Cress 

End 13383 

Score 128 
12421. ,12513, 12425. .12514, 
12607. .12687, 12611. .12679, 
12927. .13037, 12938. .12985, 
13237. .13383, 13268. .13360, 



Seq. No. 30996 
Gene No. 64190 
Start 1 

Name OJ990729_13 . 9A05 . C3 . o2 . tm 

Start 11015 
GI none 

Exons * 11015. .11128, 11031 .. 11129, 

12573. .12653, 12610 .. 12687 , 

12760. .12846, 12762 .. 12854 , 

12922. .13128, 12938 13132 , 

132 68. .13360, 1327 9. .13407, 

13714. .13836, 13778. .13837 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method TBLASTX : Mai ze 

End 13837 

Score 89 
12421. .12510, 12430. .12501, 
12611. .12679, 12757. .12852, 
12765. .12854, 12918 .. 13130, 
12941. .13132, 13237. .13407, 
13484 . .13594, 13486 .. 13608 , 



Seq. No. 30996 
Gene No. 64190 
Start 1 

Name OJ99072 9_13 . 9A05 . C3 . ol . ts 

Start 11024 
GI none 

Exons 11024 .. 11128, 1 1028 .. 11 129, 

12610. .12642, 12611. .12643, 
12762. .12854, 12918. .13130, 
13237. .134 07, 13283. .13363, 



Seq. ID OJ990729_13.9A05.C3 
Strand 

End 17081 

Method TBLASTX : Soybean 

End 13596 

Score 90 
12421. .12510, 12422. . 12511, 
12643. .12687, 12760. .12840, 
12938. .13132, 12941. .13135, 
13483. . 13596, 13484 . . 13594 



Seq. No. 30996 Seq. ID 

Gene No. 64190 %trand 

Start 1 End 17081 

Name OJ990729_13 . 9A05 . C3 . o3 . np Method AAT/NAP 

Start 11027 End 14160 

GI. . . 5881963 Score • 1371 
Exons 11027. .11128, 12427 .. 12510 , 

12941. .13132, 13240.. 14160 

GI Descrip. (AF066079) dihydrolipoamide S-acetyltransf erase 

thaliana] 



OJ990729 13.9A05.C3 



12607. .12677, 12764. .12851, 



[Arabidopsis 



Seq. No. 30996 

Gene No. 64190 

Start 1 

Name OJ990729_13 . 9A05 . C3 . o3 . gs 

Start 11465 

GI none 

Exons 11465. .11481, 11803 .. 11993, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990729__13. 9A05.C3 

17081 
GEN SCAN 
14127 
.9 



12607. .12634, 127 64. .12902, 



Seq. No. 



30996 



Seq. ID OJ990729_13. 9A05.C3 



30987 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



64190 
1 

OJ990729_13.9A05.C3.o2.tc 

13708 

none 

13708. .13995, 13778. .13987 

30996 . 

64190 

1 

OJ990729_13.9A05.C3.o2.ts 

13750 

none 



Strand 
End 

Method 

End 

Score 



17081 

TBLASTX: Cress 

13995 

116 



Seq. ID OJ990729_13.9A05.C3 
Strand 

End 17081 

Method TBLASTX : Soybean 

End 13995 

Score 72 



13750. .13995, 13778 .. 13840, 13837 .. 13968, 13934.. 13987 



30996 
64190 
1 

OJ990729_13 . 9A05 . C3 . o5 . tm 

13840 

none 

1384 0. . 13974, 1384 0. . 13995 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method TBLASTX : Mai ze 

End 13995 

Score 153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



30996 
64190 
1 

OJ990729_13. 9A05.C3.o4 .gs 

14685 

none 



Seq. ID OJ990729_13.9A05.C3 
Strand 

End 17081 

Method GENSCAN 

End 15672 

Score .53 



14685. .14814, 15003 .. 15539, 15644. .15672 



30996 
64190 
1 

OJ990729_13. 9A05 . C3 . o5 . gs 

16171 

none 

16171. .16371, 16964. .16999 



Seq. ID OJ990729JL3. 9A05.C3 
Strand 

End 17081 

Method GENSCAN 

End 16999 

Score .94 



30996 
64190 
1 

OJ990729_13.9A05.C3.o5.gp 
16197. 

25792__1.R1084 
16197. .16538 

'4512233/dbj | AB014 74 3 . 1 | AB014 74 3 0.0e+00 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence' 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

•Method AAT/GAP 

End 16538 

Score 645 



30996 
64190 
1 

OJ990729_13. 9A05 . C3 . 06 . gp 
16713 
2312716 
16713. . 17081 

4512233/dbj | AB014 74 3 . 1 | AB014 74 3 1.0e-176 Oryza sativa copia-type 



Seq. ID OJ990729_13. 9A05.C3 
Strand 

End 17081 

Method AAT/GAP 

End 17081 

Score 630 



30988 



retrotransposon RIRE7 DNA, partial sequence 



Seq. No. 30997 Seq. ID 

Gene No. 64191 Strand 

Start 8273 End 

Name OJ990729JL3 .-9A05 . C4 . o2 . gs Method 

Start 8273 End 

GI none Score 

Exons 8273.. 8681, 8757.. 8911 



OJ990729_13.9A05.C4 
+ 

9197 
GENSCAN 
8911 
.76 



Seq. No. 30997 Seq. ID 

Gene No. 64191 Strand 

Start 8273 End 

Name OJ990729_13 . 9A05 . C4 . o2 . gp Method 

Start 8422 End 

GI 34533_1.R1084 Score 

Exons 8422.. 8681, 8757.. 9197 

GI Descrip. ' 2245001/emb | CAB10421 . 1 | 4.0e-43 (Z97341) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ990729_13.9A05.C4 
+ 

9197 
AAT/GAP 
9197 
1313 



Seq. No. 


30997 


Seq. ID 


OJ990729 13.9A05.C4 


Gene No. 


64191 


Strand 


+ 


Start 


8273 


End 


9197 


Name 


OJ990729 13.9A05.C4.o2.np 


Method 


AAT/NAP 


Start 


8528 


End 


8920 


GI 


2245001 


Score 


393 


Exons 


8528. .8681, 8757. .8920 






GI Descrip. 


(Z97341) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


30997 


Seq. ID 


OJ990729_13.9A05.C4 


Gene No. 


64192 


Strand 


+ 


Start 


12839 


End 


14090 


Name 


OJ990729 13.9A05.C4.o3.gs 


Method 


GENSCAN 


Start 


12839 


End 


14090 


GI 


none 


Score 


.73 


Exons 


12839. .12893, 13705.. 14090 






Seq. No. 


30997 


-S.eq. ID 


OJ990729_13.9A05.C4 


Gene No. 


64192 


Strand 


+ 


Start 


12839 


End 


14090 


Name 


OJ990729 13. 9A05.C4 .o3.np 


Method 


AAT/NAP 


Start 


■ 13114 ' • " • 


End 


13197 " " 


GI 


133404 


Score 


55 


Exons 


13114. .13197 . . 






GI Descrip. 


DNA- DIRECTED RNA POLYMERASE ALPHA CHAIN gi | 66963 | pir | | RNRZA 



DNA-directed RNA polymerase (EC 2.7.7.6) alpha chain - rice 
chloroplast gi | 12018 | emb | CAA33979 | (X15901) RNA polymerase alpha 



subunit [Oryza sativa] 
alpha [Oryza sativa] 



gi I 226639 | prf | | 1603356BN RNA polymerase 



Seq. No. 
Gene No. 
Start 
Name 

r>A — . 

ULQl L 

GI 

Exons 



30997 Seq. ID 

64193 Strand 
859 End 

OJ990729_13. 9A05.C4 .ol.gs ' Method 
859 End 
none Score 



OJ990729_13.9A05.C4 

7342 
GENSCAN 
7342 
. 61 



859. .971, 1418. .1591, 1655. .2096, 2247. .2387, 2434. .2541, 
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2634..289S, 3000. .3298, 3379. .3497, 3531. .3792, 3897. .4066, 
4090. .4244, 4320. .4393, 4889. .5205, 5476. .5643, 6175. .6315, 
7149. .7275, 7340. .7342 



Seq. No. 30997 

Gene No. 64193 

Start 859 

Name OJ990729_13 . 9A05 . C4 . ol . np 

Start 1641 

GI 5441880 

Exons 1641.. 1855, 2148.. 2383, 2634. 

4320.. 4459, 5072.. 5398, 5657. 

GI Descrip. (AP000367) EST C28 952 (C62945 ) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990729 13.9A05.C4 



7342 
AAT/NAP 
7143 
2653 

2895, 3000.. 3298, 



3878. .4211, 



.5688, 6133.. 7143 
corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Sea No 


30997 




Seq. ID 


OJ990729_13.9A05 


.C4 


(2piT-ie=i No 


64193 




Strand 






Start 


859 




End 


7342 




Name 


OJ990729 13. 


9A05.C4 .ol.gp 


Method 


AAT/GAP 




Start 


1962 




End 


4205 




GI 


LIB3433-020- 


-P1-K1-A6 


Score 


703 




TT y nn c 

J—i AUl 1 o 


1962. .2341, 


4163. .4205 










*5670155/gb|AF161269. HAF1612 69, 2 . Oe- 


35 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 




Qp n Nn 


30997 




Seq. ID 


OJ990729_13. 9A05 


.C4 


Gene No. 


64194 




Strand 






Start 


14852 




End 


16167 




Name 


OJ990729 13. 


9A05.C4 .o3.tw 


Method 


TBLASTX: Wheat 




Start 


3971 




End 


4153 




GI 


none 




Score 


105 




J— 1 i o 


3971. .4090, 


3972. .4091, 4089. 


.4139, 4100. .4153 






30997 




Seq. ID 


OJ990729_13. 9A05 


C4 


Gene No. 


64194 




Strand 






Start 


14852 




End 


16167 




Name 


OJ990729 13. 


9A05.C4 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


5906 




End 


6283 




GI" 


none 




Score 


61 




Exons 


5906. . 6079, 


5917.. 6057, 6012. 


.6080, 6104. .6280, 6129. .6281, 




6134 . .6283 










Seq. No. . 


30997 




Seq. ID 


OJ990729JL3. 9A05. 


C4 


Gene No. 


64194 




Strand 






Start 


14852 




End 


16167 




Name 


OJ990729 13. 


9A05.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


6099 




End 


6577 




GI 


none 




Score 


. 216 - 




Exons 


6099. . 6572, 


6110. .6577 








Seq. No. 


30997 




Seq. ID 


OJ990729_13. 9A05. 


C4 


Gene No. 


64194 




Strand 






Start 


14852 




End 


16167 




Nduie 


OJ990729 13 . 


9aO^.C4 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


8120 




End 


8821 




GI 


none 




Score 


246 





30990 



Exons 


8120. .8176, 8516. .8755, 8524. 


.8685, 8779. .8820, 


8780. . 8 


821 


Seq. No. 


30997 




Seq. ID 


OJ990729 


13 9A05 


. C4 


Gene No. 


64194 




Strand 








Start 


14852 




End 


16167 






Name 


OJ990729 13.9A05.C4.ol.tm 




Method 


TBLASTX: 


Maize 




' Start 


8436 




End 


8944 






GI 


none 




Score 


38 






Exons 


8436..8459, 8437. .8460, 8507. 


.8683, 8524. .8685, 


8749. .8 


907, 




8753. .8944 












Seq. No. 


30997 




Seq. ID 


OJ990729 


_13. 9A05 


.C4 


Gene No. 


64194 




Strand 








Start 


14852 




End 


16167 






Name 


OJ990729 13.9A05.C4.ol.tc 




Method 


TBLASTX: 


Cress 




Start 


8519 




End 


8899 






GI 


none 




Score 


220 






Exons 


8519. .8683, 8527. .8685, 874 


19. 


.8889, 8753. .8899 






Seq. No. 


30997 




Seq. ID 


OJ990729 


__13.9A05 


.C4 


Gene No. 


64194 




Strand 








Start 


14852 




End 


16167 






Name 


OJ990729 13.9A05.C4.ol.ts 




Method 


TBLASTX : 


u y ail 




Start '" 


8522 




End 


8905 




GI 


none 




Score 


239 






Exons 


8522. .8683, 8527. .8685, 8749. 


.8898, 8753. .8905 


< 




Seq. No. 


30997 




Seq. ID 


OJ990729 


13 9 AO 5 


. C4 


Gene No. 


- 64194 




Strand 








Start 


14852 




End 


16167 






Name 


OJ990729 13.9A05.C4.o4.gs 




Method 


GENSCAN 






Start 


14852 




End 


16167 






GI 


none 




Score 


.59 






Exons 


14852. .14862, 14 944 .. 15031 , 


15140. . 15192, 15312 


. . 15336, 






15787. .15890, 16092.. 16167 












Seq. No. 


30*998 




Seq. ID 


OJ990729 


_13. 9A05 


.C5 


Gene No. 


64195 




Strand 


+ 






Start 


539 




End 


936 






Name 


OJ990729 13.9A05.C5.ol.gs 




Method' 


GENSCAN 






Start 


539 




End 


936 






GI 


none 




Score 


.56 ■ 






Exons 


539. .624, 909. .936 












Seq. No. 


30998 




Seq. ID 


OJ990729_ 


13 9 AO 5 


. C5 


Gene No. 


64196 




Strand 


+ 






Start 


1740 




End 


2238 






Name 


OJ990729 13.9A05.C5.ol.gp 




Method 


AAT/GAP 






Start 


17 ; 4 0 




End 


2238 






GI 


55343 1.R1084 




Score 


451 






Exons 


1740. .1996, 2172. .2238 












GI Descrip. 


1 5042437 /gb|AC00778 9. 1 IAC0077* 


39 8.0e-24 


Oryza sativa BAC T49B20 




genomic sequence, complete 


sequence 1 








Seq. No. 


30999 




Seq. ID 


OJ990729_ 


_13. 9A05, 


.C6 


Gene No. 


64197 




Strand 








Start 


225 




End 


660 







30991 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990729_13 . 9A05 . C6 . ol . np Method AAT/NAP 

225 End 660 

6539570 Score 182 

225. .428, 596. .660 

(AP000836) hypothetical protein [Oryza sativa] 



30999 Seq. ID 

64198 Strand 

234 End 

OJ990729_13 . 9A05 . C6 . ol . gs Method 

234 End 

none Score 
234. .348 



OJ990729_13.9A05.C6 
348 

GEN SCAN 

348 

.83 



Seq. No. 31000 Seq. ID OJ990909_14 . 9A28 . CI 

Gene No. 64199 Strand + 

Start 4608 End 4678 

Name OJ990 909_14 . 9A28 . CI . ol . gp Method AAT/GAP 

Start 4 608 End 4 678 

GI 5867_1.R1084 Score 113 

Exons 4608 . .4678 

GI Descrip. 1 4 64 986/sp I P35132 | UBC9_ARATH 5.0e-58 UBIQUIT IN-CON JUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 2 18 57_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


31000 


Seq. ID 


OJ990909_14.9A28.C1 


Gene No. 


64200 


Strand 


+ 


Start 


7271 


End 


15341 


Name 


OJ990909 14.9A28.Cl.o2.gs 


Method 


GENSCAN 


Start 


7271 


End 


15341 


GI 


none 


Score 


.41 


Exons 


7271. .7470, 8178. .8300, 8726. 


.8909, 8 


922. .8994, 9740. .9880, 




10563. .10688, 11556 .. 1174 7 , 12381 12484 , 12569 .. 13067 , 




14439. .14457, 15254. .15341 






Seq. No. 


31000 


Seq. ID 


OJ990909_14.9A28.C1 


Gene No. 


64200 


Strand 


+ 


Start 


7271 . "• 


End. 


15341 


Name 


OJ990909 14.9A28.Cl.o2.np 


Method 


AAT/NAP • 


Start 


11985 


End 


12861 


GI 


6715441 


Score 


270 


Exons 


11985. .12336, 12655.. 12861 






GI Descrip. 


(AF218052) protoporphyrinogen 


IX oxidase [Zea mays] 


Seq-. No. 


31000 


Seq. ID 


OJ990909_14.9A28.C1 


Gene No. 


64201 


Stran'd 


+ 


Start 


18736 


End 


20221 


Name 


OJ990909 14.9A28.Cl.o3.np 


Method 


AAT/NAP 


Start 


18736 


End 


20221 


GI 


2792238 


Score 


592 




i n ^ -> /- *-* s\ ~> 






GI Descrip. 


(AF032697) NBS-LRR type resistance protein [Oryza sativa] 



30992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31000 
64202 
36148 

OJ990909_14 .9A28.Cl.o4 .gp 

36148 

2310235 



Seq. ID OJ990909_14.9A28.C1 

Strand + 

End 38422 

Method AAT/GAP 

End 37674 

Score 302 



36148. .36185, 36598 .. 36737 , 37614 ... 37674 

5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



31000 
64202 
36148 

OJ990909_14 . 9A28.Cl.o7.gs 
36598 
none 

36598. .37410, 3754 6.-37856, 37917. .38371 



Seq. ID OJ990909_14.9A28.C1 



Strand 
End 

Method 

End 

Score 



38422 
GENSCAN 
38371 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



31000 Seq. ID 

64202 Strand 

36148 End 

OJ990909JL4 . 9A28 . CI . o7 . np Method 

36598 End 

4680203 Score 
36598. .38268, 38371.. 38422 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990909_14.9A28.C1 
+ 

38422 
AAT/NAP 
38422 
2050 



31000 Seq. ID 

64202 Strand 

36148 End 

OJ990909_14 .9A28.Cl.o5.gp Method 

36602 End 

342_1.R1084 Score 
36602. .38422 

f 4574406/gb|AAD24042.1| O.Oe-fOO (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ990909_14. 9A28.C1 
+ 

38422 
AAT/GAP 
38422 
3027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



31000 
64203 
1 

OJ990909_14 . 9A28 .Cl.ol.np 
.1- " • -. - . • . - 
4539009 



Seq. ID OJ990909_14.9A28.C1 
Strand 

End 397 5 

Method AAT/NAP 

End 3975 - " ' .~ 

Scores 97 



1..107, 390. .443, 2848. .2938, 3833. .3975 
(AL049481) putative protein [Arabidopsis thaliana] 



31000 
64203 
1 

OJ990909_14.9A28.Cl.ol.gs ' 
52 

none 

52. .107, 390. .443, 1066. .1169, 1399. .1418, 2104. .2177, 
3445. .3555, 3641. .3721 



Seq. ID OJ990909_14.9A28.C1 
Strand 

End 3975 

Method GENSCAN 

End 3721 

Score .78 



31000 
64204 



Seq. ID OJ990909_14 . 9A28.C1 
Strand 



30993 




Start 


24013 




End 


24451 


Name 


OJ990909 14.9A28.Cl.o2.gp 


Method 


AAT/GAP 


Start 


24013 




End 


24451 


GI 


none 




Score 


8 67 


Exons 


24013. 


.24451 






Seq. No. 


31000 




Seq-. ID 


OJ990909_14.9A28.C1 


Gene No. 


v-64205 




Strand 




Start 


27648 




End 


28631 


Name 


OJ990909 14.9A28.Cl.o4.gs 


Method 


GENSCAN 


Start 


27648 




End 


28631 


GI 


none 




Score 


. 61 


Exons 


27648. 


.28631 






Seq. No. 


31000 




Seq. ID 


OJ990909 14.9A28.C1 


Gene No. 


64206 




Strand 




Start 


30610 




End 


35063 


Name 


OJ990909 14.9A28.Cl.o3.ts 


Method 


TBLASTX: Soybean 


Start 


369 




End 


3297 


GI 


none 




Score 


115 


Exons 


369. .443, 1063. .1185, 1073.. 


1180, 1391 


..1501, 1391. .1519, 




1392. . 


1520, 2106. .2183, 2107 


..2163, 28 


36. .2946, 2849. .2947 




•3054 . . 


3134, 3055.. 3132, 3262 


..3297, 3263.. 3295 


Seq. No. 


31000 




' Seq. ID 


OJ1990 90.9_14.9A28. CI 


Gene No. 


64206 




Strand 




Start 


30610 




End 


35063 


Name 


OJ990909 14.9A28.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


12662 




End 


12850 


GI 


none 




Score 


316 


Exons 


12662. 


.12850, 12665. .12838, 


12667. .12849 


Seq. No. 


31000 




Seq. ID 


OJ990909_14.9A28.C1 


Gene No. 


64206 




Strand 




Start 


30610 




End 


35063 


Name 


OJ990909 14.9A28.Cl.o4.tc 


Method 


TBLASTX: Cress 


Start 


12665 




End 


12850 


GI 


none 




Score 


269' 


Exons 


12665. 


.12850, 12665. .12838, 


12667. .12849 


Seq. No. 


31000 




Seq. ID 


OJ990909_14 . 9A28 .CI 


Gene No . 


64206 




. Strand 




Start 


30610 




End 


35063 


Name - 


OJ990909 14.9A28.Cl.o5.ts 


Method 


TBLASTX: Soybean. -■ 


Start 


12680 




End 


12850 


GI 


none 




Score 


229 


Exons 


12680. 


.12850, 12680. . 12835, 


12682. . 128 


49 


Seq. No. 


31000 




Seq. ID 


OJ990909_14 . 9A28 .CI 


Gene No. 


64206 




Strand 




Start 


30610 




End 


35063 


Name 


OJ990909 14.9A28.Cl.o4.tm 


Method 


TBLASTX: Maize 


Start 


19207 




End 


19598 


GI 


none 




Score 


292 






.19567, 19227 19266, 


193 / / . . i9i>y« 


Seq. No. 


31000 




Seq. ID 


OJ990909_14.9A28.C1 






30994 





• 



Gene No. 


64206 








Start 


30610 








Name 


OJ990909 14.9A28.C1. 


o4 . ts 


Start 


19207 








GI 


none 








Exons 


19207. 


.19314, 


19372, 


.19509, 


Seq. No. 


31000 








Gene No. 


64206 








Start 


30610 








Name 


OJ990909 14.9A28.C1. 


o5 . qs 


Start 


30610 








GI 


none 








Exons 


30610. 


.31422, 


31476. 


. 32447, 


Seq. No. 


31000 








Gene No. 


64206 








Start 


■ 30610 








Name 


OJ990909 14.9A28.C1. 


ol . ts 


Start 


30661 








GI 


none 








Exons 


30661. 


.30903, 


30683. 


.30901, 




31109. 


.31273, 


31288. 


.31350, 




31349. 


.31369, 


31377. 


.31418, 




31413. 


.31505, 


31578. 


.32021, 




32038. 


.32112, 


32259. 


.32315, 




34911. 


.34985, 


34968. 


.35021 



Strand 
End 

Method 

End 

Score 



Seq-. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 

30916 

31301 

31378 

31579 

32397 



31020, 
31351, 
31419, 
32022, 
32486, 



35063 

TBLASTX : Soybean 

19650 

98 



OJ990909_14.9A28.C1 

35063 
GENSCAN 
33932 
.97 



OJ990909_14 .9A28.C1 
•35063 

TBLASTX : Soybean 

35021 

117 

31102. .31284, 

31348, 



.31368, 
31411. .31503, 
32019. .32114, 
33774 . .33953, 



Seq. No. 


31000 






Gene No. 


64206 






Start 


30610 






Name 


OJ990909 14.9A28.C1 


. o 6 . np 


Start 


30664 






GI 


4204315 




Exons 


30664 . . 


32317, 32363 


. .32447, 




34815. . 


35054 




GI Descrip. 


(AC003027) Unknown 


protein 


Seq. No. 


31000 






Gene No. 


64206 






Start 


30610 






Name ' " 


' OJ990909 14:9A28.C1 


. o5.tm " 


Start 


30679 






GI 


■ none 






Exons 


30679. . 


30843, 30689 


. .30787 


Seq. No. 


31000 






Gene No. 


64206 






Start 


30610 






Name 


OJ990909 14.9A28.C1 


.o2.tc 


Start 


30730 






GI 


none 






Exons 


30730. . 


30894, 30731 


. .30784, 


O ~ ~ vi ~ 


T 1 Art A 








J1UUW 






Gene No. 


64206 






Start 


30610 







Seq. ID OJ990909_14 .9A28.C1 
Strand 

End 35063 

Method AAT/NAP 

End 35054 

Score 1557 
33703. .33790, 33828 .. 33947 , 

[Arabidopsis thaliana] 

Seq. ID OJ990909_14 . 9A28 . CI 
Strand 

End 35063 

• Method . TBLASTX r'Marze ' " - 

End. 30843 

Score 120 



Seq. ID OJ990909_14 . 9A28.C1 
Strand 

End 35063 

Method TBLASTX: Cress 

End 31278 

Score 69 
30919. .31020, 31102.. 31278 

Seq. ID OJy90909_14 . 9A28 ,C1 
Strand 

End 35063 



30995 




Name 


OJ990909 14 9A28.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


30847 ~ 




End 


31291 




GI 


none 




Score 


325 






30847. 31020, 30851 


. . 31291, 


31093. .31290 




Seq. No. 


31000 




Seq. ID 


OJ990909_14.9A28 


.CI 


Gene No. 


' 64206 . 




Strand 






Start 


30610 




End 


35063 




Name 


OJ990909 14 . 9A28 .CI 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


31617 ~~ 




End 


31980 




GI 


none 




Score 


160 




Exons 


31617 . . 31979, 31618 


. . 31851, 


31885. .31980 




Seer No 


31000 




Seq. ID 


OJ990909_14.9A28 


. CI 


Gene No . 


64206 




Strand 






Start 


30610 




End 


35063 




Name 


OJ990909 14.9A28.C1 


.o3.gp 


Method 


AAT/GAP 




Start 


317-91 




End 


32447 




GI 


81806 1.R1084 




Score 


1014 




F.xnns 


31791. .32447 










V-J .L L#/ ^ V--' J- -L fc—/ * 


, 5852182/emb|CAB55420.1 | 9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 




q f~ n xtz* 1 ' 

O Cl t L VQ J 










Seq. No. 


O -L U \J \J 




Seq. ID 


OJ990909_14.9A28 


PI 


Gene No. 


\J H £. \J \J 




Strand 






Start 


OK) \J -L \J 




End 


35063 




Name 




a 

ob . 


Method 


GENSCAN 




Start 


34785 




End 


35063 




GI 


none 




Score 


.99 




Exons 


34785. . 35063 










Seq. No. 


31000 




Seq. ID 


OJ990909_14.9A28 


.CI 


Gene No. 


64207 




Strand 






Start 


36949 




End 


37300 




Name 


OJ990909 14.9A28.C1 


o2.tw • 


Method 


TBLASTX: Wheat 




Start 


36949 




End 


37300 




GI 


none 




Score 


103 




Exons 


36949. .37056, 37039 


.37290, 


37047. .3728 9, 37 04 9. .37300 




Sea No 


31000 




Seq. ID 


OJ990909_14-. 9A28 


.CI 


Gene No. 


64208 




Strand 






Start " ■ 


37221 . ■ V. 




End 


38094 - 




Name 


OJ990909 14.9A28.C1. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


37221 




End 


37650 - • 




GI 


none 




Score 


102 




Exons 


37221. .37304, 37222. 


.37296, 


37297. .37359, 37354 .. 37650 , 






37408. .37632 










Seq. No. 


31000 




Seq. ID 


OJ990909_14 . 9A28 


.CI 


Gene No. 


64208 




Strand 






Start 


37221 




End 


38094 




Name 


OJ990909 14.9A28.C1'. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


37383 




End 


37731 




GI 


none 




Score 


307 




Exons 


37363. .37535, 37390. 


. 37/31, 


3/575. . 37712 




Seq. No. 


31000 




Seq. ID 


OJ990909_14.9A28 


.CI 



30996 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



64208 Strand 

37221 End 

OJ990909_14 . 9A28 . CI . ol . tw Method 

37519 End 

none Score 



• 



38094 

TBLASTX: Wheat 

37988 

63 



37519. .37572, 37527 3757 1 , 37573.-37 677, 37584 .. 37 673, 
37681. .37779, 37 686 377.78 , 37759 . .37 983 , 37780 37983, 
37782. .37988 



Seq. No. 


31000 






Seq. ID 


OJ990909_14. 9A28 


.CI 


Gene No. 


64208 






Strand 






Start 


37221 






End 


38094 




Name 


OJ990909 14.9A28.C1. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


37564 






End 


38022 




GI 


none 






Score 


247 




Exons 


37564. 


.37818, 37576. 


. 37818, 


37828. .38022 




Sea No 


31000 






Seq. ID 


OJ990909_14.9A28 


n 
• \^ ± 


Gene No. 


64208 






Strand 






Start 


37221 






End 


38094 




Name 


OJ990909 14.9A28.C1. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


37864 






End 


38094 




GI 


none 






Score 


210 




Exons 


37864. 


.38094 










Seq. No. 


31000 






Seq.- ID 


OJ990909_14 . 9A28 


CI 


Gene No. 


64209 






Strand 






Start 


38083 






End 


38418 




Name 


OJ990909 14.9A28.C1. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


38083 






End 


38418 




GI 


none 






Score 


106 




Exons 


38083. 


.38205, 38085. 


.38228, 


38202. .383* 


31, 38203. .38418, 






38215. 


.38382 











Seq. No. 


31001 




Seq. ID 


OJ990909_ 


_14. 9A28 


■ C2 


Gene No. 


64210 




Strand 


+ 






Start 


1 




End 


1552 






Name 


OJ990909 14.9A28.C2.ol 


• gp 


Method 


AAT/GAP 






Start 


1 




End 


1552 






GI 


342 1.R1084 




Score 


2428 






Exons 


1. .1552 












GI Descrip. 


' 4 574 4 06/gb IAAD24 04 2. 1 


' 0. 


Oe+QO (AF121139) RIM2 


protein 


[0 




sativa] 1 












Seq. No. 


31001 




Seq. ID 


OJ990909_ 


_14.9A28 


C2 


Gene No. 


64210 




Strand 


+ 






Start 


1 




End 


1552 






Name 


OJ990909 14.9A28.C2.ol 


gs 


Method 


GENSCAN 






Start 


94 




End 


897 






GI 


none 




Score 


.49 






Exons 


94. .897 












Seq. No. 


31001 




Seq. ID 


OJ990909_ 


_14.9A28. 


C2 


Gene No. 


64210 




Strand 


+ 






Start 


1 




End 


1552 






Name 


OJ990909 14.9A28.C2.ol. 


np 


Method 


AAT/NAP 






Start 


151 




End 


1131 







30997 



GI 


4680203 


Score 


983 


Exons 


151. .1131 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. .No. 


31001 


Seq. ID 


OJ990909_14 . 9A28.C2 


Gene No. 


64211 


Strand 


— 


Start 


771 


End 


1188 


Name 


OJ990909 14.9A28.C2.ol.tw 


Method 


TBLASTX-: Wheat 


Start 


1 


End 


1077 . 


GI 


none 


Score 


591 


Exons 


1..678, 1..249, 3. .662, 673.. 


717, 677. 


.712, 720. .815, 724. .783 




762. .902, 763. .903, 831. .911, 


916. .996 


, 985. .1077, 1011. .1076 


Seq. No. 


31001 


Seq. ID 


OJ990909_14.9A28.C2 


Gene No. 


64211 


Strand 




Start 


771 


End 


1188 


Name 


OJ990909 14.9A28.C2.ol.tc 


Method * 


TBLASTX: Cress 


Start 


44- 


End 


495 


GI 


none 


Score 


175 


Exons 


44. .226, 48. .485, 48. .491, 52 


..495, 346. .495 


Seq. No. 


31001 


Seq. ID 


OJ990909_14.9A28.C2 


Gene No. 


64211 


Strand 




Start 


771 


End 


1188 


Name 


OJ990909 14.9A28,C2.o3.gp 


Method 


AAT/GAP 


Start 


771 


End 


1188 


GI 


LIB34 31-028-P1-N1-A10 


Score 


824 


Exons 


771. .1188 






GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 






Seq. No. 


31002 


Seq. ID 


OJ990909_14.9A28.C3 


Gene No. 


64212 


Strand 


+ 


Start 


1 


End 


227 


Name 


OJ990909 14.9A28.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


176 


GI 


3845248 


Score 


82 


Exons 


1. . 176 






GI Descrip. 


(AE001410) hypothetical protein [Plasmodium falciparum] 


Seq. No. 


31002 


Seq. ID 


OJ990909_14.9A28.C3 


Gene No.. 


64212 


Strand . 


.+ ' " " 


Start 


1 


End 


227 


Name 


OJ990909 14.9A28.C3.ol.gs 


Method ■ 


GENSCAN 


Start 


54 


End 


227 


GI 


none 


Score 


.71 


Exons 


54. .227 






Seq. No. 


31003 


Seq. ID 


OJ990909_14.9A28.C4 


Gene No. 


64213 


Strand 




Start 


2735 


End 


2806 


Name 


OJ990909 14.9A28.C4.ol.gs 


Method 


GENSCAN 


Start 


2735 


End 


2806 


GI 


none 


Score 


.84 


Exons 


2735 . 2906 






Seq. No. 


31004 


Seq. ID 


OJ990909_14 . 9A28.C5 



30998 



Gene No. 


64214 


Strand 


+ 






Start 


654 


End 


749 






Name 


OJ990909 14 . 9A28 .C5.ol.gs 


Method 


GENSCAN 






Start 


654 


End 


749 






GI 


none 


Score 


. 57 






Exons 


654 . .749 










Seq. No. 


31005 


Seq. ID 


OJ990909 


14 . 9A28 


. C6 


Gene No. 


64215 


Strand 


+ 






Start 


1 


End 


2010 






Name 


OJ990909 14 . 9A28.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2010 






GI 


81286 


Score 


133 






Exons 


1..22, 1630. .2010 










GI Descrip. 


extensin - Volvox carteri 


(fragment) gi I 21992 | emb | CAA46283 




(X65165) extensin [Volvox 


carteri] 








Seq. No. 


31006 


Seq. ID 


OJ990909_ 


JL4.9A28 


C7 


Gene No. 


64216 


Strand 


-f 






Start 


47 


End 


2029 






Name 


OJ990909 14.9A28.C7.ol.gs 


Method 


GENSCAN 






Start 


47 


End 


2029 






GI 


none 


Score 


. 63 






Exons 


47. .138, 183. .519, 1396. .1504, 1922. .2029 






Seq. No. 


31006 


Seq. ID 


OJ990909_ 


_14 . 9A28 


C7 


Gene No. 


64217 


Strand 








Start 


1222 


End 


9868 






Name 


OJ990909 14.9A28.C7.ol.np 


Method 


AAT/NAP 






Start 


1222 


End 


9868 






GI 


4680183 


Score 


194 






Exons 


1222.. 1311, 1917.. 1987, 7948.. 7997, 97? 


33. .9868 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



31006 
64217 
1222 

OJ990909_14 . 9A28 .C7 . o2 . gs 
3778 
none 
3778, 
, 6905, 
8487, 



.3999, 4071. .4287, 6113. 
,7011, 7120V.7293,. 7376. 
,8729, 8859. .8995, 9080. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6166, 6258 
.7444, 7578 



OJ990909 14.9A28.C7 



9868 
GENSCAN 
9567 
.7 

6400, 
7618, 



6549. 
8 1.8 1 . 



. 6833, 
.8329, 



9301, 9401.. 9567 



31006 
64217 
1222 

OJ990909__14 . 9A28 ,C7 . o2 ,np 
4942 
5803253 

4942.. 4999, 6281. .6400, 6549, 



OJ990909 14.9A28.C7 



Seq. ID 
Strand 

End 9868 
Method AAT/NAP 
- ; End 9075 
Score 181 

6833, 6905. .7011, 7120. .7215, 
7339. .7561, 8558. .8729, 8859. .9075 

(AP000399) ESTs AU068856 (C50756) , AU077979 (C61370) correspond to 
a region of the predicted gene; similar to serine protease 
[Oryza saLivci] 



31007 



Seq. ID OJ990909 14.9A28.C8 



30999 



Gene No. 


64218 Strand 




Start 


720 End 


5963 


Name 


OJ990909 14. 9A28.C8.ol.gs Method 


GENSCAN 


Start 


720 End 


5911 


GI 


none Score 


.71 


Exons 


720. .905, 985. .1083, 1397. .1445, 1542. 


.1715, 1825. .2494, 




2523. .2657, 2783... 2924, 2999. .4420, 5412. .5480, 5849. .5911 


Seq. No. 


31007 - Seq. ID 


OJ990909_14.9A28.C8 


Gene No. 


64218 Strand 




Start 


720 End 


5963 


Name 


OJ990909 14.9A28.C8.ol.np Method 


AAT/NAP 


Start 


738 End 


4435 


GI 


4680204 Score 


1043 


Exons 


738. .875, 1226. .1445, 1542. .1715, 1825 


..2924, 2999. .4435 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


31007 Seq. ID 


OJ990909_14.9A28.C8 


Gene No. 


64218 Strand 




Start 


720 End 


5963 


Name 


OJ990909 14.9A28.C8.o2.tw Method 


TBLASTX: Wheat 


Start 


1379 End 


1898 


GI 


none Score 


69 


Exons 


1379. .1447, 1547. .1729, 1554. . 1679, 18 


18. .1898 


Seq. No. 


31007 Seq. ID 


OJ990909_14.9A28.C8 


Gene No. 


64218 Strand 


- 


Start 


720 End 


5963 


Name 


OJ990909 14 . 9A28 .C8 .ol. tw Method 


TBLASTX: Wheat 


Start 


3389 End 


3792 


GI 


none Score 


84 


Exons 


3389. .3559, 3522. .3689, 3554. .3790, 36 


41. .3790, 3652. .3792, 




3682. .3792 




Seq. No. 


31007 Seq. ID 


OJ990909_14.9A28.C8 


Gene No. 


64218 Strand 




Start 


720 End 


5963 


Name 


OJ990909 14.9A28.C8.o3.np Method 


AAT/NAP 


Start 


5533 End 


5963 


GI 


5042454 Score 


178 


Exons 


5533. .5586, 5849. .5963 




GI Descrip. 


(AC007789) putative polyprotein [Ory'za 


sativa] 


Seq. No. 


31008 Seq. ID 


OJ990909 14.9A28.C9 


Gene No. 


64219 Strand 


+ 


Start 


1385 End 


3772 


Name 


OJ990909 14 . 9A28 .C9.ol.np Method 


AAT/NAP 


Start 


1385 End 


3772 


GI 


4580394 ... Score 


779 


Exons 


1385.. 1425, 2916.. 3772 




GI Descrip. 


(AC007171) putative fatty acid elongase [Arabidopsis thaliana] 


Seq. No. 


31008 Seq. ID 


OJ990909_14.9A28.C9 


Gene No. 


64219 Strand 


+ 


Start 


1385 End 


3772 


Name 


OJ990909 14.9A28.C9.ol.gs Method 


GENSCAN 


Start 


1572 End 


3741 



31000 
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